
GI 


none 




Score 


277 




Exons 


21339 .. 21716, 21341 


. .21763, 


21544. .21723, 22459.. 22557 




Seq. No. 


32865 




Seq. ID 


OJ991028 17.0211 


.C9 


Gene No.- 


68195 




Strand 






Start 


19156 




End 


28390 




Name 


OJ991028 17. 0211. C9 


. o4 . tm 


Method 


TBLASTX: Maize 




Start 


214 37 




End 


21820 




GI 


none 




Score 


147 




Exons 


214 37 . . 21820 , 2143d 


. .21716, 


21691 . .217 


86 




Seq. No. 


32865 




Seq. ID 


OJ991028 17.0211 


.C9 


Gene No. 


68195 




Strand 






Start 


19156 




End 


28390 




Name 


OJ991028_17 . 0211 . C9 


. o2 . tm 


Method 


TBLASTX: Maize 




Start 


21848 




End 


22204 




GI 


none 




Score 


232 - 




Exons 


oioyio oooAyi oio/in 

218 4 o . . 22204 , zlo49 


. .22142, 


21884 . .221 


50 




Seq. No. 


32865 




Seq. ID 


OJ991028_17.0211 


.C9 


Gene No. 


68195 




Strand 






Start, - _ 


1915 6_ • , . . 




., .End .... 


.28390 _ 


: ..." 


.Name _ 


rtv T rt rt -1 rt rt rt -I ■— 1 rt rt *i -^i rt 

. .OJ.99.102.8_11... 0.211 ..C.9-. 


..ol ,±w 


... Method.^ 


TBLASTX :..Wheat. 


- - 


Start 


21878 




'End 


22333 




GI 


none 




Score 


375 




Exons 


rt -I rt rt rt rt *"> rt rt rt *1 rt ^-i rt 

21878 .. 22333, 21879 


. 22325, 


21896. .22333 




Seq. No. 


32865 




Seq. ID 


OJ991028_17 .0211 


.C9 


Gene No. 


68195 




Strand 






Start 


19156 




End 


28390 




Name 


OJ991028 17 . 0211 ,C9 


o3 . ts 


Method 


TBLASTX: Soybean 




Start 


21929 




End 


22294 




GI 


none 




Score 


108 




Exons 


rt i rt rt rt rt rt >*- rt rt rt rt ^ rt 

21929 .. 22063, 22070. 


. 22294 








Seq. No. 


328 65 




Seq. ID 


OJ991028_17.0211 


.C9 


Gene No. 


68195 




Strand 






Start. 


19156 . 




End 


28390 




Name 


OJ991028 17. 0211. C9'. 


o3 . np 


Method 


AAT/NAP 




Start 


22346 




End 


28390 




GI 


5902444 




Score 


1026 




Exons 


22346. .24008, 27478. 


.27720, 


28307. .28390 




GI . De'scrip . 


(AB030283T GAG-POL precursor 


*-f Oryza sativa] 


.■■*-. 


Seq. No. 


32865 




Seq. ID 


OJ991028_17.0211 


.C9 


Gene No. 


68195 




Strand 






Start 


19156 




End 


28390 




Name 


OJ991028 17. 0211. C9. 


06 . tw 


Method 


TBLASTX: Wheat 




Start 


22559 




End 


22981 




GI 


none 




Score 


148 




Exons 


22559. .22762, 22575. 


.22760, 


227 99. .22981, 22872. .22973 




Seq. No. 


32865 




Seq. ID 


OJ991028_17.0211. 


C9 


Gene No. 


: 68 195 




Strand 






<J l_ Cl -L. (_ 


-i ri -t i- r 
-L Z> JL -J O 




End 


28390 




Name 


OJ991028 17. 0211. C9. 


08. tw 


Method 


TBLASTX: Wheat 




Start 


23612 




End 


24010 





33001 

BEST AVAILABLE COPY 



GI 


none 


Score 


74 








Exons 


23612. .23887, 23613. .23840, 


23846..23959, 23898 


. .23948, 






23960 . . 24010 












Seq. No. 


32865 


Seq. ID 


OJ991028 


_17 . 


0211 


.C9 


Gene No. 


68195 


Strand 










Start 


19156 


End 


28390 








Name 


OJ991028_17 .0211 v C9.o7 . gs 


Method 


GENSCAN 








Start 


27318 


End 


28373 








GI 


none 


Score 


1 








Exons 


27318 . .28373 












Seq. No. 


32866 


Seq. ID 


OJ991028 


_17. 


0211 


.C10 


Gene No. 


68196 


Strand 


+ 








Start 


36 


End 


3479 








Name 


OJ991028_17 . 0211 .C10. ol .gs 


Method 


GENSCAN 








Start 


36 


End 


3479 








GI 


none 


Score 


.47 








Exons 


36. .127, 176. .250, 489.-568, 


2367. .2563, 3396.. 


3479 




Seq. No. 


32867 


Seq. ID 


OJ991028 


_17. 


0211 


.Cll 


Gene No.. 


,68197 _ , . . 


Strand . 


. + . 








.ktart „ 


..._5,2 _ 


•/•End' " 


"360 








Name 


OJ991028_17 . 0211 .Cll. ol .gs 


Method 


GENSCAN 








Start 


52 


End 


360 








GI 


hone 


Score 


.85 








Exons 


52 . . 360 












Seq. No. 


32867 


Seq. ID 


OJ991028 


J.7. 


0211 


.Cll 


Gene No. 


68198 


Strand 










Start 


499 


End 


574 








Name 


OJ991028_17 . 0211 .Cll .o2 . gs 


Method 


GENSCAN 








Start 


499 


End 


574 








GI 


none 


Score 


.98 








Exons 


499. . 574 












Seq. No. 


32867 


Seq. ID 


OJ991028 


_17. 


0211 


.Cll 


Gene No. 


68199 ' 


Strand 










Start 


502 


End 


655 








Name 


OJ991028 17.0211.Cll.ol.np 


Method 


AAT/NAP 








Start. 


502 


End 


655 








GI ' 


6907089 


Score 


164 " 








Exons 


■ 502'. .655 "' ~ ■ ' 












GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 








Seq. No. 


32868 


Seq. ID 


OJ991018 


J.0. 


0218 


.C9 


Gene No. 


68200 


Strand 


+ 








Start 


1 


End 


1307 








Name 


OJ991018 10.0218.C9.ol.np 


Method 


AAT/NAP 








Start 


1 


End 


1307 








GI 


5091513 


Score 


122 








Exons 


1..152, 612. .727, 877. .1307 












GI Descrip. 


(AB023482) Hypothetical protein [Oryza 


sativa] 








O IT _ 

JcCj . LNU. 


32866 


Seq. ID 


OJ991018 


_10. 


0218 


.C9 


Gene No. 


68200 


Strand 










Start 


1 


End 


1307 









33002 




Name 


OJ991018 10 . 0218 . C9 . ol . gs 


Method 


GENSCAN 




Start 


588 


End 


742 




GI 


none 


Score 


. 5 




Exons 


588 . . 742 








Seq. No. 


32868 


Seq. ID 


OJ991018_10. 0218 


,C9 


Gene No. 


68201 


Strand 






Start 


5059 


End 


6632 




Name 


OJ991018 10.0218.C9.o2.np 


Method 


AAT/NAP 




Start 


5059 


End 


6632 




GI 


6539588 


Score 


114 




Exons 


5059.. 5089, 6376.. 6632 








GI Descrip. 


(AP000837) hypothetical protein [Oryza 


sativa] 




Seq. No. 


32869 


Seq. ID 


OJ991018_10.0218 


C10 


Gene No. 


68202 


Strand 






Start 


498 


End 


871 




Name 


OJ991018 10-0218. C10. ol.gs 


Method 


GENSCAN 




Start 


498 


End 


871 




GI 


none 


Score 


. 78 




Exons 


498. .614, 774. .871 








----- 




.Seq.. ID- 


~OJ99 l7dl 8 _1D . 0 218". 


Cll . 


Gene No. 


68203 


Strand 


+ 




Start 


9030 


End 


11905 




Name 


OJ991018 10.0218.Cll.o3.gs 


Method 


GENSCAN 




Start 


9030 


End 


11905 




GI 


none 


Score 


.46 




Exons 


9030.. 9143, 9350.. 9446, 9853 


..9992, 10096. .10294, 11596. 


. 11686, 




11731. .11905 








Seq. No. 


32870 


Seq. ID 


OJ991018_10.0218. 


Cll 


Gene No. 


68204 


Strand 


+ 




Start 


13757 


End 


16436 




Name 


OJ991018 10.0218.Cll.o4.gs 


Method 


GENSCAN 




Start 


13757 


End 


16436 




GI 


none 


Score 


.58 




Exons 


13757. .14034, 14 161 14259, 


14660. . 14778^ 15094 .. 1524 5 , 






15287. . 15459, 15752 158 18 , 


16134. .16436 




Seq. No.,. 


. 32870. 


Seq. ID 


OJ991.018_10,0218. 


Cll 


Gene No . 


68205' 


Strand 






Start 


• 1 - 


End * 


-23229 *" „ : ' 




Name 


OJ991018* 10 . 0*218 . ClT. ol I np 


Method 


AAT/NAP 




Start 


1 


End 


23229 • 




GI 


6751696 


Score 


227 




Exons 


1..48, 7021. .7327, 18253. .18 


492, 18677. 


.18970, 23189. .23229 


GI Descrip. 


(AC018908) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


32870 


Seq. ID 


OJ991018_10.0218. 


Cll 


Gene No. 


68205 


Strand 






Start 


1 


End 


23229 




Name 


OJ991018 10.0218.Cll.o3.tm 


Method 


TBLASTX: Maize 




Start 


2417 


End 


2775 




GI 


none 


Score 


54 




Exons 


2417. .2485, 2485.. 2775, 2493 


. .2768 







33003 



Seq. No. 32870 

Gene No. 68205 

Start 1 

Name OJ991018_10 . 0218 . Cll . o2 . np 

Start 19596 

GI 4680203 

Exons 19596. .20531, 20808. 
GI Descrip. (AF114171) TNP2-like 



Seq. ID OJ991018_JL0. 0218. Cll 
Strand 

23229 
AAT/NAP 
22850 
1901 



End 

Method 
End 
Score 
21037, 21197.. 22850 
protein [Sorghum bicolor] 



OJ991018 10. 0218. Cll 



Seq. No. 32870 Seq. ID 

Gene No. 68205" Strand 

Start 1 End 23229 

Name OJ991018_10 . 0218 . Cll . 06 . gs Method GENS CAN 

Start 19620 End 22851 

GI none Score .54 

Exons 19620. .20080', 20180 .. 21080, 21330 .. 21 635 , 21975 .. 22111, 
22503. .22851 



Seq. No. 32870 
Gene No. 68205 
Start 1 

Name _ ■ 0 J 9 91 0 1 8 JL 0 . 0 2 1 8 . C 1 1 . o 1 . t w 

Start 19674. '.. ~. * 

GI none . 

Exons 19674 .. 19793, 19794 

19933. .19965, 19971 
20038. .20178, 20202 
20392. .20880 



,19898, 



Seq. ID OJ991018_10. 0218. Cll 
Strand 

End 23229 

; Me.thod_. TBLASTX; Wheat. .. 

End. ' '20.924 ■ ." "*'Y." . Y V-TIT" 

Score 12 



19807; .19899, 19917. .19970, 
20027, 19971. .20027, 20007 .. 2017 1 , 
20384, 20299. .20343, 2037 9 .. 20924 , 



Seq. No. 32870 

Gene No. 68205 

Start 1 

Name OJ991018_10 . 0218 . Cll . o3 . ts 

Start 19737 

GI none 

Exons 19737. .19985, 19804.. 19983 



Seq. ID OJ991018_10. 0218. Cll 
Strand 

End 23229 

Method TBLASTX : Soybean 

End .19985 

Score 77 



Seq. No. 32870 
Gene No. 68205 
Start 1 

.Name.. OJ9910.18_10 . 0218 . Cll , 

Start ' ; ~ 20211' ' 

GI - ■ * • none ■ * 
Exons 20211. .20384, 20215.. 



ol. tc 



Seq. ID OJ991018_10. 0218. Cll 
Strand 

End 23229 

.Method TBLASTX: Cress 

End ;~ 20637 ' " \ ""' ; 

Score 60 



20343, 20379. .20633, 20392.. 20637 



Seq. No. 32870 

Gene No. 68205 

Start 1 

Name OJ991018_10 . 0218 . Cll , 

Start 20568 

GI none 

Exons 20568. .20882, 20587. , 



Seq. ID OJ991018_10. 0218. Cll 
Strand 

End 23229 . • 

o2 . tm Method TBLASTX : Maize 

End 20948 

Score 131 
20883, 20895.. 20948 



Seq. -No. 32870 

Gene No. 68205 

Start 1 

Name OJ991018 10 . 0218 . CI 1 . o4 . tw 



Seq. ID OJ991 m R_l 0 s 0218 =C11 

Strand - ~ 

End 23229 

Method TBLASTX : Wheat 



33004 



Start 20940 End 21254 

GI none Score 4 6 

Exons 20940. .21023, 20947 .. 21024 , 21051 .. 21134 , 21082 .. 21123, 

21135. .21254, 21142 .. 2124 0, 21165.. 21254 



Seq. No. 32870 

Gene No. 68205 

Start 1 

Name OJ991018_10 . 02 18 . Cll . o4 . tm 

Start 21060 

GI none 

Exons 21060. .21251, 21061.. 21210 



Seq. ID OJ991018_10. 0218. Cll 
Strand 

End 23229 

Method TBLASTX : Maize 

End 21251 

Score 66 



Seq. No. 32870 

Gene No. 68205 

Start 1 

Name OJ991018_10 . 0218 . Cll . o2 . ts 

Start 21366 

GI none 

Exons 21366. .21599, 21445.. 21600 



Seq. ID OJ991018_10. 0218. Cll 
Strand 

End 23229 

Method TBLASTX : Soybean 

End 21600 

•Score 80 



Seq. . .No. . 32870 . , ... 

-Gene ..No 68205 . ,* 1. . .1 . . . . 

Start 1 

Name OJ991018_10 . 0218 . Cll . ol . tm 

Start 21435 

GI none 

Exons 21435. .21629, 214 36 .. 21 630, 



_ Seq, ID : :.OJ??1018^1^ 
-...Strand.. .-. .„ 

End 23229 

Method TBLASTX :Maize 

End 21879 

Score 98 
21645. .21878, 21652. .21879 



Seq. No. 


32870 




Seq. ID 


OJ991018_10.0218 


.Cll 


Gene No. 


68205 




Strand 






Start 


1 




End 


23229 




Name 


OJ991018 10. 0218. Cll 


.o2. tw 


Method 


TBLASTX: Wheat 




Start 


21622 




End 


21936 




GI 


none 




Score 


203 




Exons 


21622. .21918, 21648. 


.21935, 


21664 . .21936 




Seq. No. 


32870 




Seq. ID 


OJ991018_10.0218 


.Cll 


Gene No. 


68205 




Strand 






Start 


1 




End 


23229 




Name. . 


.. OJ991018 1,0. 0218. Cll 


. o2. tc. 


. .Method .. 


TBLASTX: Cress . 




Start 


21723" "." ~ " 




End ' ' 


2207 3" 




GI 


none - ■ 




Score 


95' 




Exons 


21723. .22073, '21724 . 


.21876, 


21916. .220 


65 




Seq. No. 


32870 




Seq.. ID 


OJ991018_10.0218 


.Cll 


Gene No. 


68205 




Strand 






Start 


1 




End 


23229 




Name 


OJ991018 10. 0218. Cll 


.o4 . ts 


Method 


TBLASTX: Soybean 




Start 


21804 




End 


22073 




GI 


none 




Score 


132 




Exons 


21804. .22073, 21805. 


.22059 








Seq. No. 


32870 




Seq. ID 


OJ991018_10.0218 


.Cll- 


Gene No. 


68205 




Strand 






Start 


1 




End 


23229 




Name 


OJ991018 10. 0218. Cll 


. o3 . tw 


Method 


TBLASTX: Wheat 





33005 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

. Seq.._No. ; 
Gene No.... 
Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ,No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



21946 
none 



End 
Score 



22394 
71 



21946. .22047, 21963 .. 22070, 22083 .. 22394 , 22098.. 22172 

OJ991018 10.0218.C11 



32870 Seq. ID 

68205 Strand 
1 End 
OJ991018_10.0218.Cll.ol.ts Method 
22090 End 
none Score 
22090. .22374, 22092. .22373 

32871 Seq. ID 

68206 Strand 
2520 End 
OJ991018_10.0218.C12.ol.np Method 
2520 End 
4680183 Score 
2520. .2609 

(AF111709) gag-pol protein [Oryza sativa subsp. indica]. 



23229 

TBLASTX : Soybean 

22374 

162 



OJ991018_10.0218.C12 
+ 



2609 
AAT/NAP 
2609 
108 



32871- ■ 

68207. 

12424 

OJ991018_10.0218.C12.o2.gp 
12363 
2280898 

12363. .12564, 12780 .. 12866, 13634. .13680 

3687239 1.0e-13 (AC005169) putative clathrin coat assembly 
protein [Arabidopsis thaliana] 



.Seq.,- ID. 
Strand. 
End 

Method 

End 

Score 



,QJ9?lpl8_ 

+ 

18277 
AAT/GAP 
13680 
525 



10.0218.C12 



32871 Seq. ID 

68207 Strand 

12424 End 

OJ991018_10.0218.C12.o2.np Method 

12424 End 

3687239 Score 



OJ991018_10.0218.C12 
+ 

18277 
AAT/NAP 
13933 
578 



12424. .12564, 12780 .. 12866, 13634 .. 13702 , 13802. .13933 
(AC005169) putative clathrin assembly protein [Arabidopsis 
thaliana] 



32871 " " ~ Seq.. ID 

'68207 . Strand'-' 

12424 ' v " 'End ' 

OJ991018_10.0218.C12.o4 .gs Method 

12424 End 

none Score 

12424. .12717, 12780. .128 66, 13634. .13834, 17014. .17063, 
18100. .18277 



OJ991018_10.0218:C12' 
+ ■ * ■ 
18277 
GEN SCAN 
18277 
.52 



32871 Seq. ID 

68207 Strand 

12424 End 
OJ991018_10.0218 .C12 .o3.qp Method 

13801 End 

20850_1.R1084 Score 
13801. . 14203 



OJ991018_10.0218.C12 
+ 

18277 
AAT/GAP 
14203 
690 



33006 



GI Descrip. '3687239 3.0e-18 (AC005169) putative clathrin coat assembly 
protein [Arabidopsis thaliana] 1 



Seq. No. 


32871 




Seq. ID 


OJ991018_ 


_10.0218 


.C12 


Gene No. 


68208 




Strand 


+ 






Start 


18600 




End 


25441 






Name 


OJ991018_10. 0218 .C12 


. o5 . gs 


Method 


GENSCAN 






Start 


18 600 




End 


25441 






GI 


none 




Score 


.56 






Exons 


18600. .18606, 18782. 


. 18967, 


19025. .19504, 21136. 


.21230, 






22453. .23130, 23915. 


.24044, 


24376. .244 


79, 24814. 


.24921, 






24961. .25104, 25289. 


.25441 










Seq. No. 


32871 




Seq. ID 


OJ991018 


_10.0218 


.C12 


Gene No. 


68209 




Strand 


+ 






Start 


28856 




End 


39586 






Name 


OJ991018 10.0218.C12 


. 06 . gs 


Method 


GENSCAN 






Start 


28856 




End 


38194 






GI 


none 




Score 


. 59 






Exons 


28856. .28862, 29829. 


.29931, 


30637. .308 


30, 30968. 


.32352, 






33756. .33842, 34883. 


. 35069, 


36119. . 361 


96, 36687. 


.36866, 






. 371.03,.., 37302 , ,37723.. 


,37849, 


..381QQ . : . 381 


94 _ 






- - 

Seq. No: 


-• 

32871 


... 


Seq. ID 


OJ991018_ 


JL0. 0218 


.C12 


Gene No. 


68209 




Strand 


+ 






Start 


28856 




End 


39586 






Name 


OJ991018 10.0218.C12 


. o5 . gp 


Method 


AAT/GAP 






Start 


30657 




End 


31001 






GI 


2442632 




Score 


372 






Exons 


30657. .30830, 30968. 


.31001 










Seq. No. 


32871 




Seq. ID 


OJ991018_ 


10.0218 


.C12 


Gene No. 


68209 




Strand 


+ 






Start 


28856 




End 


39586 






Name 


OJ991018 10.0218.C12 


. o4 . np 


Method 


AAT/NAP 






Start 


31117 




End 


32379 . 






GI 


6523029 




Score 


271 






Exons 


31117. .31433, 31475. 


.32379 










GI Descrip. 


(AL132976) putative protein 


[Arabidopsis thaliana] 




Seq. No,. ... 


32871 




. Seq. ID 


OJ991018_ 


10.0218. 


.C12. 


Gene No. 


68209 ' " '" " ' 




Strand 


+ . 






Start 


• '28856 • * #f . ■ 




End ' 


' 39586 






Name 


OJ991018 10.0218.C12 


. o5 . np 


Method 


AAT/NAP 






Start 


32612 




End 


35043 






GI 


3687239 




Score 


94 






Exons 


32612. .32645, 33734. 


.33842, 


34940. .35043 






GI Descrip. 


(AC005169) putative 


^lathri 


a assembly 


protein [Arabidopsis 




thaliana] 












Seq. No. 


32871 




Seq. ID 


OJ991018_ 


10.0218 


.C12 


Gene No. 


68209 




Strand 


+ 






Start 


28856 




End 


39586 






Name 


• OJ991018 10.0218.C12 


.06. np 


Method 


AAT/NAP 






Start 


36386 




End 


39586 






GI 


6539588 




Score 


226 






Exons 


36386. .36412, 37103. 


.37382, 


39545. .39586 







33007 




GI Descrip. (AP000837) hypothetical protein [Oryza sativa] 



beq. NO. 


JZO / 1 


Seq. ID 


OJ991018 


_10 . 0218 


.C12 


Gene No. 


68210 


Strand 


+ 






Start 


40 365 


End 


41760 






Name 


OJ yyiUlo_lu .021o.C12.o7.gs 


Method 


GENSCAN 






Start 


4 0 ib5 


End 


41760 






Oil 


none 


Score 


.64 






Exons 


40365 .. 404 17, 40884 .. 41014 , 


41552. .41760 






Seq. No. 


32871 


Seq. ID 


OJ991018 


_10.0218 


.C12 


Gene No. 


68211 


Strand 








CM > v- 4- 

otart 


1781 


End 


1892 






Name 


OJ991018 10.0218.C12.ol.gp 


Method 


AAT/GAP 






Start 


1781 


End 


1892 






GI 


uC-osflcyp088bl2bl 


Score 


156 






Exons 


1781. .1892 










GI Descrip. 


, 5257255/dbj | AP000364 . 1 | AP000364 3.0e- 


36 Oryza 


sativa genom: 




DNA/ chromosome 8, clone : P0026F07 1 








Seq. No. 


32871 


Seq. ID 


OJ991018 


JL0.0218, 


.C12 


.Gene._._No.._^ .... 


68212 ... . • . 


.. .Strand. 








btart. . ... 


43.82.. "... \ „ 


..End. 


' 2309.4 * T" 






Name 


OJ991018 10.0218.C12.o3.np 


* Method 


AAT/NAP 






Start 


4382 


End 


23094 






GI 


2924444 


Score 


93 






Exons 


4382. .4451, 11320 .. 11398 , 12450 12 651 , 19206.. 


19438, 






22698. .23094 








GI Descrip. 


(AL022022) PE_PGRS [Mycobacterium tuberculosis] 






Seq. No. 


32871 


Seq. ID 


OJ991018 


JL0.0218-. 


,C12 


Gene No . 


68212 


Strand 








Start 


4382 


End 


23094 






Name 


OJ991018 10.0218.C12.o2.gs 


Method 


GENSCAN 






otart 


6098 


End 


9763 






GI 


none 


Score 


.56 






Exons 


6098.. 6705, 6814.. 6961, 7047 


..7982, 80 


62. .8274, 


9677. .9763 


beq. no. 


32871 


Seq. ID 


OJ991018 


_10.0218. 


C12 


Gene No. 


68212 


Strand 








btart 


4382 


. End . 


23094 






Name 


OJ991018 10.0218.C12.o3.gs 


Method 


"GENSCAN* 






otart *» 


10560 . ... 


End', 


11531 






GI 


none 


Score 


.64 






Exons 


10560. . 10632, 10848. .10987, 


11469. . 11531 






beq. No. 


,.:-32871 


Seq. ID 


OJ991018_ 


J.0.0218. 


C12 


Gene No. 


68213 


Strand 








C 4 i v- 4- 

btart 


24196 


End 


33882 






Name 


OJ991018 10.0218.C12.o2.tm 


Method 


TBLASTX: Maize 




Start 


932 


End 


1330 






GI 


none 


Score 


50 






Exons 


932.. 1261, 950.. 1084, 1133.. 


1261, 1247 


. . 1330 






Seq. No. 


32871 


Seq. ID 


OJ991018_ 


JL0.0218. 


C12 


Gene No. 


68213 


Strand 








Start 


24196 


End 


33882 







"33008 



Name 

Start 

GI 

Exons 



OJ991018_10.0218.C12.ol. tw Method 

4 8 67 End 

none Score 
4867. .5286, 4976. .5275 



TBLASTX: Wheat 

5286 

140 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 
Start 

.Exons . 



32871 
68213 
24196 

OJ991018_10.0218.C12.ol.tm 
12391 



none 
12391. 
12778. 
13801. 



.12564, 12423. 
,12897, 13617. 
,13968, 13802. 



Seq. ID 
Strand 
End 

Method 
End • 
Score 

12563, 12776. .12865, 12777 
13700, 13631. .13702, 13633 
13942, 13848. .13979, 33752 



OJ991018 10.0218.C12 



33882 

TBLASTX: Maize 
33882 
233 



. 12866, 
. 13701, 
.33841, 



33753. .33842, 33757.. 33882 

32871 Seq. ID 

68213 Strand 

24196 End 
OJ991018_10.0218.C12.ol.tc Method 

12417 End 

hone . - . - ■ . . - Score 



OJ991018_10.0218.C12 
33882 

TBLASTX: Cress 
33842 

208 . . . 



: .12.4.1 7... .12.5.63, . 12.424 12564., . 1277 6 . ..128.65 12717.. .12866, 
13631. .13702, 13633. .13701, 13757 . .13891 , 13801 .. 13923, 
13802. .13927', 138'48 .. 13973, 33752 .. 3384 1 , 33753.-33842 



Seq. No. 32871 

Gene No. 68213 

Start 24196 

Name OJ991018_10 . 0218 . C12 . o2 . ts 

Start 12423 

GI none 

Exons 12423. .12563, 12424 .. 12564 , 
33752. .33841, 33753.. 33842 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991018_10.0218.C12 
33882 

TBLASTX: Soybean 

33842 

209 



1277 6. .128 65, 12777. .128 66, 



Seq. No. 32871 Seq. ID 

Gene No. 68213 Strand 

Start 24196 End 

Name OJ991018_10 . 0218 . C12 . ol . ts Method 

Start 13624 End 

GI. ..none ... . . ... Score 

Exons 13624 . .13701, 13625 . .13702 , 
13*805.. 13936, '13811., 13939 



OJ991018_10.0218.C12 
33882 

TBLASTX : Soybean 
13939 

96 ... 
13631. .13702, . 13804*. .13935," 



Seq. No. 32871 Seq. ID 

Gene No. 68213 Strand 

Start 24196 End 

Name OJ991018_10 . 0218 . C12 . o2 . tw Method 

Start 13631 End 

GI none Score 

Exons 13631. .13702, 13633 .. 13701 , 13755. 

13801. .13932, 13802. .13936, 14017. 



13928, 
14058 



OJ991018_10.0218.C12 
33882 

TBLASTX: Wheat 

14058 

116 

13801. . 13935, 



Seq. No. 
Gene No. 
Start 
Name 



32871 
68213 
24196 
OJ991018 



10.0218.C12.o4.gp 



Seq. ID 

Strand 

End 

Method 



OJ991018_10. 021 R -C12 

33882 
AAT/GAP 



33009 



Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



24196 End 25231 

25465_1.R1084 Score 841 

24196. .24433, 24996.. 25231 

1 1420932/gb|U61383|ORU61383 7.0e-21 Oryza rufipogon 
4-coumarate-CoA ligase gene, intron 1, partial sequence 1 



32872 Seq. ID OJ991018 

68214 Strand + 

143 End 518 

OJ991018_10.0218.C14.ol.gs Method GENSCAN 

143 End 518 

none Score .8 

143. .386, 397. .518 



10.0218.C14 



Seq. No. 32872 

Gene No. 68215 

Start 2885 

Name OJ991018_10 . 0218 . C14 . o2 . gs 

Start 2885 

GI none 
Exons 



Seq." ID OJ991018_10.0218.C14 

Strand + 

End 8131 

Method GENSCAN 

End 7925 

Score .55 



2885. .2989, 3991. .4060, 4687. .4840, 4911. .5132, 6894. .6982, 
. 7211... 7350.,, J 652. ,7925, _ : „_.._ 



Seq. No. 32872 

Gene No. 68215 

Start 2885 

Name OJ9910 18JL0 . 0218 . C14 . ol . np 

Start 7625 

GI 6539588 

Exons 7625.. 7947, 8109. .8131 

GI Descrip. (AP000837) hypothetical protein [Oryza sativa] 



Seq. ID OJ991018_10.0218.C14 

Strand + 

End 8131 

Method AAT/NAP 

End 8131 

Score 234 



Seq. No. 


32873 




Seq. ID 


OJ9910ie 


J_10.0218 


.C15 


Gene No. 


68216 




Strand 


+ 






Start 


854 




End 


1389 






Name 


OJ991018 10.0218.C15.ol 


.np 


Method 


AAT/NAP 






Start 


854 




End 


1389 






GI 


6539588 




Score 


132 






Exons 


854. .1156, 1344. .1389 












GI Descrip. 


(AP000837) hypothetical 


protein [Oryza 


sativa] 






*Seq. No. 


32874 : 




Seq. ID 


OJ99101E 


i_ 10 0218 


."C16 


Gene No. 


68217 • ' 




Strand - ' 


.+ 






Start 


16077 




End 


'17382 






Name 


OJ991018 10.0218.C16.ol. 


np 


Method 


AAT/NAP 






Start 


16077 




End 


17382 






GI 


6815099 




Score 


94 






Exons 


16077. . 16135, 17268. .17382 










GI Descrip. 


(AP001081) hypothetical 


prote 


in [Oryza 


sativa] 







Seq. No. 32874 

Gene No. 68218 

Start 18661 

Name OJ991018JL0 . 0218 . C16 . o4 . gs 

Start 18661 

GI none 
Exons 



Seq. ID OJ991018_10.0218.C16 

Strand + 

End 21722 

Method GENSCAN 

,End 21722 

Score .69 



18661. .18822, 19260 19302, 19762 .. 19872, 20558 .. 20650, 



33010 





2 1303.. 21520, 215 94.. 21722 








Seq. No. 


32874 


Seq. ID 


OJ991018_10.'0218 


.C16 


Gene No. 


68219 


Strand 






Start 


906 


End 


4853 




Name 


OJ991018_10 . 0218.C16.ol.gs 


Method 


GENSCAN 




Start 


906 


End 


4853 




GI 


none 


Score 


.55 




Exons 


906.. 1155, 1453.. 1669, 1947. 


.2024, 2694. .2897, 4802. .4853 


Seq. No. 


32874 


Seq. ID 


OJ991018_10.0218 


.C16 


Gene No. 


68220 


Strand 






Start 


6550 


End 


13103 




Name 


OJ991018_10 . 0218.C16.o2.gs 


Method 


GENSCAN 




Start 


6550 


End 


13103 




GI 


none 


Score 


.57 




Exons 


6550.. 6634, 6725.. 6931, 9493 


..9598, 13034. .13103 




Seq. No. 


32874 


Seq. ID 


OJ991018_10.0218 


.C16 


Gene No. 


68221 


Strand 






Start 


22685 


End 


23127 




Name - 


^ OJ991018_1,0 ..0218 . C16 . o5 . gs _ 


Method . 


GENSCAN 




Start 


22685 ..... . . 


End . 


23127 




GI 


none 


Score 


.99 




Exons 


22685. .23127 








Seq. No. 


32875 


Seq. ID 


OJ991018_10.0218 


.C17 


bene no. 


bolZZ 


Strand 


+ 




Start 


1653 


End 


1878 




Name 


OJ991018_10.0218.C17.ol.gp 


Method 


AAT/GAP 




Start 


1653 


End 


1878 




GI 


2312838 


Score 


63 




Exons 


165 3.. 1710, 1851.. 1878 








GI Descrip. 


1420932/gb | Q61383 | ORU61383 7 


. Oe-21 Oryza rufipogon 






4-coumarate-CoA ligase gene, 


intron 1, 


partial sequence 




Seq. No. 


32875 


Seq. ID 


OJ991018_10.0218 


.C17 


Gene No. 


68223 


Strand 






Start 


2726 


End 


2864 




Name 


OJ991018_10. 0218.C17.o2.gs 


Method 


GENSCAN 




Start . . 


2726 


End 


2864 




GI 


. none 


Score 


.81 




Exons • '." 


272 6 . -. 2664 








Seq. No. 


32876 


Seq. ID 


OJ991018_10.0218 


.C18 


Gene No. 


68224 


Strand 






Start 


1 


End 


7199 




Name 


OJ991018 10.0218.C18.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


4533 




GI 


6539588 


Score 


188 




Exons 


1..55, 4219. .4533 








GI Descrip. 


(AP000837) hypothetical protein [Oryza 


sativa] 




Seq. No. 


32876 


Seq. TO 


O.TQQinifi 1 0 091 « 




Gene No. 


68224 


Strand 






Start 


1 


End 


7199 




Name 


OJ991018 10.0218.C18.ol.gs 


Method 


GENSCAN 





33011 




Start 


2043 


End 


7199 


GI 


none 


Score 


.75 


Exons 


2043. .2209, 2600. .2687, 3274. 


.3345, 4043. .4158, 4283. .4474 




5951.. 6107, 6279..662S, 6875. 


.7199 




Seq. No. 


32877 


Seq. ID 


OJ991028_16.0225.C1 


Gene No. 


68225 


Strand 




Start 


12 


End 


3286 


Name 


OJ991028_16. 0225.Cl.ol.gs 


Method 


GENS CAN 


Start 


12 


End 


3280 


GI 


none 


Score 


.68 


Exons 


12. .132, 212. .281, 394. .452, 


559. .762, 


786. .939, 1705. .182 




2138. .2196, 2670. .2774, 2829. 


.3022, 3054.. 3280 


Seq. No. 


32877 


Seq. ID 


OJ991028_16.0225.C1 


Gene No. 


.68225 


Strand 




Start 


12 


End 


3286 


Name 


OJ991028 16.0225.Cl.ol.np 


Method 


AAT/NAP 


Start 


858 


End 


3286 


GI 


5453573 


Score 


98 


Exons 


858. .939, 1019. .1076, 1567. .1628, 1705 


..1826, 2829. .2973, 




-.3156. .3286 . , ... 






GI Descrip.. 


href eldi.n. A-inhibited guanine 


-nucleotide-exchange . protein... 




gi I 5052123 |gb IAAD38428.il (AF084521) brefeldin A-inhibited 




guanine nucleotide-exchange protein 2 


[Homo sapiens] 


Seq. No. 


32877 


Seq. ID 


OJ991028_16.0225.C1 


Gene No. 


68226 


Strand 




Start 


5073 


End 


5265 


Name 


OJ991028 16.0225.Cl.o2.gs 


Method 


GENSCAN 


Start 


5073 


End 


5265 


GI 


none 


Score 


.79 


Exons 


5073. .5265 






Seq. No. 


32878 


Seq. ID 


OJ991028_16.0225.C2 


Gene No. 


68227 


Strand 


+ 


Start 


123 


End 


1734 


Name 


OJ991028 16.0225.C2.ol.gs 


Method 


GENSCAN 


Start 


123 


End 


671 


GI 


none 


Score 


.79 


Exons 


123. . 671 






Seq. No. 


32878 ' . 


Seq" ". ID 


OJ991028_16.0225,C2 


Gene No. 


68227 ....... 


Strand 


+ 


Start 


123 


End 


1734 


Name 


OJ991028 16.0225.C2.ol.np 


Method 


AAT/NAP 


Start 


123 


End 


1734 


GI 


2443880 


Score 


105 


Exons 


123. .522, 1702. .1734 






GI Descrip. 


(AC002294) Hypothetical protein [Arabidopsis thaliana] 


Seq. No. 


32878 


Seq. ID 


OJ991028_16.0225.C2 


Gene No. 


68228 


Strand 




Start 


307 


End : 


899 


Name 


OJ991028 16.0225.C2.ol.gp 


Method 


AAT/GAP 


Start 


307 


End 


899 


GI 


3444997 


Score 


872 



33012 



Exons 307. .899 

Seq. N.o. 32878 .. Seq. ID OJ991028_16 . 0225 . C2 

Gene No. 68229 Strand 

Start 1349 End 1528 

Name OJ991028_16 . 0225 . C2 . ol . tm Method TBLASTX : Maize 

Start 120 -■ End 473 

GI none Score 352 

Exons 120,. 401, 125. .403, 125. .403, 395. .469, 396. .473 

Seq. No. 32878 Seq. ID OJ991028_16 . 0225 . C2 

Gene No. 68229 Strand 

Start 1349 End 1528 

Name OJ991028_16 . 0225 . C2 . o2 . gs Method GENSCAN 

Start 1349 End 1528 

GI none Score .94 

Exons 1349.. 1461, 1519.. 1528 

Seq. No. 32879 Seq. ID OJ991028_16 . 0225 . C3 

Gene No. 68230 Strand + 

Start 1 End 135 

_,Name...,.- AAT/GAP ,. . ; - ^ . • 

.Start ...1 , „ ".....End".. S. - 135. . ' " ~7 

. GI none Score 270 

Exons 1 . . 135 

Seq. No. 32879 Seq. ID OJ991028_16 . 0225 . C3 

Gene No. 68231 Strand 

Start 174 End 2874 

Name OJ991028__16 . 0225 . C3 . o2 . gp Method AAT/GAP 

Start 174 End 1487 

GI uC-osflcyp028hllbl Score 852 

Exons 174. .321, 425. .494, 580. .769, 1369. .1487 

GI Descrip. ? 16208 96/dbj | BAA13507 | 4.0e-45 (D87956) protein involved in 
sexual development [Schizosaccharomyces pombe] 
>gi_24 0804 8_emb_CABl 625 1_ (Z99164) hypothetical protein 
[Schizosaccharomyces pombe] ' 

Seq. No. 32879 Seq. ID OJ991028_16 . 0225 . C3 

Gene No. 68231 Strand 

Start . . 174 ...... . End . 2874 

Name' OJ991028JL6 . 0225 . C3 . ol . tm Method TBLASTX : Maize 

/Start-; '. 182- . ' . • • " ' .' End •• ' .210 % 6 ' 

GI none Score 108 

Exons 182. .208, 224. .322, 226. .321, 226. .324, 272. .322, 423. .497, 

423. .494, 425. .496, 558. .707, 565. .708, 566. .676, 576. .707, 
687. .770, 710. .769, 1366. .1467, 1367. .1465, 2052. .2105, 
2053. .2106 

Seq. No. 32879 ' Seq. ID OJ991028_16 . 0225 . C3 

Gene No. 68231 Strand 

Start 174 End 2874 

Name OJ991028_16 . 0225 . C3 . ol . tc Method TBLASTX : Cress 

Start 223 End 1453 

GI none Score 44 

Exons 223. .324, 275. .322, 425. .496, 429. .497, 576. .707, 580. .708, 

687. .770, 710. .769, 1366. .1452, 1367. .1453 



33013 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991028 16. 0225. C3 



32879 
68231 
174 

OJ991028__16.0225.C3.ol.np 
226 

4885579 

226. .321, 425. .494, 580. 
2576.. 2618, 2790.. 2874- 

rcdl (required for cell differentiation, S.pombe) homolog 1 
gi|1620898|dbj IBAA13508I (D87957) protein involved in sexual 
development [Homo sapiens] 



2874 
AAT/NAP 
2874 
577 



,769, 1369. .1464, 2055. .2161, 



32879 
68231 
174 

OJ991028_16.0225.C3.ol.ts 

274 

none 

274. .324, 425. .496, 565. .708, 
1366.. 1467, 1367. .1465, 1371. 



Seq. ID OJ991028_16.0225.C3 
Strand 

End 2874 

Method TBLASTX : Soybean 

End 2874 

Score 141 

576. .707, 687. .770, 710. .769, 
.1469, 2052.. 2162, 2053.. 2163, 



• ,2 57 1. . . JZ 62 1 2.7 9 0 ;v .2 873 ^ 2 791 . .287 4 ... 



Seq. No. 32879 Seq. ID 

Gene No. 68231 Strand 

Start 174 End 

Name OJ991028_16 . 0225 . C3 . ol . gs Method 

Start 683 End 

GI none Score 

Exons 683.. 769, 2055.. 2161 



OJ991028_16.0225.C3 

2874 
GENSCAN 
2161 
.73 



Seq. No. 32880 
Gene No. 68232 
Start 1335 

Name OJ991028_16 . 0225 . C4 . ol . gp 

Start 1223 
GI . 727_1 
Exons 1223. 

2966. 

GI Descrip. f 1338 

. . >gi_8 
>gi_2 
mays], 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.2198, 



OJ991028_ 
+ 

7964 
AAT/GAP 
3264 
1418 
2501. .2645, 



16. 0225. C4 



R1084 

.1346, 1973. .2013, 2098. .2198, 2501. .2645, 2731. .2820,' 
.3264 

67/sp| P25460 | RS11_MAIZE 9.0e-71 40S RIBOSOMAL PROTEIN Sll 

2722_pir S16577 ribosomal protein Sll - maize . - 

2*4 70_emb^CAA39'4 38_ (X55967) . ribosomal protein" Sll [Zea 



Seq. No. 
Gene No. 
Start 
Name 
Start .. 
GI 

Exons 



Seq. No. 
Gene No. 
Start 



32880 Seq. ID 

68232 Strand 

1335 End 

OJ991028__16.0225.C4 .o2 . gs Method 

1335 End 

none Score 



OJ991028_16.0225.C4 
+ 

7964 
GENSCAN 
7964 
.62 



1335. .1346, 1973. .2013, 2098. .2198, 2501. .2649, 2708. .2820, 
2966. .3002, 3948. .4058, 4567. .4607, 4695. .4795, 5128. .5276, 
5569. .5688, 6194. .6373, 7425. .7460, 7576. .7710, 7881. .7964 



32880 
68232 
1335 



Seq. ID OJ991028_16.0225.C4 
Strand +- 
End 7964 



33014 



Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ991028_16.0225.C4 .ol.np Method AAT/NAP 

1961 End 3059 

133867 Score 659 

1961. .2013, 2098. .2198, 2501. .2645, 2731. .2820, 2966. .3059 
40S RIBOSOMAL PROTEIN Sll gi | 82722 | pir | | SI 6577 ribosomal protein 
Sll - maize gi | 22470 | emb | CAA39438 | (X55967) ribosomal protein 
Sll [Zea mays] 



32880 
68232 
1335 

OJ991028_16.0225.C4 . o2 . gp 
3940 

727 2.R1084 



Seq. ID 
Strand 
End 

Method 
End 

_ Score 
3940. .4058, 4567. .4607, 4695. .4795, 5128. .5272, 5334. .5387 
' 133867/sp|P25460|RSll_MAIZE 5.0e-48 40S RIBOSOMAL PROTEIN Sll 

>gi_82722_pir S16577 ribosomal protein Sll - maize 

>gi_22470_emb_CAA39438_ (X55967) ribosomal protein Sll [Zea 
mays] 1 



OJ991028_16.0225.C4 
+ 

7964 
AAT/GAP 
5387 
755 



Seq. No. 
Gene No. _ 
".Start™ . 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



32880 Seq. ID 

. 68232 ....... _ „. : T ; .Strand 

.1335. „ End . .. 

OJ991028_16. 0225. C4 . o2 . np Method 
4555 End 
133867 Score 
4555. .4607, 4695.-4795, 5128. .5272, 5334. .5423, 5569. .5662 
40S RIBOSOMAL PROTEIN Sll gi | 82722 | pir || S16577 ribosomal protein 
Sll - maize gi | 224 70 | emb | CAA394 38 | (X55967) ribosomal protein 
Sll [Zea mays] 



OJ991028_16.0225.C4 

7 964 ".?."'.„'". * 17 

AAT/NAP 

5662 

658 



32880 

68232 

1335 

OJ9910 

5123 

727_1. 

5123. . 

'13386 

>gi_82 

>gi_22 

mays] 1 



Seq. ID OJ991028_16.0225.C4 
Strand + 
End 7964 
Method AAT/GAP 
End 5867 
Score 956 
.5867 

9.0e-71 40S RIBOSOMAL PROTEIN Sll 

pir S16577 ribosomal protein Sll - maize 

emb_CAA394 38_ ,(X55967) ribosomal protein Sll [Zea 



28JL6.0225.C4.o3.gp 
R1084 

5272, 5334.. 5423, 5569 
7/sp| P254 60 |RS11_MAIZE 
722 
470 



32880 " Seq. ID 

68233 Strand 

440 End 

OJ991028_16 . 0225 . C4 . ol . gs Method 

44 0 End 

none Score 
440. .643 



OJ991028_16.0225:C4' 
643 

GENSCAN 

643 

.66 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



32880 
68234 
1966 

OJ991028 

1966 

none 



16.0225.C4.ol.tc 



Seq. ID 

Strand 
End 

Method 

End 

Score 



OJ991028_16.0225-.C4 

5749 

TBLASTX: Cress 

5619 

70 



33015 



Exons 



1966. .2013, 1970. .2011, 2095. .2196, 2141. .2200, 2143. .2199, 

2499. .2654, 2500. .2661, 2506. .2661, 2729. .2821, 2731. .2820, 

2732. .2821, 2733. .2825, 2963. .3016, 2964. .3011, 4560. .4607, 

4564. .4605, 4685. .4792, 4691. .4792, 4692. .4793, 4738. .4797, 

4740. .4796, 5123. .5284, 5127. .5273, 5332. .5424, 5334. .5423, 

5336. .5428, 5566. .5619, 5567. .5614 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



32880 
68234 
1966 

OJ991028_16. 

1966 

none 

1966. .2013, 
2141. .2203, 
2507. .2698, 



2963. 
4697, 
5123. 
5332. 



.3028, 
.4798, 
.5284, 
.5424, 



0225.C4 .ol.ts 



1970. .2011, 2097, 

2143. .2202, 2499, 

2728. .2820, 2729, 

2964. .3011, 3029. 

4698. .4796, 4738. 

5195. .5284, 5321, 

5566. .5631, 5567, 



Seq. ID OJ991028_16. 0225.C4 
Strand 

End 5749 

Method TBLASTX : Soybean 

End 567 9 

Score 70 

.2198, 2100. .2201, 2101. .2199, 
.2645, 2499.. 2654, 2500.. 2661, 
.2821, 2729.. 2821, 2730.. 2822, 
.3076, 4560. .4607, 4564. .4605, 
.4800, 4740. .4799, 5121. .5273, 
.5422, 5331. .5423, 5331. .5423, 
.5614, 5632..5679 



Seq v _ No.. 
..Gene .No. 
Start 
Name 
Start 
GI 

Exons 



32880. 

.68234 ... 

1966 

OJ991028_16. 

1966 

none 

1966. .2013, 
2088. .2198, 
2499. .2654, 
2963. .3019, 
4685. .4795, 
5122. .5211, 
5333. .5434, 



0225. C4 .ol.tm 



1970, 
2098. 
2500. 
2964 . 
4695. 
5123, 



.2011, 1971. 

.2199, 2141. 

,2661, 2728. 

,3011, 3126. 

,4796, 4738. 

,5284, 5125. 



5566^.5622, 5567. 



.Seq^ I 
Strand 
End 

Method 

End 

Score 
.2015, 
.2203, 
.2820, 
.3146, 
.4800, 
.5274, 
.5614, 



D. OJ991028., 16. 0225. C4 



1972 
2143 
2729 
4560 
4740 
5331 
5729 



5749 

TBLASTX: Maize 

5749 

70 

2016, 2088. .2198, 

2202, 2499. .2645, 

2821, 2729. .2821, 

4607, 4564. .4605, 

4799, 5121.. 5273, 

5423, 5332.. 5424, 



5749 



Seq. No. 32881 Seq. ID 

Gene No. 68235 Strand 

Start 120 End 

Name OJ991028JL6 . 0225 . C7 . ol . gs Method 

Start 120 End 

GI . . . none „ Score . 

Exons V " 120'. .270, 3~92 . . 4 99/ T105Y. 127 6 ' " 



OJ991028_ 
+ 

1276 
GENSCAN 
1276 
.74 



16. 0225. C7 



Seq..' No. 32881 Seq. ID 

Gene No. 68236 Strand 

Start 2091 End 

Name OJ991028JL6 . 0225 . C7 . o2 . gs Method 

Start 2091 - End 

GI none Score 

Exons 2091.. 2315 



OJ991028_16.0225.C7 

2315 
GENSCAN 
2315 
. 96 



Seq. No. 32882 Seq. ID 

Gene No. 68237. Strand 

Start 1 End 

Name OJ991028__16 . 0225 . C8 . ol . np Method 

Start 1 End 

GI 4262167 Score 



OJ991028_16.0225.C8 
+ 

1285 
AAT/NAP 
1285 
416 



33016 



Exons 1..127, 220. .291, 394. .459, 548. ,619, 696. .767, 865. .936, 

1217. .1285 

GI Descrip. (AC005275) putative LRR receptor-linked protein kinase 
[Arabidopsis thaliana] 



Seq. No. 


32882 


Seq. ID 


OJ991028_16.0225 


,C8 


Gene No. 


68238 


Strand 






Start 


840 


End 


1296 




Name 


OJ991028_16. 0225 . C8 . ol . tm 


Method 


TBLASTX : Maize 




Start 


250 


End 


1296 




GI 


none 


Score 


52 




Exons 


250. .291, 252. .290, 394. .453, 


395. .463, 


396. .455, 548.. 


625 




548. .613, 549. .617, 550. .630, 


683. .766, 


696. .767, 697.. 


768 




859. .936, 860. .937, 865. .948, 


1020. .1091, 1020. .1088, 






1217. .1285, 1218. .1283, 1225. 


.1296 






Seq. No. 


32882 


Seq. ID 


OJ991028_16.0225 


-C8 


Gene No. 


68238 


Strand 






Start 


840 


End 


1296 




Name 


OJ991028 16.0225.C8.ol.gs 


Method 


GENSCAN 




Start 


840 


End 


934 




GI . . , .... . 


none _ 


Score ■■. 


.,4, , _ 




Exons 


" 8.40. .~934~I .1 „' " .... ' ~ 








Seq. No. 


32883 


Seq. ID 


OJ991028_16.0225 


.C9 


Gene No. 


68239 


Strand 


+ 




Start 


154 


End 


3064 




Name 


OJ991028 16.0225.C9.ol.gs 


Method 


GENSCAN 




Start 


154 


End 


3064 




GI 


none 


Score 


. 62 




Exons 


154. .383, 1151. .1259, 2302. .2374, 2957. 


.3064 





Seq. No. 32883 Seq. ID OJ991028 

Gene No. 68240 Strand + 

Start 3744 End 5210 

Name OJ991028_16 . 0225 . C9 . ol . gp Method AAT/GAP 

Start 3744 End 4336 

GI none ■ Score 1137 

Exons 3744.. 4336 



16. 0225. C9 



Seq. No. 32883 . ... ... . . Seq. ID OJ991028 JL6 . 0225 . C9 

Gene No. " 68240 " " " ^trand +'. 

S^art . 3744 ' ' End 5210 - , ."■ ' 

Name OJ991028_16 . 0225 . C9 . ol . np Method AAT/NAP 

Start 3834 End 5210 

GI 2501491 Score 586 

Exons 3834.. 5210' 

GI Descrip. FLAVONOL 3-O-GLUCOSYLTRANSFERASE 1 (UDP-GLUCOSE FLAVONOID 

3-O-GLUCOSYLTRANSFERASE 1) gi | 542014 | pir | | S4 1950 UTP-glucose 
glucosyltransferase - cassava gi | 45324 6 | emb | CAA54 609 | (X77459) 
UTP-glucose glucosyltransferase [Manihot esculenta] 



Seq. No. 
Gene No. 
Start 
Name 
Start 



32883 
68241 
8003 

OJ991028 
3776 



16.0225.C9.o2.tm 



Seq. ID 

Strand 

End 

Method 
End 



OJ991028_16.0225.C9 
8599 

TBLASTX : Maize 
4192 



33017 



GI none Score 420 

Exons 3776.. 4192, 3795.. 4190 

Seq. No. 32883 Seq. ID OJ991028_1 6 . 0225 . C9 

Gene No. 68241 Strand 

Start 8003 End 8599 

Name OJ991028_16 . 0225 . C9 . ol . ts Method TBLASTX : Soybean 

Start 3798 End ' 4996 

GI none Score 65 

Exons 3798. .3959, 4122. .4520, 4382. .4447, 4523. .4696, 4539. .4703, 
4743..4988, 4787. .4996 

Seq. No. 32883 Seq. ID OJ991028_1 6 . 0225 . C9 

Gene No. 68241 Strand 

Start 8003 End 8599 

Name OJ991028_16 . 0225 . C9 . o4 . tm Method TBLASTX : Maize 

Start 4194 End 4703 

GI none Score 144 

Exons 4194. .4340, 4194. .4310, 4317. .4481, 4361. .4477, 4553. .4702, 
4557. .4703 

. .Seg.„ Nq.„ v . 32883... „ _ ..Seq... ^ ID _ QJ991028_16 . 0225 . C9 

"..Gene -No... 68241.. „L. ■ ..... Strand.. - - .......... 

Start .8003 End 8599 

Name OJ991028_16 . 0225 . C9 . ol . tc Method TBLASTX : Cress 

Start 4371 End 4997 

GI none Score 55 

Exons 4371. .4448, 4491. .4550, 4556. .4669, 4557. .4703, 4758. .4802, 
4812. .4997, 4844. .4993 

Seq. No. 32883 Seq. ID OJ991028_16 . 0225 . C9 

Gene No. 68241 Strand 

Start 8003 End 8599 

Name OJ991028_16 . 0225 . C9 . ol . tw Method TBLASTX : Wheat 

Start 4649 End 4994 

GI none Score 64 

Exons 4649.-4696, 4650. .4703, 4761. .4994, 4761. .4925, 4787.-4993 

Seq. No. 32883 Seq. ID OJ991028_1 6 . 0225'. C9 

Gene No. 68241 Strand 

Start, _ 8003 _ ..... End . 8599 

Name ." . '." OJ991028_1"6 . 0225. C9~ ol . tm '** "~" Method ~' "TBLASTX Yfiaize 

Start-*, • 4*755 ' * • ' . End ; . 5204" r ' 

GI none " Score 339* 

Exons 4755. .4997, 4787.-4996, 5073. .5204, 5148. .5192 

Seq. No. 32883 Seq. ID OJ991028_1 6 . 0225 . C9 

Gene No. 68241 Strand ' - 

Start 8003 End 8599 

Name OJ991028_16 . 0225 . C9 . o3 . gs Method GENSCAN 

Start 8003 End 8599 

GI none Score .45 

Exons 8003.. 8599 

Seq. No. 32883 Seq. ID OJ991028_1 6 . 0225 . C9 

Gene No. 68241 Strand 

Start 8003 End 8599 



33018 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seg... No.. 
.-Gene.- No . 
Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 



Method 
End 
Score 
.8368 



TBLASTX: Maize 

8397 

73 



Seq. ID OJ991028_16. 0225.C9 
Strand 

End 8599 

Method TBLASTX : Soybean 

End 8379 

Score 44 
.8379, 8237. .8368 

Seq. ID OJ991028__16.0225.C9 
Strand 

End 8599 

Method TBLASTX : Cress 

End 8373 

Score 130 
.8368 

... „ S.e q ...... ID.. _ 0 J ? 9 1 0 2_8__1 6.02 2 5_.JC_ 10, 

. . . Strand - „ [ „ . 

End 1135 

Method GENSCAN 

End 1135 

Score . 62 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.3373 



OJ991028_16. 0225. C10 

3373 
GENSCAN 
3373 
.63 



Seq. ID OJ991028_16.0225.C11 
Strand + 
End 5106 
Method . GENSCAN. . 
End 5106 •- ' * 

• ' Score * ■ .57 ' " ' • 

,1367, 2083..2168, 2570.'. 2945, 



Seq. ID OJ991028_16.0225.C11 

Strand + 

End 5106 

Method AAT/NAP 

End 3017 

Score 81 



OJ991028_16.0225.C9.o3. tm 

8098 

none 

8098. .8244, 8146. .8397, 8147. 

32883 
68241 
8003 

OJ991028_16.0225.C9.o2.ts 
8158 
none 

8158. .8214, 8180. .8212, 8233. 

32883 
68241 
8003 

OJ991028_16.0225.C9.o2. tc 
8164 
none 

8164. .8223, 8239. .8373, 8240. 

32884 

682.42- -_. 

480 

OJ991028_16.0225.CT0.ol .gs 
480 
none 

480. .678, 1074. .1135 

32884 
68243 
2666 

OJ991028_16. 0225. C10. o2 . gs 
2666 
none 

2666.. 2805, 2859.. 3066, 323 

32885 
68244 
749 

OJ991Q28_16.0225.Cl.l.ol.gs 

749 - - - -- - • 

none * . ■ . ' 
74 9. . 829, 1082. ; 118*9, 1209. 
4295. .4369, 4627. .5106 

32885 
68244 
749 

OJ991028_16. 0225.Cll.o2 . np 
2580 
1397275 
2580. .3017 
(U61947) C06G3.8 gene product 

32885 
68244 



[ Cpi ennrhabdit is elegans] 

Seq. ID OJ991028_16.0225.C11 
Strand + 



33019 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



749 



OJ991028_16.0225.Cll.o3.np 
4657 
1397275 
4657. .5094 

(U61947) C06G3.8 gene product [Caenorhabditis elegans] 



End 5106 

Method AAT/NAP 

End 5094 

Score 81 



OJ991028 16.0225.C11 



32885 
68245 
1136 

OJ991028_16.0225.Cll.ol.np 
1136 
3420052 
1136. .1217 

(AC004680) putative NADH dehydrogenase (ubiquinone 
oxidoreductase) [Arabidopsis thaliana] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



1217 
AAT/NAP 
1217 
80 



Seq. No. 


32885 








Seq. ID 


OJ991028_16.0225 


.Cll 


Gene No. 


68246 








Strand 






Start 


2781 








End 


5097 




Name 


OJ991028 16 


.0225 


.Cll.ol. 


ts 


Method 


TBLASTX: Soybean 




Sta_rt_. . . . 


-.2781 .. 








•^.End ....... 


5097. ■ 




GI., L',. . 


.. none.. ... 








.Score 


.76 . . . ' . 




Exons 


2781. .2855, 


2835 


. .3020, 


4858 


..4932, 4912.. 5097 




Seq. No. 


32886 








Seq. ID 


OJ991028_16.0225 


-C12 


Gene No. 


68247 








Strand 


+ 




Start 


2117 








End 


8111 




Name 


OJ991028 16 


.0225 


.C12.ol. 


np 


Method 


AAT/NAP 




Start 


2117 








End 


4524 




GI 


3420052 








Score 


1603 




Exons 


2117. .2288, 


2969 


. .3484, 


3587 


.3813, 3913. .4524 




GI Descrip. 


(AC004 680) putative NADH dehydrogenase 


(ubiquinone 






oxidoreductase ) 


[Arabidopsis 


thaliana] 






Seq. No. 


32886 








Seq. ID 


OJ991028 16.0225 


. Cl<2 


Gene No. 


68247 








Strand 


+ 




Start 


2117 








End 


8111 




Name 


OJ991028 16 


.0225 


.C12.o2. 


gs 


Method 


GENSCAN 




Start 


2641 






End 


8111 




GI. . . 


none 








Score 


.74 




Exons ^ 


2641. .3484, 


'3'587 


. .3813, " 


391 3" 


,4 44 6, 5537. .5672", 5757. .5801,; 




6626. .6703, 


'68'6'3 


...7310,. 


7451. 


.8111 ' , •'. 






Seq. No. 


32886 








Seq. ID 


OJ991028_16.0225 


.C12 


Gene No. 


68248 








Strand 






Start 


'9221 








End 


10677 




Name 


OJ991028 16 


.0225 


.C12.o3. 


tin 


Method 


TBLASTX: Maize 




Start 


2977 








End 


3195 




GI 


none 








Score 


313 




Exons 


2977. .3195, 


2985 


. .3194 










Seq. No. 


32886 








Seq. ID 


OJ991028_16.0225 


.C12 


Gene No. 


68248 








Strand 






Start 


922 1 








End 


10677 




Name 


OJ991028 16 


0225 


.C12.o3. 


ts 


Method 


TBLASTX: Soybean 




Start 


2982 








End 


3168 





33020 




GI 


none 








Score 


266 




Exons 


2982 . .3161, 


2983 


. . 3168 










Seq. No. 


32886 








Seq. ID 


OJ99102* 


3_16.0225.C12 


Gene No. 


68248 








Strand 






Start 


9221 








End 


10677 




Name 


OJ991028 16 


. 0225 


C12 . o3 


. tc 


Method 


TBLASTX 


Cress 


Start 


3004 








End 


3486 




GI 


none 








Score 


165 ' 




Exons 


3004 . . 3192 , 


3015 , 


. 3056, 


3093 . 


.3179, 3235. .3294, 


3322 . .3486 


Seq. No. 


32886 








Seq. ID 


OJ99102E 


3 16.0225.C12 


Gene No. 


68248 








Strand 


- 




Start 


9221 








End 


10677 




Name 


OJ991028 16 


. 0225 . 


C12 . ol 


tw 


Method 


TBLASTX : 


Wheat 


Start 


3096 








End 


3273 




GI 


none 








Score 


108 




Exons 


3096 . . 3194 , 


3096 . 


. 3272 , 


3097 . 


.3273 






Seq. No. 


32886 








Seq. ID 


OJ991028 


i_16.0225.C12 


Gene No. 


68248 . 








Strand 


_ 




Start. 


,,. .9221,..,, 








_End ; . ... , 


10677. 




..Name 


.. OJ.991028. 16.. 


.0225 . 


C12 . ol . 


ts 


Method . 


... TBLASTX,: 


Soybean. .., 


Start 


3348 








End 


4047 


GI 


none 








Score 


166 




Exons 


3348 . .3491, 


3349. 


. 3486, 


3585. 


.3683, 35 


86. .3813, 


3735. .3797, 




3916. .4047, 


3963 . 


. 4034 










Seq. No. 


32886 








Seq. ID 


OJ99102E 


_16.0225.C12 


Gene No. 


68248 








Strand 






Start 


9221 








End 


10677 




Name 


OJ991028 16. 


0225 . 


C12.ol. 


tc 


Method 


TBLASTX: 


Cress 


Start 


3585 








End 


4092 




GI 


none 








Score 


298 




Exons 


3585 . . 3686, 


3586 . 


. 3813, 


3735 . 


.3776, 39 


16. .4092, 


3969. .4091 


Seq. No. 


32886 








Seq. ID 


OJ991028 


_16.0225.C12 


Gene No. 


68248 








Strand 






Start 


9221 








End 


10677 




Name 


OJ991028_16. 


0225 . 


C12.o4. 


tm 


Method 


TBLASTX: 


Maize 


Start 


3960 . 








-End . . 


4161 




GI 


none 








Score 


119 . 




Exdhe." ■ 


v : 3 960 ... 4 037 , 


3 96L. 


. 4035/ 


4038 . 


.416(3, 403.9. .4161* 




Seq. No. 


32886 








Seq. ID 


OJ991028 


' 16.0225.C12 


Gene No. 


68248 








Strand 






Start 


9221 








End 


10677 




Name 


OJ991028 16. 


0225 . 


C12.o4 . 


ts 


Method 


TBLASTX: 


Soybean 


Start 


4048 








End. 


4239 




GI 


none 








Score 


256 




Exons 


4048 . . 4239, 


4056. 


. 4238 










Seq. No. 


32886 








Seq. ID 


OJ991028 


_16.0225.C12 


Gene No. 


68248 








Strand 






Start 


9221 








End 


10677 




Name 


OJ991028 16. 


0225. 


C12.o5. 


tm 


Method 


TBLASTX: 


Maize 


Start 


4161 








End 


4425 





33021 



# • 



GI 


none 








Score 


148 






Exons 


4161 . .4220, 


4162 


. .4335, 


4251. 


.4334, 4338. .4424, 


4339. .4425 


Seq. No. 


32886 








Seq. ID 


OJ99102E 


S_16.0225 


■ C12 


Gene No . 


68248 








Strand 








Start 


9221 








End 


10677 






Name 


OJ991028 16 


. 0225 


. C12 . o2 


. tc 


Method 


TBLASTX: 


Cress 




Start 


4182 








End 


4536 "' 






GI 


none 








Score 


172 






Exons 


4182 . . 4220, 


4189 


. .4374 , 


4251 . 


.4376, 4372. .4524, 


4374. .4 


523, 




4384 . . 4536 
















Seq. No. 


32886 








Seq. ID 


OJ991028 16.0225 


.C12 


Gene No. 


68248 








Strand 


• 






Start 


9221 








End 


10677 






Name 


OJ991028_16 


. 0225 


.C12 ,o2 


. ts 


Method 


TBLASTX: 


Soybean 




Start 


4284 








End 


4524 




GI 


none 








Score 


352 






Exons 


4284 . . 4523, 


4285 


. . 4524 












Seq. No. 


32886 








Seq. ID 


OJ99102£ 


_16. 0225 


.C12 


Gene No . 


68248 . .. . 


. » . . . . 






_ Strand, 








Start . . 


. 9221 


- "• •- 




- - 


.End 


10677- ,. _ 






Name 


OJ991028 16 


0225 


.C12.06 


. ts 


Method 


TBLASTX: 


Soybean 




Start 


6961 








End 


7383 




GI 


none 








Score 


238 






Exons 


6961 . .7383, 


7098 


. . 7226 












Seq. No. 


32886 








Seq. ID 


OJ99102S 


_16. 0225 


.C12 


Gene No. 


68248 








Strand 








Start 


9221 








End 


10677 






Name 


OJ991028_16 


0225 


C12 .o4 


. tc 


Method 


TBLASTX: 


Cress 




Start 


7021 








End 


7383 






GI 


none 








Score 


244 






Exons 


7021 . . 7383, 


7101 


. 7328 












Seq. No. 


32886 








Seq. ID 


OJ991028 


_16. 0225 


.C12 


Gene No. 


68248 








Strand 








Start 


9221 








End 


10677 






Name 


OJ991028 16. 


0225 . 


C12.o2 


tm 


Method 


TBLASTX: 


Maize 




Start 


7036 




. , - 


: 


End 


7422 








none 


7ior. 






Score 


327 






-Exons' 


7036 . .7422, 


.7328 


. . » * * 










Seq. No. 


32886 








Seq. ID 


OJ991028 


_16.0225 


.C12 


Gene No. 


68248 








Strand 








Start 


9221 








End 


10677 






Name 


OJ991028_16. 


0225 . 


C12.ol. 


tm 


Method 


TBLASTX: 


Maize 




Start 


7752 








End 


8084 . 






GI 


none 








Score 


99 






Exons 


7752 . . 7859, 


7878 . 


.8084, 


7898 . 


.8083 








Seq. No. 


32886 








Seq. ID 


OJ991028 


_16.0225 


.C12 


Gene No. 


68248 








Strand 








Start 


9221 








End 


10677 






Name 


OJ991028 16. 


0225. 


C12.o5. 


ts 


Method 


TBLASTX : 


Soybean 




Start 


7830 








End 


8086 







33022 




GI 


none 


Score 


241 


Exons 


7830. .8084, 7901. .8086 






Seq. No. 


32886 


Seq. ID 


OJ991028 16.0225.C12 


Gene No. 


68248 


Strand 




Start 


9221 


End 


10677 


Name 


OJ991028 16.0225.C12.o3.gs 


Method 


GENSCAN 


Start 


9221 


End 


10677 


GI 


none 


Score 


. 53 


Exons 


9221. .9325, 10118 .. 10190, 10367. .10677 




Seq. No. 


32887 


Seq. ID 


OJ991028 16.0225.C13 


Gene No. 


68249 


Strand 




Start 


56 


End 


1914 


Name 


OJ991028 16.0225.C13.ol.gs 


Method 


GENSCAN 


Start 


56 


End 


1903 


GI 


none 


Score 


. 69 


Exons 


56. .166, 323. .371, '837. .904, 


995. .1040 


, 1118.. 1211, 1781.. 1903 


Seq. No. 


32887 


Seq. ID 


OJ991028_16. 0225 .C13 


Gene No. 


68249 


Strand 


~ 


Start._ 


56 


..End_.. ... 


. 1914 , . . 


.Name 


. . OJ9.91028 16.0225...ci3..ol..np .. 


. Method . 


AAT/NAP- . .7" ~~\".~--.'7Z~ 


Start 


.-98 


End 


1904 


GI 


4454464 


Score 


521 


Exons 


98. .166, 323. .371, 837. .904, 


995. .1040 


, 1118. . 1211, 1301. . 1363 




1781. .1904 






GI Descrip. 


(AC006234) putative secretory 


carrier- 


associated membrane 




protein [Arabidopsis thaliana] 




Seq. No. 


32887 


Seq. ID 


OJ991028_16. 0225 .C13 


Gene No. 


68249 


Strand 




Start 


56 


End 


1914 


Name 


OJ991028 16.0225.C13.ol.tm 


Method 


TBLASTX: Maize 


Start 


101 


End 


1905 


GI 


none 


Score 


97 


Exons 


101. .181, 102. .167, 320. .367, 


320. .379 


, -324. .383, 836. .925, 




837. .920, 995. .1042, 999. .1043, 1000.. 


1089, 1117.. 1212, 




1118. .1213, 1236. .1367, 1279. 


.1365, 1300. .1368, 1769. .1882, 




1773. .1892, 1782. .1883, 1876. 


.1905, 1879. .1905 


Seq. No. 


32887 


Seq. ID 


OJ991028_16.0225.C13 


Gene No.; 


.\&82.49. ' 


Strand 




Start 


56 


End 


1914 ■ 


Name 


OJ991028 16.0225.C13.o2.tc 


Method 


TBLASTX: Cress 


Start 


101 


End 


1367 


GI 


none 


Score 


45 


Exons 


101. .166, 1004. .1042, 1006. .1038, 1117 


. . 1173, 1136. . 1171, 




1168.. 1212.. 1263.. 1367, 1279. 


.1365 




Seq. No. 


32887 


Seq. ID 


OJ991028_16.0225.C13 


Gene No. 


68249 


Strand 




Start 


56 


End 


1914 


Name 


OJ991028 16.0225.C13.ol.ts 


Method ' ■ 


TBLASTX: Soybean 


Start 


101 


End 


1912 


GI 


none 


Score 


82 


Exons 


101. .166, 101. .166, 105. .167, 


839. .919, 843. .890, 992. .1042, 



33023 




993. .1046, 1081. .1209, 1115. .1213, 1117. .1212, 1263. .1379, 
1279. .1365, 1770. .1904, 1780. .1905, 1786. .1911, 1796. .1912, 
1802. .1912 



Seq. No. 


32887 


Seq. ID 


OJ991028_16.0225 


.C13 


Gene No. 


68249 


Strand 






Start 


56 


End 


1914 




Name 


OJ991028' 16.0225.C13.ol.tw 


Method 


TBLASTX: Wheat 




Start 


1311 


End 


1906 




GI 


none 


Score 


134 




Exons 


1311. .1367, 1758. .1904, 1771. .1905, 17 


86. . 1905, 1805. .1906 


Seq. No. 


32887 


Seq. ID 


OJ991028_16.0225 


.C13 


Gene No. 


68249 


Strand 






Start 


56 


End 


1914 




Name 


OJ991028 16.0225.C13.ol.tc 


Method 


TBLASTX: Cress 




Start 


1776 


End 


1914 




GI 


none 


Score 


93 




Exons 


1776. .1904, 1779. .1901, 1780. .1914 






Seq. No. 


32888 


Seq. ID 


OJ991028_16.0225 


■ C14 


Gene _Nq.._. 


.68250 ... - . 


. Strand. 






Start,.. . . „. 


.. 282. , . . . ■ 


. . End ... 


3106 7 : ." ,„!.'." T'T."./. 




Name 


OJ991028 16.0225.C14.ol.np 


Method 


AAT/NAP 




Start 


282 


End 


1172 




GI 


2443878 


Score 


150 




Exons 


282. .351, 472. .579, 1116. .1172 






GI Descrip. 


(AC002294) Unknown protein 


[Arabidopsis thaliana] 




Seq. No. 


32888 


Seq. ID 


OJ991028_16.0225 


.C14 


Gene No. 


68250 


Strand 






Start 


282 


End 


3106 




Name 


OJ991028 16.0225.C14.ol.gs 


Method 


GENSCAN 




Start 


472 


End 


2964 




GI 


none 


Score 


.86 




Exons 


472. .579, 708. .770, 1116. .1273, 2949.. 


2964 




Seq. No.' 


32888 


Seq. ID 


OJ991028_16.0225 


.C14 


Gene No. 


68250 


Strand 






Start 


282 


End 


3106 




Name 


OJ991028 16.0225.C14.o2.np . 


Method 


AAT/NAP . 




Start 


1993 . 


End 


3106 




GI' • ' 


r5.852084 ■ 


Score' 


75 ; . 




Exons 


1993. .'2076, 3084. .3106' 








GI Descrip. 


(AL117264) zwh0007.1 [Oryza 


sativa] 






Seq. No. 


32889 


Seq. ID 


OJ991028_16.0225 


C15 


Gene No. 


68251 


Strand 


+ 




Start 


78 


End 


327 




Name 


OJ991028 16.0225.C15.ol.gp 


Method 


AAT/GAP 




Start 


78 


End 


327 




GI 


27944 1.R1084 


Score 


481 




Exons 


78. .327 








GI. Descrip. 


'2443880 4.0e-18 (AC002294) 


Hypothetical protein. fArabidoosi 




thaliana] ' 








Seq. No. 


32889 


Seq. ID 


OJ991028_16.0225. 


C15 



33024 




Gene No. 


68251 




Strand 


+ 




Start 


78 




End 


327 




Name 


OJ991028_ 


_16.0225.C15.ol.gs 


Method 


GENSCAN 




Start 


78 




End 


279 




GI 


none 




Score 


. 8 




Exons 


"1 O OTA 

78 . .279 










Seq. No. 


32889 




Seq. ID 


OJ991028_16.0225 


.CIS 


Gene No. 


68251 




Strand 


+ 




Start 


78 




End 


327 




Name 


OJ991028_ 


_16.0225.C15.ol. tm 


Method 


TBLASTX : Maize 




Start 


82 




End 


324 




GI 


none 




Score 


259 




Exons 


82. .324, 


82 . . 309, 98 . . 310, 


267 . . 317 






Seq. No. 


32890 




Seq. ID 


OJ991028 16.0225 


.C16 


Gene No. 


68252 




Strand 


+ 




Start 


1 




End 


618 




Name 


OJ991028 


_16.0225.C16.ol.np 


Method 


AAT/NAP 




Start 


1 




End 


459 




GI 


5456754 




Score 


87 




•Exons, 


. .1. .138, 234. .305, 388. .459.. 








-GI Descrip..,.. 


,„ (AF111162 


^guanine nucleotide. .exchange 


. factor ; [Homo sapiens.] 


Seq. No. 


32890 




Seq. ID 


OJ991028_16.0225 


.C16 


Gene No. 


68252 




Strand 


+ 




Start 


1 




End 


618 




Name 


OJ991028 


16.0225.C16.ol.gs 


Method 


GENSCAN 




Start 


43 




End 


618 




GI 


none 




Score 


.87 




Exons 


43. . 138, 


234. .332, 412. .618 








Seq. No. 


32890 




Seq. ID 


OJ991028_16.0225 


.C16 


Gene No. 


68252 




Strand 


+ 




Start 


1 




End 


618 




Name 


OJ991028 


16,0225. C16.ol.tc 


Method 


TBLASTX : Cress 




Start 


98 




End 


617 ' 




GI 


none 




Score 


40 " 




Exons 


98. . 142, 


99. .146, 100. .159, 


216. .341, 


233. .343, 406. .468, " 




411. .488, 


502. .615, 504. .617 






Seq. No. 


32891 




Seq. ID 


OJ991028 16.0225 


C17 ^ 


Gene. No. 


• 6825? 




. Strand- 


+ : ^ 




Start 


4 9 




End 


466 




Name 


OJ991028 


16.0225.C17.ol.ts 


Method 


TBLASTX: Soybean 




Start 


6 




End 


249 




GI 


none 




Score 


291 




Exons 


6. .191, 8 


..247, 8. .244, 22. 


.249, 40. .249 




■i 

Seq. No. 


32891 




Seq. ID 


OJ991028_16.0225. 


C17 


Gene No . 


68253 




Strand 


+ 




Start 


49 




. End 


466 




Name 


OJ991028 


16.0225.C17.ol.gs 


Method 


GENSCAN 




Start. 


49 




End 


466 




GI 


none 




Score 


.95 




Exons 


49. .466 











33025 



Seq. No. 32892 

Gene No. 68254 

Start 423 

Name OJ991028_16 . 0225 . C19 . ol . gs 

Start 423 

GI none 

Exons 423.. 472 



Seq. ID OJ991028_16.0225.C19 
Strand 

End 472 

Method GENSCAN 

End 4 72 

Score . 57 



Seq. No. 32892 

Gene No. 68255 

Start 423 

Name OJ991028_1 6 . 0225 . CI 9 . ol . gp 

Start 423 

GI 27944_1.R1084 

Exons 423.. 493 

GI Descrip. '2443880 4.0e-18 (AC002294) Hypothetical protein [Arabidopsis 
thaliana] ' 



Seq. ID OJ991028_16.0225.C19 
Strand 

4 93 

AAT/GAP 
493 
59 



End 

Method 

End 

Score 



Seq. No. 
Gene No. 
Start 
Name _ ... 
Start"".* ~* 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



32893 
68256 
1 

OJ991A28 JL-6 V Q225 . C20.. ol ,np 
' 2961358 



Seq. ID OJ991028_16.0225.C20 
Strand 

End 1742 
.Method AAT/NAP 

-.End ,.. ... 174 2 ".."..* 
Score 565 ' 



1..92, 162. .318, 425.-564, 1192. .1327, 1424. .1742 
(AL022140) serine/threonine protein kinase like protein 
[Arabidopsis thaliana] 



32893 
68256 
1 

OJ991028_16. 0225. C20.ol. tin 
3 

none 



Seq. ID OJ991028_16.0225.C20 
Strand 

End 1742 

Method TBLASTX: Maize 

End 1695 

Score 124 



3. .98, 4. .93, 4. .99, 6. .98, 162. .320, 163. .321, 163. .321, 
164. .331, 417. .545, 425. .547, 4'27..546, 1196. .1324, 1199. .1306, 
1200. .1328, 1225. .1329, 1418. .1693, 1423. .1695, 1424. .1693, 
1428.. 1694 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



32893 

68256 . . 

1 

OJ991028_16.0225.C20.ol.tC' 
31 

none 



Seq. ID OJ991028_16.0225.C20 

Strand - 

End' 1742 

Method'"* TBLASTX : Cress * 

End ' 514 

Score 57 



31. .90, 33. .98, 162. .308, 162. .314, 178. .321, 412. .513, 425. .514 



32893 
68256 
1 

OJ991028_16.0225.C20.ol.ts 
33 

none 

33. .98, 34. .90, 162. .320, 17 
433. .534, 1225. .1326, 1423.. 



Seq. ID OJ991028_16.0225.C20 
Strand 

End 1742 

Method TBLASTX : Soybean 

End 1638 

Score 51 
8. .333, 425. .532, 427. .534, 
1638 



Seq. No. 



32893 



Seq. ID OJ991028 16.0225.C20 



33026 



Gene No. 


68256 




Strand 


- 




Start 


1 




End 


1742 




Name 


OJ991028 16 . 0225 . C20 . ol 


,gs 


Method 


GENSCAN 




Start 


36 




End 


1692 




GI 


none 




Score 


. 8 




Exons 


36. .92, 162. .318, 425.. 


564, 1192.. 1327 


, 1424 . . 1692 




Seq. No. 


32893 




Seq. ID 


OJ991028_16.0225 


.C20 


Gene No. 


68256 




Strand 






Start 


1 




End 


1742 




Name 


OJ991028 16 . 0225 . C20 . o2 


. tc 


Method 


TBLASTX: Cress 




Start 


1220 




End 


1638 




GI 


none 




Score 


67 




Exons 


1 O O A "1 O O yt 1 rtAr 1 O O n 

1220.. 1324, 1225.. 1329, 


1423. 


.1638, 1532. .1594 




Seq. No. 


328 94 




Seq. ID 


OJ991028_16.0225 


. C21 


Gene No . 


DO Z O / 




Strand 






Start 


75 




End 


3026 




Name 


OJ991028_16.0225.C21.ol 


.np 


Method 


AAT/NAP 




Start 


75 




End 


3026 




GI 


o /" / conn 

3645898 




Score 


603 




Exons _ _ vl 


— i r- o o o one /~ a d tit 

. 7 5 . . 222 , . 2 9 5_., . 64 8 , . 71 7. . 


•1855, 


..2983. .3026 




GI . Descrip . 


. .{U.68 4 08).. in- f rame stop 


codon; 


.possibly. 


.a post-transposition 




mutation [Zea mays] ' 










Seq. No. 


32894 




Seq. ID 


OJ991028_16.0225 


.C21 


Gene No. 


68257 




Strand 






Start 


75 




End 


3026 




Name 


OJ991028_16 . 0225.C21.ol 


.gs 


Method 


GENSCAN 




Start 


540 




End 


1879 




GI 


none 




Score 


.76 




Exons 


C^n 1 OTA 1 O 1 O 1 O T n 

540. .1279, 1312. .1879 










Seq. No. 


32894 




Seq. ID 


OJ991028_16.0225 


.C21 


Gene No. 


68257 




Strand 






Start 


/5 




End 


3026 




Name 


/*v ~r n n i n o o 1/" nooc /-*> o *i — i 

OJ991028 16 . 0225 . C21 . ol 


. tm 


Method 


TBLASTX: Maize 




Start 


1167 




End 


1573 




GI 


none 




Score 


205 




Exons 


1167. .1238, 1241. .1573 










Seq. No. 


32895 




Seq, ID 


,.OJ991028_16.0225 


.C22 


Gene No. 


' 68258- " • ■ ■•• 




Strand .■ 


+ *' ■ . ; . ' 




Start 


A n O A 

4U24 




End 


'4431 




Name 


OJ991028 16 . 0225 . C22 . ol 


.gp 


Method 


AAT/GAP 




Start 


4 024 




End 


4431 




GI 


4714 64 8 




Score 


695 




Exons 


^ n o vi d i 1 1 

4024 . .4 431 










Seq. No. 


o o o o c 

32895 




Seq. ID 


OJ991028_16.0225 


.C22 


Gene No. 


68259 




Strand 






Start 


3888 




End 


4257 




Name 


OJ991028 16.0225.C22.o2 


.gs 


Method 


GENSCAN 




Start 


3888 




End 


4257 




GI 


none 




Score 


.93 




Exons 


3888. .4034, 4150. .4257 











33027 



Seq. No. 


32896 




Seq. ID 


OJ991028_ 


16 


.0225 


.C23 


Gene No. 


68260 




Strand 


+ 








Start 


1 




End 


4284 








Name 


OJ991028 16.0225.C23 


. ol . np 


Method 


AAT/NAP 








Start 


1 




End 


3936 








GI 


2809246 




Score 


808 








Exons 


1..239, 372. .492, 57 


8. .801, 


3325. .3936 










GI Descrip. 


(AC002560) F2401. 15 


[Arabidopsis thaliana] 








Seq. No. 


32896 




Seq. ID 


OJ991028_ 


16 


0225 


. C23 


Gene No. 


68260 




Strand 


+ 








Start 


1 




End 


4284 








Name 


OJ991028 16.0225.C23 


. ol . gs 


Method 


GENSCAN 








Start 


114 




End 


3777 








GI 


none 




Score 


. 52 








Exons 


114 . .492, 536. .801, 


3250. .3777 










Seq. No. 


32896 




Seq. ID 


OJ991028_ 


16. 


0225 


. C23 


Gene No. 


68260 




Strand 


+ 








Start 


1 




End 


4284 








Name 


OJ991028 16.0225.C23 


.ol.gp 


Method 


AAT/GAP 








Start . . ■ 


. 334 5.. : _ 




.End ... . 


4284 








.g:L. \ * 


- .none • . .... 




■ ...-.Score ■ . 


1701 








Exons 


3345. .4284 - - 














Seq. No. 


32896 




Seq. ID 


OJ991028_ 


16. 


0225 


.C23 


Gene No. 


68261 




Strand 


+ 








Start 


16088 




End 


19391 








Name 


OJ991028 16.0225.C23 


. o3 . gs 


Method 


GENSCAN 








Start 


16088 




End 


19391 








GI 


none 




Score 


.71 








Exons 


16088. .16190, 16302. 


.16442, 


17092. .17216, 17329. 


.17475, 






17505. .17577, 17668. 


.18017, 


18045. . 18439, 18576. 


. IE 


721, 






18832. . 19391 














Seq. No. 


32896 




Seq. ID 


OJ991028 


16. 


0225 


.C23 


Gene No. 


68261 




Strand 


+ 








Start 


16088 




End. 


19391 








Name 


OJ991028 16.0225.C23 


. o3 . np 


Method 


AAT/NAP 








Start 


17220 




End 


18440 








GI „ 


6721561... . 




. Score 


1164 . 








Exons" 


17220. . 17475, 17546. 


.17604, 


17678. .18440. 









GI Descrip. (AP001073) EST- A ; U082058 (C12-97 6 ) corresponds to a region of the 
predicted' gene . ; hypothetical protein [Oryza sativa] 



gi | 681508 6 | dbj IBAA9037 2. 1 | 
corresponds to a region of 
protein [Oryza sativa] 



(AP001081) EST AU082058 (C12976) 
the predicted gene.; hypothetical 



Seq. No. 32896 Seq. ID 

Gene No. 68262 Strand 

Start 26269 End 

Name OJ991028_1 6 . 0225 . C23 . 06 . np Method 

Start 26269 End 

GI 6721512 Sr.nrP 

Exons 26269..26374, 264 02 .. 26542 , 27915.. 27990 
GI Descrip. (AP001072) hypothetical protein [Oryza sativa] 



OJ991028_16.0225.C23 
+ 

27990 
AAT/NAP 
27990 
1 20 



33028 



Seq. No. 


32896 


Seq. ID 


OJ991028_ 


_16.0225.C23 


Gene No _ 


68263 


Strand 






Start 


2821 


End 


13077 




Name 


OJ991028 16.0225.C23.o2.np 


Method 


AAT/NAP 




Start 


2821 


End 


6048 




GI 


5852093 


Score 


38 




Exons 


2821. .2861, 4542. .4668, 5989 


. . 6048 






GI Descrip. 


(AL117264) zwhlS.l [Oryza sativa] 






Seq. No. 


32896 


Seq. ID 


OJ991028__ 


_16.0225.C23 


Gene No. 


68263 


Strand 






Start 


2821 


End 


13077 




Name 


OJ991028 16.0225.C23.o2.gs 


Method 


GENSCAN 




Start 


4716 


End 


13077 




GI 


none 


Score 


.42 




Exons 


4716. .4858, 5100. .5329, 5717 


. .5849, 6124. .6178, 


9087. .9828, 




10758. .10876, 12162. .12349, 


12975. . 13077 




Seq. No. 


32896 


Seq. ID 


OJ991028_ 


_16.0225.C23 


Gene No . 


68264 


Strand 






Start 


19964 


End 


27604 




Name_ _ j; 


OJ991028 16.0225.C23-..p4.gs. 


Method^ 


GENSCAN 


-~ ./^ . -.' 


Start \ 


,'.19964 T. . ~ \- ... 


',7 End Z\ 


.26327 


- 


GI 


none 


Score 


.53 




Exons 


19964 .. 20312, 20358 .. 204 62 , 


20652. .22064, ■ 22262. 


.22369, 




22 469.. 230 61, 23149.. 24519, 


24621. .26327 




Seq. No. 


32896 


Seq. ID 


OJ991028_ 


_16.0225.C23 


Gene No. 


68264 


Strand 






Start 


19964 


End 


27604 




Name 


OJ991028 16.0225.C23.o4 .np 


Method 


AAT/NAP 




Start 


19967 


End 


23052 




GI 


5902445 


Score 


2995 




Exons 


19967. .21221, 21261. .23052 








GI Descrip. 


(AB030283) GAG-POL precursor 


[Oryza sativa] 




Seq. No. 


32896 


Seq. ID 


OJ991028_ 


_16.0225.C23 


Gene No. 


68264 


Strand 






Start 


19964 


End 


27604 




Name 


OJ991028 16. 0225.C23.o5.np 


Method 


AAT/NAP 




Start 


23119 


End . 


27604. 




GI 


5902444. 


Score 


. 972 * 




Exons.' 


23119. ..■24771, 25108. .25384, 


27529; .2.7604 ' 




GI" Descrip. 


(ABO "3 028 3) GAG- POL precursor 


[Oryza sativa] 




Seq. No. 


32896 


Seq. ID 


OJ991028_ 


16.0225.C23 


Gene No . 


68265 


Strand 






Start 


27846 


End 


30161 




Name 


OJ991028 16.0225.C23.o7.tw 


Method 


TBLASTX: Wheat 


Start 


2 


End 


502 




GI 


none 


Score 


162 




Exons 


2. .100, 3. .104, 93. .191, 94. 


.192, 322. 


.426, 337. 


.372, 362. .5 




372. .494 








Seq. No. 


32896 


Seq. ID 


OJ991028_ 


16.0225.C23 


Gene No. 


68265 


Strand 






Start 


27846 


End 


30161 





33029 



Name 

Start 

GI 

Exons 



OJ991028_16 . 0225 . C23 . ol . ts Method TBLASTX : Soybean 
161 End 3512 

none Score 117 

161. .226, 162. .236, 371. .430, 372. .431, 447. .491, 447. .485, 
579. .803, 580. .804, 3324. .3512, 3325. .3507, 3329. .3511 



Seq.. No. 32896 

Gene No. 68265 

Start 27846 

Name OJ991028_16 . 0225 . C23 . ol . tc 

Start 162 

GI none 
Exons 



Seq. ID OJ991028_16.0225.C23 
Strand 

End 30161 

Method TBLASTX: Cress 

End 780 

Score 93 



162. .236, 342. .434, 359. .430, 447. .494, 449. .502, 571. .780, 
579. .779 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



32896 
68265 
27846 

OJ991028_16. 0225.C23.o4 .tw 
194 

none 



Seq. ID OJ991028_16.0225.C23 
Strand 
End 

Method 
End ' 
Score 



30161 

TBLASTX: Wheat 

23754 

56 



194. .268, t 18128. . 18151, 18163. .1-8249, 23299. .23535, 
.23417. .23533, .235.72.,. 2.3754,. 23573..... 2374 6 ' 



Seq. No. 32896 

Gene No. 68265 

Start 27846 

Name OJ991028_16 . 0225 . C23 . o2 . 

Start 462 

GI none 

Exons 462.. 494, 571.. 804, 591. 

3324. .3539, 3325. .3543 



tm 



.803, 



Seq. ID 
Strand 
End 

Method 
End 
Score 
3323 



OJ991028 16.0225.C23 



30161 

TBLASTX: Maize 
3543 
39 

3535, 3324.. 3539, 



Seq. No. 32896 

Gene No. 68265 
Start . 27846 

Name OJ991028_16 . 0225 . C23 . o5 

Start 3543 

GI none 

Exons 3543.. 3665, 3544.. 3657, 

Seq.' No. 32896 ' 
Gene .No. ' ■' ' -68265 
Start ■ 27846 

Name OJ991028_16 . 0225 . C23 . o3 

Start 19976 

GI none 

Exons 19976. .20107, 19977.. 20 
20394 . .20585, 20481. .20 

Seq. No. 32896 

Gene No. 68265 

Start 27846 

Name - OJ991028_1 6 . 0225 . C23 . 06 

Start 20012 

GI none 

Exons 20012. .20095, 20046.. 20 



Seq. ID OJ991028_16.0225.C23 
Strand 

End 30161 

.tm Method TBLASTX : Maize 

End ' 3795 

Score 155 
3682. .3795, 3684. .3782 

Seq. ID OJ991028_16. 0225~C23 

- Strand - • ' ~" 

End ' 30161 

.tw Method TBLASTX : Wheat 

End 20585 

Score 66 
102, 20132. .20584, 20331 .. 204 35, 



Seq. ID OJ991028_16.0225.C23 
Strand 

End 30161 

.tm Method TBLASTX : Ma i ze> 

End 20278 

Score 4 9 
102, 20090. .20209, 20096.. 20278 



33030 




Seq. No. 


32896 






Seq. ID 


OJ991028 16.0225. 


.C23 


Gene No. 


68265 






Strand 


— 






Start 


27846 






End 


30161 






Name 


OJ991028 16.0225.C23 


. o5 . tw 


Method 


TBLASTX: 


Wheat 




Start 


20606 






End 


20960 






GI 


none 






Score 


206 






Exons ■ 


20606. 


.20959, 20619. 


. 20960 










Seq. No. 


32896 






Seq. ID 


OJ991026 


i_16. 0225 


C23 


Gene No. 


68265 






Strand 


— 






Start 


27846 






End 


30161 






Name 


OJ991028 16.0225.C23 


. o4 . tm 


Method 


TBLASTX: 


Maize 




Start 


20786 






End 


21056 






GI 


none 






Score 


160 






Exons 


20786. 


.21034, 20787. 


.21056 










Seq. No. 


32896 






Seq. ID 


OJ991028 


_16.0225, 


C23 


Gene No. 


68265 






Strand 


— 






Start 


27846 






End 


30161 






Name 


OJ991028 16.0225.C23 


.o9.tw. 


Method 


TBLASTX: 


Wheat 




Start 


. ....,21263... 






End 


...21520 . 


. ■ . •„- 


■ \ 


GI- 


. . none- 






Score 


..8 9. . . . . 






Exons 


21263. 


.21520, 21267. 


.21500 










Seq. No. 


32896 






Seq. ID 


OJ991028 


_16.0225. 


C23 


Gene No. 


68265 






Strand 








Start 


27846 






End 


30161 






Name 


OJ9910 


28_16.0225.C23 


. 06 . tw 


Method 


TBLASTX: 


Wheat 




Start 


21560 






End 


21968 






GI 


none 






Score 


49 






Exons 


21560. 


.21733, 21612. 


.21695, 


21741. .21968, 21743 


. .21967 




Seq. No. 


32896 






Seq. ID 


OJ991028 


_16.0225. 


C23 


Gene No. 


68265 






Strand 








Start 


27846 






End 


30161 






Name 


OJ991028 16.0225.C23 


.o2.ts 


Method 


TBLASTX: 


Soybean 




Start 


22117 






End 


22482" 




GI 


none 






Score 


99 






Exons 


22117. 


.22482, 22298. 


. 22456 










Seq. No. 


32896' 






Seq. ID 


OJ991028 


_i6. 0225. 


Q23 


Gene No*. 


68265. 






Strand 








Start 


27846 






End 


30.161 






Name 


OJ991028 16.0225.C23 


o2.tw 


Method 


TBLASTX: 


Wheat 




Start 


22117 






End 


22536 






GI 


none 






Score 


284 






Exons 


22117. 


.22536, 22118.. 


22489 










Seq. No. 


32896 






Seq. ID' 


OJ991028 


_16.0225. 


C23 


Gene No. . 


68265 






Strand 








Start 


27846 






End 


30161 






Name 


OJ9910 


28_16.0225.C23. 


o3 . tm 


Method 


TBLASTX: 


Maize 




Start 


22210 






End 


22593 






GI 


none 






Score 


134 






Exons 


22210. 


.22593, 22211.. 


22489 











33031 




Seq. No. 


32896 




Seq. ID 


OJ991028 


16 0225 


. C23 


Gene No. 


68265 




Strand 








Start 


27846 




End 


30161 






Name 


OJ991028 16.0225.C23 


. ol . tm 


Method 


TBLASTX: 


Maize 




Start 


22621 




End 


22977 






GI 


none 




Score 


218 






Exons 


22621. .22977, 22622. 


.22915 










Seq. No. 


32896 




Seq. ID 


OJ991028 


16. 0225 


.C23 


Gene No. 


68265 




Strand 








Start 


27846 




End 


30161 






Name 


OJ991028 16.0225.C23 


. ol . tw 


Method 


TBLASTX: 


Wheat 




Start 


22651 




End 


23107 






GI 


none 




Score 


392 






Exons 


22651. .23106, 22652. 


.23107 










Seq. No. 


32896 




Seq. ID 


OJ991028 


16 . 0225 


. C23 


Gene No. 


68265 




Strand 








Start 


27846 




End 


30161 






Name 


OJ991028 16.0225.C23 


. o3 . ts 


Method 


TBLASTX: 


Soybean 




Start 


22702 




End 


23067 




GI_ , 


. none _ . 


> 


.Score, 


.110 


: . . - , 




Exons . . .. 


... 227 0.2 ...22836," 2 2843 

>x 


.23067 






- . - . ... 




Seq. No. 


32896 




Seq. ID 


OJ991028 


16 . 0225 


. C23 


Gene No. 


68265 




Strand 








Start 


27846 




End 


30161 






Name 


OJ991028 16.0225.C23 


.08 .tw 


Method 


TBLASTX: 


Wheat 




Start 


24334 




End 


24731 






GI 


none 




Score 


124 






Exons 


24334 . .24558, 24555. 


.24731 










Seq. No. 


32896 




Seq. ID 


OJ991028 


16 0225 


.C23 


Gene No. 


68265 




Strand 








Start 


27846 




End 


30161 






Name 


OJ991028 16.0225.C23 


. o5 . gs 


Method 


GENSCAN 






Start 


27846 




End 


30161 






GI 


none 




Score 


.74 






Exons 


27846. . 28063, 28132 . 


.28257, 


30122. .30161 






Seq. No.. 


32.8.97 




Seq. ID 


OJ991028 


16.. 0225 


..C24 


Gene No. 


68266 




Strand 


+ 






Start - 


35*01 . . - ' • . '." 




End - 


387*9 . 






Name 


OJ991028 16.0225.C24 


.ol.gp 


Method 


AAT/GAP 






Start 


. 3403 




End 


3879 






GI 


none 




Score 


850 






Exons 


3403. .3879 












Seq. No. 


32897 




Seq. ID 


OJ991028 


16 . 0225 


. C24 


Gene No. 


68266 




Strand 


+ 






Start 


3501 




End 


3879 






Name 


OJ991028 16.0225.C24 


. o3 . gs 


Method 


GENSCAN 






Start 


3501 




End 


3854 






GI 


none 




Score 


. 96 






Exons 


3501. .3854 












Seq. No. 


32897 




Seq. ID 


OJ991028 


16.0225 


C24 



33032 



Gene No. 


68267 








Strand 


+ 




Start. 


5745 








End 


6268 




Name 


OJ991028 16 


.0225. 


C24.ol 


. tm 


Method 


TBLASTX: 


Maize 


Start 


3591 








End 


3866 




GI 


none 








Score 


355 




Exons 


3591 . . 3866, 


3611 . 


. 3856 










Seq. No. 


32897 








Seq. ID 


OJ991028 


16.0225.C24 


Gene No. 


68267 








Strand 


+ 




Start 


5745 








End 


6268 




Name 


OJ991028 16 


0225. 


C24 .ol 


. tw 


Method 


TBLASTX: 


Wheat 


Start 


3623 








End 


3806 




GI 


none 








Score 


262 




Exons 


3623. .3805, 


3624 . 


.3806, 


3672 . 


.3806 






Seq. No. 


32897 








Seq. ID 


OJ991028 


16.0225.C24 


Gene No. 


68267 








Strand 


+ 




Start 


5745 








End 


6268 




Name 


OJ991028 16 


0225. 


C24 .o4 


.gs 


Method 


GENSCAN 




Start 


5745 








End 


6245 




GI 


none 








Score 


.93 




Exons 


.5745, .6245 - 


... — 






- :. \. . 




. .. 


Seq. No. 


32897 








Seq. ID 


OJ991028 


__16.0225.C24 


Gene No. 


68267 








Strand 


+ 




Start 


5745 








End 


6268 




Name 


OJ991028 16. 


0225. 


C24.ol 


. np 


Method 


AAT/NAP 




Start 


5754 








End 


6268 




GI 


1931639 








Score 


492 




Exons 


5754. .6268 














GI Descrip. 


(U95973) lysophospholipase isolog [Arabidopsis 


thaliana] 


Seq. No. 


32897 








Seq. ID 


OJ991028 


16. 0225.C24 


Gene No. 


68267 








Strand 


+ 




Start 


5745 








End 


6268 




Name 


OJ991028 16. 


0225. 


C24.o2 


. tm 


Method 


TBLASTX: 


Maize 


Start 


5756 








End 


5990 




GI 


none 








Score 


141 




Exons 


5756. .5887, 


5772. 


.5870, 


5786. 


.5884, 5870. .5989, 


5871 . . 5990 


Seq. . No . 


32897 .. .. 








Seq. ID 


OJ991028 


16..0225.,C24 


Gene No. 


68267 








Strand 


+ 




Start . • , 


57 4 5* 








find ' 


■62 68 . '. 




Name 


OJ991028 16. 


0225. 


C24.ol 


. tc 


Method 


TBLASTX: 


Cress 


Start 


5811 








End 


6257 




GI 


none 








Score 


58 




Exons 


5811. .5879, 


5912. 


.6253, 


5913. 


.6257 






Seq. No. 


32897 








Seq. ID 


OJ991028 


_16. 0225.C24 


Gene No. 


68267 








Strand 


+ 




Start 


5745 








End 


6268 




Name 


OJ991028 16. 


0225. 


C24 .ol 


. ts 


Method 


TBLASTX: 


Soybean 


Start 


5811 








End 


6265 




GI 


none 








Score 


52 




Exons 


5811. .5879, 


5925. 


. 6257, 


5927. 


.6127, 6078. .6251, 


6152. .6265 



Seq. No. 32897 Seq. ID OJ991028_16 . 0225 . C24 



33033 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



68267 Strand 

5745 End 

OJ991028_16.0225.C24 .o2. tw Method 

5987 End 

none Score 



+ 

6268 

TBLASTX: Wheat 

6266 

175 



5987.. 6208, 5988.. 6218, 6075.. 6224, 6183.. 6266, 6209.. 6265, 
6219. .6266 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start - 

GI „. 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



32897 
68267 
5745 

OJ991028_16.0225.C24 .o3. tm 

5997 

none 

5997.. 6224, 5999.. 6187, 621E 



Seq. ID OJ991028_16.0225.C24 

Strand + 

End 6268 

Method TBLASTX : Mai ze 

End 6266 

Score 188 
.6265, 6219.. 6266 



32898 
68268 
1 

OJ991028_16.0225.C25.ol.np 
1 

. 1931639 . 
1. .266 

(U95973) lysophospholipase isolog [Arabidopsis thaliana] 



Seq. ID OJ991028_16.0225.C25 

Strand + 

End 281 

Method AAT/NAP 

End. 266 

Score 291 



32898 
68268 
1 

OJ991028_16.0225.C25.ol.gs 
65 

none 
65. .281 



Seq. ID OJ991028_16.0225.C25 

Strand + 

End 281 

Method GENSCAN 

End 281 

Score 1 



Seq. No. 32898 

Gene No. 68269 

Start 519 

Name OJ991028_1 6 . 0225 . C25 . ol . tm 

Start 2 

GI none 

Exons 2. .205, 3. .206 

Seq. No. * 328 98, ~ ' 

, Gene;. No. ' 682 69: '* 

Start 519 

Name * OJ991028_1 6 . 0225 . C25 . ol . tc 

Start 9 

GI none 

Exons 9.. 257, 29.. 214 

*i 

Seq. No. 32898 

Gene No. 68269 

Start 519 

Name OJ991028_16 . 0225 . C25 . o2 . ts 

Start 30 

GI none 

Exons 30.. 275, 32.. 226 



Seq. ID OJ991028_16.0225.C25 
Strand 

End 5743 

Method TBLASTX : Mai ze 

End 206 

Score 308 



Seq. ID 
. Strand 
End • 
Method 
End 
Score 



OJ991028 JL6 . 0225.VC.25 
5743 ■ ' 

TBLASTX: Cress 

257 

229 



Seq. ID OJ991028_16.0225.C25 
Strand 

End 5743 

Method TBLASTX : Soybean 

F.nd 275 

Score 232 



33034 




Seq. No. 


32898 








Seq. ID 


OJ991028_16.0225.C25 


Gsne No . 


68269 








Strand 




Start 


519 








End 


5743 


Name 


OJ991028 16 


.0225 


.C25.o2. 


gs 


Method 


GEN SCAN 


Start 


519 








End 


5743 


GI 


none 








Score 


.41 


Exons 


519. .720, 744. .793, 1019. .1141, 1359.. 


1514, 1759. .1812, 




3690. .3785, 


3931, 


. .4020, 


4109. 


.4872, 5623. .5743 


Seq. No. 


32898 








Seq. ID 


OJ991028_16.0225.C25 


Gene No. 


68269 








Strand 




Start 


519 








End 


5743 


Name 


OJ991028 16, 


.0225, 


.C25.o2. 


tc 


Method 


TBLASTX: Cress 


Start 


543 








End 


3743 


GI 


none 








Score 


91 


Exons 


543. .641, 553. .642,, 741. 


.794, 


743. .793, 1019. .1147, 1020. .1 




1359. .1463, 


1366. 


. . 1428, 


1437 . 


.1502, 1441. .1500, 1754. .1810, 




1756. .1815, 


1983. 


. .2102, 


1983. 


.2114, 2005. .2103, 3311. .3364, 




3312. .3365, 


3449. 


. .3574, 


3465. 


.3572, 3690. .3743 


Seq. No. 


32898 








Seq. ID 


OJ991028_16.0225.C25 


Ggne. No . 


68269 









. St rand . 




'.Start ,7 * .." 


519 . ... .... 








End . . 


574 3 """7" 


Name 


OJ991028 16. 


.0225. 


.C25.o3. 


tm 


Method 


TBLASTX : Maize * - 


Start 


568 








End 


1497 


GI 


none 








Score 


98 


Exons 


568. .642, 570. .641, 741. 


.794, 


743. .793 


, 1019. .1147, 1020. .1 




1020. .1148, 


1357. 


. .1497, 


1359. 


.1496 




Seq. No. 


32898 








Seq. ID 


OJ991028_16.0225.C25 


Gene No. 


68269 








Strand 




Start 


519 








End 


5743 


Name 


OJ991028 16. 


.0225. 


.C25.ol. 


gp 


Method 


AAT/GAP 


Start 


1077 








End 


1534 


GI 


2797361 








Score 


364 


Exons 


1077. .1141, 


1359. 


. .1534 








Seq. No. 


32898'' 








Seq.- ID 


OJ991028_16.0225.C25 


Gene No. 


68269 








Strand 




Start 


519 








End 


5743 


Name 


OJ9910.28 16. 


,0225. 


,C25.o2. 


tm ._ 


Method . 


TBLASTX: Maize _ . . . 


Start 


. 1756 








End ■' 


3731 . 


GI' 


~ none 








Score 


'98 * ■ . ; 


Exons 


1756! .'1815, 


1757. 


, .1813, 


i / d y . 


.1824, 1981. .2100, 1983. .2114, 




1986. .2102/ 


3311. 


. .3364, 


3311. 


.3364, 3312.. 3365, 3423.. 3572, 




3449. .3574, 


3464 . 


, .3574, 


3465. 


.3578, 3520.. 3579, 3689.. 3727, 




3690. .3731 












Seq . ^No . 


32898 








Seq. ID 


OJ991028_16.0225.C25 


Gene No. 


68269 








Strand 




Start 


519 








End 


5743 


Name 


OJ991028 16. 


,0225. 


,C25.ol. 


ts 


Method 


TBLASTX: Soybean 


Start 


3928 








End 


4211 


GI 


none 








Score 


84 


Exons 


3928. .4023, 


3932. 


.4012, 


4092. 


.4211, 4109. .4210 


Seq. No. 


32899 








Seq. ID 


OJ991028_16.0225.C26 



33035 



Gene No. 


68270 


Strand 


+ 




Start 


54 


End 


1130 




Name 


OJ991028 16.0225.C26.ol.np 


Method 


AAT/NAP 




Start 


54 


End 


374 




GI 


2252628 


Score 


64 




Exons 


54. .116, 249. .374 








GI Descrip. 


(U95973) hypothetical protein 


[Arabidopsis thaliana] 




Seq. No. 


32899 


Seq. ID 


OJ991028 16.0225 


. C26 


Gene No. 


68270 


Strand 


+ ~~ 




Start 


54 


End 


1130 




Name 


OJ991028 16.0225.C26.ol.gs 


Method 


GENSCAN 




Start 


191 


End 


1130 




GI 


none 


Score 


.79 




Exons 


191. .565, 972. .1130 








Seq. No.^ 


32900 


Seq. ID 


OJ991118_19.0223 


CI 


Gene No. 


68271 


Strand 


+ 




Start 


1 


End 


761 




Name 


OJ991118 19.0223.Cl.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


761 




^ ., , ...... 


107 6316. . . , , „ 


Scpre_ : 


.112 




Exons. 


. 1. .26, 434. .514, .653.. .761 , . 








GI Descrip. 


drought-induced protein Dil9 - 


- Arabidopsis thaliana 






gi | 4 69110 | emb|CAA55321 | (X785E 


34) Dil9 


[Arabidopsis' thaliana 


Seq. No. 


32900 


Seq. ID 


OJ991118_19.0223 


CI 


Gene No. 


68272 


Strand 






Start 


433 


End 


761 




Name 


OJ991118 19.0223.Cl.ol.gp 


Method 


AAT/GAP 




Start 


433 


End 


761 




GI 


8492 2.R1084 


Score 


310 




Exons 


433. .511, 650. .761 









GI Descrip. 1 1076316/pir | | S51478 5.0e-21 drought-induced protein Dil9 - 
Arabidopsis thaliana >gi_469110_emb_CAA55321_ (X78584) Dil9 
[Arabidopsis thaliana] ' 



Seq. No. 32901 Seq. ID OJ991118 

Gene No. 68273 Strand + ' 

Start 174 End 228 

Name., , O.J99111EL 19 ,0223 . C3 . ol . gs ..Method . GENSCAN.., 

Start . . , 174. ... .. . /^ ^. ..'/End,. " 228 

GI ' ; none • . ' 1 - Score' . . .12 

Exons 174. .228 



19. 0223. C3 



Seq. No. 32902 Seq. ID 

Gene No. 68274 Strand 

Start 1012 End 

Name OJ991118JL 9 . 0223 . C5 . ol . gs ' Method 

Start 1012 End 

GI none Score 

Exons 1012.. 1089, 3084.. 3104, 4003.. 4592, 6268 

7912. .8038, • 8429. .8602, 9269.. 9418, 9608 
10936. .11092, 11167. .11700. 124 47 12557 , 12806 .. 1.2952 , 
13018. .13214, 13348. .13435, 13623 .. 13754 , 142 13 .. 14278 , 
14538. .14599, 14707 .. 14 822 , 15017 .. 15080, 1 6024 . . 161 69 , 
17617. .17798 



OJ991118_19.0223.C5 
+ 

17798 
GENSCAN 
17798 
.6 

6364, 7633.. 7751, 
9693, 10701.. 10850 



33036 



Seq. No. 32902 

Gene No. 68274 

Start 1012 

Name OJ991118_19 . 0223 . C5 . ol . np 

Start 3607 

GI 6714447 
Exons 



Seq. ID OJ991118_19.0223.C5 

Strand + 

End 17798 

Method AAT/NAP 

End 14920 

Score 2665 



3607. .3643, 4331. .4518, 6263. .6364, 7633. .7751, 7897. .8038, 
8174. .8341, 8429. .8602, 9251. .9490, 9577. .9693, 104 99 .. 10617 , 
10701. .10850, 10936. .11092, 11167 11437 , 11618 .. 11700, 
12447. .12557, 12806 12952 , 13018 .. 13214 , 13334 134 35, 
13623. .13754, 14213 14278 , 14538 .. 14599, 14674. .14920 
GI Descrip. (AC011620) putative phospholipase D [Arabidopsis thaliana] 



Seq. No. 32902 

Gene No. 68275 

Start 18049 

Name OJ9911 18_19 . 0223 . C5 . o2 . ts 

Start 9284 

GI none 

Exons 9284.. 9346, 9299.-9337, 9328. 
9347 . A . 9493,.. 9523 ,. v 9 62 1,_ 957 4, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.9489, 9334 
.9606 , 



OJ991118 19. 0223. C5 



18974 

TBLASTX : Soybean 
9621 
61 

9489> 9347.. 9493, 



Seq. No. . 32902 Seq. ID 

Gene No. 68275 Strand 

Start 18049 End 

Name OJ991118_l 9 . 0223 . C5 . o2 . tc Method 

Start 10713 End 

GI none Score 
Exons 



OJ991118_19.0223 ;'C5 
18974 

TBLASTX: Cress 

11073 

202 



10713. .10859, 10714. .10854, 10906. .11070, 10907. .11071, 
10927. .11073, 10941. .11072 



Seq. No. 32902 

Gene No. 68275 

Start 18049 

Name OJ991118_19 . 0223 . C5 . o2 . tm 

Start 11164 

GI none 

Exons 11164. .11319, 11 164 .. 11322 , 
11342. .11536, 11394. .11537, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991118 19. 0223. C5 



18974 

TBLASTX: Maize 
11538 
194 

11166. .11321, 11330'. .114 07, 
11395. .11538 



Seq. No. 32 902. . . ... ... _ 

Gene No. 68^75 " ' ; • " . 

Start 18049 *' • 

Name OJ991118_19 . 0223 . C5 . ol . ts 

Start 12810 
GI none 

Exons 12810. .12884, 12811 .. 12948 , 

13017. .13055, 13058. .13219, 
13331. .13438, 13623 .. 13802, 
14501. .14599, 14541. .14609, 
14681. .14923 



.... Seq. ID 
•Strand" 
End 

Method 

End 

Score 
12812. . 12952, 
13062. .13229, 
13664. .13753, 
14671. .14853, 



QJ991118. 19..0223...C5 



18974 

TBLASTX : Soybean 
14926 
74 

13012. .13059, 
13325. .13435, 
14210. .14293, 
14672. .14926, 



Seq. No. 
Gene No. 
Start 
Name 



32902 
68275 
18049 
OJ991118 



19.0223.C5.ol.tc 



Seq. ID 

Strand 

End 

Method 



OJ991118_19.0223.C5 
18974 

TBLASTX: Cress 



33037 



Start 


12910 


End 


13438 






GI 


none 


Score 


60 






Exons 


12910. .12948, 12911. . 12952, 


13012. . 13059, 13017 


. .13058, 






13055. .13219, 13059. .13229, 


13331. .13438, 13331 


. . 13435 




Seq. No. 


32902 


Seq. ID 


OJ991118 


_19.0223 


.C5 


Gene No. 


68275 


Strand 








Start 


18049 


End 


18974 






Naine 


OJ991118 19 0223 C5 ol tm 


Method 


TBLASTX: 


^ai ze 




Start 


13176 


End 


14932 






GI 


none 


Score 


55 






Exons 


1317 6. .13229, 13178. .13219, 


13330. .13434, 13331 


. .13438, 






13339. .134 34, 13617. .13757, 


13622. .13756, 13623 


. . 13802, 






14210. .14278, 14210. . 14278, 


14212. .14280, 14221 


. .14283, 






14 540. .14 608, 1454 1 . . 14 621 , 


14672. .14932, 14680 


. . 14928 




cpn No 


32902 


Seq. ID 


OJ991118 


19 . 0223 


. C5 


Gene No. 


68275 


Strand 








Start 


18049 


End 


18974 






Name 


OJ991118 19.0223.C5.o2.gs 


Method 


GENSCAN 






Start 


18049 


End 


18974 






GI . . . fc 


. .none . .. . 


?. c pre 


,...,7 7..., ^ 


..... 




Exons 


Z 1804 9-~ '.1.8207 T 18 933™. 18 97 4"". 










kJ ~ VJ . LN W * 


32903 


Seq. ID 


OJ991118 


19.0223 




Gene No. 


68276 


Strand 








Start 


5142 


End 


5549 






Name 


OJ991118 19.0223.C6.o2.gs 


Method 


GENSCAN 






Start 


5142 


End 


5549 






GI 


none 


Score 


.8 






Exons 


5142. .5549 










Seq.' No. 


32904 


Seq. ID 


OJ991118 


JL9.0223 


.CI 


Gene No. 


68277 


Strand 


+ 






Start 


8231 


End 


10376 






Name 


OJ991118 19.0223.C7.o2.np 


Method 


AAT/NAP 






Start 


8231 


End 


10376 






GI 


6630682 


Score 


215 






Exons 


8231. .8294, 8755. .8964, 10301. .10376 








GI Descrip. 


(AP000969) EST D22716 (C1010) 


corresponds to a region of 


the 




..predicted, gene. ; hypothetical., protein. 


t.Oryza sativa] 





gi I 6815074 I dbj ^^90361.1 I . (AP0010.80) .EST D22716 (C1010) . '.. 
corresponds to a_ region of the predicted, gene.; hypothetical 





•protein [Oryza sativa]' 








Seq. No. 


32904 




Seq. ID 


OJ991118 


Gene No. 


68278 




Strand 




Start 


2009 




End 


2063 


Name 


OJ991118 19.0223.C7.ol 


.gp 


Method 


AAT/GAP 


Start 


2009 




End 


2063 


GI 


2311279 




Score 


67 


Exons 


2009. .2063 








Seq. No. 


32904 




Seq. ID 


OJ9911.1 R 


Gene No. 


68279 




Strand 




Start 


9792 




End 


10732 


Name 


OJ991118 19. 0223. C7 .ol 


np 


Method 


AAT/NAP 



1 9. 0??3:C7 



33038 




Start 


5715 


End 


7138 








GI 


6006381 


Score 


76 








Exons 


5715. .5737, 6946. .7138 












GI Descrip. 


(AP000559) hypothetical protein [Oryza 


sativa] 








Seq. No. 


32904 


Seq. ID 


OJ99111E 


t_19 


0223 . 


C7 




68279 


Strand 










Start 


9792 


End 


10732 








Name 


OJ991118 19.0223.C7.o3.np 


Method 


AAT/NAP 








Start 


9427 


End 


10732 








GI 


6815099 


Score 


79 








Exons 


9427.. 9542, 10705.. 10732 












GI Descrip. 


(AP001081) hypothetical protein [Oryza 


sativa] 










32904 


Seq. ID 


OJ99111E 


! 19 


0223. 


C7 


Gene No. 


68279 


Strand 










Start 


9792 


End 


•10732- 








Name 


OJ991118 19.0223.C7.o2.gs 


Method 


GENSCAN 








Start 


9792 


End 


10484 








GI 


none 


Score 


.78 








Exons 


9792. .10170, 10314. .10484 












. 

.Seq. .No...'. ■ . 


. .32905-. . 


. Seq. ID 


OJ.99111E 


i^l9 


.0223.. 


C8 


Gene ■ No . 


■68280 


Strand 


+ 








Start 


181 - 


End 


3738 








Name 


OJ991118 19.0223.C8.ol.gs 


Method 


GENSCAN 








Start 


181 


End 


3738 








GI 


none 


Score 


.47 








Exons 


181. .372, 3166. .3384, 3409.. 


3738 











Seq. No. 32905 Seq. ID OJ991118_l 9 . 0223 . C8 

Gene No. 68280 Strand + 

Start 181 End 3738 

Name OJ991118_19 . 0223 . C8 . ol . np Method AAT/NAP 

Start 3515 End 3738 

GI 6714446 Score 100 

Exons 3515.. 3738 

GI Descrip. (AC011620) putative protein phosphatase-2C [Arabidopsis 
thaliana] 



.Seq. . No.. . 

Gene . No.. . 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



32905,, . ...... ... . ... .Seq. ID OJ991118JL9 ,0223 .C8.. 

68281 . , * . Strand. - 

"1906 ; . ■ * * • " End - * 1962 

0'J991'118_19.0223.C8.ol.gp '" Method AAT/GAP 

1906 " End 1962 

3760640 Score 77 

1906.. 1962 

4176420/dbj | BAA37167 | 2.0e-ll (AB008097) cytochrome P450 
[Arabidopsis thaliana] 



Seq. No. 32905 

Gene No. 68282 

Start 3511 

Name ' OJ991118_19 . 0223 . C8 . ol . tm 

Start 3511 

GI none 
Exons 



Seq. ID OJ991118_19.0223.C8 



Strand 
End 

Method 

End 

Score 



3738 

TBLASTX: Maize 

3738 

85 



3511. .3600, 3512. .3574, 3634. .3738, 3636. .3737 



33039 



Seq. No. 


32906 








Seq. ID 


OJ991118_19.0223.C9 


Gene No . 


68283 








Strand 


+ 


Start 


1041 








End 


2847 


Name 


OJ991118 19 


.0223 


,C9.ol. 


np 


Method 


AAT/NAP 


Start 


1041 








End 


2782 


GI 


6714446 








Score 


796 


Exons 


1041. . 1722, 


2068 


. .2291, 


2594 


..2782 




GI Descrip. 


(AC011620) 


putative protein 


phosphatase-2C [Arabidopsis 




thaliana] 












Seq. No. 


32906 








Seq. ID 


OJ991118_19.0223.C9 


Gene No. 


68283 








Strand 


+ 


Start 


1041 








End 


2847 


Name 


OJ991118 19 


.0223 


C9.ol. 


gs 


Method 


GENSCAN 


Start 


1291 








End 


2847 


GI 


none 








Score 


.72 


Exons 


1291. .1722, 


2068 


.2291, 


2554 


. .2847 




Seq. No. 


32906 








Seq. ID 


OJ991118_19.0223.C9 


Gene No. 


68284 








Strand 




.Start. 


; 3313. 









JEnd . 


..574 7_,^__ :£ _,._ 


Name, . • 


OJ991118. .19 


.0223 


,C9 ; ol.. 


tc . 


Method 


..TBLASTX: Cress . . 


Start 


1267 








End 


1643 , 


GI 


none 








Score 


131 


Exons 


1267. .1362, 


1290. 


. 1361, 


1362 


..1436, 1470. .1643, 1559. .1639 


Seq. No. 


32906 








Seq. ID 


OJ991118_19.0223.C9 


Gene No. 


68284 








Strand 




Start 


3313 








End 


5747 


Name 


OJ991118 19 


. 0223, 


C9.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


1267 








End 


2767 


GI 


none 








Score 


141 


Exons 


1267. .1362, 


1290. 


. 1361, 


1362 


..1694, 1418. .1687, 1665. .1727 




2067 . .2294, 


2069. 


.2293, 


2593 


..2757, 2594. .2767 


Seq. No. 


32906 








Seq. ID 


OJ991118_19.0223.C9 


Gene No. 


68284 








Strand 




Start 


3313 








End 


5747 


Name 


OJ991118 19 


.0223. 


C9.ol. 


ts 


Method 


TBLASTX: Soybean 


Start . . 


- 12 67 . 






- - . 


.End^ 


2219. .... 


GI, 


none 




.1352, 




Score 


119 .. 


Exons ■ * : 


1267 . . 1362, 


1293. 


1350 


..1436, 1.470.. 1658, 155"9..1657 




167 6. .1720, 


1677. 


.1727, 


2067 


. .2219, "2069. .2215, 2118. .2216 


Seq. No. 


32906 








Seq. ID 


OJ991118_19.0223.C9 


Gene No. 


68284 








Strand 




Start 


3313 








End 


5747 


Name 


OJ991118 19 


.0223. 


C9.ol. 


tw 


Method 


TBLASTX: Wheat-, 


Start 


1330 








End 


1646 


GI 


none 








Score 


73 


Exons 


1330. . 1362, 


1332. 


.1361, 


1362 


..1454, 1427. .1645, 1446. .1646 


Seq. No. 


32906 








Seq. ID 


OJ991118J19. 0223-^9 


Gene No. 


68284 








Strand 




Start 


3313 








End 


5747 


Name 


OJ991118 19 


.0223. 


C9.o2. 


tc 


Method 


TBLASTX: Cress 



33040 



Start 


1677 








End 


2255 




GI 


none 








Score 


73 




Exons 


1677 . . 1727, 


2067 


. .2255, 


2069. 


. . 2239 


■ 




Seq. No. 


32906 








Seq. ID 


OJ991118 


! 19. 0223. C9 


Gene No. 


68284 








Strand 






Start 


3313 








End 


5747 




Name 


OJ991118 19 


.0223 


.C9.o2 . 


tw 


Method 


TBLASTX: 


Wheat 


Start 


2165 








End 


2770 




GI 


none 








Score 


197 




Exons 


2165. .2293, 


2166 


. .2294, 


2593. 


.2757, 25 


94 . .2770 




Seq. No. 


32906 








Seq. ID 


OJ991118 


19. 0223. C9 


Gene No. 


68284 








Strand 






Start 


3313 








End 


5747 




Name 


OJ991118 19, 


,0223, 


.C9.o2. 


ts 


Method 


TBLASTX: 


Soybean 


Start 


2220 








End 


2770 


GI 


none 








Score 


100 




Exons 


2220 . . 2294, 


2222 , 


. . 2293, 


2593. 


.2760, 25 


94 . .2770 




Seq. No. 


32906 








Seq. ID 


OJ991118 


19. 0223. C9 


Gene ,Np-. 


.-..68284-. 








..-Strand., 






Start. . . . 


3313 








End ' * 


5747"* " 


- 


Name 


OJ991118 19. 


,0223. 


.C9.o3. 


tc 


Method 


TBLASTX: 


Cress 


Start 


2594 








End 


2770 




GI 


none 








Score 


212 




Exons 


2594 . . 2770, 


2596, 


. . 2760 










Seq. No. 


32906 








Seq. ID 


OJ991118 


_19.0223.C9 


Gene No. 


68284 








Strand 






Start 


3313 








End 


5747 




Name 


OJ991118 19. 


0223. 


,C9.o2. 


gs 


Method 


GENSCAN 




Start 


3313 








End 


5690 




GI 


none 








Score 


.65 




Exons 


3313. .3394, 


3447 . 


. 3608, 


4024 . 


.4120, 4602. .4653, 


4754. .4798, 




5125. .5202, 


5664 . 


.5690 








Seq. No. 


32906 








Seq. ID 


OJ991118 


_19.0223.C9 


Gene No. 


68284 








Strand 






Start 


3313 








End 


5747 




Name. 


OJ991118 19. 


0223. 


C9.o2. 


np . 


Method 


AAT/NAP 




Start 


. 3,4 4 6 








End. 


5747 




GI / 


- 2214964 








Score 


606- :« 




Exons 


3446.. 360'8, 


4024. 


.4120, 


4 602. 


.4653, 4971. .5015, 


5125. .520*2, 




5664 . .5747 















GI Descrip. (Z97340) hypothetical protein [Arabidopsis thaliana] 



Seq. No. 32906 

Gene No. 68284 

Start 3313 

Name OJ991118_19 . 0223 . C9 . o3 . ts 

Start 3446 

GI none 

Exons 3446.. 3607, 3447.. 3518, 3564. 

4751. .4798, 4948. .5013, 4968. 



Seq.' ID OJ991118_19.0223.C9 
Strand 

End 5747 

Method TBLASTX : Soybean 

End 5202 

Score 78 

.3608, 4026. .4115, 4606. .4653, 
.5018, 5102. .5185, 5110. .5202 



Seq. No. 



32907 



Seq. ID OJ991118 19. 0223. C10 



33041 



Gene No. 


68285 


Strand 


+ 




Start 


52 


End 


168 




Name 


OJ991118 19.0223.C10.ol.gs 


Method 


GENSCAN 




Start 


52 


End 


168 




GI 


none 


Score 


.89 




Exons 


52 . .168 








Seq. No. 


32907 


Seq. ID 


OJ991118 19. 


0223. C10 


Gene No. 


68286 


Strand 






Start 


1617 


End 


1782 




Name 


OJ991118 19.0223.C10.o2.gs 


Method 


GENSCAN 




Start 


1617 


End 


1782 




GI 


none 


Score 


.54 




Exons 


1617 . . 1782 








Seq. No. 


32908 


Seq. ID 


OJ991118_19. 


0223. Cll 


Gene No. 


68287 


Strand 


+ 




Start 


585 


End 


4626 




Name 


OJ991118 19.0223.Cll.ol.gs 


Method 


GENSCAN 




Start 


585 


End 


4230 




GI 


none 


Score 


.84 




Exons .......... 


... 585... 699,.. 1240.,. 1415 1 1525 . . 


1602, 2074 


.,2163, 2235. 


.2296, • 




2416.. 2531, 2650.. 2-771, 2960 


..3022, 3110. -.3167, 3419. .3492, 




4141.. 4230 








Seq. No. 


32908 


Seq. ID 


OJ991118_19. 


0223. Cll 


Gene No. 


68287 


Strand 


+ 




Start 


585 


End 


4626 




Name 


OJ991118 19.0223.Cll.ol.np 


Method 


AAT/NAP 




Start 


591 


End 


3844 




GI 


2498803 


Score 


414 




Exons 


591. .699, 1113. .1163, 1258.. 


1409, 1531 


..1602, 1693. 


.1804, 



1949. .2033, 2112. .2195, 2388. .2651, 2952. .3022, 3110. .3167, 
3419. .3494, 3669. .3844 
GI Descrip. DNA PRIMASE SMALL SUBUNIT (DNA PRIMASE 50 KD SUBUNIT) (DNA 

POLYMERASE SUBUNIT A) (DPRI50) gi | 66698 9 | emb | CAA5 61 96 | (X79801) 
DNA polymerase subunit A [Drosophila melanogaster ] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



32908 Seq. ID OJ991118_19 . 0223 . Cll 

68287 Strand 
585 „ ... _ . End. 

Q J991118JL9 . 0223 , Cll . o2. gp ."Method 
2110 • J r . " End 

375'9042" Score 
2110. .2163, 2235. .2296, 2416. .2531, 
3110. .3144 

130897/ sp | P2 0664 | PRI l_MOUSE 9.0e-18 DNA PRIMASE 

(DNA PRIMASE 49 KD SUBUNIT) (P49) >gi_423418_pir 

primase (EC 2.7.7.-) 4 6K chain - mouse 

>gi_303661_dbj_BAA027 4 4 . 1_ (D13544) primase small subunit [Mus 
musculus] 



OJ991118_ 
+ 

4 626 .. 
AAT/GAP 
3144 " 
782 ' " 
2650. .2771, 



2960. .3022, 

SMALL SUBUNIT 
D4 6642 DNA 



Seq. No. 32908 Seq. ID 

Gene No. 68287 Strand 

Start 585 End 

Name OJ991118_19 . 0223 . Cll . o3 . gp Method 

Start 3598 End 



OJ991118_19. 0223. Cll 
+ 

4626 

AAT/GAP 

4626 



33042 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3759043 Score 

3598. .3650, 3747.. 3826, 4042. .4626 

32908 Seq. ID 

68288 Strand 

561 End 
OJ991118_19.0223.Cll.ol.gp Method 

561 End 

4878408 Score 
561. .724 



1281 



OJ991118_19.0223.C11 

2017 
AAT/GAP 
724 
231 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



32908 
68288 
561 

OJ991118_19. 0223.Cll.ol.tw 

597 

none 



Seq. ID OJ991118_19.0223.C11 
Strand 
End 

Method 
End 
Score 



2017 

TBLASTX: Wheat 

1402 

141 



597. .701, 626. .700, 1111. .1161, 1111. .1161, 1112. .1162, 
1113. .1163, 1238. .1402, 1239. .1400, 1244. .1402 



Seq. No. 32908 

Gene ,No__ , _ 68288., _ <v , ; . ^ ■ _ „ A . . 

Start . ~ 561 f ■ 

Name OJ991118_l 9 . 022 3 . CI 1 . ol . ts 

Start 1111 

GI none 

Exons 1111.. 1158, 1112.. 1162, 1238. 

1495. .1563, 1525. .1563, 1557. 
1693. .1803 



Seq. ID OJ991118_19.0223.C11 

Strand^ . 

End Z 201?" " 

Method TBLASTX: Soybean 

End 1820 

Score 69 

.1402, 1239. .1415, 1254. .1415, 
.1607, 1558. .1602, 1692. .1820, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



32908 
68288 
561 

OJ991118_19.0223.Cll.ol.tm 
1314 



none 

1314. 

1352. 

1693. 

1948. 



Seq. ID OJ991118_19.0223.C11 
Strand 

End 2017 
Method TBLASTX: Maize 
End 2017 
Score 7 6 

.1397, 1350. .1415, 1351. .1401, 
.1607, 1525. .160'2'';' v 1-692. .1820, 
1803, 1752. .1805, 1923. .2015, 1943. .2017, 1947. .2015, 
2016 



.1400, 1321. .1401, 1326. 
,1414, 1522. .1599, 1524. 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI. 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



32908 

6828 9 : 
'2104 

OJ991118_19. 0223.Cll.o2 .ts 

2104 

none 

2104 . .2163, 
2420. .2533, 



2110.. 2163, 2232. 
2420... 2530, 2652. 



32909 
68290 
51 

OJ991118 19. 0223.C12.ol.gs 
51 

none 



Seq ; ID 
Strand 
End 

Method 
End 
Score 



OJ991118 19.0223.C1I 



2803 " 

TBLASTX: Soybean 
2803 
82 

2297,' 2234.. 2311, 2398.. 2508, 
2771, 2654. .2803 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991118_ 
+ 

2807 
GENS CAN 
2807 
.6 



19.0223.C12 



51. .206, 1358. .1453, 2670. .2807 



33043 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



..Seq, No.. ... 
Gene No. 
Start 
Name 
Start 
GI 

Exons 

GI Descrip, 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



32910 Seq. ID 

.68291 Strand 

7350 End 
OJ991118_19.0223.C13.ol.np Method 

7350 End 

2191171 Score 
7350. .7534, 8944. .9026 

(AF007270) similar to A. thaliana DI19 mRNA (NID : g4 69110 ) 
[Arabidopsis thaliana] 



OJ991118_19.0223.C13 
+ 

9026 
AAT/NAP 
9026 
75 



32910 Seq. ID 

68291 Strand 
7350 End 
OJ991118_19.0223.C13.ol.gp Method 
7387 End 
8492_2.R1084 Score 
7387'. .7541 

1 1076316/pir | IS51478 5.0e-21 drought-induced protein Dil9 - 
Arabidopsis thaliana >gi_4 6911 0_emb_CAA5 532 1_ (X78584) Dil9 
[Arabidopsis thaliana] 1 



OJ991118_19.0223.C13 
+ 

902 6 
AAT/GAP 
7541 
214 



32911 . . . . '. ...Seq. ID 

68292 • Strand 
585 End 
OJ991118_19.0223.C14 .ol.np Method 
585 End 
5852084 Score 
585.. 639, 1923. .2010 
(AL117264) zwh0007.1 [Oryza sativa] 



OJ.991118_.L9 ..0223. C14.. 
+ 

2010 
AAT/NAP 
2010 
86 



OJ991118 19.0223.C14 



32911 Seq. ID _ 

68293 Strand 
1 End 617 

OJ991118_19 . 0223 . C14 . ol . gp Method AAT/GAP 
1 End 617 

8492_2.R1084 Score 511 

1..30, 349. .617 

1 1076316/pir | IS51478 5.0e-21 drought-induced protein Dil9 - 
Arabidopsis thaliana >gi_4 6911 0_emb_CAA5 532 1_ (X78584) Dil9 
[Arabidopsis thaliana] 1 ...... 



Seq. No. 


. 32912 








. Se'q. .* ^D 


OJ991118 


Gene No. 


68294 








: Strand 


+ 


Start 


1314 








End 


8709 


Name 


OJ991118 19. 


0223. 


C15.ol 


.gs 


Method 


GENSCAN 


Start 


1314 






End 


8671 


GI 


none 








Score 


.43 


Exons 


1314 . .>1400, 


2676. 


.2789, 


4593. 


.5045, 6130. .6249, 




7763. .7896, 


8295. 


.8435, 


8564. 


.8671 




Seq. No. 


32912 








Seq. ID 


OJ991118 


Gene No. 


68294 








Strand 


+ 


Start 


1314 








End 


8709 


Name 


OJ991118 19. 


0223. 


C15.ol 


np 


Method 


AAT/NAP 


Start 


4666 








End 


8668 


GI 


6503307 








Score 


798 



33044 




Exons 4666. .5204, 6130. .6249, 6355. .6392, 6777. .6841, 7324. .7392, 

7763.. 7839, 8295.. 8435, 8564. .8668 
GI Descrip. (AC011713) Is a member of the PF| 01553 Acyltransf erase family. 

[Arabidopsis thaliana] 



Seq. No. -32912 
Gene No. 68294 
Start 1314 

Name OJ991118_19 . 0223 . C15 . ol . ts 

Start 4925 
GI none 

Exons 4925.. 4954, 5015.. 5122, 5038. 

6126. .6245, 6127. .6249, 6352. 
6775. .6840, 7320. .7391, 7761. 
8297. .8434, 8298. .8435, 8301. 
8559.. 8663, 8563.. 8673 



Seq. ID OJ991118_19.0223.C15 

Strand + 

End 8709 

Method TBLASTX : Soybean 

End 867 3 

Score 57 

5169, 6117. .6248, 6124. .6249, 
6411, 63S4..6392, 6774. .6839, 
7895, 7762..7932, 7794. .7898, 
8441, 8553. .8663, 8558. .8671, 



Seq. No. 
Gene No. 
Start 
Name 

.S.tart fc -„- 
GI / "J\ _ 
Exons 



32912 
68294 
1314 

OJ991118_19, 
,6103 

none, ... 
6103. . 6249, 
6775. . 6843, 
7794 . .7895, 
8302. .8442, 
8618. .8695, 



0223.C15.ol.tm 



6136. . 6249-, 6138. 

7320. .7391, 7761. 

8294. .8434, 8295. 

8561. .8635, 8561. 

8631. .8708, 8632. 



Seq. ID OJ991118_19.0223.C15 
Strand + 
End 8709 
Method TBLASTX: Maize 
End, .,_ 870-9._ .... 
•-Score , : -;..158 . , 



.6251, 6357.. 6392, 6774.. 6842, 

.'7895, 7762. .7896, 7771. .7890, 

.8435, 8297. .8437, 8301. .8441, 

.8629, 8562. .8633, 8563. .8634, 

.8709, 8633.. 8695 



Seq. No. 32912 
Gene No. 68294 
Start 1314 

Name OJ991118_l 9 . 0223 . C15 . ol . tc 

Start 6124 
GI none 

Exons 6124. .6249, 6153. .6248, 6774, 

7762. .7896, 7762. .7896, 8294, 
8558. .8680, 8563. .8679 



Seq. ID OJ991118_19.0223.C15 

Strand + 

End 8709 

Method TBLASTX ; Cress 

End 8680 

Score 145 

.6845, 6775. .6846, 7320. .7391, 
.8434, 8295. .8435, 8357. .8437, 



Seq. No. 


32913 




Seq. ID 


OJ991118_19.0223.C16 


Gene No.. 


.68295 ... 




Strand 




Start 


3192 




End 


3501 . "* 


Name. 


OJ991118 19.0223.C16..ol, 


. gp- . 


Method 


AAT/GAP ■ . v 


Start 


3192 




End 


3501 • 


GI 


701746 




Score 


• 345 


Exons 


3192. .3501 








Seq. No. 


32913 




Seq. ID 


OJ991118_19.0223.C16 


Gene No.. 


68296 




Strand 




Start 


4517 




End 


11841 


Name 


OJ991118 19.0223.C16.o2. 


-gp 


Method 


AAT/GAP 


Start 


4517 




End 


7983 


GI 


25447 1.R1084 




Score 


2080 


Exons 


4517. .4899, 5001. .5171, 


5256. 


.5369, 5801. .5971, 6050. .6169, 




6733. . 6807, 7741. .7797, 


7899. 


.7983 




GI Descrip. 


1 20584 56/gb|AAB53256.1 | 


l.Oe- 


130 (U66408) GTP-binding protein 



[Arabidopsis thaliana] >gi_234 5150_gb_AAB67830_ (AF014822) 



33045 



development ally regulated GTP binding protein [Arabidopsis 
thaliana] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



32913 
68296 
4517 

OJ991118_19, 
4781 • 
none 
4781. 
5053. 
5806. 
6715. 
7888. 



0223.C16.ol.tc 



,4903, 
.5172, 
.5973, 
. 6810, 
.8082, 
8905. .8976, 



4792. .4902, 
5256. .5378, 
5898. .5972, 
6716. .6808, 
7888. .8079, 
8909. .8977, 



4999. 
5260. 
6047. 
7736. 
7896. 
8912. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991118_19.0223.C16 
11841 

TBLASTX: Cress 

9804 

112 



.5166, 5001. 

.5376, 5801. 

.6172, 6049. 

.7798, 7740. 

.8081, 8595. 

.8980, 9736. 



.5171, 5037. .5171, 

.5971, 5805. .5840, 

. 6171, 6050. . 6172, 

,7799, 7742. .7798, 

,8675, 8597. .8671, 

,9804, 9736. .9804 



Seq. No. 32913 

Gene No. 68296 

Start 4517 

Name OJ991118_19 . 0223 . C16 . ol . ts 

Start 4798 

GI-._. ... . _ ^ . . none . ■ . 

Exons 7,. ...17 7.4.7^8.- 743 <X7J8 0.87^^ 



Seq. ID OJ991118_19. 0223.C16 
Strand 

End 11841 

Method TBLASTX : Soybean 

End 5163 

.Score 121 .. 

; 5.162,,., .5 Ol 0...... 50 18.,. ; 5053,~5JJ63~1 



Seq. No. 32913 
Gene No. 68296 
Start 4517 

Name OJ991118_l 9 . 0223 . C16 . ol . tm 

Start 4804 
GI none 
Exons 4804, 

5001, 

5801. 



.4902, 4805. .4909, 4808. 
.5186, 5037.. 5171, 5044. 
.5971, 5805. .5972, 5806. 



6049. .6108 



Seq. ID OJ991118_19.0223.C16 
Strand 

End 11841 
Method TBLASTX: Maize 
End 6109 
Score 145 

.4909, 4999. .5166, 5000. .5167, 
.5199, 5242. .5376, 5256. .5396, 
.5973, 6040. .6108, 6047. .6109, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI . 

Exons 



32913 
68296 
4517 

OJ991118_19.0223.C16.ol.np 

4807 

6648162 



Seq. ID OJ991118_19.0223.C16 
Strand 

End 11841 
Method AAT/NAP 
End 9804 

. Score . . 1.618 . ... , 



4807. .4896,. 4998 /. 5171, 5256. .5369, 5801. .5971', .6050 .'. 6169, 
6733: . £807, .77 41 7797', '7899 .. 8079, 85^5 . ..8.6?1 , 8905. .8972, 
9735. .9804 " ' 



GI Descrip. (AC010926) putative GTP-binding protein [Arabidopsis thaliana] 



Seq. No. 32913 
Gene No. 68296 
Start 4517 

Name OJ991118_19 . 0223 . CI 6 . o3 . ts 

Start 5286 
GI none 

Exons 5286.. 5348, 5286.. 5378, 5287. 

5801. .5971, 5805. .5963,. 5806. 
6047. .610b, 6U47..61U6 



Seq. ID OJ991118_19.0223.C16 
Strand 

End 11841 

Method TBLASTX : Soybean 

End 6106 

Score 81 

.5376, 5793. .5963, 5801. .5836, 
.5 973, -58 97. .5965, 604 6. . 6102, 



Seq. No. 



32913 



Seq. ID OJ991118_19.0223.C16 



33046 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



68296 Strand 
4517 End 11841 

OJ991118_19 . 0223 . CI 6 . o2 . gs Method GENSCAN 
5765 End 11841 

none Score .41 

5765. .5971, 6050. .6169, 6733. .6807, 7741. .7797, 7899. .8079, 
8595. .8671, 10846. .10953, 11016. .11134, 11316 .. 11359, 
11709. . 11841 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



32913 
68296 
4517 

OJ991118_19.0223.C16.o2 .tm 
6110 



OJ991118 19.0223.C16 



none 

6110. 

6730. 

7744, 

8595. 



.6172, 6111. 

.6810, 6737. 

,7833, 7888. 

,8654, 8596. 



9717. .9833, 9731. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

6170, 6715. .6810, 6716.. 6808, 6717.. 6809, 
6814, 7740. .7799, 7742. .7798, 7743. .7799, 
8082, 7889. .8089, 7896. .8081, 8595. .8675, 
8676, 8597. .8671, 8897. .8977, 8905. .8976, 
9835, 9735. .9836, 9736.. 9837, 9736.-9855 



11841 

TBLASTX: Maize 

9855 

84 



.Seq.,. No., 
-Gene ,No . . 

Start 

Name 

Start 

GI 

Exons 



32913 ..... . . •• • . .. 

,68.236 _ 

4517 

OJ991118_19.0223.C16.o2.ts 
7748 
none 

7748. .7798, 7759. .7797, 7888. 
8595..8675, 8595.-8663, 8597. 
9729. .9806, 9736. .9804, 9736. .9807 



, Seq . . -I D 0 J9 9 111 8 JL 9,. 02 23 , CI 6 . _ . 



Strand. 
End 

Method 
End 
Score 



11841 

TBLASTX : Soybean 
9807 
55 

8082, 7889.. 8089, 7896.. 8081, 
8671, 8876. .8977, 8905. .8976, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



32913 
68296 
4517 

OJ991118_19.0223.C16.o3.gp 
8882 

27256_1.R1084 
8882. .8972, 9735. . 9855, 
' 20584 56/gb | AAB53256. 1 | 



OJ991118 19.0223.C16 



Seq. ID 
Strand 

End 11841 
Method AAT/GAP 
End 10366 
Score 596 
10229. .10366 

2.0e-18 (U66408) GTP-binding protein 
[Arabidopsis thaliana] >gi_2345150_gb_AAB67830_ (AF014822) 
developmentally regulated. GTP. binding protein [Arabidopsis 
thaliana] ? 



Seq. No. ' ' 

Gene' No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 



32913 " " Seq. ID OJ991118_19 . 0223 . C16 

68296 ' Strand - ' ' ' " 

4517 End 11841 

OJ991118_19.0223.C16.o2 .np Method AAT/NAP 
10228 End 11821 

5441886 Score 54 

10228. .10401, 10873. .10967, 11766. .11821 

(AP000367) EST AU06924 6 (C53478 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 



Seq. No. 
Gerit; Nu . 
Start 
Name 



32914 
682 97 
195 

OJ991118 



19.0223.C17.ol.gs 



Seq. ID OJ991118_19. 0223.C17 
Strand " + 
End 8 94 

Method GENSCAN 



33047 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

■Exons 

-.G I.. Descrip,. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
. Start ... , 
Name 
S£art 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



195 End 
none Score 
195. .212, 720. .786/ 846. .894 



894 
.62 



32915 Seq. ID 

68298 Strand 
1605 End 
OJ991118_19.0223.C18.ol.gp Method ' 
1605 End 
LIB3477-003-P1-K1-E9 Score 
1605. .1661 

'2498586/sp|Q40638 |MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] 1 



OJ991118_19.0223.C18 
+ 

1661 
AAT/GAP 
1661 
61 



OJ991118_19.0223.C18 
+ 

6974 
AAT/GAP 
6974 
61 



32915 Seq. ID 

68299 Strand 
6923 End 
OJ991118_19 . 0223 . C18 . o3 . gp Method 
6923 End 
53415_1.R1084 Score 

6923. ..6974. , _ . - . . . - .. , . . ... 

.„ 130..aa7y.sp!.P20664.LPRIl_MO.US.E.-9,. .be- 18. .D1^..-P.RI^ 

(DNA PRIMASE 49 KD SUBUNIT) (P49) >gi_4 234 18_pir D46642 DNA 

primase (EC 2.7.7.-) 4 6K chain - mouse 

>gi_303661_dbj_BAA0274 4 . 1_ (D13544) primase small subunit [Mus 
musculus] 1 



32915 Seq. ID. 

68300 Strand 

1235 End 

OJ991118_19.0223.C18.ol.np Method 

1235 End 

5777632 Score 



OJ991118_19.0223.C18 

7287 
AAT/NAP 
7143 
448 



1235. .1339, 3311. .3462, 3752. .3910, 4144. .4403, 4673. .4789, 
6995. .7143 

(AJ245900) CAA303720.1 protein [Oryza sativa] 



32915 
68300 

. 1235 „. ...... _ . .... ... 

OJ991li8_19.0223.C18.ol.^m 



Seq. ID OJ991118_19.0223.C18 
Strand 

.End . . 7287 . ... . 

Method TBLASTX : MaJ. ze 
2364- . ' .. ; . * End . • 2692 * 

none- " " Score 93 

2364.. 2426, 2365. .'2427, 2374.. 2433, 2435 . . 25'24", 2435.. 2479,' 
2437. .2532, 2578. .2667, 2600. .2650, 2603. .2692 



32915 
68300 
1235 

OJ991118_19.0223.C18.o3.gs 

3561 

none 



Seq. ID OJ991118_19.0223.C18 
Strand 

End 7287 

Method GENSCAN 

End 7287 

Score .66 



3561. .3574, 3752. .3910, 4144. .4403, 4673. .4789, 5325. .5387, 
6995 . .7267 



Seq. No. 



32916 



Seq. ID OJ991118_19.0223.C19 



33048 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 
GI. .., „ 
..Exons,. , ._ 



68301 Strand 

1 End 3226 

OJ991118_19.0223.C19.ol.np Method ■ AAT/NAP 

1 End 3226 

6691191 Score 1249 

1..1169, 2889. .3049, 3164. .3226 

(AC007534) F7F22.15 [Arabidopsis thaliana] 



32916 Seq. ID 

68301 Strand 

1 End 
OJ991118_19.0223.C19.ol.tw Method 

2 End 
none Score 
2. .394, 2. .415, 3. .413 



32916 
68301 
1 

OJ991118_19.0223.C19.o2.ts 

8 

■none - 

■8 v, .".21.7.^ 3 9 w 224 ,1.2 03 11.2 6.2I 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991118_19.0223.C19 
3226 

TBLASTX: Wheat 

415 

220 



OJ991118_19.0223.C19 
3226 

TBLASTX : Soybean 
262 

86 - 



Seq. No. 32916 Seq. ID 

Gene No. 68301 Strand 

Start 1 End 

Name OJ991118_19 . 0223 . CI 9 . ol . gs Method 

Start 26 End 

GI none Score 

Exons 26.. 2147, 2381.. 3087 



OJ991118_19.0223.C19 

3226 
GENSCAN 
3087 
.78 



Seq. No. 32916 Seq. ID 

Gene No. 68301 Strand 

Start 1 End 

Name OJ991118_19 . 0223 . C19 . ol . tm Method 

Start 266 End 

GI none Score 

Exons 266. . 655 



OJ991118_19.0223.C19 
3226 

TBLASTX: Maize 

655 

249 



Seq. .No... . 329.16 . . ... Seq. ID 

Gene No. ... * 68301 ' ., . ... Strand 

Start , 1- . * ' . . • "End- 
Name OJ991118_19.0223.C19.ol.ts ' Method 
Start '4 91 ' End 
GI none Score 
Exons 491. .916, 503. .619, 615. .890 



0 J9.9 1 1 1 8_1 9.0223.. C .1.9, 

.3226. . ' 

' TBLASTX: Soybean 

916 ' 

74 



Seq. No. 32916 Seq. ID 

Gene No. 68301 Strand 

Start 1 End 

Name OJ991118_19 . 0223 . C19 . o2 . tw Method 

Start 512 End 

GI none Score 

Exons '512.. 916, t>42.. 820, 621.. 899 



OJ991118_19.0223.C19 
3226 

TBLASTX: Wheat . 

916 

138 



Seq. No. 



32916 



Seq. ID OJ991118 19.0223.C19 



33049 




Gene No. 68301 Strand 

Start 1 End 3226 

Name OJ991118_19 . 0223 . CI 9 . o2 . hp Method AAT/NAP 

Start 843 End 3087 

GI 6721562 Score 866 

Exons 843.. 889, 2347.. 3087 

GI Descrip. (AP001073) Similar to Zea mays 22-kDa alpha zein gene cluster; 
hypothetical protein. (AF031569) [Oryza sativa] 

gi I 6815087 |dbj |BAA90373.1| (AP001081) Similar to Zea mays 22-kDa 
alpha zein gene cluster; hypothetical protein. (AF031569) [Oryza 
sativa] 



Sea No 


32917 




Seq. ID 


DTQQ1 1 1 ft 1 Q 099*3 


p 9 n 


UCilC ls^J , 


68302 




Strand 


A 




Start 


217 




End 


^ Q 1 Q 




Name 


OJ991118 19.0223.C20.ol 


. gs 


Method 






Start 


217 




End 


"301 Q 




GI 


none 




Score 






Exons 


217. .374, 675. .1157, 1159.. 


.1883, 1926. 


.2134, 2262. .2507 


/ 




2513. .3617, 3626. .3819 










- . . Sd • " * 


^991 7 




-., Seq. . ID _ 


. OJ991118_19._0223 


. CZU 




CO "3 f)9 ~ 




Strands- 




■ — '■ 


Start 


91 1 




End 


3819 




Name 


O.TQQ1 1 1 8 1 Q 099^ C90 r.1 


.np 


Method 


AAT/NAP 




Start 


D :? 4 




End 


3816 




GI 


o _? u / u o z> 




Score 


4003 




Exons 












GI Dp qrrin 


(AP001129) hypothetical 


protein [Oryza 


sativa] 




Sea No 


32917 




Seq. ID 


OJ991118_19.0223 




Gene No 


68303 




Strand 






Start 


4443 




End 


7026 




Name 


OJ991118 19.0223.C20.o2, 


.gs 


Method 


. GENSCAN 




Start 


4443 




End 


6978 




GI 


none 




Score 


.5 




Exons 


4443. .5087, 5144. .5687, 


5796. .6021, 6027. .6978 




Seq. No. 


32917 




Seq. ID 


OJ991118_19.0223 


.C20 


Gene No. 


68303 




Strand 






..Start . 


44 43 




End . 


7026 . 




Name 


OJ991118 19.0223.C20.o2. 


,tm . 


. . Method 


.TBLASTX: Maize 




Start 


4 4 4 3 - ^ ' ; 






4 587 . ' . • * 




GI 


none 




Score 


128' 




Exons 


4443. .4586, 4447. .4587 










Seq. No. 


32917 




Seq. ID 


OJ991118_19.0223. 


.C20 


Gene No. 


68303 




Strand 






Start 


4443 




End 


7026 




Name 


OJ991118 19.0223.C20.o2. 


np 


Method 


AAT/NAP 




Start 


4446 




End 


7026 




GI 


6498441 




Score 


3498 




Exons 


4446. .4727, 4821. .6216, 


638 


8. .7026 






GI Descrip. 


(AP000815) EST C72786(E2258 


) corresponds to a region of 


the 



predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



33050 



C* a XT — 

oeq. no. 


Toon 








Seq. ID 


OJ991118_19.0223.C20 


Gene No. 


68303 








Strand 




Start 


4443 








End 


7026 


Name 


Pi TQQ 1 lift 1 Q 


U £ £ J 


P9 n r\ 1 


t. W 


Method 


TBLASTX : Wheat 


oiart 


4 4 

ft fi DO 








End 


5065 


p t 


none 








Score 


77 


Exons 


//ice ^cpn 

4 4 O 0 . . 4 0 O U , 


A A R Q 
4 ft 0 j 


4 Rft 1 


A £1 1 
4 D -L 1 


..4685, 4773. .5063, 4774. .5031, 




4QQ1 sn^s 












Seq. No. 


32917 








Qprr Tn 
O C • J. U 


O.TQQ1 lift 1 Q 099^ P9H 


Gene No. 


68303 








Strand 




oLdl L 


4 4 4 J 








End 


7026 


Name 


Pi TQQ 1 lift 1 Q 


0 99^ 
UZZ j 


P9 n r\ 9 


LW 




1 O ±jr\>D L /\ • VV X 1 C Cl U 


C-j- -a 


m ft i 










S S7 9 


ul 


none 










4 ft 
4 0 


IT* v /"\ r"» c? 


JlOl • . O ^ J / , 


c 1 ft ^ 


R R7 9 


R9 RQ 
JZ 


c R4 Q 




Seq. No. 


32917 








q Dn t n 
oeq . iu 


PiTQQIIIft 1 Q 099"* POn 
11?. UZZj.LZU 


Gene No. 


68303 








Strand 




OLai L 


4 f± f± j 








End 


7026 


Name 


Pi TQQ1 lift 1Q 


0 9 9^ 
U Z £ j 


P9 Pi 1 


LIU 


L JC L. iiUU 


1 DLnO 1A. L w Jd. X ^. 


olaiT, ; _ _ - _ 


c 9 0 0 










c ^7 R 


P T 

•ul:.^ — - 


..,non6, 








_ S core. . ... 


9 n r 


T7 1 v /-\ t~> c? 


COTO G> ^ft 1 
O ^. J ^ . . JJOl, 


c 9 R9 


R R7 c 


R 9 7 7 
jZ / / 


R R4 & 




Seq. No. 


32917 








■ oeq . ± u 


PiTQQIIIft 1Q H99^ P9fl 
117. UZZj.UZU 


Gene No. 


68303 








Strand 




OLait 


A A A *3 
4 4 4 O 








End 


7026 


Name 


PTQQ111Q 1 Q 

uj yyiiio ±y. 


Uz/j , 


p9 n s\A 
LzU . 04 . 


4- T T 

tw 


Method 


TBLASTX: Wheat 


o tar u 


J / DO 








End 


6089 


PT 


none 








Score 


74 


Exons 


c,7 cq £n OQ 


c Q04 
0 u 4 . 


£0ft Q 
. du 0 y 








Seq. No. 


32917 








Seq. ID 


OJ991118_19.0223.C20 


Gene No. 


68303 








Strand 




^t- a rt- 


444T 
4 4 4 0 








End 


7026 


.Name 


H TQQ1 1 1 ft 1 Q 


n 9 9 7 

UZZ J . 


P9 n /■> "3 

tZU . Oj . 


+* t.I 
T, W 


Method 


TBLASTX: Wheat 












End- 


6540 


PT 


none 








Score 


74 


daOuS 


£119 £9^1 


£ 1 1 


a 9 9 n 


£ 9 £ C 


.6516, 6275. .6451, 6292. .6540 


o e q . IN O . 




- - 






.Seq. ID' 


OJ991118_1.9., 0223. C21^ 


ycllc IN IJ * 


68304 


* 






Strand- 




Start 


1 








End 


1758 


Name 


OJ991118 19. 


0223. 


C21.ol. 


np 


Method 


AAT/NAP 


Start 


1 








End 


1758 


pT 


6498441 








Score 


2002 


Exons 


1..338, 512. 


.646, 


830. .1203, 


1267. . 1758 


uescrip. 


(AP000815) EST C72786 (E2258 ) 


corresponds to a region of the 




predicted gene.; 


Similar 


to Sorghum bicolor Gypsy-Ty3 type 




retrotransposon RetroSorl. (AF098806) 


[Oryza sativa] 


Seq. No. 


32918 








Seq. ID 


OJ991118_19.0223.C21 


Gene No. 


68304 








Strand 




Start 


1 








End 


1758 


Name 


OJ991118 19. 


0223. 


C21.ol. 


gs 


Method 


GENSCAN 


Start 


43 








End 


1680 



33051 



GI none Score .71 

Exons 43.. 307, 370.. 1203, 1267.. 1680 

Seq. No. 32918 Seq. ID OJ991118_19 . 0223 . C21 

Gene No. 68304 " Strand 

Start 1 End 1758 

Name OJ991118_19 . 0223 . C21 . ol . ts Method TBLASTX : Soybean 

Start 176 End 546 

GI none Score 78 

Exons 176.. 406, 403.. 546, 404.. 529 

Seq. No. 32918 Seq. ID OJ991118_19 . 0223 . C21 

Gene No. 68304 Strand 

Start 1 End 1758 

Name OJ991118_19 . 0223 . C21 . o2 . tw Method TBLASTX: Wheat 

Start 206 End 625 

GI none Score 93 

Exons 206. .412, 231. .386, 394. .624, 395. .625 

Seq. No. 32918 Seq. ID OJ991118_19 . 0223 . C21 

Gene No. 68304 Strand 

Start _ .. .... 1 : . _ : , : ..End, .1758. ... .... .... . 

-Name.. OJ991118_19 . 0223 ,C21 . o2 ..tm .,. .Method. . TBLASTX: Maize " 

Start 299 - End 682 ■ ' 

GI none Score 198 

Exons 299. .409, 397. .681, 398. .682 

Seq. No. 32918 Seq. ID OJ991118_19 . 0223 . C21 

Gene No. 68304 Strand 

Start 1 End 1758 

Name OJ991118_19 . 0223 . C21 . ol . tm Method TBLASTX : Maize 

Start 709 End 1065 

GI none Score 73 

Exons 709.. 825, 709.. 1065, 719.. 1030 

Seq. No. 32918 Seq. ID OJ991118_19 . 0223 . C21 

Gene No. 68304 Strand 

Start 1 End 1758 

Name OJ991118_19 . 0223 . C21 . ol . tw Method TBLASTX: Wheat 

Start 733 End 1196 

. GI none . Score.. 216 . . 

..Exons . .. ... 733. .1194, ,739. .1194, .740. ,1195,' 753. .1196 

Seq'. No.' 32918' ' Seq. ID OJ991 118_1 9 . 0223 . C21' 

Gene No. 68304 ' Strand 

Start 1 End 1758 

Name OJ991118_l 9 . 0223 . C2 1 . o2 . ts Method TBLASTX: Soybean 

Start 790 End 1155 

GI none Score 124 

Exons 790.. 924, 931.. 1155 

Seq. No. 32918 Seq. ID OJ991118_19 . 0223 . C21 

Gene No. 68304 Strand 

Start 1 End 1758 

Name OJ99III8_I9 . 0223 . U21 . o3 . tw Method TBLASTX : Wheat 

Start . 1360 End 1755 

GI none Score 153 



33052 



Exons 



1360. .1755, 1391. .1651 



Sea No 


32919 




Seq. ID 


OJ991118_19.0223.C22 


Gene No. 


68305 




Strand 




Start 


1 




' End 


10363 


Mama 


OJ991118 19.0223.C22.ol 


.np 


Method 


AAT/NAP 


Of- -a v-f- 
O Lai t 


1 




End 


2164 




6498441 




Score 


1205 




1..850, 2129. .2164 










(AP000815) EST C7278 6 (E2258 ) 


corresponds to a region of the 




predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 




retrotransposon RetroSorl. (AF098806) 


[Oryza sativa] 


Q&rf Kin 
OCLj . inl> • 


32919 




Seq. ID 


OJ991118_19.0223.C22 


Gene No. 


68305 




Strand ■ 




Start 


1 




End 


10363 


Name 


OJ991118 19.0223.C22.ol 


.gs 


Method 


GENSCAN 


O Lei I. L 


43 




End 


10152 




none 




Score 


.49 


OX LU 1 o 


43. .652, 663. .736, 814. 


. 1141, 


1178. .1352, 1714. .1756, 




2181. .2248, 2832. .2976, 


4141. 


.4178, 4340. .4462, 4729. .4997, 


- _ . 


5146. .5255, 5482-.. .5512., 


6865. 


-.6943, .7344.. .7438, 7601... 7689, 




77 90.. . ; 7 884,. .870.1 ....8807.,. 


.982 9,. 


9 9 2 .4 ,. . , LOG 32 L0L52 _ 


O C Lj . LN L» • 


32919 




Seq. ID 


OJ991118 19.0223.C22 


^ y\ NT /~\ 

bene lno * 


68305 




Strand 


- 


OLdlt 


1 




End 


10363 


Name 


OJ991118 19.0223.C22.ol. 


.tw 


Method 


TBLASTX: Wheat 


O Lai L 


740 




End 


2782 




none 




Score 


213 


Exons 


740. .844, 2429. .2782 








Seq. No. 


32919 




Seq. ID 


OJ991118_19.0223.C22 




68305 




Strand - 




Of a rt" 
u Lai L 


1 




End 


10363 


Ln cunt; 


OJ991118 19.0223.C22.o2, 


.np 


Method 


AAT/NAP 


O Lai L - 


1299 




End 


9547 




5042454 




Score 


207 




1299.. 1359, 1720.. 1888, 


9505. 


.9547 




vjri ucoLi ip • 


(AC007789) putative polyprotein [Oryza 


sativa] 


Seq,.. No. 


32919 




..Seq. ID 


OJ991118 19.0223..C22 




683015* ' • 




Strand 


— * * * 


O Lai L 


' 1 




End : 


10363 : : 


Name 


OJ991118 19.0223.C22.o4 . 


np 


Method 


AAT/NAP 


O L Oi L 


1833 




End 


6499 


V3 ± 


5852181 




Score 


133 


Exons 


1833.. 1939, 3086.. 3240, 


6479. 


.6499 




GI Descrip. 


(AL117265) zhbOOll.l [-pryza sativa] 




Seq. No. 


32919 




Seq. ID 


OJ991118_19.0223.C22 


Gene No. 


68305 




Strand 




Start 


1 




End 


10363 


Name 


OJ991118 19:*0223. C22.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


6954 




End 


9932 


GI 


none 




Score 


213 


Exons 


6954 . . 6971, 6970. .7239, 


6970. 


.7062, 6974. .7240, 6975. .7310, 



33053 






7099. . 


7248, 


7339. 


.7449, 


7341. 


.7439, 7342. .7440, 7343. .7462, 




7507 . . 


7581, 


7514 . 


. 7585, 


7514 . 


7SR? 7S79 7fiffft 7fifin 7fiQ^ 




7603 


7695, 


7789 . 


78 54 


77Q0 


7R7Q 77Q9 7884 7ftm 7800 




7806. . 


7886, 


824 6. 


. 8356, 


8247 . 


8^S7 8497 848Q 8d^fi 848Q 

. O -J -J / , Q4£ / . . O *4 O -7 / 0 4J0. . O ft O .7 , 




8440. . 


8508, 


8683 . 


. 8805, 


8683 . 


8784 8699 88D9 R700 Qfli n 




8700. . 


8804, 


8723 . 


. 8809, 


9818 . 


9898 QQ^9 


Seq. No. 


32919 










Sea TD OJ991118 1 Q 099^ P99 


Gene No . 


68305 










Strand — 


Start 


1 










End 10363 


Name 


OJ991118 19 


.0223. 


C22.o5 


np 


Method AAT/NAP 


Start 


7007 










End 10363 


GI 


2529678 








Score 785 


Exons 


7007. . 


7237, 


7344 . 


.7421, 


7584 . 


.7689, 7790. .7884, 8246. .8352, 




8392. . 


8487, 


8701. 


.8807, 


10032 


. .10079, 10334. .10363 


GI Descrip. 


(AC002535) 


putative mitochondrial carrier protein [Arabidop 




thaliana] 











Seq. No. 
Gene No. 
Start 
Name ' ; „ 
.Start .... 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 
Start 

■ Exons • 



GI Descrip. 



32919 
68305 
1 

0 J9 9 1 1 1 8_1 9 . 0.2 2 3.. C2 2. . o 1 . t s . 

J~0.il ... 

none , 



Seq. ID OJ991118_19.0223.C22 
Strand 

End . 10363 
..Method, .TBLASTX: Soybean ..... 
.End., ^Z395^..I-1^I 

Score 125 



7017. .7145, 7020. .7238, 7031. .7240, 7031. .7147, 7043. .7147, 
7043. .7249, 7154. .7243, 7158. .7268, 7339. .7395, 7341. .7364 



32919 
68305 
1 

OJ991118_19.0223.C22.ol.tc 

7040 

none 



Seq. ID OJ991118_19.0223.C22 
Strand 

End 10363 

Method TBLASTX : Cress 

End 7646 

Score 129 



7040. .7240, 7059. .7184, 7209. .7238, 7339. .7428, 7341. .7430, 
7498. .7551, 7514. .7552, 7578. .7646 



32919 
68305 
1 

OJ991118__19.0223.C22.o2.ts 

7514 

5677649 



Seq. ID OJ991118_19.0223.C22 
Strand 

End 10363 

Method TBLASTX : Soybean 

End . , .8757 . . „. 
Score 63 



7514. .7582, '7515. .7586^' 7527.. V583, 757:8 7 688,.* 7606. . 7698/ 
'7790. .7885, 7792.'. 7884, 824 6\ . 8356," 824 7 . . 8327 , 8431". .8508/ 
8683. .8757, 8699. .8755 * ■ ' 

2529678 4.0e-42 (AC002535) unknown protein [Arabidopsis 
thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 
Seq. No. 



32920 
68306 
3161 

OJ991118_19.0223.C23.o2.gs 

3161 

none 



Seq. ID OJ991118_19.0223.C23 
Strand 

End 4954 

Method GENSCAN 

End 4 4 55 

Score .93 



3161. .3202, 3293. .3406, 406l..4iy/, 4323. .4455 

32920 Seq. ID OJ991118_l 9 . 0223 . C23 



33054 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



68306 
3161 

OJ991118_19.0223.C23.ol.tc 

3236 

none 

3236. .3310, 3341. .3370, 3371. 
3862.. 3939, 3863.-3958, 4055. 

32920 
68306 
3161 

OJ991118_19.0223.C23.ol.tm 

3299 

none 

3299.. 3358, 3300.. 3347, 3359. 
3862. .3948, 3863. .3934, 4047. 
4060. .4182, 4321. .4455, 4322. 
4327. .4461, 4873. .4953, 4889. 



Strand 

End 4954 

Method TBLASTX : Cress 

End 4407 

Score 8 9 

,3409, 3859.. 3948, 3860.. 3937, 
.4198, 4068. .4199, 4321. .4407 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991118 19.0223.C23 



4954 

TBLASTX: Maize 
4954 
49 

3409, 3360.. 3407, 3361. 
4196, 4055. .4237, 4058. 
4456, 4325. .4456, 4326. 
4954 



.3417, 
.4159, 
,4466, 



Seq. No. 


32921 


Seq. ID 


OJ991118_19.0223.C25 


Gene No. 


68307 


Strand 


+ 


.Start . . 


■ ■ 28.7 , .. . _ . - , ■ . ^ ..... , • 


^ -End w . u - 


. 4 32, -, . ,- „■ • . • 


..Name ... „ . 


... OJ9.911ia.-19 ...0223.. £25 .'o.L. g.s'„ 


-Method-.. 


. .GEN SCAN. _ „..„ _ 


Start 


287 


"End 


432 ' ' ■ : 


GI 


none 


Score 


.72 


Exons 


287. .432 






Seq. No. 


32922 


Seq. ID 


OJ991208_12.0225.C3 


Gene No. 


68308 


Strand 


+ 


Start 


1 


End 


836 


Name 


OJ991208 12.0225.C3.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


836 


GI 


6498441 


Score 


839 


Exons 


1..63, 127. .500, 684. .836 






GI Descrip. 


(AP000815) EST C72786(E2258 


) corresponds to a region of the 




predicted gene.; Similar to 


Sorghum bicolor Gypsy-Ty3 type 




retrotransposon RetroSorl. 


(AF098806) 


[Oryza sativa] 


Seq. No. 


32922 


Seq. ID 


OJ991208_12.0225.C3 


Gene No. 


68308 


Strand 


+ 


Start 


1 . . . . . 


End 


836 . 


Name 


OJ991208 12.0225.C3.ol.tw 


Method 


TBLASTX: Wheat 


Start 


134.- ' • .' r . • • ; 


End ' 


597 


GI 


none . ' 


Score 


2 0 '6 ■' ' 


Exons 


134. .577, 135. .596, 136. .597. 





Seq. No. 32922 Seq. ID 

Gene No. 68308 Strand 

Start - } 1 End 

Name OJ991208_12 . 0225 . C3 . ol . ts Method 

Start 175 End 

GI none Score 

Exons 175.. 399, 406.. 540 



OJ991208_12.0225.C3 
+ 

836 

TBLASTX: Soybean 

540 

117 



seq. ino . 
Gene No. 
Start 



68308 
1 



Seq. ID 

Strand 

End 



OJ991208_ 
+ 

836 



12. 0225. C3 



33055 




Name 




. ol . gs 


Method 






otdit 






bna 


OUl 




P T 


none 




Score 


Q A 




U 1 v /^v o 












Seq. No. 


32922 




Seq. ID 


OJ991208_12.0225 


,C3 


Gene No. 


68308 




Strand 


+ 




Of a rf 


i 

X 






R 1 fi 




Name 


H.TQQ1 90R 1? 099S P^ 

LyU^JlZUO X Z . U Z Z J • k^j 


- 

.ol. tm 


4- W rt 


i dj_i/\o i a : Mai z e 




Cf-a -ri- 
OLol L. 


9 fi 1 ^ ~~ 

4L U J 






691 
OZ 1 




ox 


none 




Score 


"3. Q9 






96^ 691 ^on fii 1 

U J . • U£ X , JUU . . Oil, 










Seq. No. 


32922 




Seq. ID 


OJ991208_12.0225 


.C3 


Gene No. 


68308 




Strand 


+ 




Start 


i 

X 






R ^6 
O JO 




in diue 


O.TQQ1 90R 19 D99^ P^ 


. OZ . L.W 




TP.T Zi QTV • TaTVi rt -a 4- 
1 -D.UHO 1 A * Wiled L 




OLdl L 


S QR ~ 

J JO 






7 7/1 
/ / ft 




O X 


none 




Score 


1 RR 

loo 




T* 1 V O TTi Q 


^ QR 774 61 fl 77^ 










Qarr XT 
OcCJ .-. IN O . 


J z.:? z J 




C rt rt* TH 

/^b.eq . xl>_ 


y j y y i z y y ± z . y z z o.. 


rt A 


. Gene~,..No . 


^,.6830-9 " : 




„.,St rand.--... 






Start - 


1 ' ' - 




End" 


'833 




IN ctlLLt; 


OJ991208 12. 0225. C4, 


. ol . np 


Method 


7\ 7\ T / XI H D 




O Lax t 


1 




End 


OJJ 




P T 
OX 


• 6742729 




Score 


£ c; o 
DJO 




ill A Ui 1 o 


1. .833 










OX UcoLiipi 


(AF121139) RIM2 protein [Oryza sativa] 






Seq. No. 


32923 




Seq. ID 


OJ991208_12.0225 


.C4 


Gene No. 


68309 




Strand 






O L. a X t_ 


1 




End 


Q O O 

Ojj 




Name 


OJ991208 12. 0225. C4 . 


.ol.tc 


Method 


rpDT 7\ O TV . r^-^rt*-..-. 

i nijAb i a : Lress 




Q+- ^ rf 
O LdX L 


5 




End 






O X 


none 




Score 






UA WHO 


5. .49, 68. .157, 153. 


,.299, 157 


. .303 






Seq. No. 


32923 




Seq. ID 


OJ991208_12.0225 ( 


.C4 


Gene No. 


68309 




Strand 






Start 


.1 




End 


Q "3 "5 

.Ojj ... 




Name 


OJ991208 12. 0225. C4 . 


ol.tw 


Method 


TOT ACTV . T*7K rt -i +- 




XD L. a X . L 


5 • v.".;' 




' End'. ■ 


j y u 




PtT 
O X 


none 




Score 


J J 




III AUI lo 


5. .49, 68. .157, ' 69. . 


164, 153. 


.590, 157 


. . j4 b 




Seq. No. 


32923 




Seq. ID 


OJ991208_12.0225, 


.C4 


Gene No . 


68309 




Strand 






ij Lai L 


1 




End 


Q "3 "3 
Ojj 




Name 


OJ991208 12. 0225. C4. 


ol . tm 


Method 


TOT 7\ CTV • NjT— i A n rt 

TBLASTX : Maize 




O LclX L 


201 




End 


bob 




GI 


none 




Score 


70 




Exons 


201. .686, 207. .335 










Seq. No. 


szyzi 




Seq. ID 


OJ991208_12.0225. 


,C4 


Gene No. 


68309 




Strand 






Start 


1 




End 


833 





.33056 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



* 



OJ991208_12.0225.C4 .ol.ts Method 

24 6 End 

none Score 
246. .491, 247. .357, 501. .629 



TBLASTX : Soybean 

629 

68 



32924 
68310 
2625 

OJ991208_12.0225.C5.o3.np 
2625 
5091523 



Seq. ID 
Strand 
End 

Method 
End 
Score 

2625. .2679, 3638. .3793, 4866. .5099, 5248. .5547, 13127. .13394 
(AB023482) Similar to Gallus gallus mRNA for attachment region 
binding protein (ARBP) . (Y14166) [Oryza sativa] 



OJ991208_12.0225.C5 
+ 

13394 
AAT/NAP 
13394 
165 



Seq. No. 32924 Seq. ID OJ991208_12 . 0225 . C5 

Gene No. 68310 Strand + 

Start 2625 End 13394 

Name OJ991208_12 . 0225 . C5 . o2 . np Method AAT/NAP 

Start 4623 End 5752 

GI 3928543 Score 62 

Exons ..... ,.. : „...4623.....4807 J _..5650....57,52.. - , . : 

— ..GI Descrip,.- ABO. 1 .681 :9.)- UDP-glucose.-glucpsyltr.ans.f erase . ,[.Arabidopsia T 

thaliana] . . ... 



O C \^ . IN KJ . 


32924 






Seq. ID 


OJ991208_12 


.0225 




Gene No. 


68310 






Strand 


+ 






Start 


2625 






End 


13394 






Name 


OJ991208 


_12.0225.C5.o2 


.gs 


Method 


GENSCAN 






Start 


4715 






End 


5530 






GI 


none 






Score 


.45 






Exons 


4715. .48 


51, 5017.. 5530 












Seq. No. 


32924 






Seq. ID 


OJ991208_12 


.0225 


.C5 


Gene No . 


68311 






Strand 








Start 


1 






End 


3926 






Name 


OJ991208 


_12.0225.C5.ol 


.np 


Method 


AAT/NAP 






Start 


1 






End 


834 






GI 


4680203 






Score 


464 






Exons 


1. .834 














GI Descrip . 


..(AF114171.). TNP2-like. protein [Sorghum 


bicolor ] . . . 






Seq : . No! T 


' 32924 






" Seq. ID 


OJ991'208_*L2 


:0225- 


.C5 


Gene No. * 


68311' 






Strand 








Start 


1 






End 


3926 






Name 


OJ991208 


_12.0225.C5.ol. 


gs 


Method 


GENSCAN 






Start 


16 






End 


3926 






GI 


none 






Score 


.53 






Exons 


16. .838, 


3716. .3926 












Seq. No. 


32924 






Seq. ID 


OJ991208_12 


.0225 


C5 


Gene No. 


68312 






Strand 








Start 


6034 






End 


13557 






Name 


OJ991208 


_12.0225.C5.ol. 


tw 


Method 


TBLASTX: Wheat 




Starr 


I 






End 


455 






GI 


none 






Score 


47 






Exons 


1. .54, 3 


..50, 63. .455, 


64 . 


.246, 331.. 390 







33057 




Seq. No. 


32924 




Seq. ID 


OJ991208 


_12.0225 


.C5 


Gene No . 


Do jIZ 




btrana 








O -1 i ■*-+- 

otart 


cm/ 






loDO / 






Name 


r\ TQQ1 OHD 1 o nooc; r*R 


. ts 


Method 


1 nLAb IX : 


Soybean 




Q f -a vf 

ot art 


/ u 




hjna 


H U / 




P T 


none 




Score 


i Qri 

± y u 










O / 0 , 


jjz. . 41 Uz , 


"3 £ fl /I A"7 






oeq . no . 


32924 




beq. ILJ 


uj yyizUo 


_12.0225 


.C5 


Gene No. 


68312 




Strand 








Start 


6034 




End 


13557 






Name 


OJ991208 12.0225.C5.o3. 


gs 




P TP \T C P 7A KT 
vjEjLNO LAN 






Of 3 y-f 


6034 






looo / 






P T 


none 




Score 


c: 1 








6034. .6080, 6777. .6878, 


6910 


. . d y jZ , / i 


Q *D T "5 1 "7 


7359. .7395, 




10339. .10400, 10607. .10737, 


191/17 191 
±<Z±4 / . . iz X 


Q Q 1 "5 n Q 9 

o y , i ou yz 


. . 1 j O 4 O , 






1 J4UU . . 1 JJJ / 












Seq. No. 


32925 




Seq. ID 


OJ991208 


_12.0225 


.C6 


y-\ /-\ J\] 

uclie LNO . 


v O J X ~J 




- Strand 


+ 






Of 3 y-f 




■ ^- 


■ hna „. - 


r O /" 
■J)ZO 


■-—■■^■■•« 




~Nam.e .... , 


Pj.TQQI 90ft 19 P)99R p c n i . 

... . . , UU | X Z U O . - J. Z..., AJ Z i ^ ^ 0 : .-O,-L-... 


gs . 


» _ J_ t_ _ -J 

- ^Methoa . 








Of 2 y-f 






17 t-, 

bna 


c; 9 ^ 
DZO 






pt 


nunc 




Score 


. bo 






Exons 


^90 Z! ^"3 47ft R9 £ 












Seq. No. 


32926 




Seq. ID 


OJ991208 


_12.0225 


.C7 


Liene LNO . 


DO J14 




Strand 








OH i >~4- 

o tar l 


1 ftf) 




T7" »~ — J 

End 


o c o 
ZOZ 






Name 


P]TQQ19P)ft 19 H99R P7 r>1 


gs 


Method 


GENSCAN 






Of 3 y-f 

o t art 






tr t-! 


9 R 9 
Z JZ 






PT 


none 




Score 








Exons 


i ft n 9 R9 

LOU . . Z JZ 












Seq. No. 


32927 




Seq. ID 


OJ991208_ 


_12.0225 


.C8 


P. o r"i o \7 
ocllc LNO . 


.68315 




Strand 








Of 2 -v-f 


28 




hnd 


byj 






Name 


OJ991208 12.0225.C8.ol. 


gs 


Method 


rrMor'^M 
ULNbUAlN 






Of a v-f 

o l art 


28 




i^na 








pt 


, none . . ._ . , 




.Score 


Q 9 






Exons 


... 28, .693.. 












Seq. No. 


32928" ' 




; . ■ .... 

Seq. ID* 


OJ991208_ 


_12.0225. 


/C9 


bene lno . 


68316 * 




Strand 








Of 2 -y-f 


674 




End 


1 juy 






Name 


OJ991208 12.0225.C9.ol. 


gs 


Metnou 


GENSCAN 






Of 3 v~f 

o t art. 


674 




hnd 


i o n o 

1 JUy 








none 




Score 


. jZ 






Exons 


674. .844, 1196. .1309 . 












Seq. No. 


32929 




Seq. ID 


OJ991208_ 


_12.0225. 


Xll 


Gene No. 


68317 




Strand 








Start 


300 




End 


5178 






Name 


OJ991208 12.0225.Cll.ol 


.gs 


Method 


GENSCAN 






Start 


300 




End 


5178 






GI 


none 




Score 


. 61 







33058 



Exons 300. .416, 502. .790, 873. .1043, 1122. .1455, 1786. .2008, 

2095. .2406, 2920. .3167, 3175. .3278, 3331. .3356, 3866. .4250, 
4375. .4450, 5106. .5178 



Seq. No. 32929 Seq. ID 

Gene No. 68317 Strand 

Start 300 End 

Name OJ991208_12 . 0225 . Cll . ol . np Method 

Start 3898 End 

GI 4680204 Score 

Exons 3898.. 4149 

GI Descrip. (AF114171) hypothetical protein [Sorghum bicolor] 



OJ991208_12. 0225. Cll 

5178 
AAT/NAP 
4149 
72 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

.Seq.-No.;. ■ - 
Gene No. 
Start 
Name 
Start 
GI 

Exons 



32930 Seq. ID 

68318 Strand 

387 End 719 
OJ991208_12 . 0225 . C12 . ol . np Method AAT/NAP 

363 End 719 

4680203 Score 124 
363. .719 

(AF114171) TNP2-like protein [Sorghum bicolor] 



OJ991208 12.0225.C12 



.32930 

68318 
387 

OJ991208_12.0225.C12.ol.gs 

387 

none 

387. .599 



.Seq .~JD ,0 J99 12 0.8_12....0 22.5,..C12. 

Strand - 

End 719 

Method GENSCAN 

End 599 

Score . 4 



Seq. No. 


32930 




Seq. ID 


OJ991208 


_12.0225 


.C12 


Gene No. 


68318 




Strand 








Start 


387 




End 


719 






Name 


OJ991208 12.0225.C12.ol 


. ts 


Method 


TBLASTX: 


Soybean 




Start 


504 




End 


719 




GI 


none 




Score 


79 






Exons 


504.. 719, 568.. 69.0 












Seq. No. 


32931 




Seq. ID 


OJ991208 


_12.0225 


C13 


Gene No. 


68319 




Strand 


+ 






Start 


1 




End 


624 . 






Name 


OJ991208 12.0225.C13.ol 


np 


... .Method 


AAT/NAP 






Start • 


-l - , 




•End ■ 


624 






GI 


6539580 




Score 


387 ' 






Exons 


1..345, 441. .624 












GI Descrip. 


(AP000837) hypothetical 


protein [Oryza 


sativa] 







Seq. No. 32931 Seq. ID 

Gene No. 68319 Strand 

Start 1 End 

Name OJ991208_12 . 0225 . C13 . ol . gs Method 

Start 7 End 

GI none Score 

Exons 7.. 345, 441.. 613 



OJ991208_12.0225.C13 
+ 

624 

GENSCAN 

613 

.93 



Seq. No. 
Gene No. 



32932 
68320 



Seq. ID OJ991208_12.0225.C14 
Strand + 



33059 





111 
X 1 1 




JjIiU 


onn 
jUU 








Name 


Pi TQQ1 OHQ 10 Pi O 0 c; pi >i «i 


gs 


Method 










OLdlt 


111 
XXX 






*3 n n 








P T 


none 




Score 


. / 








Exons 


XXX. . jUU 














OtrCJ . IN (J . 






Seq. ID 


OJ991208 


1 9 
X z 


. UZZ D 


pic 
.Lib 


Gene No. 


68321 




Strand 










Start 


3271 




End 


5350 








IN cULlt; 


Pj.TQQI 90fl 19 099^ PI nl 


np 


Method 


AAT/NAP 








OtalL 


"397 1 ~ 
3£ f X 




End 


5350 








PT 
o X 


CTOI c: i o 
D ' Z X J X Z 




Score 


63 








Exons 


7971 79Q7 4709 d R Q 


4887. . 


4978, 5273.'. 5350 








ui uescrip. 


/ UDOni H79 \ Kunnfhafi pal 

\/irruuxu/z; nypuLneuiCdi 


protein [Oryza 


sativa] 








Ou(j • IN Q . 


J Z ?j ft 




Seq. ID 


Pj.TQQI 9DP 


1 o 
1 z 


no o c; 
. Uzzo 


PIT 
.LI / 


P o n o Mn 






Strand 


I 








Start 


1 




End 


Q1 
y x 








Name 


OJ991208 12.0225.C17.ol. 


gp 


Method 


7\ 7\ T /P Z\ D 








O Lai L 


1 




End 


Q 1 

y x 








PT 


83529 1.R1084 




Score 


125 








TP V C 

^ Lxons 


^1. .91^ . - . ■ . .: 














— O-X '-Uc o.LX l.JJ.. .^ 


.V.45.2.ll.9A/-db.j . | AB01 3-6.1 3. .. L.| 


ABQ13613 6.. 0.e- 


7.9 -Oryzal 


sat.i.va DNA 




centromere sequence RCB11 1 












Seq. No. 


32934 




Seq. ID 


OJ991208 


_12 


.0225 


-C17 


Gene No. 


68323 




Strand 


+ 








O u.d X L 


77 




End 


233 








Name 


OJ991208 12.0225.C17.o2. 


gp 


Method 


AAT/GAP 








oCaiL 


77 




End 


233 








PT 


none 




Score 


207 










77. .233 














Sea No 


32935 




Seq. ID 


OJ991208 


_12 


.0225 


.C20 


Gene No. 


68324 




Strand 










Start 


1 




End 


780 








Name 


OJ991208 12.0225.C20.ol. 


np 


Method 


AAT/NAP 








Start 


1 




End 


780 








GI 


3047089 




Score 


220 








Exons 


1. .36, 223. .355, 485. .641, 744 


. .780 











GI.Descrip. (AF058826) . contains similarity to pseudouridylate synthases 
... ... [Arabidopsis.,thaliaria] 



Seq. No'.' 


32935 








Seq. ID 


OJ991208 


Gene No. 


68324 








Strand 




Start 


1 








End 


780 


Name 


OJ991208 


12.0225.C20 


ol 


. gs 


Method 


GENSCAN 


Start 


210 








End 


697 


GI 


none 








Score 


.6 


Exons 


210. .355, 


485. .697 










Seq. No. 


32936 








Seq. ID 


OJ991208 


Gene No. 


68325 








Strand 




Start 


492 








End 


796 


Name 


OJ 991208 


12 . 0225 . C2I . 


oi 


.gs 


Method 


GENSCAN 


Start 


492 








End 


727 


GI 


none 








Score 


.9 



33060 



Exons 



492. .727 



Seq. No. 


32936 




Seq. ID 


OJ991208_ 


_12 


.0225 


.C21 


Gene No . 


68325 




Strand 










Start 


4 92 




End 


/ ;? 0 








Nam© 


OJ991208 12 0225 C21 ol 


.np 


Method 


ZVZXT /Map 








Start 


4 95 ~" 




End 










GI 


5803259 




Score 


4 1 fx 








F von ^ 


495 . .796 














GI Descrip. 


(AP000399) hypothetical 


protein [Oryza 


sativa] 








Seq. No. 


32937 




Seq. ID 


O.TQQl 90R 




099^ 

. Ut,^. J 


P99 


("4c»np No 


68326 




Strand 










Start 


202 




End 


^7 fy 

O 1 \J 








Name 


OJ991208 12 0225 C22 ol 


.gs 


Method 


\j Ej IN O v_/rlL>J 








Start 


202 ~~ 


End 


37 fi 








GI 


none 




Score 


. O 0 








Exons 


202. .376 














Sea. No. 


32938 




Seq. ID 


D.TQQ1 90R 


X ^. 


099 R 


P9 ^ 


fjpnp Ma 


68327 




Strand 


_|_ 








Start 


.507. 




End . . _ , 


R7 ^ 






~— - 


-Name-- , 


OJ9912Q8 12- 0225 C21 ol 


..gs.^ 


-Method . 




.... 


— -~ - 


* "™ 


Start 


5 0 7 — 




End 


c 7 c 








GI 


n nno 
11^1 it; 




Score 


. O 0 








von q 


■^07 ^7^ 














Seq. No. 


32939 




Seq. ID 


OJ991208_ 


12 


0225 


.C25 


Opnp No 


68328 




Strand 










Start 


1 




End 


pi o 
0 X Z 








Name 


OJ^CjI 208 1? 099^ PPR ol 


np 


Method 


7\ 7\ T / M Z\ P 








Start 






End 


ft 1 9 
O X Z 








GI 


5803259 




Score 










Fx on <=; 


1 583 677 8 1 2 














GI Descrip. 


(AP000399) hypothetical 


protein [Oryza 


sativa] 








Seq . No . 


32939 




Seq. ID 


vU _/ _7 X u o 




n 9 9 r 
u z z o 






68328 




Strand 










Start 


1 




End 


o ± £ 








Name 


OJ991208 12 0225 P25 oT 


gs 


Method 


O Ej in o U/\iN 








Start 


35 ~ 


End . . . 


JO J 








GI. 


none 




Score 


7 1 








Exons ■ .' 


35 .^288/ •3 : 23,-.-.-583 ■ ; ■"• . 














Seq . No . 


32940 




Seq. ID 


O.TQQ1 9DR 
\ju y y x o 


x z . 


UZZ J . 




Gene No . 


68329 




Strand 










Start 


14 69 

j. *± u .7 




End 


1 0 X u 








Name 


OJ991208 12 022S P96 nl 


gs 


Method 










Start 


14 69 ~~ 




End 


X D X U 








GI 


none 




Score 


. 61 








Exons 


1469. . 1610 














Seq. No. 


32941 




Seq. ID 


OJ991208_ 


12. 


0225. 


C27 


Gene No. 


68330 




Strand 


+ 








S L cl X" L 


I 




End 


bUI 








Name 


OJ991208 12.0225.C27.ol. 


np 


Method 


AAT/NAP 








Start 


1 




End 


801 









33061 



GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons ' 



6498441 Score 1090 

1. . 639, .734. .801 

(AP000815) EST C7278 6 (E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



32941 
68330 
1 

OJ991208_12.0225.C27.ol.tw 
31 

none 

31. .399, 120. .368 



Seq. ID OJ991208_12.0225.C27 

Strand + 

End 801 

Method TBLASTX : Wheat 

End 399 

Score 360 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

„S.eq... Ja.. n ., 
Gene No. 
Start 
Name 
Start 
GI 

Exons 



32941 
68330 
1 

OJ991208_12.0225:C27 .ol.tm 
40 

none 



Seq. ID OJ991208_12.0225.C27 

Strand + 

End 801 

Method TBLASTX : Mai ze 

End '417 

Score 193 



40. .270, 43. .306, 304.-. 417, 324. .371 



..3 2.9.4 1_. , _ 

68330 " 
1 

OJ991208_12. 0225.C27.ol.gs 
50 

none 
50.. 662 



...Seq.. . JbD . .Oa9912Q.8_lZ.,0.2-25 JZ22. 
Strand + 
End 801 
Method GENS CAN 
End 662 
Score .45 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name. 

Start."- 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



32941 
68330 
1 

OJ991208_12.0225.C27.o2.tw 

400 

none 

400. .741, 405. . 683 



Seq. ID OJ991208_12.0225.C27 

Strand + 

End 801 

Method TBLASTX : Wheat 

End 741 

Score 289 



32942 
68331 
1 

' OJ991208_12.0225.C28.ol.np 

1 : - - • ■ ••• • 

: 3805765 ' 

1..190" 

(AC005693) putative, protein kinase [Arabidopsis thaliana] 



Seq. ID OJ991208_12.0225.C28 
Strand + 
End 190 
Method. AAT/N£P * . 
.End ' : 19:0 : . - •' ... ' *; ■ 
Score 147 " * 



32942 
68332 
199 

OJ991208_12.0225.C28.ol.tc 
52 

none 

52. .162, 53. .190 



Seq. ID OJ991208_12.0225.C28 

Strand .. - 

End 250 

Method TBLASTX : Cress 

End 190 

Score 176 



Seq. No. 
Gene No. 



32942 
68332 



Seq. ID OJ991208_12.0225.C28 
Strand 



33062 




Start 199 End 250 

Name OJ991208_12 . 0225 . C28 . ol . tm Method TBLASTX : Maize 

Start 52 End 190 

GI none Score 179 

Exons 52.. 162, 53.. 190 

Seq. No. 32942 Seq. ID OJ991208_12 . 0225 . C28 

Gene No. 68332 Strand 

Start 199 End 250 

Name OJ991208_12 . 0225 . C28 . ol . gs Method GENSCAN 

Start 199 End 250 

GI none Score .69 

Exons 199.. 250 

Seq. No. 32943 Seq. ID OJ991208_12 . 0225 . C29 

Gene No. 68333 Strand 

Start 590 End 795 

Name OJ991208_12 . 0225 . C29 . ol . gs Method GENSCAN 

Start 590 End 795 

GI none Score .72 

Exons 590. . 691, 760. .795 

Z Se q~. JNo Z " . Z Z^M^.^'ZZZ'Z^ZZZ^ZZZ. "ZZ ZZZ Zl Seq . .". ID •* ~0 J9 9J2iD%r 2":3 2 25 'Zc3& Zl 

Gene No. 68334 Strand + ■ 

Start 485 End 616 

Name OJ991208_12 . 0225 . C30 . ol , gs Method GENSCAN 

Start 485 End 616 

GI none Score . 4 

Exons 485.. 616 

Seq. No. 32945 Seq. ID OJ991208_12 . 0225 . C31 

Gene No. -68335 Strand + 

Start 10096 End 10941 

Name OJ991208_12 . 0225 . C31 . o2 . gs Method GENSCAN 

Start 10096 End 10941 

GI none Score . 97 

Exons 10096'. .10941 

Seq. No. 32945 Seq. ID OJ991208_12 . 0225 . C31 

Gene No. 68336 Strand 

Start 1 End 14263 

Name 0J.9912Q8._12 . 0225 . C3.1 . ol . np Method .AAT/NAP * ' 

Start - -. • • 1,/ ' ■ ' ■ ■;■ ■ End " . ■. 14263 ' ' - ' 

GI 4680199 Score 496' ' 

Exons 1..30, 2171.. 2257, 2333.. 2882, 6691.. 6718, 14216.. 14263 

GI Descrip. (AF114171) hypothetical protein [Sorghum bicolor] 

Seq. No. 32945 Seq. ID OJ991208__12 . 0225 . C31 

Gene No. 68336 .. Strand 

Start 1 ' End 14263 

Name OJ991208_12 . 0225 . C31 . o2 . np Method AAT/NAP 

Start 1 End 11029 

GI 6681183 Score 50 

Exons 1..24, 7003.. 7128, 7219.. 7281, 10648.. 11029 

GI Descrip. diaphanous homo log I (Urosophila) 

gi I 6014 968 | sp| 008808 | DIA1_M0USE DIAPHANOUS PROTEIN HOMOLOG 1 

(P140MDIA) gi | 2114473 (U96963) pl40mDia [Mus musculus] 



33063 




O C ■ LN W . 










Seq. ID 


OJ991208 


1 9 H99R r^i 


Gene No. 


68336 








Strand 






Start 


1 








End 


14263 




Name 


OJ991208 12 


0225 


. C31 .ol 




Method 


GEN SCAN 




Start 


2169 ~~ 








End 


7941 




GI 


none 








Score 


.58 




Exons 


2169 2257, 


2333 


3119, 


3406 


..3489, 3669. .3884, 


3924. .3998, 




4081 . .4386, 


4778 


. .4983, 


5140 


. .5490, 6860. . 6886, 


7264 7575 




7797 . . 7941 














Seq. No. 


32945 








Seq. ID 


OJ991208 


_12.0225.C31 


Gene No . 


68336 








Strand 






Start 


1 








End 


14263 




Name 


OJ991208 12 


0225 


. C31 .ol 


. ts 


Method 


TBLASTX : 




Start 


2178 _ 








End 


2595 


GI 


none 








Score 


54 




PvAn q 

J— 1 A W X I l_j 


2178 2258 


2182 


. .2259, 


2331 


.2585, 2332. .2469, 


9R^n 9^9^ 


Seq. No. 


32945 








Seq. ID 


OJ991208 


_12.0225.C31 


Gene No. 


68336 








Strand 






.Start .■ 


1 








• End _ . 


-14263: 




.Name ■ 


OJ 9 91208"" 12 


.0.2 2*5 


..C3.L.„p:Utm . 


„..MethpjcL-- 


TBLASTX.: 


LTlcL-L t*XZ, _— — . 


Start 


2181 ~ 








End 


2 630 




GI 


none 








Score 


64 




J_J aUI 1 O 


21R1 2258 


2182 


. .2262, 


2358 


.2630, 2374.-2478, 


9^Q4 9694 


Seq. No. 


32945 








Seq. ID 


OJ991208 


_12.0225.C31 


Gpnp No 


68336 








Strand 






Start 


1 








End 


14263 




Name 


OJ991208 12 


0225 


.C31.ol 


.tw 


Method 


TBLASTX: 


v\ 1 1 c a L 


Start 


2331 ~~ 








End 


2696 




GI 


none 








Score 


116 




Exon *3 

_j jt^ \_/ 1 1 O 


2331 2645 


2331 


. .2696 










Seq. No. 


32946 








Seq. ID 


OJ991208 


_12.0225.C32 


Gene No. 


68337 








Strand, 


+ 




Start 


1198 








End 


4524 




Name 


OJ991208 12. 


0225 


C32.ol 


.np 


Method 


AAT/NAP 




Start 


1198 








End 


4503 




GI 


. 4680203 . 








Score 


3146 




Exons 


. 1198. .2864, 


3018 


.3248, 


3525. 


.4503 . 






G I : Op ^ c t i n 


(AT114171) ,TNP2- : like ;protein. 


[Sprgltum bi color] 




Seq. No. 


32946 








Seq. ID 


OJ991208 


_12.0225.C32 


Gene No. 


68337 








Strand 


+ 




Start 


1198 








End 


4524 




Name 


OJ991208 12. 


0225. 


C32.ol 


.gs 


Method 


GENSCAN 




Start 


1429 








End 


4524 




GI 


none 








Score 


.72 




Exons 


1429. .2575, 


2633. 


.2767, 


2929. 


.3078, 3424. .3564, 


3584. .3790, 




3935. .4524 














Seq. No. 


32946 








Seq. ID 


OJ991208 


_12.0225.C32 


Gene No. 


68338 








Strand 


+ 




Start 


5520 








End 


6153 




Name 


OJ991208_12. 


0225. 


C32.o2. 


gs 


Method 


GENSCAN 





33064 






R^9n 




ijna 










O X 


none 




Score 


£4 
. Oft 








£jAUI 1 O 


■J u £.\J . • J J JU/ JD1 / . ■ -J 1 f 


Rfi 9 Q 


fii ^ 










Seq. No. 


32946 




Seq. ID 


OJ991208 


_12. 


0225 


.C32 


Gene No. 


68339 




Strand 


+ 








Start 


7429 




End 


OUUI 








Name 


vU J'-'iiUO X . \J C. , *J /L . \J 


. gs 


Mo f" Vi r\ 


O Hi IN O V^rtlN 








a rt 


/ T _7 




PnH 


rooi 

O U U X 








GI 


none 




O r-> /-\ /2i 


• y y 








TT yon 


7429 8001 














Seq. No. 


32946 




Seq. ID 


OJ991208 


_12. 


0225 


.C32 


Gene No. 


68340 




Strand 


+ 








Start 


10168 




FnH 


11 / 4 U 








LN CtluC 


OJ991208 12.0225.C32.o5 


.gs 


T\At^ 4- V>i /~\ s~i 


oiMNoU-f-UN 








Start 


-10168 




HiI 1U 


117 4 0 
X X / H U 








GI 


none 




OLUI c 


4 1 

• 1 X 








TP von 


10168. .10233, 11234. .11740 












Qqa Kin 


32946 




Dcq . X U 


O.TQQ1 90R 


1 9 
x z . 


0 99 ^ 


n 9 


Gene. No . 


68341 ....... 




. Strand.. 


+ .-. . •. 








^Star±_,.,. 


...134 32.,.. ... 




.End.._. . 


r ~16621^Z 









Name 


OJ991208 12-.0225.C32.o3 


.np 


■Method 


n Afp /Kin p 








Of- -a yf- 

O Lai L 


13432 




End 


1 Q 

IDDIO 








ox 


6907089 




Score 


4 9 97 








LiAUl 1 o 


13432. .14693, 14791.. 16618 












OX O O J L . 


(AP001129) hypothetical 


protein [Oryza 


sativa J 








Seq. No. 


32946 




Seq. ID 


OJ991208_ 


_12. 


0225 


C32 


Gene No. 


68341 




Strand 


+ 








Start 


13432 




End 


iDDZl 








Name 


OJ991208 12.0225.C32.o6 


.gs 


Method 


C T\ M Q C Zi XT 
OCjlNDk_,/-iJN 








Start 


13432 




End 










GI 


none 




Score 


. y o 










13432. .14693, 14791. .16 


621 












Qpn Kin 


32946 




Seq. ID 


n tqq i 9 n fi 

\J0 y y Lz. U O 


1 9 


n 9 9 r 

UZZ J . 




Gene No . 


68342 




Strand 










Start 


1196 




End 


15119 








Name . 


OJ991208 12.0225.C32.ol. 


• gp 


, Method. 


AAT/GAP 








Start 


1196 .. 




End.,. 


.5285 






- 


GI "* 


- 3'4 2". 1.R1084 - : ;■ - ■■ 




Score' 


5879 '* 








Pvnn q 

DAUllo 


1196. . 4611/ 4682'. .4788,' 


4 987. 


.5285 










OX LVCOL-X X^ • 


'4574406/gb|AAD24042.1 | 


0.0e+00 (AF121139) RIM2 


protein 


[ Oryza 




sativa] ' 














Qprr No ' 


32946 




Seq. ID 


OJ991208_ 


12. 


0225. 


P"* 9 


Gene No. 


68342 




Strand 










Start 


1196 




End 


15119 








Name 


OJ991208 12.0225.C32.o2 


gp 


Method 


AAT/GAP 








Start 


1196 


End 


5287 








GI 


342 1.R1084 




Score 


5882 








Exons 


1196. .4611, 4682. .4788, 


4987. 


.5287 










Gi JJescrip. 


' 4b/4 4U6/gb | AAD24 04 2. 1 | 


0.0e+00 (AF121139) RIM2 


protein 


[Oryza 



sativa] f 



33065 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



32946 
68342 
1196 

OJ991208_12.0225.C32.o2.np 

1297 

5852180 



Seq. ID OJ991208_12.0225.C32 
Strand 

End 15119 

Method AAT/NAP 

End 15119 

Score 693 



1297. .1375, 2894. .2972, 7989. .8027, 8727. .9138, 9190. .9306, 
10387. .10436, 15007. .15119 



GI Descrip. (AL117265) zhbOOOlO.l [Oryza sativa] 



Seq. No. 32946 Seq. ID 

Gene No. 68342 Strand 

Start 1196 End 

Name OJ991208_12 . 0225 . C32 . o4 . gs Method 

Start 8578 End 

GI none Score 

Exons 8578. .9184, 9190. .9306, 9464. .9630 



OJ991208_12.0225.C32 

15119 
GENSCAN 
9630 
.61 



Seq. No. 32946 
Gene No. 68343 
Start 17256 

.Name, OJ99120B_12.p225.X32.o7. 

JS.t ar± , __ r ..lA?8,_ : „ . 

GI none 

Exons 1498. .1650, 1544. .1636, 

1652. .1894 



tw 



Seq. ID 

Strand 

End 

.Method 
.. : -End,..-. r . 
Score - 



OJ991208 12.0225.C32 



24024 
...TBLASTX.: Wheat 

.1.8-9.4 ! 

93 



1633. .1884, 1641. .1883, 164 4. .188 6, 



Seq. No. 


32946 








Seq. ID 


OJ991208 


_12.0225.C32 


Gene No. 


68343 








Strand 






Start 


17256 








End 


24024 




Name 


OJ991208 12 


.0225 


.C32.o2 


.ts 


Method 


TBLASTX: 


Soybean 


Start 


1816 








End 


2244 




GI 


none 








Score 


99 




Exons 


1816. .1890, 


1891 


. .1953, 


1948 . 


.2244, 2095. .2226 




Seq. No. 


32946 








Seq. ID 


OJ991208 


_12.0225.C32 


Gene No. 


68343 








Strand 






Start 


17256 








End 


24024 




Name 


OJ991208 12 


.0225 


C32.ol 


.tc 


Method 


TBLASTX: 


Cress 


Start 


1984 








End 


2325 




GI . 


none ' 








Score 


281 




Exons . 


1984. .2325, 


.2178 


...2.306 










Seq. No. 


3294 6 "' 








Seq. ID 


OJ991^08 


_12.0225.C32 


Gene No . 


68343 








Strand 






Start 


17256 








End 


24024 




Name 


OJ991208 12 


.0225 


C32.o3 


. tw 


Method 


TBLASTX: 


Wheat 


Start 


2113 








End 


2579 




GI 


none 








Score 


76 




Exons 


2113. .2169, 


2113, 


.2157, 


2121. 


.2165, 2166. .2267, 


2167. .2271, 




2275. .2373, 


2278. 


.2373, 


2280. 


.2381, 2283. .2375, 


2353. .2577, 




2373. .2579, 


2376. 


.2537 











Seq. No. 32946 Seq. ID OJ991208_12 . 0225 . C32 

Gene No. 68343 Strand 

Start 17256 End 24024 

Name OJ991208 12 . 0225 . C32 . o4 . tm Method TBLASTX : Maize 



33066 




Start 2160 
GI none 

Exons 2160.. 2411, 2170.. 2412, 

Seq. No. 32946 
Gene No. 68343 
Start 17256 

Name OJ991208_12 . 0225 . C32 . o9 

Start 2718 
GI none 

Exons 2718.. 2768, 2719.. 2781, 

2813.. 2971, 2814.. 3011, 
3045. .3125 




End 2571 
Score 231 
2422. .2571 

Seq. ID OJ991208_12.0225.C32 
Strand 

End 24024 
.tw Method TBLASTX : Wheat 

End 3125 

Score 74 
2787. .2819, 2791. .2832, 2813. .2965, 
2815. .3012, 3041. .3124, 3044 . .3124, 



Seq. No. 


32946 








Seq. ID 


OJ991208 12.0225.C32 


Gene No. 


68343 








Strand 






Start 


17256 








End 


24024 




Name 


OJ991208 12 


.0225. 


C32.05. 


tm 


Method 


TBLASTX: Maize 




Start 


3108 








End 


3488 






none 








Score 


42 . 




Exons 


3108. .3158 r 


3174 . 


.3488, 


3185. 


3460 






Seq. ...No.-™.. 










..Seq .-.li- 




Gene No. 


6834 3 








st rand 






Start 


17256 








End 


24024 




Name 


OJ991208 12 


.0225; 


C32.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


3126 








End 


4449 




GI 


none 








Score 


553 




Exons 


3126. .3311, 


3131. 


.3547, 


3132. 


3548, 3543. .3581, 3556. 


.4017, 




3617. .4018, 


3636. 


.4034, 


3646. . 


4050, 4025.. 4090, 4044. 


.4085, 




4045. .4089, 


4092. 


.4187, 


4096. . 


4155, 4134. .4274, 4135. 


.4263, 




4147. .4281, 


4164 . 


.4283, 


4288. . 


4368, 4357. .4449 





Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. . No. 

Gene' No. 

Start 

Name 

Start 

GI 

Exons 



32946 
68343 
17256 

OJ991208_12 . 0225 . C32 . o2 . tc 

3419 

none 



Seq. ID OJ991208_12.0225.C32 
Strand 
End 

Method 
End 
Score 



24024 

TBLASTX: Cress 

3867 

89 



3419. .3538, 3419. .3547, 3423. .3548, 3556. .3867, 3646. .3867 



32946 

'68343 ■ . 

17256 ' 

OJ991208_12 . 0225 . C32 . oil . tw 

11315 

none 



Seq. /ID OJ991208_12 ,0225... C3"g. 
"'Strand - " 

' .' End ' 24024 

Method TBLASTX: Wheat 

End 11716 

Score 207 



11315. .11545, 11315. . 11509, 11371 11544 , 11552 .. 117 16, 
11599. .11715, 11621. .11716 



Seq. No. 32946 Seq. ID 

Gene No. 68343 Strand 

Start 17256 End 

Name OJ991208JL2 . 0225 . C32 . o7 . gs Method 

Start 17256 End 

GI none Score 
Exons 



OJ991208_12.0225.C32 

24024 
GENSCAN 
23980 
.59 



17256. .17823, 17982 .. 20983 , 21047 .. 23428 , 234 84 .. 23693 , 



33067 



23924. .23980 



Seq. No. 


32946 


Seq. ID 


OJ991208JL2.0225 


.C32 


Gene No. 


68343 


Strand 






Start 


17256 


End 


24024 




Name 


OJ991208 12.0225.C32.o4.np 


Method 


AAT/NAP 




Start 


17259 


End 


22905 




GI 


6498441 


Score 


6826 




Exons 


17259. .17540, 17 634 19030 , 


19202. .19686, 19879.'. 20117, 






20292. .20426, 20610 .. 20983, 


21047. .21510, 21841. .22905 




GI Descrip. 


(AP000815) EST C7278 6 (E2258 ) corresponds to a region of 


the 




predicted gene.; Similar to 


Sorghum bicolor Gypsy-Ty3 type 




retrotransposon RetroSorl. 


(AF098806) 


[Oryza sativa] 




Seq. No. 


32946 


Seq. ID 


OJ991208_12.0225. 




Gene No . 


68343 


Strand 






Start 


17256 


End 


24024 




Name 


OJ991208 12 0225 C32 ol2 tw 


Method 


TBLASTX: Wheat 




Start 


17268 ~~ 


End 


17869 




GI 


none 


Score 


78 




Exons 


172 68. .17393, 17272. .17394, 


17454 . . 17? 


322, 17579. .17830, 






17586 . ,1784 6, , 17587..., 1784 4 K 


. .1 7 83 9 , .1 7 8 68,,. .17 8_49,. , 17 8 6 9 


■ 


Seq. No. 


32946 ■ 


Seq. ID 


OJ991208_12..0225. 




Gene No . 


68343 


Strand 






Start 


17256 


End 


24024 




Name 


OJ991208 12 0225. C32 06 tw 


Method 


TBLASTX: Wheat 




Start 


17870 _ 


End 


18251 




GI 


none 


Score 


168 




Exons 


17870. .18250, 17 901 .. 1814 9, 


17 996. .1824 7, 18195. . 18251 




Seq. No. 


32946 


Seq. ID 


OJ991208_12.0225. 




Gene No. 


68343 


Strand 






Start 


17256 


End 


24024 




Name 


OJ991208 12 0225 C32 o2 tm 


Method 


TBLASTX: Maize 




Start 


18065 ~~ 


End 


18388 




GI 


none 


Score 


198 




Exons 


18065. .18388, 18078. .18359 








Seq. No. 


32946 


Seq. ID 


OJ991208_12.0225. 


C32 


Gene No . 


68343 . . 


Strand . 






Start 


17256 . 


End . ... 


24024, 




Name 


' OJ991208 12.-0225.C32.ol3.tw 


Method 


TBLASTX : Wheat 




Start 


18581 


' End 


18893 " 




GI 


none 


Score 


80 




Exons 


18 581. .18841, 18 692. .18880, 


18717. .18893 




Seq. No. 


32946 


Seq. ID 


OJ991208_12.0225. 


C32 


Gene No. 


68343 


Strand 






Start 


17256 


End 


24024 




Name 


OJ991208 12.0225.C32.o3.ts 


Method 


TBLASTX: Soybean 




Start 


18641 


End 


19207 




GI 


5666795 


Score 


68 




Exons 


18641. .18841, 18896. . 19033, 


19109. .19207 




GI Desurip. 


4206306 2.0e-I0 (Af0491I0) prpol [Zea 


mays] 




Seq. No. 


32946 


Seq. ID 


OJ991208_12.0225. 


C32 



33068 




Gene No. 


68343 






Strand 






Start 


17256 






■ End 


24024 




Name 


OJ991208 12.0225.C32 


. 08 . tw 


Method 


TBLASTX: Wheat 




Start 


18896 






End 


22356 




GI 


none 






Score 


92 




Exons 


18896. 


.19045, 18897. 


. 19034, 


19092. .19265, 19109. .19330, 






19133. 


.19354, 22303., 


. 22356 








Seq. No. 


32946 






Seq. ID 


OJ991208 12.0225 


.C32 


Gene No. 


68343 






Strand 






Start 


17256 






End 


24024 




Name 


OJ991208 12.0225.C32 


.ol.ts 


Method 


TBLASTX: Soybean 




Start 


19955 






End 


20323 




GI 


none 






Score 


90 




Exons 


19955. 


.20323, 20166. 


.20309 








Seq. No. 


32946 






Seq. ID 


OJ991208 12.0225 


.C32 


Gene No. 


68343 






Strand 






Start 


17256 






End 


24024 




Name 


OJ991208 12.0225.C32 


o4 . tw 


Method 


TBLASTX: Wheat 




Start 


19980 






End 


20404 




GI 


none-. . 






. • _ Score 


,283 , 




.Exons-. i... 


,.1^49.9>8.G.r 


..203i6^i.9a85^ 










Seq. No. 


32 946 






Seq. ID 


OJ991208_12.0225 


.C32 


Gene No. 


68343 






Strand 






Start 


17256 






End 


24024 




Name 


OJ991208 12.0225.C32. 


r\ *5 +■ m 
U J • l_ ill 


Method 


TBLASTX: Maize 




Start 


20078 






End 


20462 




GI 


none 






Score 


166 




Exons 


20078. 


20461, 20097.. 


20318 


20376. .20462 




Seq. No. 


32946 






Seq. ID 


OJ991208_12.0225 


.C32 


Gene No. 


68343 






Strand 






Start 


17256 






End 


24024 




Name 


OJ991208 12.0225.C32. 


o 1 tm 


Method 


TBLASTX: Maize 




Start 


20489 






End 


20845 




GI 


none 






Score 


67 




Exons 


20489. . 


20605, 20489.. 


20845, 

£rf \J \J T f 


20499.. 20810 




Seq. No.. 


. .329.46 






. Seq. ID 


OJ991208_12.0225 


.C32 


Gene No. 


68343. 






Strand 






Start ..." 


v 17256 • 






. End 


24024 ' ' 




Name 


QJ991208 12.0225.C32. 


o2 . tw 


Method * 


TBLASTX: Wheat 




Start 


20513 






End 


20975 




GI 


none 






Score 


392 




Exons 


20513. . 


20974, 20514.. 


20975 








Seq. No. 


32946 






Seq. ID 


OJ991208JL2.0225 


.C32 


Gene No. 


68343 






Strand 






Start 


17256 






End 


24024 




Name 


OJ991208 12.0225.C32. 


o4 . ts 


Method 


TBLASTX: Soybean 




Start 


20570 






End 


20935 




GI 


none 






Score 


117 




Exons 


20570 . . 


20 /04, 20 /ll . . 


20935 








Seq. No. 


32946 






Seq. ID 


OJ991208_12.0225 


C32 



33069 




Gene No. 


68343 


Strand 






Start 


17256 


End 


24024 




Name 


OJ991208 12 0225 C32 o5 tw 


Method 


TBLASTX: Wheat 




Start 


21140 _ 


End 


21626 




GI 


none 


Score 


175 




Exons 


21140.. 21 625, 21171.. 21431, 


21197. .21625, 214 53. .21626 




Seq. No. 


32946 


Seq. ID 


'OJ991208_12.0225 


. C32 


Gene No. 


68343 


Strand 






Start 


17256 


End 


24024 




Name 


OJ991208 12.0225.C32.ol0.tw 


Method 


TBLASTX: Wheat 




Start 


22364 ~~ 


End 


22756 




GI 


none 


Score 


79 




Exons 


22364.. 22 621, 22476.-22637, 


22604. .22702, 22605. .22685, 






22709. .22756 








Seq. No. 


32946 


Seq. ID 


OJ991208 12 0225 


.C32 


Gene No. 


68343 


Strand 






Start 


17256 


End 


24024 




Name 


OJ991208 12.0225.C32 06 tm 


Method 


TBLASTX: Maize 




Start 


22466 ~ 


End 


22751 




GI ■■ ... 


none ... 


... 5 core - 


.85.... 


; 


Exons 


" 2 2 4 6 6~ 22 71~4 22 46 7 2215 1 






— — - 


Seq. No. 


32946 


Seq. ID 


OJ991208_12.0225, 


* ^ j 


!fi Gene No. 


68343 


Strand 






s [{ Start 


17256 


End 


24024 




:= : Name 


OJ991208 12.0225.C32.o5.np 


Method 


AAT/NAP 




Start 


23640 


End 


24024 




■-^ GI 


5042454 


Score 


178 




;.! Exons 


23640. .23693, 23924.. 24024 








[\ GI De scrip . 


(AC007789) putative polyprotein [Oryza 


sativa] 




Seq. No. 


32947 


Seq. ID 


OJ991208_12.0225. 


X33 


:= ! Gene No. 


68344 


Strand 


+ 




Start 


5321 


End 


6724 




- : Name 


OJ991208 12.0225.C33.o3.gs 


Method 


GENSCAN 




.!i Start 


5321 


End 


6724 




= ; GI 


none 


Score 


.69 




3. Exons 


5321.. 5451, 5935.. 6160, 6488 


..6724 






Sea. No. 


' 32947 " ~ ' 


. . Seq v ID 


OJ9912A8 " 12 0225," C33 


Gene No . 


68345. ••••• , • ' • ' ■ 


Strand • 


+ * ■ 




Start 


9202 ' 


End 


11292 




Name 


OJ991208 12.0225.C33.o2.np ' 


' Method 


AAT/NAP 




Start 


9202 


End 


11292 




GI 


4966343 


Score 


312 




Exons 


9202. .9313, 9463. .9605, 10902. .11292 






GI Descrip. 


{AC006341) Is a member of PF 


100481 Protein phosphatase 2C 




family. [Arabidopsis thaliana] 






Seq. No. 


32947 


Seq. ID 


OJ991208_12.0225. 


C33 


Gene No. 


68345 


Strand 


+ 




Start 


9202 


End 


11292 




Name 


OJ991206 12 . 0225 . C33 . ol . gp 


Method 


AAT/CjAF 




Start 


11074 


End 


11292 




GI 


18055_1.R1084 


Score 


354 ■ 





33070 




Exons 11074. .11292 

GI Descrip. ' 4 96634 3/gb | AAD34 674 . 1 | AC00634 1_2 9.0e-73 (AC006341) Is a member 
of PF_00481 Protein phosphatase 2C family. [Arabidopsis 
thaliana] ' 



Seq. No. 


32947 


Seq. ID 


OJ991208_12.0225 


.C33 


Gene No. 


68346 


Strand 






Start 


2346 


End 


4648 




Name 


OJ991208 12, 


0225.C33.o2.gs Method ' 


GENSCAN 




Start 


2346 


End 


4648 




GI 


none 


Score 


.87 




Exons 


2346. .2447, 


2709. .2843, 3552. .3653, 4298. .4389, 4582. .4648 


Seq. No. 


32947 


Seq. ID 


OJ991208_12.0225 


.C33 


Gene No. 


68347 


Strand 


- 




Start 


6891 


End 


9629 




Name 


OJ991208 12. 


0225.C33.o4 . gs Method 


GENSCAN 




Start 


6891 


End 


9629 




GI 


none 


Score 


.46 




Exons 


6891 7000, 


9089.. 9629 






Seq. No . . 


32947 


. .... .„. _ _ -.Seq.. ID _ 


O J 9 91 2 0 8_1 2 , 02 2 5 




Gene... .No 




^ . _ „S± r.a n d 




— 


Start" 


9549 


End 


1.1283 - - ■ • 




Name 


OJ991208 12 . 


0225.C33.ol.ts Method 


TBLASTX: Soybean 




Start 


9549 


End 


11020 




GI 


none 


Score 


77 




Exons 


9549. . 9605, 


108 96. .11018, 10901. .11020 






Seq. No. 


32947 


Seq. ID 


OJ991208_12.0225 


.C33 


Gene No. 


68348 


Strand 






Start 


9549 


End 


11283 




Name 


OJ991208 12. 


0225.C33.ol. tm Method 


TBLASTX: Maize 




Start 


9552 ~~ 


End 


11283 




GI 


none 


Score 


69 




Exons 


9552. .9605, * 


10894. .11250, 10896. .11276 


, 10899. .11015, 






10900. .11034 


, 10901. .11152, 11058. .11276, 11173. .11283 




Seq. No. 


32948 


Seq. ID 


OJ991208_12.0225 


.C34 


Gene No . 


68349 


Strand 


+ 




. Start 


.1 .... 


End . 


378.1 ... 




Name. 


OJ9.91208 12. 


.0225.C3.4.ol.np . Me.thod 


AAT/NAP . . 




Start ' ' 


',.1 - • " " 


* ' End'-' . 


•3781' 




GI' 


6728987 


Score 


417 " 




Exons 


' 1. .'27, 1875. 


.2114, "2238. .2418, 3718. .3781 




GI Descrip. 


(AC018363) putative protein phosphatase-2C ( PP2C) [Arabidops 




thaliana] 








Seq. No. 


32948 


Seq. ID 


OJ991208_12. 022,5 


.C34 


Gene No. 


68349 


Strand 


+ 




Start 


1 


End 


3781 




Name 


OJ991208 12. 


0225.C34 .ol .gp Method 


AAT/GAP 




Start 


1402 


End 


2375 




GI 


18055_1.R1084 Score 


683 




Exons 


14 02. .1427, 


1867. .2114, 2238. .23/5 







GI Descrip. 1 4 966343/gb | AAD34 674 . 1 | AC00634 1_2 9.0e-73 (AC006341) Is a member 
of PF_00481 Protein phosphatase 2C family. [Arabidopsis 



33071 



thaliana] 1 



Seq. No. 32948 

Gene No. 68349 

Start 1 

Name OJ991208JL2 . 0225 . C34 . ol . gs 

Start . 1881 

GI .none 

Exons 1881.. 2114, 2238.. 2486 



Seq. ID OJ991208_12.0225.C34 

Strand + 

End 3781 

Method GENSCAN 

End 24 8 6 

Score .75 



Seq. No. 32948 

Gene No. 68350 

Start 5990 

Name OJ991208_12 . 0225 . C34 . o4 . gs 

Start 5990 

GI none 

Exons 5990.. 6159, 6238..6383 



Seq. ID OJ991208__12.0225.C34 

Strand + 

End 7361 

Method GENSCAN 

End 6383 

Score .86 



Seq. No. 
Gene No. 
Start 
Name 

,ataitl™ll_. 
GI" - 
Exons 

GI Descrip. 



32948 
68350 
5990 

OJ991208_12.0225.C34 . q2 . np 
i> 9.9.8, 



Seq. ID OJ991208_12.0225.C34 
Strand + 
End 7361 

Method . AAT/NAP . . _ •--■„- 
_End. 1.-7.36 U 1 „L—~- „. .,"..",31 Z 
Score - 316 ■ ■ ~ 



•2815493 - 

5998. .6159, 6238. .6383, 6494. .6583, 7235. .7361 

SERINE CARBOXYPEPTIDASE I PRECURSOR (CARBOXY PEPTIDASE C) (CP-MI) 
gi| 1731988|emb|CAA70816| (Y09603) serine carboxypeptidase I, 
CP-MI [Hordeum vulgare] 



Seq. No. 


32948 








Seq. ID 


OJ991208_12.0225.C34 


Gene No. 


68351 








Strand 




Start 


3058 








End 


3505 


Name 


OJ991208 12 


.0225 


.C34 .o2 


.gs 


Method 


GENSCAN 


Start 


3058 








End 


3505 


GI 


none 








Score 


.77 


Exons 


3058. .3177, 


3428 


.3505 








Seq. No. 


32948 








Seq. ID 


OJ991208_12.0225.C34 


Gene No. 


68352 








Strand 




Start 


4239 








End 


5056 


Name . 


_ .,OJ991208 12 


.0225 


C34..Q1 


ts. 


Method 


. TBLASTX: Soybean .. 


Start . 


. 1888 








End " 


2402 


gi ; ■ 


* ' nQne ' . - 








Score ' - 


. 73 ' : ; 


Exons 


1888. .2049/ 


1892 


.2116, 


1893. 


.2117', 2238. .2402, 2300.. 2398 


Seq. No. 


32948 








Seq. ID 


OJ991208_12.0225.C34 


Gene No. 


68352 








Strand 




Start 


4239 








End 


5056 


Name 


OJ991208 12 


.0225. 


C34.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


1892 








End 


2475 


GI 


none 








Score 


345 


Exons 


1892. .2116, 


1893. 


.2117, 


2236. 


.2406, 2238..246S, 2242. .2475, 




2285. .2464 












Seq. No. 


32 94 8 








Seq. ID 


ujyyi^ub_ik: . u2 2t>.C34 


Gene No. 


68352 








Strand 




Start 


4239 








End 


5056 



33072 




Name 


H TQ Q1 90ft 19 


09 9 R 


. Loft . oz 


. L.C 


fl/T ^ W y^. /-4 


i dxjAo i a . uress 


o tall 


1 OQ9 ~ 








c<na 


9 1 1 "7 
Z ± X I 


oX 


none 








Score 






1 ft 99 9099 


1 ft 9^ 


909^ 


9 07 9 


9117 

• Z X X / 




Seq. No. 


32948 








Seq. ID 


OJ991208_12.0225.C34 


Gene No. 


68352 








Strand 




Start 


4239 








FnH 


R0R6 

«J VJ *J D 


Name 


OJ991708 1 ? 


0?9 S 


P^4 nl 


■ L, W 


Mo i~ H nH 


1 DXifio 1A • 1/vncdL 


rt- 


1988 ~~ 








FnH 


94 09 

Z H U Z 


GI 


none 










1 67 
x o / 




1988 2116 


1 98 9 


9117 
> . c* x x / , 


3ft 


9409 




Seq. No. 


32948 








Seq. ID 


OJ991208_12.0225.C34 


Gene No. 


68352 








Strand 




O Lai L 


49^9 








FnH 




LN CtillC 


O.T991 90ft 1 9 


099S 


P^4 


. gs 


Mo +■ hoH 

txie l nou 




Cf a r -f- 


4 9^9 ~ 

*i C. O ZJ 








FnH 


RO R 6 


GI 


none 








Score 


a 

■ D 




4239 4309 


4 960 


.5056 








_Seq. No,. 


3294.8 - -. 








Seq... ID 


. OJ99 12 0_8_1 2^,02 2 5 ^ C3_4 


.Gene. .No... . 


6 8 35 3L 






— ■ 


-StrancL.. 




Start * * 


6i m 








End 


6573 ' ' 


Name 


D.T991 90ft 1 9 


099S 




> L W 


Method 


TBLASTX: Wheat 


O Lai U 


61 01 ~~ 








End 


6396 


\J X 


none 








Score 


86 




film 6169 


610^ 


61 69 

• D X D C. , 


69^6 


.6388, 6238.. 6396, 6251.. 6385 




"i 9 cm o 








Seq. ID 


OJ991208_12.0225.C34 


Gene No . 


68353 








Strand 




Start 


6101 








End 


6573 


Name 


O.T991 ?0ff 1 9 


0225 . 


P^4 nl 

V J 1 ! ■ U X 




Method 


TBLASTX: Cress 


O L, d X L, 


61 0^ — 








End 


6573 


GI 


none 








Score 


86 


i_j \y llu 


6103 61 6S 


6104 . 


61 69 

. v X \J .7 , 


69 ^ft 

JO t 


.6390, 6251. .6385, 6481. .6573, 




6499 6S79 














^9 94 ft 
o c. y i o 








Seq. ID 


OJ991208_12.0225.C34 


Gene No. 


68353 








Strand 




Start 


. . .6101 ....... 








. End 


- .6573. . ...... 


Name 


O.T991 90ft 1 9 
y y x uo . x z • 


099 R 


P?4 n9 




Method, 


TBLASTX : Soybean. , 




' 610^' ~~ 








.End- 


■ '6573 • - ' 


GI 


none 








Score 


81 ' " 


F v n n s 


610V 6169 


6104 
\j x \j i . 


61 69 
. \j j. \j y f 


69 S9 


.6390, 6260.. 6385, 6263.. 6397, 




64ft1 6S7^ 


64 99 


6R7 9 








Sea No 


32949 








Seq. ID 


OJ991208_12.0225.C35 


Gene No. 


68354' 








Sf rand 


+ 


Start 


299 








End 


3378 


Name 


OJ991208 12. 


0225. 


C35.ol. 


np 


Method 


AAT/NAP 


Start 


299 








End 


3353 


GI 


584892 








Score 


977 


Exons 


299. .444, 525. .627, 708. 


.745, 


845. . 946 


, 1144. .1224, 1312.. If 




1 /31. . 1 /94, 


1900 . 


. 2024, 


2 61/ . 


.2730, 2972.. 3017, 3273. .3353 



GI Descrip. SERINE CARBOXYPEPTIDASE I PRECURSOR (CARBOXY PEPTIDASE C) 
gi I 629805 Ipir | | S43516 serine carboxypeptidase I - rice 



33073 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 
GI./ t 
- Exons 
GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



gi I 409580 |dbj IBAA04510.il (D17586) serine carboxypeptidase I 
[Oryza sativa] 



32949 
68354 
299 

OJ991208_12.0225.C35.ol.gs 

322 

none 



Seq. ID OJ991208_12.0225.C35 

Strand + 

End 3378 

Method GENSCAN 

End 3378 

Score . 93 



322. .444, 1312. .1551, 1729. .1794, 1900. .2024, 2617. .2730, 
2972.. 3017, 3113.. 3215, 3221.. 3378 



32949 Seq. ID 

68354 Strand 
299 End 
OJ991208/L2 . 0225 . C35 . ol . gp Method 
820. End 
LIB34 34-028-P1-K1-D3 Score 
820. .946, 1144. .1195 

, 584892/sp|P37890|CBPl_ORYSA 8.0e-17 SERINE CARBOXYPEPTIDASE 

PRECURSOR (CARBOXYPEPTIDASE C) >gi_62 9805_pir S43516 serine 

carboxypeptidase, I rice >gi_4 0958 0_dbj_BAA04 510_ ,(.D1758 6i. 
sexine ..carboxypeptidase, .L [Oryza sativa] 1 .. . .,' ... . .„ ... 



OJ991208_12.0225.C35 
+ 

3378 
AAT/GAP 
1195 
264 



32949 
68354 
299 

OJ991208_12.0225.C35.o2.gp 
962 

LIB34 34-028-P1-K1-D3 
962.. 996, 1135. .1224, 1312 



Seq. ID 
Strand 
End 

Method 
End 
Score 
1392 

'584892/sp|P37890|CBPl_ORYSA 8.0e-17 SERINE CARBOXYPEPTIDASE 

PRECURSOR (CARBOXYPEPTIDASE C) >gi_62 9805_pir S43516 serine 

carboxypeptidase I - rice >gi_409580_dbj_BAA04 510_ (D17586) 
serine carboxypeptidase I [Oryza sativa] T 



OJ991208_12.0225.C35 
+ 

3378 
AAT/GAP 
1392 
241 



32949 
68354 
299 

OJ991208_12. 0225.C35.o3.gp 
1325 

.64779_1.R1084 

132*5* ..1551, 1729. . 17 94y" -1*900; 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.1945 • " " " \ '' ' * .-' . 

'167012 2.0e-27 (JO 38 97) carboxypeptidase I precursor [Hordeum 
vulgare] 1 



OJ991208_12.0225.C35 
+ 

3378 
AAT/GAP 
1945 
595 



32949 Seq. ID 

68354 Strand 
299 ..' End 

OJ991208_12. 0225.C35.o4 . gp Method 
2615 End 
702585 Score 
2615. .2984 

584892/sp|P37890|CBPl_ORYSA 3.0e-14 SERINE CARBOXYPEPTIDASE I 

rK^uURSOR (CARBOXYPEPTlUAbE CJ >gi_629805_pir S43516 serine 

carboxypeptidase I - rice >gi_4 09580_dbj_BAA04 510_ (D17586) 
serine carboxypeptidase I [Oryza sativa] 



OJ991208_12.0225.C35 
+ 

3378 
AAT/GAP 
2984 
725 



33074 



Seq. No. 32949 Seq. ID 

Gene No. 68355 Strand 

Start 3917 End 

Name OJ991208_12 . 0225 . C35 . o2 . tc Method 

Start 307 End 

GI ' none Score 
Exons 



OJ991208_12.0225.C35 
6256 

TBLASTX: Cress 

1527 

171 



307. .444, 321. .440, 516. .629, 516. .620, 524. .628, 680, 
835. .945, 839. .946, 843. .995, 1141. .1221, 1311. .1358, 
1312. .1392, 1374. .1502, 1384. .1527 



,745, 



Seq. No. 32949 

Gene No. 68355 

Start 3917 

Name OJ991208_12 . 0225 . C35 . o3 . ts 

Start 307 

GI none 
Exons 



Seq. ID OJ991208__12.0225.C35 
Strand 

End 6256 

Method TBLASTX : Soybean 

End 1797 

Score 168 



307. .444, 318. .440, 516. .629, 524. .628, 830. .946, 832. .948, 
838. .948, 1305. .1355, 1321. .1527, 1392. .1526, 1732. .1797 



Seq. No. 
Gene No. 
. Start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



32949 

68355 . 

3917, , .., . 

OJ991208_12.0225.C35.o2.tm " 

307 

none 

307. .444, 318. .443, 516. .629, 
680. .745, 830. .958, 835. .948, 
1143. .1226, 1307. .1549, 1311. 
1447. .1560, 1729. .1794, 1732. 
1955. .2023, 1966. .2022, 2614. 
3264. .3356, 3272. .3349 

32949 
68355 
3917 

OJ991208_12.0225.C35.o2.gs 

3917 

none 

3917. .3959, 



Seq. ID 

Strand. 
.End./ 
Method 
End 
Score 



OJ991208 12.0225.C35 



62.5.6 ..... _ 

TBLASTX: Maize 
3356 
185 

516. .632, 524. .634, 679. .744, 
1141. .1224, 1143. .1226, 
.1550, 1311. .1550, 1312. .1551, 
.1800, 1891. .1986, 1899. .1961, 
.2733, 2615.. 2734, 2973.. 3017, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991208_12.0225.C35 

6256 
GENSCAN 
5939 
.85 



4096. .5939 



.Seq, No. 32.945 . ~ 

Gene No."' * 68355 " 
Start 3917 

Name OJ991208_12 . 0225 . C35 . ol . tm 

Start 4090 
GI none 

Exons 4090. .4173, 4091. .4192, 4091. 

4307. .4984, 4392. .5858, 4444. 
4790. .5503, 5242. .5703, 5540. 



Seq. No. 
Gene No . 
Start 

NcUUfci 

Start 
GI 



32949 
68355 
3917 

OJ991206_12 . 0225 . U35 . o2 . np 

4095 

3600033 



Seq., ID. OJ9912Q8_12. 0225X35 
Strand - " *■ . 

End 6256' ' " ' 

Method TBLASTX: Maize 
End 5943 
Score 69 

.4327, 4152. .4241, 4304. .4396, 
.4521, 4449. .4970, 4597. .5196, 
.5857, 5901. .5942, 5908. .5943 

Seq. ID OJ991208_12.0225.C35 
Strand 

End 6256 

Method AAT/NAP 

End 6256 

Score 2310 



33075. 



Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



4095. .6256 

(AF080119) contains similarity to the N terminal domain of the 
El protein (Pfam: El_N.hmm / score: 12.36) [Arabidopsis thaliana] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991208 12.0225.C35 



32949 
68355 
3917 

OJ991208_12.0225.C35.o5.gp 
4107 

22442_1.R1084 
4107. .4972 

'3600033 1.0e-92 (AF080119) contains similarity to the N 
terminal domain of the El protein (Pfam: El_N.hmm, score: 
[Arabidopsis thaliana] 1 



6256 
AAT/GAP 
4972 
1700 



12.36) 



Seq. No. 32949 

Gene No. 68355 

Start 3917 

Name OJ991208_12 . 0225 . C35 . ol . tc 

Start 4149 

GI none 

Exons. 4149.. 4274, 417.3 ... 4238, . 4319 . 

_ 444 J_.„4.5L2,.- -4 44 a.^4580.. 



OJ991208_12.0225.C35 
6256 

TBLASTX: Cress 

4619 

65 



Seq. ID 
Strand 
End 

Method 
End 
Score 

, 4 372 , 4 4 26. ...458 1 , 4 44 0 . , 4 .61 9 



Seq. No. 32949 

Gene No. 68355 

Start 3917 

Name OJ991208_12 . 0225 . C35 . o4 . ts 

Start 4191 

GI none 

Exons 4191. .4238, 4193. .4261, 4215, 
4363. .4572, 4392. .4574, 4447. 



Seq. ID OJ991208_12.0225.C35 
Strand 

End 6256 

Method TBLASTX: Soybean 

End 4574 

Score 50 

.4274, 4307. .4543, 4319. .4408, 
.4521, 4449. .4574 



Seq. No. 32949 

Gene No. 68355 

Start 3917 

Name OJ991208_12 . 0225 . C35 . ol . ts 

Start 4575 

GI none 

Exons 4575.. 4967, 4575.-4925, 4588. 
4974. .5021 



Seq. ID OJ991208_12.0225.C35 
Strand 

End 6256 

Method TBLASTX : Soybean 

End 5021 

Score 262 

.4953, 4597.. 4992, 4727.. 5020, 



Seq. 'No. ■ ' 32943 

Gene No. 68355 
Start ' 3917 

Name OJ991208_12 . 0225 . C35 . o2 . ts 

Start 5124 

GI none 

Exons 5124.. 5429, 5127.. 5429 



■Seq. "I,D OJ'9912*08_12.0225'.C35 
Strand" 

End 6256 

Method TBLASTX : Soybean 

End 5429 

Score 167 



Seq. No. 32950 

Gene No. 68356 

Start 2 

Name OJ991208_12 . 0225 . C36 . ol . gs 

Start 2 

GI none 

Exons 2.. 167, 440.. 639 



Seq. ID OJ991208_12.0225.C36 

Strand + 

End 63 9 

Method GENSCAN 

End ' 639 

Score .56 



33076 



Seq. No. 32951 Seq. ID 

Gene No. 68357 Strand 

Start 1 End 

Name OJ991208_12 . 0225 . C39 . ol . gp Method 

Start 1 End 

GI none Score 

Exons 1 . . 103 



OJ991208_12 . 0225 . C39 
+ 

103 

AAT/GAP 

103 

121 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Star.t..~_ 

Name 

Start 

GI 

Exons 



32952 Seq. ID 

68358 Strand 
1 End 
OJ991208_12 . 0225 . C4 0 . ol . gp Method 
1 End 
29330_1.R1084 Score 
1..305 

f 126386/sp| P14947 |MPL2_LOLPR 3.0e-13 POLLEN ALLERGEN LOL P 2-A 

(LOL P II-A) >gi__824 4 9_pir A34291 pollen allergen Lol p IIA - 

perennial ryegrass 1 



OJ991208_12.0225.C40 
-f- 

305 

AAT/GAP 

305 

522 



32953 

.68359 . . - ... • ..... 

.J..9.5 

OJ991208_12 .0225.C43.ol.gs 

195 

none 

195. .236 



Seq. ID OJ991208_12.0225.C43 
. Strand , : , - ^ ... ..... ... , 

...End. ..^.23 A- '~~-^Z 

Method GEN SCAN • 

End 236 

Score .93 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



32954 Seq. ID 

68360 Strand 
1 End 
OJ991208_12 . 0225 . C44 . ol . np Method 
1 End 
6498441 Score 
1..651, 753. .801 

(AP000815) EST C7278 6 (E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



OJ991208_12.0225.C4 4 
+ 

801 

AAT/NAP 

801 

891 



32954 Seq. ID 

68360 . Strand. 

1 .. .. ... End.. 

•OJ9'91208_L2.'0225*:C4 4%ol.'gs ' . Method ' 

67 " " End 

none Score 
67. .759 



OJ991208_12.0225.C44 

+ 

801 * . . ,,. 

GENSCAN 

759 

.57 



Seq. No. 32955 

Gene No. 68361 

Start 4808 

Name OJ991208_12 . 0225 . C45 . o2 . gs 

Start 4808 

GI none 

.Exons 4808.. 5142, 5338.. 5383, 6482. 

Seq. No. 32956 

Gene No. 68362 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991208_12.0225.C45 

7331 
GENSCAN 
7331 
.47 

.6774, 7134. .7331 

Seq. ID OJ991208_12.0225.C46 
Strand 



33077 



Start 
.Name 
Start 
GI 

Exons 



94 End 

OJ991208_12.0225.C4 6.ol.gs Method 

94 End 

none Score 
94. .163 



163 

GENSCAN 

163 

.4 



Seq. No. 32957 

Gene No. 68363 

Start 1 

Name OJ991208_12 . 0225 . C4 9 . ol . gp 

Start 1 

GI none 

Exons 1. .321 



Seq. ID OJ991208_12.0225.C49 

Strand + 

End 321 

Method AAT/GAP 

End 321 

Score 534 



Seq. No. 32958 
Gene No. 68364 
Start 1 

Name OJ991208_12 . 0225 . C50 . ol . np 

Start 1 
GI 6498441 
Exons 1..202, 395.. 635, 732.. 783 

_GI,,Descrip. , (AP00Q815), EST C72786 (E2258 ) ^corresponds to . a , region _ofJ_ie_ 

- _.™ ..-^ predicted _g en e^,;.... Similar ..,.tq- Sorghum .Jd±co lor- JGyp.sy-Ty3„t-ype 

-• retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



Seq. ID OJ991208_12.0225.C50 
Strand 

End 783 

Method AAT/NAP 

End 783 

Score 612 



Q pi pr Mr» 

O C • nU • 


32958 




Seq. ID 


OJ991208_12.0225 




Gene No. 


68364 




Strand 






Start 


1 




End 


783 




Name 


OJ991208 12.0225.C50.o2 


.np 


Method 


AAT/NAP 




Start 


1 




End 


783 




GI 


4836930 




Score 


59 




Exons 


1..36, 636. .783 










GI Descrip. 


(AC006085) Hypothetical 


protein [Arabidopsis thaliana] 




Seq. No. 


32958 




Seq. ID 


OJ991208_12.0225 


.C50 


Gene No. 


68364 




Strand 






Start 


1 




End 


783 




Name 


OJ991208 12.0225.C50.ol 


.gs 


Method 


GENSCAN 




Start 


17 




End 


664 




GI 


none 




Score 


.75 




Exons . 


17. .664 










:Seq. No. 


. 32958 ' v 4 




Seq". ID-" 


OJ991208_12.0225 


C50 


Gene No'. 


68364 




Strand 






Start 


1 




" End 


783 




Name 


OJ991208 12.0225.C50.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


419 




End 


779 




GI 


none 




Score 


62 




Exons 


419. .502, 420. .500, 521 


. .775, 


522. .779 






Seq. No. 


32958 




Seq. ID 


OJ991208_12.0225. 


C50 


Gene No. 


68364 




Strand 






Start 


1 




End 


783 




Name 


OJ991208_12.0225.C50.ol 


. tw 


Method 


TBLASTX: Wheat 




S Lart 


420 




End 


782 




GI 


none 




Score 


79 




Exons 


420. .578, 422. .781, 615 


. .782 









33078 



Seq. No. 


32958 


Seq. ID 


OJ991208_12.0225.C50 


Gene No 


68364 


^t ranH 




Start 


1 


PnH 


too 


Name 


OJ991208 12 0225 C50 ol ts 




X DlinO 1A . OvjyutJclil 


Start 


473 ~~ 


End 


781 


GI 


none 


Score 


j. Z/ y 


Exons 


473 . . 781 






Seq. No. 


32959 


Seq. ID 


OJ991208_12.0225.C51 


Gene No . 


68365 


St rand 

U Li. at L\JL 


+ 


Start 


1 


End 




Naine 


OJ991208 12 0225 C51 ol cm 




AAT /HAP 


Start 


1 ~~ 


End 


383 


GI 


3761453 






Exons 


1 . . 383 






Seq. No. 


32959 


Seq. ID 


OJ991208_12.0225.C51 


Gene No. 


68365 


Strand 


+ 


Start 


1 


End 


383 


Name 


OJ9912.08 12.0225.C51.ol.np 


Method 


AAT/NAP 


Start. 


^ . 1 .• . , . - - . ,,. . .. 


End... 


298 . ■ 


.GI: : -.™; 


998.61.;- 


Score...:, 




Exons * • • 


" -l: .298- 






QJ De qrrin 


extensin - almond gi I 20420 | emb | CAA4 6634 | (X65718) extensin 




[Prunus dulcis] gi I 4 45616 | prf || 1 909363A extensin [Prunus dul 


Seq. No. 


32960 


Seq. ID 


OJ991208_12.0225.C52 


Gene No. 


68366 


Strand 




Start 


107 


End 


812 


Name 


OJ991208 12.0225.C52.ol.np 


Method 


AAT/NAP 


Start 


107 


End 


812 


GI 


6907089 


Score 


1016 


Exons 


107. .812 






GI De scrip . 


(AP001129) hypothetical protein [Oryza 


sativa] 


Seq. No. 


32960 


Seq. ID 


OJ991208_12.0225.C52 


Gene No . 


68366 


Strand 




Start 


107 


End 


812 


Name 


OJ991208 12.0225.C52.ol.gs 


Method 


GENSCAN 


Start 


U8 


End 


734. 


GI 


^ione 


, ^ Score 


-.98 


Exons 


118. ..734" ■ . . ; " ' . . 






Seq. No. 


32961 


Seq. ID 


OJ991208_07.0211.C3 


Gene No . 


68367 


Strand 


+ 


Start 


563 


End 


644 


Name 


OJ991208 07.0211.C3.ol.gs 


Method 


GENSCAN 


Start 


563 


End 


644 


GI 


none 


Score 


. 91 


Exons 


563. . 644 






Seq. No. 


32962 


Seq. ID 


OJ991208_07.0211.C4 


Gene No. 


68368 


Strand 


+ 


Star L 


654 


End 


2060 


Name 


OJ991208 07.0211.C4.ol.gs 


Method 


GENSCAN 


Start 


654 


End 


2060 



33079 



GI none Score .98 

Exons 654.. 2060 



Seq. No. 32962 Seq. ID 

Gene No. 68368 Strand 

Start 654 End 

Name OJ991208JD7 . 02 1 1 . C4 . ol . np Method 

Start ' 1482 End 

GI 2665788 Score 

Exons 1482.. 1608, 1695.. 1871 

GI Descrip. (AF035676) cellular nucleic acid binding protein [Gallus gallus 



OJ991208_07.0211.C4 
+ 

2060 
AAT/NAP 
1871 
88 



Sea No 


32963 


Seq. ID 


OJ991208 


07 n?i i 




(Zpnp Mo 


68369 


Strand 








Start 


799 


End 


2020 






Name 


OJ991208 07.0211.C5.ol.gs 


Method 


GENSCAN 






Start 


799 


End 


2020 






GI 


none 


Score 


. 64 






Exons 


799. .1022, 2015. .2020 










Qpn No 


32964 


Seq. ID 


OJ991208_ 


T)7 0911 


. ^ o 


flp-np No 


: 68370 ... . . _ ... ...... 


Strand 






— — 


-SLt-art 








r 




Name 


OJ991208 07.0211.C6.oT.np - • 


Method ■ 


AAT/NAP : 






Start 


1 


End 


3143 






GI 


4680183 


Score 


83 






Exons 


1..54, 3073. .3143 










GI Descrip. 


(AF111709) gag-pol protein [Oryza sativa subsp. 


indica] 




Seq. No. 


32965 


Seq. ID 


OJ991208_ 


_07.0211 


. C7 


Gene No . 


68371 


Strand 


+ 






Start 


83 


End 


836 






Name 


OJ991208 07.0211.C7.ol.gs 


Method 


GENSCAN 






Start 


83 


End 


836 






GI 


none 


Score 


.64 






Exons 


83. .106, 708. .836 










Seq. No. 


32965 


Seq. ID 


OJ991208_ 


_07.0211 


.C7 


Gene No. 


68372 


Strand 








Start 


1 


End 


4043 






Name 


. OJ991208 07.0211..C7.ol.np 


Method 


AAT/NAP 






.Start 


1 • ' , . 


End 


2207 






GI ; - : / 


5305-335 ' 9 ' ■ 


Score 


192" ■' 






Exons 


' 1. .485, 1760. .2207 ' 










GI Descrip. 


(AF071081) proline-rich mucin 


homolog 


[Mycobacterium 






tuberculosis] 










Seq. No. 


32965 


Seq. ID 


OJ991208_ 


_07.0211 


.C7 


Gene No . 


68372 


Strand 








Start 


1 


End 


4043 






Name 


OJ991208 07.0211.C7.o2.np 


Method 


AAT/NAP 






Start 


1 


End 


4043 






GI 


4378066 


Score 


648 






Exons 


1. .33, "2478. .3287, 3988. .4043 











GI Dc^rip. (AF0988G6) polyprotein [Sorghum bicoior] 

gi 14680208 | gb | AAD27571 . 1 | AF114 171_12 " (AF114171) polyprotein 
[Sorghum bicoior] 



33080 



• 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



32965 
68372 
1 

OJ991208_07 . 0211 . C7 . ol . tw 

2529 

none 



Seq. ID OJ991208_07.0211.C7 
Strand 

End 4 04 3 

Method TBLASTX : Wheat 

End 2935 

Score 56 



2529. .2657, 2534. .2662, 2673. .2882, 2708. .2935 



32966 
68373 
449 

OJ991208_07. 0211. C10. ol.gs 

449 

none 

449. .506, 524. .627, 712. .1005 



Seq. ID OJ991208_07. 0211. C10 

Strand + 

End 1005 

Method GENSCAN 

End 1005 

Score .83 



Seq. No. 
Gene No. 
Start 
Name 

Start . . _ . - 

,JGI_. T 

Exons - 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

, GI Descrip. 



32966 . 
68374 
1340 . 

OJ991208_07.0211 .C10.o2.gs 
13.4 0. . 

npna.,.^~ — „.Score^_. .,6 

134 0. .2308, 2423. .32 60,- 3969. 4156, 4180 . .4 324 



Seq. ID OJ991208_07. 0211. C10 
Strand 

4324 
GENSCAN 
4324- 



End 

Method 
.-. .. End . 



32966 
68374 
1340 

OJ991208_07.0211.C10.o2.ts 

1350 

none 



Seq. ID OJ991208_07. 0211. C10 
Strand 

End 4324 

Method TBLASTX : Soybean 

End 1600 

Score 52 



1350. .1391, 1355. .1600, 1428. .1598, 1433. .1600 



32966 
68374 
1340 

OJ991208_07. 0211. C10. ol.np 

1.361 
4544372 



Seq. ID OJ991208_07. 0211. C10 
Strand 

End 4324 

Method AAT/NAP 

End 4293 

Score 1030 
1361. .2932, 3038. .3438, 3499. .4293 

(AC006920) putative retroelement ppl . polyprptein [Arab^idopsis 
thaliana] ... 



Seq. No. " 32966 

Gene No. 68374 

Start 1340 

Name OJ991208_07 . 0211 . C10 . o2 . tw 

Start 1376 . 

GI none 

Exons 1376.. 1783, 1410.. 1553 



Seq. ID OJ991208_07. 0211. C10 
Strand 

End 4324 

Method TBLASTX : Wheat 

End 1783 

Score 64 



Seq. No. 32966 

Gene No. 68374 

Start 1340 

Name OJ99i208_07 . 02ll.CIU.o4 . ts 

Start 1943 

GI none 



Seq. ID OJ9912Q8J}7. 0211. C10 
Strand 

End 4324 

Method TBLASTX : Soybean 

End 2341 

Score 85 



33081 



Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
t Name__. _ .... 

GI ■ -•- - 
Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons . 

• = Seq. JSfo. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1943. .2341, 2121. .2237 



32966 - 

68374 

1340 

OJ991208_07, 

2111 

none 

2111. .2167, 

32966 
68374 
1340 

OJ991208_07. 

2198 

none 

2198. .2575 

32966 
68374 
1340 

OJ991208_07. 

,2.Z6.2,-_ 

none 

2762. .3031, 

32966 
68374 
1340 

OJ991208_07. 

2795 

none 

2795. .3046, 

32966 
68374 
1340 

OJ991208_07. 

3343 

none 

3343. .3543, 

32966= - . 
68374 " 
1340 

OJ991208_07. 

3442 

none 

3442. .3543, 

32966 
68374 
1340 

OJ991208_07. 

3515 

none 

3515. .3616, 



0211. C10. o4 .tw 
2198. .2500 

0211. C10. o3.tm 



0211. C10. o3. tw 



3077. .3160 



0211. C10. ol. ts 



Seq. ID OJ991208_07 .'0211. C10 
Strand 

End 4324 

Method TBLASTX : Wheat 

End 2500 

Score 167 



Seq. ID OJ991208_07. 0211. C10 
Strand 

End 4324 

Method TBLASTX : Mai ze 

End 2575 

Score 199 



Seq. ID OJ991208_07. 0211. C10 
Strand . - 
End 4324 

Method TBLASTX,: Wheat 

..End.-, 3.16.0. - 

Score ■ - 75- - 



Seq. ID OJ991208_07. 0211. C10 
Strand 

End 4324 

Method TBLASTX : Soybean 

End 3205 

Score 89 



2880. .3047, 3054. .3203, 3068. .3205 



0211. C10. o3.ts 



3359. .3499, 3544 



0211. C10. oS.tw 



3614.. 3841, 3717, 



0211. C10. ol. tm 



3515.. 3973, 3692, 



Seq. ID OJ991208_07. 0211. C10 
Strand 

End 4324 

Method TBLASTX : Soybean 

End 3826 ' 

Score 89 

.3648,, 3614. .3826, 3720. .3788. 



Seq. ID' . OJMI208_07.021-1-.C10 
Strand - 

4324 

TBLASTX: Wheat 
3841 
57 



End 

Method 
End 
Score 
.3824 



Seq. ID OJ991208_07 . 0211. C10 
Strand 

End 4324 

Method TBLASTX : Maize 

End 3 97 3 

Score 54 
.3973 



33082 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 

. Name _ 

/Start ~„. T 1 

GI - - " 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI . 

Exons* 

GI Descrip. 



32966 
68374 
1340 

OJ991208_07.0211.C10.ol.tw 

3842 

none 

3842. .4132, 
4153. .4185, 



3842. .4144, 3885. 
4219. .4245 



32966 
68374 
1340 

OJ991208_07 .0211. CIO. o2 . tm 
3974 
none 

3974. .4141, 3975. .4145, 414 

32967 
68375 
1 

. OJ9?1208_07 , 0211. Cl : .l . o3 . np 

5295955 * • : - 
1..44, 4357. .4475, 5336. .57 
(AB026295) Similar to Epste 
[Oryza sativa] 

32967 
68375 
1 

OJ991208_07.0211.Cll.o2.gs 
2546 
none 

2546. .2880, 3006. .3127, 3192. .3547 

32967 
68375 
1 

OJ991208_07. 0211.Cll.o2 .np 
2546 ... 
690708' 
2546*. 
(AP001: 

region of the predicted gene.; hypothetical protein [Oryza 
sativa] 



M 

3033, 
"129) 



Seq. ID 


OJ991208_07. 0211. C10 


Strand 




End 


4324 


Method 


TBLASTX: Wheat 


End 


4245 


Score 


182 


.4145, 4142. .4171, 4144. .4176, 


Seq. ID 


OJ991208_07. 0211. C10 


Strand 




End 


4324 


Method 


TBLASTX: Maize 


End 


4176 


Score 


144 


.4176 




Seq. ID 


OJ991208 07.0211.C11 


Strand 


+ 


End 


6787 


^ .Method 


. AAT/NAP • 


Z„EndZ^-..-_ 


67 8.7_. V/ J/™J1'.:IL_-.. * 


■ Score • 


338 - ' 


', 6160. .6787 


L-Barr virus (EBV) genome. (V0155. 


Seq. ID 


OJ991208 07.0211.C11 


Strand 


+ 


End 


6787 


Method 


GENSCAN 


End 


3547 


Score 


.75 


.3547 




Seq. ID 


OJ991208_07.0211.C11 


Strand 


+ 


End 


6787 


Method 


AAT/NAP 


End . . 


4337 . . . . 


„Score 


593 " * 


.4337- • 





3236. .3542/ 3996 
ESTs C72771 (E2215) , AU082313 (£2215) 



correspond to a 



OJ991208 07.0211.C11 



Seq. No. 32967 Seq. ID 

Gene No. 68376 Strand, - ~ 

Start 1 End 8999 

Name OJ991208_07 . 021 1 . CI 1 . ol . np Method AAT/NAP 

Start 1 End 5920 

.GI 4680179 Score 1797 

Exons 1..49, 473. .1799, 5884. .5920 

GI Descrip. (AF111709) polyprotein [Oryza sativa subsp. indica] 



Seq. No. 



32967 



Seq. ID OJ991208 07.0211.C11 



33083 



Gene No. 68376 Strand 

Start 1 End 8999 

Name OJ991208_07 . 0211 . Cll .ol . gs Method GENSCAN 

Start 478 End 1812 

GI none Score . 9 

Exons 478. .1812 

Seq. No. 32967 'Seq. ID OJ991208_07 . 021 1 . Cll 

Gene No. 6837 6 Strand 

Start 1 End 8999 

Name OJ991208_07 . 0211 . Cll . o2 . gp Method AAT/GAP 

Start 3678 End 3788 

GI uC-osflcyp088bl2bl Score 160 

Exons 3678.-3788 

GI Descrip. 1 5257255/dbj | AP000364 . 1 | AP000364 3.0e-36 Oryza sativa genomic 
DNA, chromosome 8, clone : P0026F07 1 

Seq. No. 32967 Seq. ID OJ991208_07 . 0211 . CI 1 

Gene No. 68376 Strand 

Start 1 End 8999 

Name OJ991208_07. 0211 .Cll . o3 . gs ■ Method GENSCAN 

Start _5275_. _ . . .End . . ,-8999 ...... , _ . . 

„.GI-^-^,— ..^......^jaone.. ^ „ - r . , _ ...Score,, 8,L 

Exons - 5275. .5711, 5797. .5907, 6076. .6322, 6504 . .-6659,- 7101 .. 7129, - 

7344. .7383, 8552. .8629, 8880. .8999 

Seq. No. 32967 Seq. ID OJ991208_07 . 0211 . Cll 

Gene No. 68377 Strand 

Start 9317 End 9425 

Name OJ991208_07 . 0211 . Cll . o3 . tw Method TBLASTX: Wheat 

Start 520 End 733 

GI none Score 122 

Exons 520.. 732, 530.. 733 

Seq. No. 32967 Seq. ID OJ991208_07 . 0211 . Cll 

Gene No. 68377 Strand 

Start 9317 End-;. 9425 

Name OJ991208_07 . 0211 . Cll . ol . tm Mettfod TBLASTX : Maize 

Start 580 End 1179 

GI none Score 219 

Exons. . . . 580.. 1020, 596... 1.021,. 1018 1179, . 1025 .. 1171 . 

Seq. No. ♦ 32967 " * . ' ' *Seq.;'jD- - OJ-9 91208^07 . 021 1 . CI 1 . .* 

Gene No. 6837 7 . Strand - 

Start 9317 End 9425 

Name OJ991208_07 . 0211 .Cll . ol . tw Method TBLASTX : Wheat 

Start 733 End 1359 

GI none Score 88 

Exons 733.. 1359, 736.. 987, 845... 1303 

Seq. No. 32967 Seq. ID OJ991208_07 . 021 1 . CI 1 

Gene No. 68377 Strand 

Start 9317 End 9425 

Name OJ991'208_07 . 0211 . Cll . o2 . tm Method TBLASTX : Mai ze 

Start 1228 End 1520 

GI none Score 208 

Exons 1228.. 1518, 1232.. 1519, 1359.. 1520 



33084 



Seq. No. 


32967 








Seq. ID 


OJ991208_07.0211 


.Cll 


(~L ana M r\ 


cq ill 

DO J / / 








o l rana 






OLalL 


Q-31 7 








tjna 


y 4 ^ o 




N3.ru© 


O.TQQ1 90fl 07 


0911 

■ \J c. ± X 


n i oi 


. US 


N/1 ^ 4* Vl 

rieinoa 


i oiiAo i a : ooyoean 




OLal L 


1 *}1 _ 








TTnH 


1 R7P 






none 








uLUIc 


140 






1 ^1 R 1 S7R 


1 ^1 Q 


1 R7^ 










Seq. No. 


32967 








Seq. ID 


OJ991208_07.0211 


.Cll 


Hprip Mo 


68377 








oil ciiin 






C-l- = V-1- 

oLal L. 


Q^l 7 








tiiia 


CM 9 ^ 

y 4t z o 






D.TQQ1 90ft 07 


091 1 


PI 1 nl 


. UC 




i ts LtHo i a ; L^r e s s 




O UdJ- u 


1 ^49 _ 
















none 








S core 


R R 
O D 




P 1 von q 


1^4 9 1 


X O fi O 




1 A R £ 
-L fi O D . 








Seq. No. 


32967 








Seq. ID 


OJ991208_07.0211 


.Cll 


Gene No . 


68377 








Strand 






Start 


9317 








End 


9425 




Name 


OJ991208 07 


.0211 


Cll.o2 


. tw 


Method 


TBLASTX: Wheat 




Start 


1366 -, 








■End.. ... 


17.97 






none., , 








. Scp.re^,« - 


..301... 1..;..™.! ..VJJII" 




Exons ■ 


1366. .1797, 


1367". 


.1795 ' 











Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



32967 Seq. ID OJ991208_07 . 02 11 . Cll 

68377 Strand 

9317 End 9425 

OJ991208_07. 0211. Cll. o4 .gp Method AAT/GAP 

9317 End 9425 

uC-osflcyp088bl2bl Score 155 

9317. .9425 

1 5257255/dbj | AP000364.il AP000364 3.0e-36 Oryza sativa genomic 
DNA, chromosome 8, clone: P0026F07 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



32968 
68378 
1 

OJ99120 
1 

6907087 

1...287, 

(APQ011 

region 

sativa] 



3_07.0211.C12.ol.np 



Seq. ID OJ991208_07.0211.C12 
Strand + 
End 929. 
Method AAT/NAP 
End 929 
....... Score. 402 

.828. .929 

29). ESTs 7 C727.71 (E2215.) / 'AU0823lY(E22 15 )- correspond to 
of the predicted gene.; hypothetical protein [Oryza 



32968 Seq. ID 

68379 Strand 
1395 End 
OJ991208_07 . 02 11 . C12 . ol . gp Method 
1395 End 
uC-osf Icyp033a04bl Score 
1395. . 1778 

^6016845/dbj | AP000570.il AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P07 11E1U ' 



OJ991208_07.0211.C12 
+ 

1778 
AAT/GAP 
1778 
673 



Seq. No. 



32968 



Seq. ID OJ991208_07.0211.C12 



33085 



Gene No. 68380 
Start 11453 • 

Name OJ991208_07 . 02 11 . C12 . o4 . gs 

Start 11453 

GI none 

Exons 11453. . 11547, 1174 6 .. 11989, 12047 12178, 12281. 

12633. .12828, 12846. . 13122, 1314 9 .. 13293, 13744 
14399. .14513, 14 827 .. 14 952 , 15903. 
17276. .17915 



Strand 
End 

Method 

End 

Score 



+ 

17915 
GENSCAN 
17915 
.54 



16000, 16254, 



, 12545, 
,14309, 
16360, 



Seq. No. 32968 

Gene No. 68381 

Start 18660 

Name OJ991208_07 .0211. C12 . o5 . gp 

Start 18660 

GI uC-osflcyp033a04bl 

Exons 18660. .19043 

GI Descrip. 1 601684 5/dbj | AP000570 . 1 | AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 1 



Seq. ID OJ991208_07.0211.C12 

Strand + 

End 19043 

Method AAT/GAP 

End 19043 

Score 64 9 



Seq. No. 32968 Seq. ID OJ991208_07 . 02 11 . C12 

Gene. No..... 68382 T Strand , - 

„S±art r ,-..1.-. ^..;~^...J^^...^ T lZ.End^ _55.7.2_, _~ V."„ ' 

Name OJ991208_07. 02 1 1 . C12-. o3 . np - Method AAT/NAP - •■* : - -*- " 

Start 1 * ' End 1683 

GI 5852180 Score 92 

Exons 1..451, 1627.. 1683 

GI Descrip. (AL117265) zhbOOOlO.l [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 

Start.. • " ; ■ 

Gl' 

Exons 



32968 
68382 
1 

OJ991208_07 .0211 .C12.o4 .np 
1 

4680179 



Seq. ID OJ991208_07.0211.C12 
Strand 

End 5572 

Method AAT/NAP 

End 5572 

Score 3265 



1..99, 2470. .4456, 4490. .5572 

(AF111709) polyprotein [Oryza sativa subsp. indica] 



32968 
68382 
1. 

OJ991208_07 . 0211 . C12 .of. gs 

96 ■ " ■ 
"none 

96. .547, 556. .598 



Seq. ID OJ991208_07.0211.C12 
Strand 

End 5572 

Method GENSCAN 

End ... . 598 

Score ' Y94 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI 'Descrip. 

Seq. No. 
Gene No. 



32968 
68382 

!•> 

OJ991208_07.0211.C12.o2.np 
1324 
4680186 
1324. .1528, 3257. .3277 

(AF111709) unknown [Oryza sativa subsp. indica] 



Seq. ID OJ991208_07.0211.C12 
Strand 

End 5572 

Method AAT/NAP 

End 3277 

Score 211 



32968 
68383 



Seq. ID OJ991208_07.0211.C12 
Strand 



33086 



Start 


7522 






End 


7903 


Name 


OJ991208 07.0211 


•C12.o3 


.gp 


Method 


AAT/GAP 


OLdlL 


7522 






End 


/ yuo 


C T 


uC-osflcyp033a04bl 




Score 


o / y 


Exons 


7522. .7903 












' 6016845/dbj | AP000570 . 1 1 AP000570 3.0e- 


59 Oryza satxva genomic 




uviM, t cnr omos oiue 


1, clone:P0711E10 , 




Seq. No. 








Seq. ID 


OJ991208_07.0211.C12 


Gene No. 


coop/ 

DO JOrl 






O LI ai 1U 




O L Cl -L L 


10095 






End 


Z Uo H y 


Name 


OJ991208 07.0211 


.C12.ol 


.tw 


Method 


i dLiAo i a : wnea z 




^ J J J 






End 


ouoo 




none 






Score 


ooo 


T7 v Tl Q 


occc "30^8 9£^7 
ZDD3. . JUDO, ii uj / 


. .3026 








Seq. No. 








Seq. ID 


OJ991208_07.0211.C12 


Gene No. 


DO JO^t 






C +- v y-\ r\ 

oixana 






10095 






End 


9 H Q A Q 

z uo 4 y 


Name 


OJ991208_07.0211 


.C12.ol 


. tm 


Method 


mnT TVOHPV.'M-i-! ^ /~s 

i bJj/ib I a : ixiai ze 


OLdl L 


9 £ 9 4 






End 


zyo / 




none .- 






Score 


1 TO 

1 ./ Z - . - 




9£9/l 9GQ£ 
^DZA..~.-Z-y..O O r/ _._Z bjj, 


.,298-6.,, 


263,7, 






Seq. No. 


O Z y DO 






Seq. ID 


OJ991208_07.0211.C12 


Gene No. 


DO J O 4 






Strand 






10095 






End 


9 n o / q 

z uo 4 y 


Name 


OJ991208 07.0211, 


.C12.o2, 


.ts 


Method 


TBLASTX : Soybean 


OLaiL 


9 P 01 






End 


oUoZ 




none 






Score 


y o 


Exons 


9pm ^nc;9 oqaq 
Zo U / . . jUjZ, ZoUo , 


. .3035 








Seq. No. 


TO QCO 
JZ3DO 






Seq. ID 


OJ991208_07.0211.C12 


Gene No. 


Do jo4 






Strand 




O Lai L 


10095 






End 


20849 


Name 


OJ991208 07.0211. 


,C12.o2. 


, tm 


Method 


TBLASTX: Maize 


oldlt 


OUZO 






End 


3523 


PT 


none 






Score 


50 


DAUIlO 


OUZO. .000/, OUDD, 


. .3116, 


3144. 


.3197, 3344. .3523, 3396. .3515 


Seq. No. 


OZy DO 






Seq. ID 


OJ991208_07.0211.C12 


Gene" No . 


D O 0. 0 4 






Strand " 




Of a r 4- • 


10095 


• 




End "V 


2084 9 ' 


Name 


OJ991208 07.0211. 


,C12.o3. 


tw 


Method 


TBLASTX: Wheat 




3059 






End 


3361 




none 






Score 


267 


Exons 


3059.. 3361, 3075. 


, .3359 








Seq. No. 


32968 






Seq. ID 


OJ991208_07.0211.C12 


Gene No. 


68384 






Strand 




Start 


10095 






End 


20849 


Name 


OJ991208 07.0211. 


C12.ol. 


ts 


Method 


TBLASTX: Soybean 


Start 


3074 






End 


3469 


GI 


none 






Score 


199 


Exons 


3074.. 3433, 3075. 


.3365, 


3396. 


.3431, 3437. .3469, 3438. .3467 


Seq. No. 


32968 






Seq. ID 


OJ991208_07.0211.C12 



33087 




Gene No. 


68384 








Strand 




otarc 


i ft n q c; 
1UU y 0 








J? y~ ~J 


9 ft Q A Q 

zuo 4 y 


Name 


UJ y y XZ Uo U/ 


. Uzl X 


P 1 9 <^9 

. uxz . oz 


. tw 


Method 


x bLAb 1 a : wneat 




J 3 1 u 








1? r-i /~1 


00 y 0 


PT 


none 








Score 


9 £ £ 
ZOO 


U" 1 V T~l O 


t& 1 (1 ^7P7 


"3Z1 R ^ 


• . JO JO/ 


J O fi Z . 


^fi Q9 

• . J> O _7Z 




Seq. No. 


32968 








Seq. ID 


OJ991208_07.0211.C12 


Gene No. 


68384 








Strand 




iLdlL 


i no qs 








ijJlU 


9 Ofi A Q 

z u 0 4 y 


Name 


DTQQ1 07 


0911 


PI 9 nil. 
. UXZ . O J 


. L.IU 




rpDT ZICTY • Ma -i -7 a 

1 ij 1j/\o 1 a r Ma 1 2 e 




^RQI ~ 










JO O X 




none 








Score 


1 Q 7 

Xo / 


Exons 


-5i;qi qq p i 

JJ jl . . jOOX/ 


^ RQ^ 


"^fifiO 
. . jOOU 








Seq. No. 


32968 








Seq. ID 


OJ991208_07.0211.C12 


Gene No. 


68384 








Strand 




otdl L 


i ooqr 








End 


20849 


Name 


PiTQCn90.fi 07 


091 1 
, UZ X X 


P 1 9 C 

. UXZ . Oj 




Method 


TBLASTX: Wheat 


OLdlL 


o y 








End 


4429 


PT 

o-L 


none 








Score 


60 


Exons, 


j p y z . . 4 Uj j , 


7 V V X 


4 17/1 
. .. 5 X / fl 


d 0 £9 


. .4175,. 4220. .4429,. 4221. ..4 37 3.. 


Seq.- No.- . 


32968' " 








Seq. ID 


OJ99120'8_07 . 0214 .-C12 


Gene No. 


68384 








Strand 




C4- a y-+- 










End 


20849 


Name 


ATQQ1 OftQ m 

uj y y xzuo u / . 


ft 9 1 1 


p 1 0 ^ c; 
.Liz . Oj 


. tm 


Method 


TBLASTX: Maize 


qiL 


41 X X Z 








End 


4465 




none 








Score 


188 


tT' v S~\ 1T\ c 


/l 1 1 9 A A 
4 X X Z . . fl *± 00 












Seq. No. 


32968 








Seq. ID 


OJ991208_07. 0211.C12 


Gene No. 


68384 








Strand 






1 OOQR 








End 


20849 


Name 


Pi TQ Q1 9 Ofi 07 

ujyyxzuo u / . 


0 9 11 
. UZ X X 


P 1 9 ^ /I 
. UXZ . Oh 


. r,m 


Method 


TBLASTX: Maize 




A 1 QO _ 

4 / yu 








End 


5095 


PT 


none 








Score 


76 






4 :? :7 0 


CA01 
. . DUO ± 








Seq. No. 


32968 








Seq. ID 


OJ991208_07.0211.C12 


Gene No. 


68384 








Strand 




jCdl l 


1 00 

j. j u y d 








End 


. 2^084 9 ' 


^ame 


Pi TQQ1 90fi 07" 

uj y y xzuo u / . 


0 9 11- 
UZ X ± 






Method- •■ 


• TBLASTX: Wheat , .. 


C-t- a vf- 
oT_art 


4 Q7 £ ■" 








"End '• 


' 5338 ' 


PT 


none 








Score 


139 


Exons 


fiy/o. . o o oo , 


A Q Q Q 

41 y y o , 


. . o 000 








Seq. No. 


32968 








Seq. ID 


OJ991208_07.0211.C12 


Gene No. 


68384 








Strand 




Start 


10095 








End 


20849 


Name 


OJ991208 07. 


0211, 


.C12.o7. 


.np 


Method 


AAT/NAP 


Start 


10095 








End 


18962 


GI 


5852180 








Score 


704 



Exons 10095. .10133, 16539 .. 16621 , 17324 .. 17735 , 17787 .. 17 903, 

18893. .18962 

GI Descrip. (AL117265) zhbOOOlO.l [Oryza sativa] 



33088 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons~ 

GI Descrip. 



32968 Seq. ID 

68384 Strand 

10095 End 

OJ991208_07 .0211.C12.o5.np Method 

12864 End 

322755 Score 



OJ991208_07.0211.C12 

20849 
AAT/NAP 
14531 
57 



128 64 . . 12 978, 13075. .13135, 144 57. .14 531 

pistil extensin-like protein (clone pMG04) - common tobacco 
(fragment) gi | 19919 | emb | CAA78398 | (Z14020) Pistil extensin like 
protein, partial CDS only [Nicotiana tabacum] 



JC^ • IN \J ■ 


19 Qfift 




OJ991208_07. 


0211. C12 




fift ^ft 4 

DO JOfi 


Q +- v a n r\ 








1 OOQR 


TT-nH 
JjllU 


20849 




in ante 


O.TQQ1 90ft 07 0911 C^9 n£ nn 




AAT/NAP 




uLdl L 


1 R ft Q£ ~ 
1 JO jD 


tjIlU 


20849 




\J X 


4 906^0£ 


Score 


206 




Hi AvJI lb 


15896. . 16213, 20787. .20849 








GI Descrip. 


(AF049110) prpol [Zea mays] 










32968 


Seq. ID 


OJ991208_07. 


0211. C12 


bene lno . 


.68384 . - . - 


.Strand . 








— .1.0LCX95»._ , , „.•-„._,, 








Name 


OJ991208 07.02li.C12vo6.tm"- - 


Method 


TBLASTX : Maize ■ 


<5+- a r*t- 
O Lai L 


15947 


End 


16207 






none 


Score 


95 






15947. .16207, 15972. .16106 








Seq. No. 


32969 


Seq. ID 


OJ991208_07. 


0211. C13 


OCilC IN . 


68385 


Strand 


+ 




Of a y-f- 

ij Lai. 1 


8652 


End 


10775 




Name 


OJ991208 07.0211.C13.o3.np 


Method 


AAT/NAP 




O Ldl L 


8652 


End 


10775 




O X 


5852180 


Score 


43 






8652. .8674, 10577 10663, 10756. .10775 






GI Descrip . 


(AL117265) zhbOOOlO.l [Oryza 


sativa] 






Seq. No. 


32969 


Seq. ID 


OJ991208_07. 


0211. C13 


Gene No. 


68386 


Strand 






Start 


1 


End 


7314 




Name , . . 


OJ991208 07.0211.C13.ol.np 


Method. 


AAT/NAP 




Start 


T 


End 


2191 




GI 


4680179 


■Scdre 


607 . . . 




Exbns 


1..87, 10161 .1253," 13321 .2191 








GI Descrip. 


(AF111709) polyprotein [Oryza 


sativa subsp. indica] 




Seq. No. 


32969 


Seq. ID 


OJ991208_07. 


0211. C13 


Gene No. 


68386 - 


Strand 






Start 


1 


End 


7314 




Name 


OJ991208 07.0211.C13.ol.gs 


Method 


GENSCAN 




Start 


905 


End 


7314 




GI 


none 


Score 


.46 




Exons 


905. .2170, 3630. .3709, 4286.. 


4367, 4779 


..4902, 4908 


. .5871, 



6196. .6327, 7218. .7314 



Seq. No. 
Gene No. 



32969 
68386 



Seq. ID OJ991208_07.0211.C13 
Strand 



33089 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



• 



OJ991208_07.0211.C13.o2.np 

4266 

6907087 

4266..4367, 4908. .5222, 5267, 



End 

Method 
End 
Score 
.6026 



7314 
AAT/NAP 
6026 
926 



(AP001129) ESTs C72771 (E2215 ) , AU082313 (E2215 ) correspond to a 



region of the predicted gene, 
sativa] 



hypothetical protein [Oryza 



Seq. No. 


32969 


Seq. ID 


OJ99120* 


3_07.0211 


.C13 




68387 


J L 1 ClllU 










ft i a n 


Hill (J. 


1 077R 






Name 


H.7QQ1 90ft 01 H91 1 PI ^ nl fw 




I OXiriO I A 






Of o v-t- 
OLdl L 


J ) JZ 


Lul 1U 


1 7 flft 






PT 
la J. 


none 


Score 


ft £ 

O D 








1 1 70ft 1 R^O 1 

• . X / U O , IjjU . . 










Seq. No. 


32969 


Seq. ID 


OJ99120S 


3_07.0211 


.C13 




DO / 


C f- ran H 








C4- 2 v-f 


r 1 a n 


Ejiia 


1 m 7 ^ 

1U / / J 






Name 


Pi7QQ190ft 07 0911 PI ^ n1 i-m 


/-\ 4- V*\ /™v 

ixie inou 


I dXj/^o 1 A 


Mai ze 




o l a r l _ - 


1 ylAQ 


.Hjna. 


1 / UO 


- '- ' 




P T 




;..S.cor,e^ — — 


7 7 






HjXons 


lilOQ -ITOQ 1 ^ ft 1 1 £ Q 4 
X fi U y . • 1 / UO, 1301 . . X 0 y ft 










Seq. No. 


32969 


Seq. ID 


OJ99120S 


i_07 .0211 


.C13 


bene ino . 


DO JO / 


0 l rana 








Of 3 -y-+- 


ft 1 a 0 
0 x 4 u 


Htna 


JL U / / D 






Name 


PiTQQ190ft fl7 0 011 PI "3 ^9 


T\A^ 4~ V~\ /~\ 


TUT a CTV « 


WJlcaL 




OLdl T_ 


X f X 0 


rnrl 

j^no. 


X y 4 0 






P T 


none 


Score 


inc. 
1U J 








171ft 1Q4R 171Q 1Q46 










Con M/-\ 


32969 


Seq. ID 


Pj.TQQI 90f 


)_07.0211 


.C13 


Gene No. 


68387 


Strand 








Start 


8140 


End 


10775 






Name 


OJ991208 07.0211.C13.o2.gs 


Method 


P TP M Q P A M 






OldlL 


8140 


End ' 


10 7 7 0 
X U / / U 






pt 

k3 -L 


none 


Score 


. 4 






T7 1 v /"\ o 


8140. .8794, 8994. .9097, 10705 


. .10770 








C ^ r*r NT 

beq . MO . 


32969 ' 


Seq. ID 


a TQQ1 one 


ijn:o2ii 


.C13 


Gene Nq . " 


' - 683'87 / • 


Strand 








Start' 


8140' ■ * ...... 


End 


10'77 5 ' 






Name 


OJ991208 07.0211.C13.o2.gp 


Method 


AAT/GAP 






Start 


10492 


End 


10775 






GI 


uC-osflcyp033a04bl 


Score 


490 






Exons 


10492. .10775 










GI Descrip. 


'6016845/dbj | AP000570 . 1 | AP00057 0 3.0e- 


59 Oryza 


sativa genomic 




DNA, chromosome 1, clone : P07 11E10 1 








Seq. No. 


32970 


Seq. ID 


OJ99120E 


_07 .0211 


.C14 


Gene No. 


68388 


Strand 


+ 






Start 


209 


End 


1245 






Name 


OJ991208 0 / . 0211 . CI4 . ol . gs 


Method 


GENSCAN 






Start 


209 


End 


1245 






GI 


none 


Score 


.41 







33090 




Exons 209.. 325, 745.. 1245 



O tr L| . InU . 


^9 Q70 
0 z :? / u 








q on T Pi 

oeq ■ x u 


flTQQI 9HR 07 H911 PI A 
UUy^lZUo U/.UZ1X.UX4 


bene iNU • 










Q 4- v- 0 r^i <^ 


1 




99 ?1 










OZ H 0 


Name 


Pj.TQQI 90R 07 


091 1 


^ X ft • o_ 


* 9 s 




PFMQPZXM 


OL.GLi.l_ 


99^1 _ 










^94 R 
O Z fl D 


(IT 
LJX 


1 IvJI lt5 








Score 


RR 

. JO 


Exons 


2231. .2504, 


3016. 


.3245 








Qorr Kin 


32971 










HTQQ190R 07 091 1 n R 
UU^)71lU0 u/ .uzxx.uxd 


Pear") o TvTi^i 


6R ?Q0 
u o o .? u 








O +- r n nH 


4_ 


O Lai L 










EjI ILI 


1 91 

X Z X D O 


LN C3.1U" 


OJ9919 08 07 


091 1 




. LW 


Mo t"1^ 




rt 


1829 _ 








ill 1 1 Li 


9 1 fl R 
Z X o o 


(it 


i ILJi IC 








Score 


7 7 


Exons 


1829. . 1960, 


1967. 


.2188 








O C L^ • . 


32971 








0 t;L| . X u 


O.TQQ1 90R 07 091 1 PI R 
WO^^l^UO U / . UZXX.L/XO 




6R ?Q0 

O O J Z> \J 










_l_ 

1 


O Lai L 


67 R 6 








Hjna. 


X Z 1 0 J 


Name • . 


0,TQQ1 909, 07 


091 1 
• U Z X 1 . 


pi r 

LID . O fi 


. LIU * 


TUT n -f— V^i r-x r-J 


TEST QTY .Man -7 /-> 


" Q/U-Cl X-U.. ... 


9 S 9 1 " - ~" 








„^J1J.1 Li-.. - ^. . 


gg^^ " 


pT.*" . ' 

ox 


■ none . 








Score 


j y z ■ ■ 


Exons 


oqoi 9 R7 7 
Z O Z X . . z 0 / / , 


9 R 9 9 


9 fl 7 R 


y ft DU . 


. 9695 




Seq. No. 


32971 








Seq. ID 


OJ991208_07.0211.C15 


otri.it; rvLJ. 


6R ^QO 








Strand 


+ 


OLdlL 


67 R 6 








End 


12153 


N3IU© 


D.TQQI 90R 07 


091 1 


PI R a4 
Ul J . O ft 


. LW 


Method 


TBLASTX: Wheat 


J Lai L 


9 61 R ~ 

^. U X 0 








End 


9801 


CJ 

\J J- 


I lLJIlO 








Score 


206 




9 61 R 9 Q9 7 
Z u X 0 . . Z .? Z J , 


9777 

£.111. 


OQQO 

. z r?o 0 , 


Q^l 7 


.9757, 9318. .9800, 9333. .9797, 




9427. .9801 














^9Q7 1 








Seq. ID 


OJ991208_07.0211.C15 


(Z 0 ts 0 NT 


6R ? Q0 








Strand 


+ 


O L ClX L 


67 R 6' 
0/00 








End 


12153 


Name 


O.TQQ1 70R 07 


091 1 

. UlII . 


PI S nd 

LlJ • Vj fi 




Method 


TBLASTX : Soybean 


O Lai L 


96^^ ~ 








End 


9668 


GI 


IlUlltS 








Score . 


93 


£j A L<>1 1 0 


96^^ 9 R ^ Q' 




Q66R 
f 






* » «'*'"-' 


Seq." No . " 


' ' 32971' ' 








Seq. ID 


OJ991208_07.02ll.ci5 




6R ^ Q'O 
d 0 0 y v 








Strand 


+ 


Start 


67R 6 








End 


12153 


Name 


DTQQ1 9HP 07 


0 911 
U Z X X . 


PI R r\& 


Lin. 


Method 


TBLASTX: Maize 


O Lai U 


9R R 9 ~ 

Z O O Z 








End 


10061 


(1 T 
\J X 


none 








Score 


189 


Exons 


2882. .3097, 


2884. 


.2949, 


3016. 


.3108, 3082. .3186, 9696. .9824, 




9696. . 9857, 


9905. 


.9979, 


9906. 


.10061 




Seq. No. 


32971 








Seq. ID 


OJ991208_07.0211.C15 


Gene No. 


68390 








Strand 


+ 


Start 


6786 








End 


12153 


Name 


OJ991208 07. 


0211. 


C15.o2. 


ts 


Method 


TBLASTX: Soybean 


Start 


2927 








End 


10135 



33091 



b± 


none 








Score 


56 


Exons 


2927. .3085, 


3082, 


, . oi , 




.9773, 9741. .9773, 9742. .9774, 




9777. .9830, 


9779, 


. .9820, 


9794 . 


Q Q A O QQ 

. y y h u , y 0 


03..1U1Z4, y 0 y j . . 1 u 1 z u , 




10040. .10135 










Seq. No. 


32971 








O fc:^ . 1 U 


DTQQ1 9HR 0*7 0911 n R 


Gene No. 


68390 








oirdnu 


T 




6786 








LilU 


1 Z. ID J 


Name 


OJ991208 07 


.0211*. 


fC15.ol0.tw 


i v Jc UllOU 


i DiiHo ia . wneat 


o tar l 


2942 








r nr 4 

Hinu. 




C T 


none 








Score 


1 RO 
1 3 U 


Exons 


2942. .3091, 


3100. 


. .3165, 


3102. 


.0104 




064. IN O . 


32971 








Seq. ID 


OJ991208_07.0211.C15 


Gene No. 


68390 








Strand 


+ 


Start 


6786 








End 


12153 


Name 


OJ991208 07 


.0211. 


■C15.01 


.np 


Method 


AAT/NAP 


0 tar u 


6786 








End 


12153 


bi 


4680179 








Score 


5533 


Exons 


6786. .6858, 


7754. 


. .8747, 


8775. 


.12153 




bl UcSCiip . 


(AF111709) 


polyprotein 


[Oryza 


sativa subsp. indica] 


r S.e.q^v..N.Q^,.-.-^_., 


.'32.9iL^; ' 






,-Se.q LD— . 


-PJ99.l2'aa.JD7...a2l.L..C1 s' 


Gene No. ' 


68390- - 








Strand 


+ - - ■ - ■ ■ 


Q+- a r-H 

0 tar U 


• 6786 








End 


12153 


Name 


H TQ Q 1 90R 07 


. uz 1 1 . 


.C15.oll.tw 


Method 


TBLASTX : Wheat 


btart 


/ 0 y 0 








End 


8096 


C T 


none 








Score 


195 


Exons 


7898. .8095, 


7899. 


.8096 








Seq. No. 


32971 








Seq. ID 


OJ991208 07.0211.C15 


Gene No. 


68390 








Strand 


+ 




6786 








End 


12153 


Name 


OJ991208 07 


.0211. 


C15.o5 


. tm 


Method 


TBLASTX: Maize 


0 car l 


8148 








End 


8486 


PT 
bl 


none 








Score 


246 


Exons 


8148. .8486, 


8148. 


.8357 








Seq. No. 


32971 








Seq. ID 


OJ991208_07.0211.C15 


Gene No. 


68390 








Strand 


+ 




6786 








End 


12153 ... 


Name 


OJ991208 07 


.0211. 


C15.o5 


. tw 


Me.thod 


.TBLASTX: Wheat 




8 14.8 








■End'*- 


8498 ' ' ■. • " ; '- 


bl 


none ' 








Score 


314 




8148. .8498 












Seq. No. 


32971 








Seq. ID 


OJ991208_07.0211.C15 


Gene No. 


68390 








Strand 


+ 




6786 








End 


12153 


Name 


OJ991208 07 


.0211. 


C15.o7 


. tw 


Method 


TBLASTX : Wheat ' 


Dt,arti 


8832 








End 


9185 


GI 


none 








Score 


245 


Exons 


8832. .9185 












Seq. No. 


32971 








Seq. ID 


OJ991208_07.0211.C15 


Gene No. 


68390 








Strand 


+ 


Start 


6786 








End 


12153 



33092 




Name 


OJ991208 07.0211.C15 


. o7 . tm 


Method 


1 bLAo 1 a : Mai ze 


OLdi L 


9219 






y jo b 


PT 
\3 X 


none 




Score 


1 y j 


Exons 


9219. . 9386, 9227. . 9334 






Seq. No. 


32971 




Seq. ID 


OJ991208_07.0211 .C15 


Gene No. 


68390 




Strand 




Start 


6786 




End 


1 21 

X X -J O 


LN dill t 


OJ991208 07.0211.C15 


.08 .tw 


Method 


1 DL/10 1 a . wneau 


Start 


9868 




End 


lUlfl / 


GI 


none 




Score 


A & 
4 D 


P von o 


98 68.-994 2, 9888. .10124, 9890. .10060, 




Seq. No. 


32971 




Seq. ID 


OJ991208_07.0211.C15 


Gene No. 


68390 




Strand 


+ 


Start 


6786 




End 


12153 


Name 


OJ991208 07.0211.C15 


. o3 . tw 


Method 


TBLASTX : Wheat 


j Lai. L. 


10150 




End 


10575 


O X 


none 




Score 


588 




10150. .10575, 10158. 


.10568, 


10225. .10575 


,Seq.__No. ... . 


32971 - 




.Seq-.. ID. 


...OJ9912.Q8_.Q7 . 02 1.1 ..01 5 


.G.exia.-Na..j.„^ 


-J5.839.CI., 




— _S.tr and„ 


_ ._ . 


O L. a. X L- 


6786 




End 


12153 - 


Name 


OJ991208 07.0211.C15 


.o3.ts 


Method 


TBLASTX: Soybean 




X U X +J KJ 




End 


10404 


vjX 


none 




Score 


206 


P von «3 


10156. .10404 








Seq. No. 


32971 




Seq. ID 


OJ991208_07.0211.C15 


Gene No. 


68390 




Strand 


+ 


O Lai L 


6786 




End 


12153 


IN dllL" 


OJ991208 07.0211.C15 


o2.tm 


Method 


TBLASTX: Maize 


O Lai L 


10222 




End 


10575 


\J X 


none 




Score 


463 




10222. .10575, 10227.. 


10568 






Seq. No. 


32971 




Seq. ID 


OJ991208_07.0211.C15 


Gene No. 


68390 




Strand 


+ 


Start 


6786 




End 


12153 


Name 


OJ991208 07.0211.C15. 


o2 . tw. 


. , Method 


TBLASTX: Wheat 


o u a x L, , 


10603 




■' End 


11142 


GI ■ ' 


. none . * - , r 




" ' '.'Score ' ■ 


622 '..< - : r • ' . ■ 


l_l Avl 1 O 


10603. .11142, 10785: . 


11141' 






Seq. No. 


32971 




Seq. ID 


OJ991208_07 .0211.C15 


Gene No. 


68390 




Strand 


+ 


Start 


6786 




End 


12153 


Name 


OJ991208 07.0211.C15. 


ol . tc 


Method 


TBLASTX: Cress 


OLal L 


10840 




End 


11166 


GI 


none 




Score 


91 


Exons 


10840. .11022, 11023. . 


11166, 


11025. .11165 


Seq. No. 


32971 




Seq. ID 


OJ991208_07.0211.C15 


Gene no. 


bB^yu 




Strand 


+ 


Start 


6786 




End 


12153 


Name 


OJ991208 07.0211.C15. 


ol.ts 


Method 


TBLASTX : Soybean 



33093 



Start 10933 End 11190 

GI none Score 298 

Exons 10933. .11190, 10941.. 11189 



Seq. No. 32971 

Gene No. 68390 

Start 6786 

Name OJ991208_07 . 0211 . C15 . o3 . tm 

Start 10988 

GI none 
Exons 



Seq. ID OJ991208 07.0211.C15 



Strand 
End 

Method 

End 

Score 



+ 

12153 

TBLASTX: Maize 

11280 

137 



10988. .11275, 10989. .11276, 1098 9 .. 1 127 6, 10990. .11280 



Seq. No. 32971 

Gene No. 68390 

Start 6786 

Name OJ991208_07 . 0211 . C15 . ol 

Start 11149 

GI none 

Exons 11149. .11775, 11205.. 11 



Seq. ID OJ991208_07.0211.C15 

Strand + 

End 12153 

.tw Method TBLASTX : Wheat 

End 11775 

Score 707 
654, 11715. .11774 



Seq. No. 32971 Seq. ID OJ991208_07 . 0211 . C15 

Gene No . .....68390. . . .. , : .,. s Strand . + 

.£tar.t„.__ ..._„67J3L£ „^. : ._._ __l_End ,^^12153^^- 

Name ■ OJ991208_07 . 0211 . C15 . ol . tm . Method TBLASTX : Maize 

Start 11328 End 11913 

GI none Score 219 

Exons 11328. .11483, 11329 .. 1 14 90, 11487 .. 11648, 1148 8 .. 11913, 
11715. .11912 



Seq. No. 32971 

Gene No. 68390 

Start 6786 

Name OJ991208JD7 . 0211 . C15 . 06 . tw 

Start 11779 

GI none 

Exons 11779. .12108, 11790.. 12056 



Seq. ID OJ991208_07.0211.C15 

Strand + 

End 12153 

Method TBLASTX : Wheat 

End 12108 

Score 249 



Seq. No. 32972 
Gene No. 68391 
Start 66 

Name . . OJ991208_07 - 021 1 . CI 6 . ol . gs 

Start . 66 ^ 

"GI ' ' ■ ■' v hone ■ •*■•■■" '*"*.'*.. 
Exons ' 66. . 328 



Seq. ID OJ991208_07.0211.C16 
Strand 
End 328 
Method . GENSCAN 
End. % 328 
■ Score' ' * ... 83 



Seq. No. 


32973 








Seq. ID 


OJ991008 


J)3. 


0207 


.CI 


Gene No. 


68392 








Strand 










Start 


312 








End 


50 6 








Name 


OJ991008 


03.0207 .CI 


.ol 


.gs 


... Method 


GENSCAN 








Start 


312 






' End 


506 








GI 


none 








Score 


.47 








Exons 


312. .412, 


437. .506 
















Seq. No. 


32974 








Seq. ID 


OJ991008 


JD3. 


0207 


C2 


Gene No . 










Strand 


+ 








Start 


92 








End 


251 








Name 


OJ991008_ 


03. 0207. C2 


.ol 


. gs 


Method 


GENSCAN 









33094 




Start 


92 




End 


251 








GI 


none 




Score 


.71 








Exons 


yz . . zo l 














Seq. No. 


32974 




Seq. ID 


OJ991008 


_03, 


.0207 


,C2 


Gene No. 


68394 




Strand 


- 








Start 


IzUo 




End 


14 90 








Name 


Ainni /ir\o no a o a o /~» a 

ojyyiooy 03.0207. C2. 


o2 . gs 


Method 


GEN SCAN 








btart 


IZUo 




End 


14 90 










none 




Score 


. 9 








Exons 


IZUo . . x 4 yu 














Seq. No. 


32975 




Seq. ID 


OJ991008_ 


_03. 


,0207 


,C6 


Gene No. 


68395 




Strand 


+ 








OLalL 


Zoo 




End 


0 e a 

ooy 








Name 


a Tfifn nno no a a a ^ rt/* 

ojyyioob oj.ozu/.Co. 


ol . gs 


Method 


GEN SCAN 








bt art 


ZOO 




End 


0 r a 

369 








GI 


none 




Score 


. 87 








Exons 


z jo . . 0 b y 














Seq. No. 


- 32976 




Seq. ID 


OJ991008_ 


_03. 


0207 


.C8 


. Gene ,No . _ 


68396.. ^ 




Strand, 


.+ . _ • . 








CM i-i^4- 


24 0 




,„End . „ 


._5.4 5,.„ . . . , 




— - ---- 




Name 


OJyyiOOb 0J.0207.G8. 


ol.gs 


Method 


GENSCAN • 








Start 


O/l A 

Z4 U 




End 


545 








GI 


none 




Score 


1 








Exons 


Z40 . . 545 














Seq. No. 


32977 




Seq. ID 


OJ991008 


_03. 


0207 


.C9 


Gene No. 


68397 




Strand 


- 








btart 


4 Ul 




End 


1094 








Name 


/"\taa*iaao no a 0 a "7 /-ia 

OjyyiOOo 03. 0207. C9. 


ol . gs 


Method 


GENSCAN 








Start 


A A "1 

401 




End 


1094 








C -r 

GI 


none 




Score 


.58 








Exons 


/ A 1 C £ 1 A-j 1 1 A A /I 

4ui..5d1/ y/i..ioy4 














Seq. No. 


32978 




Seq. ID 


OJ991008 


_03. 


0207, 


.Cll 


•Gene Nd'-7' 


68398 




Strand 


- 








btart 






End 


1006 








Name 


A TflfJI nno AO AOAT ^11 

ujyyiooo Oo.uzo/.cn 


. ol . gs 


Method 


GENSCAN 








otart 


.c>4o 




End 


1006 








bl 


none 




Score. 


. # .82 








Exons 


'CAT TCO A C A 1 n at 

■ o4b../5j.,. 950.. 1006 






'■• - 




■ ^ 




beq. No. 


0 0 a n a 

3z y / y 




Seq. ID 


OJ991008 


03 . 


0207 , 


, C12 




68399 




Strand 










Start 


81 




End 


589 








Name 


OJ991008 03.0207.C12 


.ol.gp 


Method 


AAT/GAP 








b tart 


81 




End 


338 








bl 


31070 1.R1084 




Score 


471 








Exons 


81. .338 














GI Descrip. 


'5852182/emb ICAB55420. 1 | 9.0e- 


-13 (AL117265) zhb0012 


.1 [Oryza 




sativa] 1 














Seq. No. 


32979 




Seq. ID 


OJ991008_ 


03. 


0207. 


C12 


Gene No. 


68399 




Strand 










Start 


81 




End 


589 









33095 




Name 


OJ991008_03. 0207.C12.ol.gs 


Method 


GENSCAN 




Start 


81 


End 


58 9 




GI 


none 


Score 


. 94 




Exons 


81 . .589 








Seq. No. 


32980 


Seq. ID 


OJ991008_03.0207 


.C14 


Gene No. 


68400 


Strand 






Start 


y 


End 


103 




Name 


OJ991008 03 . 0207 . C14 . ol . gs 


Method 


GENSCAN 




Start 


9 


End 


103 




GI 


none 


Score 


. 74 




Exons 


9 . . 10 3 








Seq. No. 


32981 


Seq. ID 


OJ991008_03. 0207 


.C18 


Gene No . 


68401 


Strand 






Start 


1183 


End 


1400 




Name 


OJ991008 03.0207.C18.ol.gp 


Method 


AAT/GAP 




Start 


1183 


End 


1400 




GI 


uC-osroM202025g03al 


Score 


323 




Exons 


1183. .1400 








GI Descrip. 


, 4835767/gb|AAD30234.1|AC007202 16 7.0e-17 (AC007202) T8K14 




. [Arabidopsis. thaliana], 1 








Seq. No . 


' 32981 " ' • ' * ' • 


■ - Seq. ID 


OJ99i008J)3.020'7 


-C18 


Gene No . 


68402 


Strand 






btart 


1328 


End 


2630 




Name 


OJ991008 03. 020.7. C18.ol.np 


Method 


AAT/NAP 




Start 


1328 


End 


2630 




GI 


416731 


Score 


180 




Exons 


1328.. 1388, 2332.. 2630 








GI Descrip. 


POLLEN SPECIFIC PROTEIN C13 


PRECURSOR 


gi|82655|pir| UQ1107 




protein precursor, pollen - 


maize gi | 255569 | bbs | 1 13677 


(S44 




pollen specific protein [Zea 


mays=corn 


, Peptide, 170 aa 


] [Zi 




mays] gi | 1588 669 | prf | | 2209273A Zml3 [Zea mays] 




Seq. No. 


32981 


Seq. ID 


OJ991008_03.0207 


.C18 


Gene No. 


68402 


' Strand 






otart 


1328 


End 


2630 ' 




Name 


OJ991008 03.0207.C18.ol.tm 


Method 


TBLASTX : Maize 




Start 


2374 


End 


2630 






none ... 


. Score 


142 . . . . 




Exons , 


.. 2374. .2616,_2382. .2504, 2505 


..2630, 2574.. 2630 
*. * * 




Seq. No. ' ' ' 


32982 ' '"" ■ 


Seq. ID- 


OJ991'008_D3.0'207 


C19 


Gene No. 


68403 


Strand 


+ 




Start 


603 


End 


2134 




Name 


OJ991008 03.0207.C19.ol.gs 


Method 


GENSCAN 




Start 


603 


End 


2134 




GI 


none - f 


Score 


.44 




Exons 


603. .733, 1198. .1274, 2041.. 


2134 






Seq. No. 


32983 


Seq. ID 


OJ991008_03.0207. 


C22 


Gene No. 


68404 


Strand 


+ 




Start 


4-5 


End 


251 




Name 


OJ991008 03.0207.C22.ol.gs 


Method 


GENSCAN 




Start 


45 


End 


251 




GI 


none 


Score 


. 66 





33096 



Exons 



45. .251 



Seq. No. 32984 
Gene No. 68405 
Start 1 

Name OJ991008_03 . 0207 . C23 . ol . np 

Start 1 
GI 6630700 
Exons 1 . . 409 

GI Descrip. (AP000969) Similar to hypothetical protein f678 - Escherichia 
coli. (A65193) [Oryza sativa] gi | 6721537 | dbj | BAA89567 . 1 | 
(AP001073) Similar to hypothetical protein f678 - Escherichia 
coli. (A65193) [Oryza sativa] 



Seq. ID OJ991008_03.0207.C23 
Strand 

End 409 

Method AAT/NAP 

End 409 

Score 299 





32984 




beq. ±u 


OJ991008_03 


.0207 


. C23 




68405 




otrana 








Oldl L 


1 




bna 


409 






Name 


OJ991008 03.0207.C23.ol 


.gs 


Method 


GENSCAN 






Start 


77 


End 


282 






GI 


none 




Score 


.56 








77. .282 












Can KTr\ 


^32.9.85__1I__^ 111.1 






. -Qjaaiddi. I03 .'-.02 0.7 ' 


.-. , 

._C2X 




68406 




- Strand 


+ ; ' 






uLciiL 


1 




End 


1224 






Name 


OJ991008 03.0207.C27.o2, 


.np 


Method 


AAT/NAP 






C -(- a y- f 


1 




End 


1224 






GI 


6729552 




Score 


88 






Exons 


1..52, 1040. .1224 












(~1 T q p r i o 

OX UCoLIl^i 


(AL132977) putative protein 


[Arabidops 


is thaliana] 






Can Mn 


32985 




Seq. ID 


OJ991008_03. 


.0207, 


. C27 




68407 




Strand 








Start 


1 




End 


4316 






Name 


OJ991008 03.0207.C27.o3, 


.np 


Method 


AAT/NAP 






Start 


1 




End 


1540 






GI 


6539588 




Score 


209 






Exons 


1...226, 1231.. 1540 












GI Descrip. 


(AP000837 ) hypothetical 


protein [Oryza 


sativa] 






Seq. No. 


32985 . . 




Seq. ID 


OJ991008_03. 


02.0.7. 


.C27 


.Gene No. 


68407 




Strand 








Start ; v 


1 \ v * 




.'End' ' *' 


4316 ' * ' 




Name 


OJ991008 03.0207.C27.ol. 


np' 


Method ' 


AAT/NAP 






Start 


57 




End 


4316 






GI 


4680183 




Score 


186 






Exons 


57. .146, 750. .820, 4299. 


.4316 








GI Descrip. 


(AF111709) gag-pol protein [Oryza sativa subsp. indica] 




Seq. No. 


32985 




Seq. ID 


OJ991008_03. 


0207. 


C27 


Gene No. 


68407 




Strand 








Start 


1 




End 


4316 






Name 


OJ991008 03.0207.C27.o2. 


gs 


Method 


GENSCAN 






Start 


1006 




End 


4257 






GI 


none 




Score 


.59 






Exons 


1006. .1163, 1438. .1509, 


3537 


. .3721, 4034. .4257 







33097 




O A XT A. 

oeq. No. 






Seq. ID 


OJ991008__03 .0207 


. C27 


Gene No. 


68407 




Strand 






Start 


1 




End 


4316 




Name 




.C27.o4 .np 


Method 


AAT / NAP 






o4 y y 




End 


4 316 




Ijl 


A A i cjno 

ft 4 1 DO 




Score 


o o c 

835 




Lxons 












t i c /** v* i 
o± jjeocrip. 


liit luo / iDj copia 


-type pol polyprotein 


[Zea mays] 




Seq. No. 


32985 




Seq. ID 


OJ991008_03.0207 


.C27 


Gene No. 


68407 




Strand 






Q +- -j y~j- 

O LdX L 


i 
i 




End 


4 jib 




Name 


ujyyiuuo uj.uzu/ 


.C27 .ol . tm 


Method 


TBLASTX : Mai ze 






^ 9 n 




End 


41/0 






none 




Score 


O O A 




Exons 


^flm 7R^n 


..4168, 3877. 


.4176 






Seq. No. 


32985 




Seq. ID 


OJ991008_03.0207 


.C27 


Gene No. 


68407 




Strand 








i 
i 




End 


H ol b 




Name 


n tqqi nriQ r\i nom 


-C27.ol-.tw 


Method 


TBLASTX : Wheat 




C -|- -a 






End 


4 oil . . -. 




GI • 


j. — n one. . . „ » — ... .. 




^.Scor.e_.^- r 


7 6 




Exons 




. . 4 : 311 ' • • 








Seq. No. 


32985 




Seq. ID 


OJ991008_03.0207 


.C27 


Gene No. 


68407 




Strand 






Of 2 yf 


1 




End 


A o i r 

431o 




Name 


ATQQ1 DAO A "3 A O A ~7 

ujyyiuuo Uj . uzu / 


C27.ol.ts 


Method 


TBLASTX : Soybean 




o tar l 


Q Q O C 

j y o d 




End 


4314 






none 




Score 


69 




Exons 


oyoD. .4014/ jyyz 


.4168, 4229. 


.4291 






oeq . no . 


O O Q O C 

6/L y o b 




Seq. ID 


OJ991008 03.0207 


. C28 


Gene No. 


68408 




Strand 






Start 


1 




End 


845 




Name 


uuyyiuuo uo . uzu / . 


C28.ol.np 


Method 


AAT/ NAP 




OLdiL 


i 
i 




End 


845 




ol 


A A 1 £ Q n 0 
441DJUZ 




Score 


4 / 0 




Exons 


i . . io4 , zyb . . o4 0 












lAr.i UD / 1 Dj copia 


-type .pol polyprotein . 


[Zea mays ] . . 




•Se'q. No. 


■'32986' - ' 




Seq. ID' 


OJ9&L008 03.6.207 


.C28 


Gene No. " 


68408 




Strand 


- 




Cf 3 ■y-.-l- 

OLdlL 


1 




' End 


845 




Name 


OJ991008 03.0207. 


C28.ol. tm 


Method 


TBLASTX: Maize 




d car t 


316 




End 


834 




(IT 


none 




Score 


O O A 

Zo 4 




Exons 


316. .468, 463. .834, 464. .823 








O C • INU • 


32986 




Seq. ID 


ujyyiuuo uj.uzu/ 


Cii 0 


Gene No. 


68408 




Strand 






Start 


1 




End 


845 




Name 


OJ991008 03.0207. 


C28.ol.ts 


Method 


TBLASTX: Soybean 




Start 


316 




End 


777 




GI 


none 




Score 


149 




Exons 


316. .444, 466. .777, 473. .757, 


580. .759 







33098 




Seq. No. 32986 

Gene No. 68408 

Start 1 

Name OJ991008__03 . 0207 . C28 . ol 

Start 317 

GI none 

Exons 317.. 454, 322.. 453, 469 

Seq. No. 32986 

Gene No. 68408 

Start 1 

Name OJ991008J33 . 0207 . C28 . ol 

Start 559 

GI none 

Exons 559.. 717, 565.. 711, 566 




Seq. ID OJ991008_03.0207.C28 
Strand 

End 8 45 

.tc Method TBLASTX : Cress 

End 759 

Score 66 
..759, 595. .759 

Seq. ID OJ991008_03.0207.C28 
Strand 

End 845 

,tw Method TBLASTX : Wheat 

End 718 

Score 90 



Seq. No. 32987 Seq. ID 

Gene No. * 68409 Strand 

Start 5527 End 

Name OJ991008_03 . 0207 . C29 . o2 . gs Method 

Start , - ; .5527. .„ k . _ ...... . End- 

Exons " 5527 .. 6306 - ■ • - 



OJ991008JD3.0207 .C29 
+ 

6306 
GENSCAN 

6306 - 

.-^1__ 



Seq. No. 32987 

Gene No. 68410 

Start 10113 

Name OJ991008_03 . 0207 . C29 . o4 

Start . 10113 

GI none 

Exons 10113. .10141, 10818.. 11 



Seq. ID OJ991008_03.0207.C29 

Strand + 

End 11367 

.gs Method GENSCAN 

End 11367 

Score .71 
011, 11040. .11164, 11305. .11367 



Seq. No. 32987 Seq. ID 

Gene No. 68411 Strand 

Start 12488 End 

Name OJ991008_03 . 0207 . C29 . o2 . gp Method 

Start' ' 12416 End 

GI 19278_1.R1084 Score 

Exons 12416. . 12884 

GI Descrip. .'.24 6283.4 ..8 . Oe-21 (AF000.657) .hypothetical protein [Arabidopsis 

.. thaliana] 1 



OJ991008_03.0207.C29 
+ 

13045 
AAT/GAP 
12884 
889 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



32987 • ' 
68411 
12488 

OJ991008_03.0207 .C29.o5.np 
12479 
6227011 
12479. .13042 

(AC009513) F12P19.3 [Arabidopsis thaliana] 



Seq. ID OJ991008 "03.0207.C29 



Strand 
End 

Method 

End 

Score 



+ 

13045 
AAT/NAP 
13042 
420 



Seq. No. 32987 Seq. ID 

Gene No. 68411 Strand 

Start 12488 End 

Name OJ991008_03 . 0207 . C29 . o5 . gs Method 

Start 12488 End 



OJ991008_03.0207.C29 
+ 

13045 

GENSCAN 

13045 



33099 



GI 

Exons 



none 

12488. . 13045 



Score 



99 



Seq. No. 32987 
Gene No. 68412 
Start 31045 

Name OJ991008_03 . 0207 . C29 . 08 . gs 

Start 3104*5 
GI none 
Exons 31045, 

32697, 

37738. 



,31051, 31090. 
,32759, 32846. 
,37790, 38515. 



.31317, 
.32922, 
.38604, 



Seq. ID OJ991008_03.0207, 

Strand + 

End 39116 

Method GENSCAN 

End 39116 

Score . 67 
32074. .32280, 32354. .324 03, 
33027. .33090, 33300 33387 , 
38865. .39116 



C29 



Seq. No. 32987 

Gene No. 68412 

Start 31045 

Name OJ991008JD3 . 0207 . C29 . 06 . gp 

Start 32826 

GI none 
Exons 



Seq. ID OJ991008_03.0207.C29 

Strand + 

End 39116 

Method AAT/GAP 

End 33629 

Score 1044 



32826. .32918, 33027 .. 33153, 33272. .33629 



Seq. No. , . . 32-987 . . . _ , 

.Gene, „Ncu 68.4 12,— : " , .-. .1^ . . 

Start - 31045' : ' - - 

Name OJ991008_03 . 02.07 . C29 . 08 . gp 

Start 35329 

GI 5607411 

Exons 35329.. 35614 



Seq. ID OJ??1008_p3.0207.C2? 
.Strand : +._. ___.„..„.^_. 



End • 
Method 
End 
Score 



39116 
AAT/GAP 
35614 
519 



Seq. No. 32987 Seq. ID 

Gene No. 68413 Strand 

Start 39308 End 

Name OJ991008_03 . 0207 . C2 9 . o9 . gs Method 

Start 39308 End 

GI none Score 

Exons 39308.. 39467 



OJ991008_03.0207.C29 
+ 

39467 
GENSCAN 
39467 
.97 



Seq. No. 
Gene No. 
Start 
Name. . . 
.Start 
GI * 
Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



32987 Seq. ID OJ991008_03 . 0207 . C29 

68414 Strand 

1 End 4338 

AJ991008_03. 020.7. C29..ol.np .Method . . AAT/NAP . . 

1 , „ End 389 . 

3645899' ' Score*- ' 152 ■ '*s '/ 

1. .'34, 70. .'389 " ' 

(U68408) 5' end not determined experimentally [Zea mays] 



32987 Seq. ID 

68414 Strand 

1 End 

OJ991008_03. 0207.C29.ol.gs Method 

219 End 

none Score 



OJ991008_03.0207.C29 

4338 
GENSCAN 
4338 
.57 



219. .386, 674. .1348, 1701. .1942, 2005. .2831, 3001. .3247, 
4278. .4338 



Seq. No. 
Gene No. 



32987 
68414 



Seq. ID 
Strand 



OJ991008 03.0207.C29 



33100 



Start 


1 


End 


4338 




Name 


OJ991008 03.0207.C29.o3.np 


Method 


AAT/NAP 




Start 


1595 


End 


3274 




GI 


6539588 


Score 


294 




Exons 


1595. .1639, 2961. .3274 








GI Descrip. 


(AP000837) hypothetical protein [Oryza sativa] 




Seq. No. 


32987 


Seq. ID 


OJ991008 


_03.0207.C29 


Gene- No. 


68414 


Strand 


- 




CM i >- -t- 

otart 


1 


End 


4338 




Name 


OJ991008 03.0207.C29.ol.gp 


Method 


AAT/GAP 




Start 


3450 


End 


3905 




GI 


4968598 


Score 


765 




Exons 


3450. .3905 








Seq. No. 


32987 


Seq. ID 


OJ991008 


_03.0207.C29 


Gene No. 


68415 


Strand 






Start 


12923 


End 


13207 




Name 


OJ991008_03.0207 .C29.o3.gp 


Method 


AAT/GAP 




Start 


12923 


End- 


13207 




b-1 


none 


Score 


423 




. Exons .. 


. ,12?2a v ..13207„ . _ _ : _ r . . . _ 








Seq-. No . 


' -32 987 " ■ ■ "■ " 


Seq. ID 


OJ991008_ 


— — 

_03. 0207 . C2 9 


Gene No. 


68416 


Strand 






Start 


14245 


End 


18407 




Name 


OJ991008 03.0207.C29.o6.gs 


Method 


GENSCAN 




Start 


14245 


End 


18407 




GI 


none 


Score 


.84 




Exons 


14245. .14542, 14767 .. 14843, 


15226. . 15 A 


102, 15496 


. . 15593, 




15692 .. 15758 , 15865 .. 15955, 


16263. .16594, 17152 


. . 17342, 




18164. .18407 








beq. No. 


32987 


Seq. ID 


OJ991008_ 


03.0207.C29 


Gene No . 


68416 


Strand 






oizar l 


14245 


End 


18407 




Name 


OJ991008 03.0207.C29.o6.np 


Method 


AAT/NAP 




Start 


14766 


End 


16461 




bl 


4587533 


Score 


232 




Exons 


147 66. .14833, 14 938. .15064, 


15226. . 15402, 15496 


. . 15605, 




. .. loo/.,/. .Ip/oo,. lb o 65 . .15 955, 


.16061.. . 16153, 16263 


. . 164 6.1 .. 


bl Descrip. 


_ t (AC007060) EST ^gb|A^721821 


comes from .this .gene 


. [Arabidopsis 




thaliana] • . 








Seq. No. 


32987 


Seq. ID 


OJ991008_ 


_03 . 0207 .C29 


bene no . 


68417 


Strand 






Start 


22634 


End 


30350 




Name 


OJ991008 03. 020.7. C29.o4.gp 


Method 


AAT/GAP 




Start 


22303 


End 


23454 




GI 


uC-osflcyp058g04bl 


Score 


861 




Exons 


22303. .22480, 22 622 .. 22705, 


23133. .23274, 23357, 


. .23454 


GI Descrip. 


'34134 73/emb|CAA06975.1 | 9. 


Oe-34 (AJ006308) tyrosine phosphata; 




1 [Glycine max] 1 








Seq. No. 


32987 


Seq. ID 


OJ991008_ 


_03.0207.C29 


Gene No. 


68417 


Strand 






Start 


22634 


End 


30350 





33101 



Name 


OJ991008_03.0207.C29 


. o7 . gs 


Method 


GENSCAN 


Start 


22634 


End 


30350 


GI 


none 




Score 


.67 


Exons 


22 634 .. 22705, 23133. 


. 23274 , 


23357. .23499, 25000 .. 25125 , 




26392 .. 26532 , 26683. 


.26765, 


26856. .26946, 28366 .. 287 13, 




29910 .. 30199, 30332. 


. 30350 






Seq. No. 


32 9o / 




Seq. ID 


OJ991008_03.0207 


bene no . 


CQ /I 1 1 
DO 4 1 / 




Strand 




Start 


22634 




End 


30350 


Name 


OJ991008 03.0207.C29 


. o7 . np 


Method 


AAT/NAP 


Start 


22634 




End 


28569 


GI 


3413473 




Score 


456 


Exons 


22634. .22705, 23133. 


.23274, 


23357. .23499, 24 997 .. 25143 , 




26400. .26502, 26656. 


.26765, 


268S6..26946, 28360. .28569 


GI Descrip. 


(AJ006308) tyrosine phosphatase 1 [Glycine max] 


Seq. No. 


32987 




Seq. ID 


OJ991008_03.0207 


Gene No. 


68417 




Strand 




otart 


22634 




End 


30350 


Name 


OJ991008 03.0207.C29 


. o5 . gp ■ 


Method 


AAT/GAP 


, Start . , ( . 


...26680 . , 




-. End 


28582 . 


,.G.L~~..-„ — ^-.^ 


,. s none ,^ ~ — _ 




.^^S.c.oxe^.... _ 


...73.6 ... 


Exons 


26680. .26765, 26856'.- 


.26946,-" 


28366. . 285"! 


32 ' • - - 


Seq. No. 


32987 




Seq. ID 


OJ991008_03.0207 


Gene No. 


68418 




Strand 




Start 


34911 




End 


35304 


Name 


OJ991008 03.0207.C29 


o3 . tm 


Method 


TBLASTX: Maize 


Start 


5302 




End 


5616 


GI 


none 




Score 


179 


Exons 


5302. .5460, 5307. .5429, 5314 


. .5475, 5470. .5616 


Seq. No. 


32987 




Seq. ID 


OJ991008_03.0207 


Gene No . 


68418 




Strand 






34911 




End 


35304 


Name 


OJ991008 03.0207.C29 


ol.tw ' 


Method 


TBLASTX: Wheat 


Start 


5895 




End 


6225 


GI 


none 




Score 


84 


Exons 


5895. .6056, 5899. .6000, 6007 


. .6225 




Seq. No. 


32987 




Seq. .ID .. 


OJ991008_03.Q207 


Gene' No v 


68418 




-Strand : 




otart 


34 911 




End 


35304 


Name 


OJ991008 03.0207.C29. 


ol.tc 


Method 


TBLASTX: Cress 


btart 


12611 




End 


12958 


bl 


none 




Score 


88 


Exons 


12611. .12679, 12707.. 


12958 






o e q . in o . 


32987 




Seq. ID 


OJ991008_03.0207 


Gene No. 


68418 




Strand 




Start 


34911 




End 


35304 


Name 


OJ991008 03.0207.C29. 


ol. ts 


Method 


TBLASTX: Soybean 


Start 


12611 




End 


13092 


GI 


none 




Score 


76 


Exons 


12611. .12706, 12622.. 


12714, 


12692. .13042, 12 694 .. 12924 , 



12976. .13092 



33102 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start . . 

Exons • 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



32987 Seq. ID 

68418 • . Strand 

34911 . End 
OJ991008_03. 0207.C29.ol.tm Method 
12707 End 
none Score 



OJ991008_03.0207.C29 
35304 

TBLASTX: Maize 

13038 

453 



12707. .13036, 12709 .. 12927 , 12991.. 13038 



32987 
68418 
34911 

OJ991008_03.0207.C29.o3.ts 

16066 

none 



Seq. ID OJ991008_03.0207.C29 
Strand 

End 35304 

Method TBLASTX : Soybean 

End 16463 

Score 62 



16066. .16155, 16067. .16156, 16262. .16462, 16263. .16463 



32987 
68418 
34911 

OJ991008_03.0207.C2 9.o4 .tm 

16066 ... 

_none. , - ~ . 



Seq. ID OJ991008_03.0207.C29 
Strand 

End 35304 

Method TBLASTX: Maize 

. End : .. 164 66 . , _ 

^..Scora.., 6.9 T .. „ 



16066. .16155, 16262.-. 16453, 16283 .. 16450, 16302.. 16466 



32987 
68418 
34911 
OJ991008 
22640 
none 
22640 
23143 
23386 
26833 



03.0207.C29.o2.ts 



22708, 
23280, 
23481, 
26913 



23131. 
23357. 
23387. 



23271, 
23389, 
23482, 



Seq. ID 
Strand 
End 

Method 

End 

Score 
23133. .23279, 
23359. .23388, 
26407. .26508, 



OJ991008 03.0207.C29 



35304 

TBLASTX : Soybean 
26913 
86 

23133. .23279, 
23368. .23481, 
26659. .26763, 



Seq. No. 32987 
Gene No. 68418 
Start 34911 

Name OJ991008_03 . 0207 . C29 . o2 . tc 

Start . 22643 .. ...... 

GI none 

.Exons ■ 22643. ; 22705*,- .'2310i . .2327-1/ 

23143. .23280, 23386 .. 23481, 
26833. .26913 



Seq. ID 
Strand 
End 

Method 
End 
".Score 



OJ991008 03.0207.C29 



35304 

TBLASTX: Cress 

26913 

79 

23136. .23279, 23139. .23279/, 
23386. .234 81, 2 6407 . . 2 6523, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 



32987 Seq. ID 

68418 Strand 

34911 End 

OJ991008_03 . 0207 . C29 . o2 . tm Method 

22646 End 

none Score 



OJ991008_03.0207.C29 
35304 -. 

TBLASTX: Maize 

23490 

123 



22646. .22708, 23073 .. 2327 9, 23130 .. 2327 9, 23131 . .23280, 
23357. .23482, 23357 .. 234 82 , 23359 .. 234 90, 23359.. 23490 



32987 
68418 



Seq. ID 
Strand 



OJ991008 03.0207.C29 



33103 



Start 
Name 
Start 
GI 

Exons 



34911 End 35304 

OJ991008_03 . 0207 . C29 . o7 . gp Method AAT/GAP 

34911 End 35304 

none Score 74 6 
34911. .35304 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



Seq. No. 

Gene No. 

Start 
• Name 

... „^^:tar± 

U GT ■ 
l\ Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 
•GI 7 ■ ■ ; " 
Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



32988 
68419 
295 

OJ991008_03.0207.C30.ol.np 
295 

6014424 
295. .386, 



1307. .1343, 



Seq. ID 
Strand 
End 

Method 
End 
Score 
1829. .1972, 2079. 



OJ991008_03.0207.C30 
+ 

5276 
AAT/NAP 
5276 
391 

2161, 2266.. 2380, 



2914. .3005, 3163. .3217, 3294. .3415, 3493. .3606, 3754. .3950, 
5246. .5276 

(AL121764) putative ATP-dependent RNA helicase 
[Schizosaccharomyces pombe] 



32988 Seq. .ID 

68419 Strand 

295 End 

OJ991008_03 . 0.207 . C30 . ol . gs . Method 



•none 



Score 



OJ991008_03.0207.C30 
+ 

5276 

GENSCAN . . ^ . 

...4217 .._"_rz- 

.76 - • 



772. .834, 923. .1181, 1197. .1343, 1829. .1972, 2914. .3005, 
3163. .3217, 3294. .3439, 3493. .3606, 3754. .3947, 4590. .4717 



32989 Seq. ID 

68420 Strand 

1 End 5456 

OJ991008_03. 0207 .C31.ol.np Method AAT/NAP 

1 End 4722 

6014424 Score 135 
1..37, 1355. .1534, 4702. .4722 

(AL121764) putative ATP-dependent RNA helicase 
[Schizosaccharomyces pombe] 



OJ991008__03.0207.C31 
+ 



32989 
68420 
1 

OJ991008_01.0207.C31.ol.gs. . 
1355 v . " 

■none 

1355. .14 81, 1857. .2152, 224 0, 
3375.. 3798, 4176. .'4308, 4937. 

32989 
68421 
7219 

OJ991008_03.0207.C31.ol.tm 

3441 

none 

3441. .3596, 3443. .3598, 3444. 



03.0207.C31 



Seq. ID * OJ991008_ 
Strand + 
End 5456 

Method GENSCAN 

End t 5456 

Score ■ .",55* • ** 
.2300, 2712/. 2740, 2857.. 3177, 
.5456 

Seq. ID OJ991008_03.0207.C31 
Strand 

End 15043 
Method TBLASTX : Mai ze 
End 5266 
Score 105 

,3599, 3606. .3749, 3615. .3743, 



3616. .3768, 4149. .4175, 4149. .4241, 4151. .4246, 4175. .4309, 
4251. .4307, 4819. .5055, 4929. .5000, 4936. .5025, 5020. .5079, 
5085. .5114, 5148. .5264, 5180. .5266 



33104 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



32989 Seq. ID 

68421 Strand 

7219 End 

OJ991008_03 . 0207 . C31 . o2 . qs Method 

7219 End 

none Score 



OJ991008_03.0207.C31 

15043 
GENSCAN 
15043 
.44 



7219. .7304, 7803. .7892, 11650. .11723, 11901. .1197 6, 
13392. .13496,- 13513 .. 13587 , 14065 .. 14098, 14993. .15043 



32990 
68422 
4723 

OJ991008_03.0207.C32.ol.gp 
4723 

uC-osflm202106g04bl 
4723.. 5007, 5116.. 5212 
'3941412 1.0e-37 (AF062860) 
[Arabidopsis thaliana] ' 



Seq. ID OJ991008_03.0207.C32 

Strand + 

End 6282 

Method AAT/GAP 

End 5212 

Score 676 

putative transcription factor 



Qqa Kip, 


32990 




Seq. ID OJ991008_ 


03.0207 


.C32 


Gene No. 


68422 




Strand + 






Start ... 


4723 




End- . -6282 : 






. Name— — ._ „~_. — „ 


„0 J.9.9.1 0.08 ..0.3. .J02n7_..C3Z. ol 


.jap,.,... 


„ Met h od . „ a . AAT./.NAP,, 1 








4875 • 




End 6282 • 






C T 


2605619 




Score 691 








4875. .5007, 5116. .5245, 


5422. 


.5589, 5669.. 5946, 


6157. . 6282 


ui uescrip . 


(D88618) OSMYB2 [Oryza 


sativa 


] 






o e q . in o . 


32990 




Seq. ID OJ991008_ 


03.0207 


.C32 


Gene No . 


68423 




Strand + 






Start 


6774 




End 12183 






Name 


OJ991008 03.0207.C32.o2 


.np 


Method AAT/NAP 






Start 


6774 




End 11408 






GI 


4680203 




Score 3342 






Exons 


6774. .6815, 8098. .9770, 


9924 . 


.10154, 10431. .11408 




GI Descrip. 


(AF114171) TNP2-like protein 


[Sorghum bicolor] 






Seq. No. 


32990 




Seq. ID OJ991008 


03. 0207 


.C32 


Gene No. 


68423 




Strand + 






Start 


6774 




End 12183 






Name . 


QJ991008 03.0207.C32.o3 


• gp 


Method AAT/GAP . 






Start . 


8102, 




End 12183 






GI " ■* 


342 1 /R1084 --:*- '■" 


> 


" Score • 5933 






Exons' 


8102. .11506, ■ 11537. .11708, 11920. .12183 






GI Descrip." 


1 4 574 4 06/gb|AAD24 042 . 1 | 


0.0e+00 (AF121139) RIM2 


protein 


[Oryza 




sativa] 1 










Seq. No. 


32990 




Seq. ID OJ991008 


03.0207 


.C32 


Gene No. 


68424 




Strand + 






Start 


12234 




End 15928 






Name 


OJ991008 03.0207.C32.o3 


.np 


Method AAT/NAP 






Start 


12234 




End 15928 






GI 


4680204 




Score 1062 






Exons 


12234. .13670, 13745. .14! 


341, 14951. .15124, 15221. 


. 15440, 






15791. .15928 











GI Descrip. (AF114171) hypothetical protein [Sorghum bicolor] 



33105 




Seq. No. 


32990 








Seq. ID 


OJ991008_03.0207.C32 


Gene No. 


68425 








Strand 




Start 


906 








End 


11354 


Name 


OJ991008 03 


. 0207 


. C32 . ol 


.gs 


Method 


GENSCAN 


Start 


A A /"* 

906 








End 


1228 


GI 


none 








Score 


O 1 

. 8 1 


Exons 


n a c i a a h 
y U b . . 1U4 / , 


1 O A A 

12U2 . 


1 a o o 
. 1228 








Seq. No. 


32990 








Seq. ID 


OJ991008__03.0207.C32 


Gene No. 


68425 








Strand 




Start 


906 








End 


T 1 O C A 

11354 


Name 




A A A H 

. 0207 


POO « o 

. C32 . o2 


. tm 


Method 


TBLASTX : Maize 


Start 


*i a i a 

1014 








End 


10394 


GI 


none 








Score 


318 


Exons 


1U14 . . 1064 , 


1122 


i *i h c 
. .11/5, 


"1 A A O A 
10080 


1 A O A A 

. . 10394 , 


1AAAT 1AO^""/~ 1 A "1 /" VI T A A A VI 

10091 .. 10366, 10164. .10394 


Seq. No. 


32 990 








Seq. ID 


OJ991008__03.0207.C32 


Gene No. 


68425 








Strand 




Start 


906 








End 


11354 


Name 


/^Tom aao ao 
OJ991008 03 


A A A H 

. 020 / 


. C32 . ol 


. tm 


Method 


TBLASTX: Maize 


Start 


4 859 








End 


5548 


GI . 


none 








..Score 


165. . 


-Exons 


. ... A85 9^..5.0Q8.,-. 


4 8.72. 


C A 1 A 

*_...5,0.1Z, . 


,4.87.4..- 


^5 ; 0D.8 ,., -5.114.-. . 52.4.8.,.,,.51L5,. . 524£.,„.... ; 




C /I A A r r ji n 

5420 . . 5548 , 


C A O A 

54 34 


H IZ A H 

. .5547 








Seq. No. 


32 990 








Seq. ID 


OJ991008_03.0207.C32 


Gene No. 


68425 








Strand 




Start 


906 








End 


11354 


Name 


f\ ~T A ft1 AAA AO 

OJ991008 03 


A A A H 

. 0207 


. C32 . o3 


. tw 


Method 


TBLASTX: Wheat 


Start 


4868 








End 


5536 


GI 


none 








Score 


251 


Exons 


A O /" O C A A O 

4 8 68. . 5008 , 


4 8 69 


. . 5012 , 


5114 . 


.5248, 5115.. 5246, 5120.. 5272, 




C^Tn ZL A OH 

D4iy. .348// 


54 20 


c c o c 
. . 5536 , 


C A O A 

54 34. 


.5535 




Seq. No. 


32990 








Seq. ID 


OJ991008_03.0207 .C32 


Gene No. 


68425 








Strand 




Start 


906 








End 


11354 


Name 




-". A A A T 

. U2U / 


o a A i 
C32 . Ol 


tc 


Method 


TBLASTX: Cress 


Start 


4 871 








End 


5545 


GI 


none 








Score 


251 


Exons 


yiO"71 CAAO 

4 o / 1 . . 5.0 U o , . 


4 8/2 


C A 1 A 

. 5012 , 


C 1 1 A 

5114 . 


.524 8, . 5115. .524 6, ..5420. .554 5, 


- * , 


C A O A C C A C 

# .54 34 . .552 6 




♦ 




* .* 




Seq. No. 


O A A A A 

32990 








.Seq. ID 


OJ991008__03.0207.C32 : 


Gene No. 


68425 








Strand 




Start 


906 








End 


11354 


Name 


/"\TAAT AAO AO 

OJ991008 03 


A A A T 

..0207 


O O A ~ 1 

C32 . ol . 


ts 


Method 


TBLASTX: Soybean 


Start 


A O H ~\ 

4 871 








End 


5548 


GI 


none 








Score 


244 


Exons 


^O^l CAAO 

4871 . . 5008, 


4 872 , 


. 5012, 


5114 . 


.5266, 5115. .5246, 5420. .5548, 




C A ~5 A C C A ~1 

54 34. .5547 












Seq. No. 


32990 








Seq. ID 


OJ991008__03.0207.C32 


Gene No. 


68425 








Strand 




Start 


906 








End 


11354 


Name 


OJ991008 03 


0207. 


C32.o5. 


tw 


Method 


TBLASTX: Wheat 


Start 


8449 








End 


8805 



33106 






none 








Score 


104 


Exons 




oo 39 


O "7 A A 

. . o /yo, 


8541. 


.8789, 8548. .8805, 8549. .8800 


Seq. No. 


32990 








Seq. ID 


OJ991008_03.0207.C32 


Gene No. 


68425 








Strand 




otar l 










End 


11354 


Name 


uuyyiuuo Uj 


. UZU / 


POO ^ O 

. C Jz . Oz 


. t s 


Method 


TBLASTX: Soybean 


Of 3V«f 


o / Z i 








End 


9135 




none 








Score 


102 


TP w y\ t^i 


o / z 1 . . ooUy , 


Q "7 0 9 
0 / Z Z 


. . o / y o / 


Q7QT 

o / y / . 


.8859, 8854. .9135, 8908. .9132 


Seq. No. 


32990 








Seq. ID 


OJ991008_03.0207.C32 


Gene No. 


68425 








Strand 




b la ITU 










End 


11354 


Name 


ujyyiuuo uj 


n o n "7 
. UzU / 


. L Jz . O J 


. tc 


Method 


TBLASTX: Cress 


0 4- -a v*-f- 
b tdrL 


QQQ'D 
OOO J 








End 


9230 




none 








Score 


230 




Opp'D QAO C 

OOoj. . yujj, 


8890 


.9198, 


y u / o . 


.9179, 9144. .9230 


beq. no. 


jz y yu 








Seq. ID 


OJ991008_03.0207.C32 


Gene No . 


bo 4 zo 








Strand 




Start . ... 


906 








End 


11354 . ..... ^ 


„Name, T;v 


0^9.910.08^03. 


...02Q,X..C3Z..o2. 


..t.w..., . 


^Method...-, 


. .TBLASTX.:.Wheai 


b car c 


yuiy 








End - ■ « 


9487 ' • 


GI 


none ■ 








Score 


72 


Exons 


yui y . . yu / z , 


9027 


.9071, 


yov j . 


.9135, 9084. .9134, 9131. .9172, 




yioz . . y i / d, 


9180 


.9278, 


yioo . 


.9277, 9258. .9482, 9278. .9487, 




GO Q 1 Q/l Q*7 

yz o i . . y4 o / 












beq. no. 


oz y yu 








Seq. ID 


OJ991008_03.0207.C32 


Gene No. 


68425 








Strand 




Start 


906 








End 


11354 


Name 


ujyyiuuo uj 


.0207. 


C32.o3 




Method 


TBLASTX: Maize 


btart 


yu d4 








End 


9521 




none 








Score 


50 


Exons 


yuo4 . . yi jo , 


9076. 


.9138, 


y l ji . 


.9316, 9141. .9317, 9141. .9317, 




yjz / . . yozi 












Seq. No. 


32990 








Seq. ID 


OJ991008_03.0207.C32 


Gene No. 


68425 








Strand 




b i. art 


. . yuo . . 








End . 


.1135.4.. 


Name 


uj y y iuuo . Uo 


,0207. 


C32.o3. 


ts 


Method 


TBLASTX: Soybean 




— y j o l . 








"End • ■ 


-9593 - " ' 


bl. 


none 








Score 


211 . 


rr 1 \r y\ 


y jo i . . y o y j 












Seq. No. 


32990 








Seq. ID 


OJ991008_03.0207.C32 


Gene No. 


68425 








Strand 




Start 


906 








End 


11354 


Name 


OJ991008 03. 


0207. 


C32.o4 . 


tw 


Method 


TBLASTX: Wheat 


Start 


9626 








End 


10036 


GI 


none 








Score 


87 



Exons 9626.. 9676, 9627.. 9.689, 9695.. 9877, 9699.. 9917, 9706.. 9918, 

9945. .10034, 9950. . 10036, 9951. .10034 

Seq. No. 32990 Seq. ID OJ991008_03 . 0207 . C32 

Gene No. 68425 Strand 



33107 



Start 
Name 
Start 
GI . 
Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



906 End 

OJ991008_03 . 0207 . C32 . ol . tw Method 

10037 End 

none Score 



11354 

TBLASTX: Wheat 

11354 

886 



10037. .10939, 10038. .10955, 10623 10940, 10950 10994 , 
10954. .10989, 10997 .. 11092, 11001 .. 11060 , 11039 1117 9, 
11040. .11180, 11193. .11273, 11262.. 11354 



32990 
68425 
906 

OJ991008_03.0207.C32.o2.tc 

10321 

none 

10321. .10503, 10325. .10762, 
10335. .10772, 10522 . .10773 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991008_03.0207.C32 
11354 

TBLASTX: Cress 

10773 

175 



10325. .10768, 10329 .. 10772 , 



Seq. No. 
Gene No. 
Start 
Name 
Start 

-GL 

Exons 



32990 
68426 
12877 

OJ991008_03.0207 .C32 .06. -tw 
12877 



Seq. ID OJ991008_03.0207.C32 
Strand 

End 13280 

Method TBLASTX : Wheat 

End . 13280 . 



_ _ „-„.«-™r SCO IT. Q ....... , £2- 



12877. .130-17,* 12877 . -.12987, 1287 9. '".13115,- 1287 9. .13028, 
12 980. .13147, 13110. .13280 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



32990 
68427 
14768 

OJ991008_03.0207 .C32.o7.tw 

14768 

none 



Seq. ID OJ991008_03.0207.C32 
Strand 

End 15290 

Method TBLASTX : Wheat 

End 15290 

Score 60 



14768. . 14848, 14 937 .. 15119, 14 987 .. 15112, 15219. . 15290 



32991 
68428 
354 

OJ991008_03. 0207 .C33.ol.gs 

354 

none 

.354. .455. . ... . 



Seq. ID OJ991008_03.0207.C33 

Strand 

End 455 

Method GENSCAN 

End 4 55 

Score .53 



Seq'. No. ' ' 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 



32 992 - ' . v 

68429 ' \' ; 

9613 

OJ991008_03.0207.C34.ol.gp 
9613 

uC-osrocyp016g02bl 
9613. . 9800 

f 1931647 1.0e-31 (U95973) endomembrane protein EMP70 precusor 
isolog [Arabidopsis thaliana] 1 



Seq-.' ID OJ991008_03:0207..C34 : 

Strand " + 

End 9800 

Method AAT/GAP 

End 9800 

Score 357 



32993 
68430 
248 

OJ991008_03.0207.C35.ol.gs 
248 



Seq. ID OJ991008_03.0207.C35 

Strand 

End 280 

Method GENSCAN 

End 280 



33108 



GI 

Exons 



none 

248. .280 



Score 



,56 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

.Seq. . : No. - 
,.Gene v . No,..,.,.. 

Start * : 

Name 

Start 

GI 

Exons 



32994 
68431 
602 

OJ991008_03.0207.C36.ol.gs 

602 
none 



Seq. ID OJ991008__03.0207.C36 
Strand 

End 7425 

Method GENSCAN 

End 7239 

Score .56 



602. .682, 775. .888, 1190. .1265, 1303. .1352, 1710. .3205, 
3248. .4844, 5082. .5265, 5316. .6275, 6705. .6740, 6820. .7239 



32994 
68431 
602 

OJ991008_03.0207.C36.ol.np 
1718 
4680179 
1718. .6275 

(AF111709) polyprotein [Oryza sativa subsp. indica] 



Seq. ID OJ991008_03.0207.C36 
Strand 

End 7425 

Method AAT/NAP 

End 6275 

Score 7662 



32994 . 
_680L_ 

602 '- - • ' ' - ■ 

OJ991008_03.0207.C36.o7 . tm 

1741 

none 

1741. .1938 



_, . , Seq. ID . O J? 910 0 8_0 3 0 2,0 7..C3 6 



End . - 
Method 
End 
Score 



7425 

TBLASTX: Maize 

1938 

197 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 



32994 
68431 
602 

OJ991008_03.0207..C36.o6.tw 

1762 

none 



Seq. ID OJ991008_03.0207.C36 
Strand 

End 7425 

Method TBLASTX : Wheat 

End 2095 

Score 72 



1762. .2094, 1783. .1944, 1826. .2002, 1987. .2067, 2024. .2095 



32994 ' 

68431 

602 

OJ991008JD3 . 0207 . C36 . ol . tm. 
1942 

none ' ■ * 



Seq. ID OJ991008_03. 0207 .C36 
Strand 

End 7425 

Method . TBLASTX: Maize ...... . 

End - 2541 

Score-' v --24'9 ' . , ' " /' 



1942. .2382, 1955'. .2380, 2380. .2541, 2387 . .2533 



32994 
68431 
602 

OJ991008_03.0207.C36.ol.tw 

2095 

none 

2095. .2721, 2096. .2719 

32994 
68431 
602 

OJ991008 03.0207.C36.o3.tm 



Seq. ID OJ991008_03.0207.C36 
Strand 

End 7425 

Method TBLASTX : Wheat ' 

End 2721 

Score 365 



Seq. ID OJ991008 03.0207.C36 
Strand 

End 7425 

Method TBLASTX : Mai ze 



33109 




Start 


A C A A 

2590 








End 


2881 




bl 


none 








Score 


225 




Exons 


zbyo . . 2bo0, 


25 94 


A O O 1 










Seq. No. 


32994 








Seq. ID 


OJ991008_03.0207 


.C36 


Gene No. 


68431 








Strand 
















hnd 


*7 A A C 

/425 




Name 




. UZU / 


. Lob . OZ 


. ts 


Method 


TBLASTX : Soybean 




C -h >-4- 

otarc 


ZdoU 








End 


A A A A 

294 0 




Vjl 


none 








Score 


154 




Exons 


z bou . . ^yiU/ 


Z bo 1 


. . zyjo 










Seq. No. 


32994 








Seq. ID 


OJ991008_03.0207 


.C36 


Gene No. 


68431 








Strand 






ouar c 


bUZ 








Lna 


/425 




Name 


uuyyiuoo uj 


. 02U / 


. Cob . Ol 


. tc 


Method 


TBLASTX : Cress 




Q-f- a r-t- 
jLdl t. 












*3 n o i 




LI 


none 








Score 


88 




Exons 


01 C\A OQ A1 
Z / U4 . . Z o 4 / , 


Z /UD 


. . Zo4 D f 


A Q >l O 

Zo 4 o . 


O A A "1 

. 3021 






Seq. No. 


32994 








Seq. ID 


OJ991008_03.0207 


.C36 


G^ne No.. 


..... 684 31 




...... 




Strand 
















- £nd.,, ,. ....... 


T /I A C 

.JZ 4 2.5. 




Name 


n-rhoi A AO A O 


A A A T 

. 0207- 


. C36 . o3 


; tw- 


Method - 


TBLASTX: Wheat - - 




C +- -i -v- -t- 

otart . 


oioo 
z/zo 








End 


3204 




C T 
LI 


none 








Score 


245 




Exons 


Z/Zo. . JZU 4 , 


z / z y 


A A Q O 

. . z yy j , 


a i a i 
2 / bl . 


.31/4 






Seq. No. 


32994 








Seq. ID 


OJ991008 03.0207 


.C36 


Gene No. 


68431 








Strand 


- 




oiart 


c n o 
buz 








T~~l _] 

End 


7425 




Name 


/">~TOA1AAO AO 

ojyyiuuo 03 


A A A *7 

.0207 


. C36 . o2 


. tw 


Method 


TBLASTX: Wheat 




o tart 


"3 o n R 








End 


3720 






none 








Score 


256 




Exons 


jZUj . . j / ZU, 


q o a c 

oz y d 


. . oo4Z/ 


JJ / / . 


. 3 bo o 






Seq. No. 


32994 








Seq. ID 


OJ991008JD3.0207 


.C36 


Gene No. 


68431 








Strand 






oT_air L 


DUZ 








End 


1 A A C 

7425 




Name 


ojyyiuuo 03 


A A A T 

.0207 


. C36 . o2 


tm 


Method 


TBLASTX : Maize 




ocarc 


q A Q Q 








End 


3648 . .... 






none 








Score. 


165 


• - ■ 


Exons 




^ o q n 

jz y o 


0*yi Q "7 

.34a/, 


O A A C - 

6 2 95 . 


3 64 b , * 33 1 


3 0 . . 364 6 




Seq. No. 


32994 








Seq. ID 


OJ991008 03.0207 


.C36 


Gene No. 


68431 








Strand 


- 




otaiL 


£ n o 
bUZ 








End 


7425 




Name 


A\TAO*lAAO AO 

ojyyiuuo 03. 


A A A T 

0207 , 


C36 . o3 . 


ts 


Method 


TBLASTX : Soybean 




o car t 


o4 by 








End 


3714 




C T 


none 








Score 


202 




Exons 


o 4 b y . . o / 1 4 














Seq. No. 


32994 








Seq. ID 


OJ991008_03.0207 


C36' 


Gene No. 


68431 








Strand 






Start 


602 








End 


7425 




Name 


OJ991008 03. 


0207. 


C36.o4. 


tm 


Method 


TBLASTX : Mai ze 




Start 


3685 








End 


4185 





33110 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 
./Start 
.Name. 

Start ■ 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



none 

3685. .4020, 

32994 
68431 
602 

OJ991008_03, 

3721 

none 

3721. .4023, 

32994 ■ 

68431 

602 

OJ991008_03. 

3736 

none 

3736. .4095, 

32994 
68431 

602 - . 

..OJ99iQQ8_0,3., 
'4072- 
none 

4072. .4554, 

32994 
68431 
602 

OJ991008_03. 

4204 

none 

4204 . .4518, 

32994 
68431 
602 

OJ99100'8_03. 

4253 

none 

4253. ..4444, 

32994 
68431 
602 

OJ991008_03. 

4717 

none 

4717. .4902, 

32994 
68431 
602 

OJ991008_03. 

4816 

none 



3691.. 3930, 3803. 

■0207.C36.o5.tw 
3722.. 4003, 3921. 

.0207.C36.ol. ts 
3737. .4000, 4015. 

4115. .4450 

0207.C36.o4.ts 
4205. .4402 

0207.C36.o5. tm 
4255. .4542,, 

0207.C36.o8.tw * 
4718. .4873, 4924. 

0207.C36.o8.tm 



Score 64 
.3934, 4006. .4185 



Seq. ID OJ991008_03.0207.C36 
Strand 

7425 

TBLASTX: Wheat 
4023 
268 



End 

Method 
End 
Score 
.4022 



Seq. ID OJ991008_03.0207.C36 
Strand 

End 7425 

Method TBLASTX : Soybean 

End 4131 

Score 192 

.4095, 4099. .4131, 4100. .4129 

Seq. ID OJ991008_03.0207.C36 
Strand 

End. _. T _ _7425, : ...._..„ . 
, Method. _T B L AS JX^.Whe.a.fc 



End- 
Score 



4554- 
252 



Seq. ID OJ991008_03.0207.C36 
Strand 

End 7425 

Method TBLASTX : Soybean 

End 4518 

Score 59 



Seq. ID OJ991008_03.0207.C36 
Strand 

End 7 4 25 : : 

Method TBLASTX : Mai ze 

End 4542 

Score 165 . ... . 



Seq. ID OJ991008_03.0207,C36 
Strand 

End 7425 

Method TBLASTX : Wheat 

End 5133 

Score 99 
.5133, 4985. .5098 

Seq. ID OJ991008_03.0207.C36 
Strand 

End 7425 

Method TBLASTX : Mai ze 

End 5136 

Score 72 



33111 




Exons 4816.. 5136, 4991.. 5092 



Seq. No. 


32994 




Seq. ID 


OJ991008_03 . 0207 


.C36 


Gene No. 


68431 




Strand 






Start 


f f\ o 

602 




End 


7425 




Name 


OJ991008 03 . 0207 . C36 . 06 


. tm 


Method 


TBLASTX: Maize 




Start 


04 f Z 




End 


57 bo 




GI 


none 




Score 


105 




Exons 


5472.. 5768, 5484.15768, 


5581. 


.5751 






Seq. No. 


52. 994 




Seq. ID 


OJ991008 03.0207 


. C36 


Gene No. 


68431 




Strand 






Start 


602 




End 


7425 




Name 


a Trim nno no nor\T /-^ n /~ _ n 

OJ991008 03 . 020 / . C3o . O / 


. tw 


Method 


TBLASTX : Wheat 




Start 


c *r c o 
0O0Z 




End 


6012 




GI 


none 




Score 


97 




Exons 


5652. .6008, 5656. .5883, 


5908 . 


. 6012 






Seq. No. 


32994 




Seq. ID 


OJ991008_03.0207 


.C36 


Gene No. 


68431 




Strand 






Start 


■602 




End - 


7425 




Name ^ • _ _ . 


;OJ991008 .03.0207.C36.o2 


•np 


Method. 


AAT/NAP. 




Starts, 








2A25_ ... _ 




GI-'- - 


5042448 




Score ■ 


1215 




Exons 


6529. .6824, 6864. .7425 










GI Descrip. 


(AC007789) putative ORFO protein of RIRE8B gypsy-type 






retrotransposon [Oryza 


sativa] 






Seq. No. 


32995 




Seq. ID 


OJ991008_03.0207 


. C40 


Gene No. 


68432 




Strand 


+ 




Start 


227 




End 


416 




Name 


OJ991008 03.0207.C40.ol 


.gs 


Method 


GENSCAN 




Start 


227 




End 


416 




GI 


none 




Score 


.48 




Exons 


227. .416 










Seq. No. 


32996 




Seq. ID 


OJ991008_03.0207 


.C42 


Gene No.' 


68433 




Strand 


+ 




Start 


1 




End 


136 




Name 


OJ991008 03.0207.C42.ol 


.np 


Method 


AAT/NAP 




Start. 


1 , - , . 




. End . . . 


136 . _ . 




GI 


4680180 




Score" 


126 ' " 7 




Exp'ns* . 


1. .136/. - ' 






' . • *■ ' ' 




GI Descrip. 


(AF111709) polyprotein 


[Oryza 


sativa subsp. indica] 




Seq. No. 


32996 




Seq. ID 


OJ991008_03.0207 


. C42 


Gene No. 


68434 




Strand 






Start 


14 




End 


66 




Name 


OJ991008 03.0207.C42.ol 


.gs 


Method 


GENSCAN 




Start 


14 




End 


66 




GI 


none 




Score 


.51 




Exons 


14. .66 










Seq. No. 


32997 




Seq. ID 


OJ991008_03.0207 


.C43 


Gene No. 


68435 




Strand 






Start 


119 




End 


545 




Name 


OJ991008 03.0207.C43.ol 


.gs 


Method 


GENSCAN 





33112 




Start 


119 




End 


545 


GI 


none 




Score 


. 62 


Exons 


119 . .545 








Seq. No. 


O O fi fi o 




Seq. ID 


OJ991008 




\J O 1 ~J u 




Strand 


_(. 


Start 


438 




End 


706 


Name 


OJ991008 03.0207.C44.ol 


. np 


Method 


AAT/NAP 


Start 


438 




End 


706 


GI 


6721512 




Score 


77 


Exons 


438. .529, 557. .706 








GI Descrip. 


(AP001072) hypothetical 


protein [Oryza 


sativa] 



Seq. No. 32999 Seq. ID 

Gene No. 68437 Strand 

Start 406 End 

Name OJ991008_03 . 0207 . C4 5 . ol . gs Method 

Start 406 End 

GI none Score 

Exons 406. .418, 521.. 597 



OJ991008_03.0207.C45 
+ 

597 

GENSCAN 

597 

.74 



Seq.. . No.. ... 33.000.,.- _ ; . . .. . • 

-jGene^No ___L U-Vl . ™ 

Start 72 

Name OJ991008_03 . 0207 . C4 6 . ol . tm 

Start 1 

GI none 

Exons 1..156, 3.. 155 



Seq. ID. ,OJ?91008_Q3..0207_C46 ; 
.St.r.ancL^^-h., .... 'SZ—Z^-l 



End 

Method 

End 

Score 



174 ■ 

TBLASTX: Maize 

156 

234 



Seq. No. 


33000 


Gene No. 


68438 


Start 


72 


Name 


OJ991008 


Start 


72 


GI 


none 


Exons 


72. .174 


Seq. No. 


33001 


Gene No. 


68439 


Start 


900 


Name ... 


. .OJ991008 


Start *.. 


900 


GI* " " ■ 


none; " 


Exons 


" - 900. .1082 


Seq. No. 


33001 . 


Gene No. 


68440 


Start 


589 


Name 


OJ991008 l 


Start 


589 


GI 


none 


Exons 


589. .661, 


Seq. No. 


33002 


Gene No. 


68441 


Start 


108 


Name 


OJ991008 ( 



Seq. ID OJ991008_03.0207.C46 

Strand + 

End 174 

Method GENSCAN 

End 174 

Score .87 



Seq. ID OJ991008_03.0207.C47 
Strand + 
End 1082 

Method . .AAT/GAP. 

End 1082 % ' ■ 

Score-. .343 * - 



Seq. ID OJ991008_03.0207.C47 
Strand 

End 1021" 

Method GENSCAN ., 

End 1021 

Score .84 



Seq. ID OJ991008_03.0207.C49 

Strand + 

End 158 

Method GENSCAN 



33113 



Start 


108 




End 


158 


GI 


none 




Score 


. 55 


Exons 


108 . . 158 








Seq. No. 


33003 




Seq. ID 


OJ99100 


Gene No. 


68442 




Strand 


+ 


Start 


185 




End 


330 


Name 


OJ991008__03 . 0207.C50.ol 


.gs 


Method 


GENSCAN 


Start 


185 




End 


330 


GI 


none 




Score 


.89 


Exons 


185 . . 330 








Seq. No. 


33003 




Seq. ID 


OJ99100 


Gene No . 


C Q A A "3 

bo 4 4 o 




Strand 




Start 


63 




End 


642 


Name 


OJ991008 03.0207.C50.ol 


.np 


Method 


AAT/NAP 


Start 


63 




• End 


642 


GI 


6907088 




Score 


505 


Exons 


63. .469, 611. .642 








GI Descrip. 


(AP00112 9) hypothetical 


protein [Oryza 


sativa] 



.Seg,. No.. : , ...... -330.04... . :.;.„.,__,,„,,_,., Seq, ID ... OJ991028^02. 0,207. C2_. 

.jGene^No...^ £BM4. W . ^..^.^^.^ atrand..,^.. - ... _„ r 

Start • • 1 End 589 • - - 

Name OJ991028_02 . 0207 . C2 . ol . np Method AAT/NAP 

Start 1 End 589 

GI -6498441 Score 943 

Exons 1. .58 9 

GI Descrip. (AP000815) EST C72786 (E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



Seq. No. 33004 

Gene No. 68444 

Start 1 

Name OJ991028_02 . 0207 . C2 . ol . tw 

Start 212 

GI , none 

Exons 212. .469, 246. .485, 452. .550, 453. .545 



Seq. ID OJ991028JD2 . 0207 . C2 
Strand 

End 58 9 

Method TBLASTX : Wheat 

End 550 

Score 96 



.Seq. No... ... .. .330.04 . _ ... ... . .. . . ... . ; ... 

Gene No. . ,68444 1 

Start' • - 1 : ■ " \ ". ' • r ', • • - * 

Name. ' ' '.. OJ991028_02 . 0207 . C2 . ol ..tm "' 

Start 314 

GI none 

Exons 314. .562, 315. .464, 326. .562 



Seq. .ID. .OJ9910.28^02..0207....C2._ 
Strand 

End- ' ■' 589 ' • . 

Method" TBLASTX: Maize 
End 5 62 

Score 93 



Seq. No. 33005 

Gene No. 68445 

Start 12 

Name OJ991028_02 . 0207 . C3 . ol . gs 

Start 12. 

GI none 

Exons 12. .7.1, 409. .561 



Seq. ID.. OJ991028_02.0207.C3 

Strand + 

End 561 

Method GENSCAN 

End 5 61 

Score . 67 



Seq. No. 



33005 



Seq. ID OJ991028_02 . 0207. C3 



33114 




Gene No. 


68446 Strand 










Start 


1 End 


594 








Name 


OJ991028 02 . 0207 .C3.ol .np Method 


AAT/NAP 








Start 


1 End 


594 








GI 


5803259 Score 


698 








Exons 


1. .252, 295. .594 










GI Descrip. 


(AP000399) hypothetical protein [Oryza 


sativa] 








Seq. No. 


33006 Seq. ID 


OJ991028 


02 


. 0207 


.C4 


Gene No. 


68447 Strand 










Start 


10 End 


245 








Name 


OJ991028 02.0207.C4.ol.gs Method 


GEN SCAN 








Start 


10 End 


245 








GI 


none Score 


.55 








Exons 


10. .245 










Seq. No. 


33007 Seq. ID 


OJ991028 


02. 


. 0207 


.C5 


Gene No. 


68448 Strand 


+ 








Start 


183 End 


1021 








Name 


OJ991028 02.0207. C5.ol.gs Method 


GENSCAN 








Start 


183 End 


1021 








.GI . . ._„ ~ . 


... none . ...... Score . 


_.8^, 








Xxoas , 


^JL&a.." ~2jda, JJ6J09. ". J.J5..&6V 9.64^. JJ}2,L._„ '~J ~ U„ 







— 




Seq. No. 


33008 Seq. ID 


OJ991028_ 


_02. 


.0207 


.C6 


Gene No. 


68449 Strand 


+ 








Start 


395 End 


956 








Name 


OJ991028 02.0207.C6.ol.np Method 


AAT/NAP 








Start 


395 End 


956 








GI 


5922623 Score 


105 








Exons 


395. .478, 853. .956 










GI Descrip. 


(AP000492) hypothetical protein [Oryza 


sativa] 










gi| 6016856 | dbj I BAA85199.il (AP000570) hypothetical 


protein 




[Oryza sativa] 










Seq. No. 


33009 Seq. ID 


OJ991028_ 


_02. 


.0207 


.C7 


Gene No. 


68450 Strand 


+ 








Start 


1 End 


504 








Name 


OJ991028 02.0207.C7.ol.np Method 


AAT/NAP 








Start 


1 End 


504 








GI . 


5803259. Score 


683 








Exons. 


1. .504 ;\ ' . • .•" , 










GI Descrip.* 


(AP000399) hypothetical; protein " [Oryza 


sativa] 








Seq. No. 


"33009 Seq. ID 


OJ991028_ 


_"02. 


0207 


.C7 


Gene No. 


68451 Strand 










Start 


42 End 


427 








Name 


OJ991028 02.0207.C7.ol.gs Method 


GENSCAN 








Start 


42 End 


427 








GI . 


none Score 


.87 








Exons 


42. .181, 424. .427 










Seq. No. 


33010 Seq. ID 


OJ991028_ 


_02. 


0207, 


.C8 


Gene No. 


68452 Strand 


+ 








Start 


1 End 


214 








Name 


OJ991028 02.0207.C8.ol.gp Method 


AAT/GAP 








Start 


1 End 


214 









33115 




GI 


uC-osroM202025g03al 




Score 


310 


Exons 


1 . .214 








GI Descrip. 


' 4 835767 /gb | AAD30234 . 1 | 


AC007202 16 7. 


Oe-17 (AC007202) T8K14 




[Arabidopsis thaliana] ' 








Seq. No. 


33010 




Seq. ID 


OJ991028_02.0207 .C8 


Gene No. 


68453 




Strand 




Start 


1 




End 


454 


Name 


OJ991028 02.0207.C8.ol. 


np 


Method 


AAT/NAP 


Start 


1 




End 


454 


GI 


6561156 




Score 


224 


Exons 


1. .454 








GI Descrip. 


(AF109693) allergen-like protein BRSn20 [Sambucus nigra] 


Seq. No. 


33010 




Seq. ID 


OJ991028 02. 0207. C8 


Gene No. 


68453 




Strand 




Start 


1 




End 


454 


Name 


OJ991028 02.0207.C8.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


72 




End 


389 


GI 


none 




Score 


47 


Exons 


72. .143, 73. .144, 119.. 


388, 


123. .389 




„.Seq_.^No 


^3.30 i o_,Z-'.-._r. Z \ \H 




.., .-Se_q......ID 


W -QJ9 .9-1.0-2 8 JJo 2 .0.2 .Q7.., jCR Z- 


Gene No.. 


68453 




Strand 




Start 


1 




End 


454 


Name 


OJ991028_02.0207.C8 .ol. 


gs 


Method 


GENSCAN 


Start 


117 




End 


454 


GI 


none 




Score 


.84 


Exons 


117. .454 








Seq. No. 


33011 




Seq. ID 


OJ991028_02. 0207 .C10 


Gene No. 


68454 




Strand 


+ 


Start 


5 




End 


141 


Name 


OJ991028 02. 0207. C10. ol 


.gs 


Method 


GENSCAN 


Start 


5 




End 


141 


GI 


none 




Score 


1 


Exons 


5. .141 








Seq. No. 


33011 




Seq. ID 


OJ991028_02. 0207. C10 


Gene No. 


68455 




Strand 




Start 


. 1 ... 




End 




Name 


.OJ991028 02.0207.C10.ol 


.np . 


Method 


AAT/NAP ' " 


'Start 


1 ■ . - ^ * ' ' ' ' 




End*' 


96* : " V" • 


GI 


5803259 ' 




Score 


156 


Exons 


1. .96 








GI Descrip. 


(AP000399) hypothetical 


protein [Oryza sativa] 


Seq. No. 


33012 




Seq. ID 


OJ991028_02.0207.C11 


Gene No . 


68456 




Strand 


+ 


Start 


328 




End 


427 


Name 


OJ991028 02.0207.Cll.ol 


.gp 


Method 


AAT/GAP 


Start 


328 




End 


427 


GI 


LIB3477-003-P1-K1-E9 




Score 


169 


Exons 


328. .427 








GI Descrip. 


'24 9858 6/sp|Q40638 IMPOl 


_ORYSA 2.0e-24 


MAJOR POLLEN ALLERGEN 



S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] ' 



33116 



Seq. No. 


33013 










Seq. ID 


OJ991028 


_02.0207.C14 


Gene No. 


68457 










Strand 


+ 




Start 


105 










End 


143 




Name 


OJ991028 02 


.0207 


.C14 .ol 


.gs 


Method 


GENSCAN 




Start 


105 










End 


143 




GI 


none 










Score 


. 61 




Exons 


105. . 


143 














Seq. No. 


33014 










Seq. ID 


OJ991028 


__02.0207.C15 


Gene No. 


68458 










Strand 


+ 




Start 


944 










End 


12393 




Name 


OJ991028 02 


.0207 


.C15.ol 


.gs 


Method 


GENSCAN 




Start 


944 










End 


12393 




GI 


none 










Score 


.79 




Exons 


944 . . 


1039, 


1762. 


.1933, 


2875. 


.2990, 3246.. 3362, 


3629. .3727, 




4167. 


.4214, 


4510 


. .4578, 


4687 


..4762, 5319. .5449, 


5748. .5807, 




6454. 


.6504, 


6954 


. .7014, 


7369 


..7481, 7588. .7705, 


7765. .7826, 




8290. 


.8367, 


8582 


. .8719, 


8814 


..8923, 9524. .9713, 


10743. .1085 




10951 


. .11063, 11115. .11222, 


11714. .11845, 12069 


. .12149, 




12343 


. .12393 












S.e.q„_.-.No..-, 










-. . ~ 
■■• 


^Seq.. ..ID,. 


J3.J3.9.10 2 8.1 02 .,02.QXX15, 


Gene No. 


68458 






— 




■ .Strand 


+ 


■ ■- 


Start 


944 










End 


12393 




Name 


OJ991028 02 


.0207 


.C15.o3 


. tm 


Method 


TBLASTX : 


Maize 


Start 


1761 










End 


2961 




GI 


none 










Score 


159 




Exons 


1761. 


.1931, 


1762 


. 1932, 


1771 


..1932, 2873..2953, 


2874. .2954, 




2875. 


.2961 














Seq. No. 


33014 










Seq. ID 


OJ991028 


_02.0207.C15 


Gene No. 


68458 










Strand 


+ 




Start 


944 










End 


12393 




Name 


OJ991028 02 


.0207 


C15.o4 


. tm 


Method 


TBLASTX : 


Maize 


Start 


4162 










End 


5814 




GI 


none 










Score 


81 




Exons 


4162. 


.4215, 


4163 


.4216, 


4164 


..4217, 4510. .4581, 


4518. .4580, 




4687. 


.4764, 


4689 


.4763, 


5308 


..5451, 5319. .5450, 


5333. .5452, 




5742. 


.5807, 


5747 


.5809, 


5749 


. .5814 






Seq.. No. . 


* . 33014 










Seq. ID 


OJ991028 


_02.0207.C15 


Gene No . 


68458 










Strand 


+ 




Start 


944 ' 










End 


12393 




Name 


OJ991028 02 


.0207. 


C15.o2 


. tm 


Method 


TBLASTX: 


Maize 


Start 


7539 










End 


8349 




GI 


none 










Score 


83 




Exons 


7539. 


.7616, 


7545. 


.7613, 


7546 


..7617, 7546. .7644, 


7553. .7645, 




7667. 


.7810, 


7698. 


.7826, 


7713 


..7826, 7715. .7828, 


8289. .8348, 




8289. 


.8348, 


8290. 


.8349 










Seq. No. 


33014 










Seq. ID 


OJ991028 


_02.0207.C15 


Gene No. 


68458 










Strand 


+ 




Start 


944 










End . 


12393 




Name 


OJ991028 02 


.0207. 


C15.o2 


. ts 


Method 


TBLASTX: 


Soybean 


Start 


7785 










End 


8719 




GI 


none 










Score 


61 





33117 



# • 

Exons 7785.. 7826, 8290.. 8367, 8448.. 8522, 8597.. 8719, 8623.. 8715 

Seq. No. 33014- Seq. ID OJ991028_02 . 0207 . C15 

Gene No. 68458 Strand + 

Start 944 End 12393 

Name OJ991028_02 . 0207 . C15 . ol . ts Method TBLASTX: Soybean 

Start 10739 End 11225 

GI none Score 70 

Exons 10739. .10843, 10742 .. 10855, 10743 10862, 10917 11063, 

10949. .11062, 11139. .11225, 11150. .11212 

Seq. No. 33014 Seq. ID OJ991028JD2 . 0207 . C15 

Gene No. 68458 Strand + 

Start 944 End 12393 

Name OJ991028_02 . 0207 . C15 . ol . tm Method TBLASTX : Maize 

Start 10950 End 12006 

GI none Score 95 

Exons 10950. .11063, 10950 .. 11063, 11139 .. 11225, 11139 .. 11222 , 

11557. .11637, 11557. .11628, 11561 .. 11638, 11561 .. 11629, 

11705. .11875, 11712. .11876, 11713 .. 11847, 11728 .. 1194 9, 

11902. .12006, 11919. .11996 

^Seq>,Jm.S^. I33.QI5!. Z~,Z J.^ i ^ ^ - Seq..- XJ),l'DjAs±aZS^ 

Gene No. 68459 Strand' + 

Start 4077 End 4278 

Name OJ991028_02 . 0207 . CI 6 . o2 . gp Method AAT/GAP 

Start 4077 End 4278 

GI 5003793 Score 383 

Exons 4077.. 4278 

Seq. No. 33015 Seq. ID OJ991028_02 . 0207 . C16 

Gene No. 68460 Strand 

Start 1231 End 2782 

Name OJ991028_02 . 0207 . C16 . ol . gp Method AAT/GAP 

Start 969 End 2782 

GI 17726_1.R1084 Score 1111 

Exons 969. .1367, 1817. .1859, 1942. .1965, 2107. .2160, 2667. .2782 . 

• GI Descrip. f 455-7647/ref j NP_001528,. 1 t.pHSBPl I 3.0e-09 heat shock factor 
binding protein 1 >gi_3283409 (AF068754) heat shock factor 
binding protein 1 HSBP1 [Homo sapiens] ' 

Seq, No. 33015. ~ ,\ Seq. ID O J991028_02". 0207 . CI 6 

Gene No. : 68 4 60 * Strand' - * * 

Start - 1231- < . " End 2 782 • . 

Name" "' OJ991028_02 . 0207 . C16 . ol . gs Method GENSCAN 

Start 1231 End 2573 

GI none Score .77 

Exons 1231. .1374, 1942. .1965, 2107. .2160, 2338. .2411, 2426. .2573 

j 

Seq. No. 33015 Seq. ID OJ991028_02 . 0207 . CI 6 

Gene No. 68461 Strand 

Start 3338 End 3751 

Name OJ991028_02 . 0207 . C16 . ol . tw Method TBLASTX: Wheat 

Start 1209 End 2785 

GI none Score 147 

Exons 1209. .1367, 1233. .1367, 1237. .1368, 1816. .1860, 1817. .1891, 

2103. .2162, 2104. .2166, 2665. .2733, 2666. .2689, 2734. .2763, 



33118 



2735. .2785 



Seq. No. 3.3015 Seq. ID 

Gene No. 684 61 Strand 

Start 3338 End 

Name OJ991028_02 . 0207 . C16 . o2 . gs Method 

Start 3338 End 

GI none - Score 

Exons 3338.. 3751 



OJ991028_02.0207.C16 

3751 
GENSCAN 
3751 
.84 



Seq. -No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq-. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



33016 Seq. ID OJ991028_02 . 0207 . C17 

68462 Strand 
808 End 
OJ991028__02.0207 .C17 .ol.gp Method 
808 End 
14077_1.R1084 Score 

808. .931, 2658. .2770, 3207. .3278, 3377. .3412, 3509. .3554, 
3709. .3796, 3888. .3945, 4159. .4482 

'5903045/gb|AAD55604.1|AC008016_14 2.0e-79 (AC008016) Similar to 
gb_AF108945 signal peptidase 18 kDa subunit from Homo sapiens. 
ESTs gb_H76629, gb_H76949 and gb_H76216 come from this gene. 
[Arabidqpsis thaliana] 1 . ; 



OJ991028 
+ 

5149 
AAT/GAP 
4482 
1528 

.3412, 3509 



33016 - - 

68462 

808 

OJ991028_02.0207.C17.ol.gs 

853 

none 

853. .931, 2658. .2770, 3207. 
4159. .4265, 5069. .5149 



Seq. ID- 
Strand 
End 

Method 

End 

Score 



OJ991028_02 . 0207 ,C17 
+ 

5149 
GENSCAN 
5149 
.91 



.3278, 3377. .3412, 3709. .3796, 



Seq. No. 

Gene No. • 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



33016 
68462 
808 

OJ991028_02.0207.C17 .ol.np 
853 

5903045' 

853. .931, 2658.. 2770, 3207. 



Seq. ID 
Strand 
End 

Method 
End 
Score 
,3278, 3377 
3709. .3796, 3888. .3945, 4159. .4206 

„(AC008016) Similar to gb|.AF10.894 5 signal peptidase 18 kDa 
subunit from^Homc sapiens. E$Ts gb|H76629, -gbJH76949 and 
gb|H76216 come from 'this gene. [Arabidopsis thaliana] 



OJ991028_02.0207.C17 
+ 

5149 
AAT/NAP 
4206 
601 

.3412, 3509. .3554, 



Seq. No. 


33016 










Seq. ID 


OJ991028_02 , 


.0207 


.C17 


Gene No. 


68463 










Strand 








Start 


6472 










End 


8179 






Name 


OJ991028 02 


.0207, 


.C17, 


.o2. 


gs 


Method 


GENSCAN 






Start 


6472 










End 


8025 






GI 


none 










Score 


.49 






Exons 


6472. .8025 


















Seq. No. 


33016 










Seq. ID 


OJ991028_02. 


,0207, 


.C17 


Gene No. 


68463 










Strand 








Start 


6472 










End 


8179 






Name 


OJ991028 02 


.0207. 


,C17, 


.o3. 


np 


Method 


AAT/NAP 






Start 


6847 










End 


8179 







33119 



GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6957707 Score 379 

6847. .7174, 7202. .7629, 8120. .8179 

(AC021640) hypothetical protein [Arabidopsis thaliana] 



33016 
68464 
11530 

OJ991028_02.0207.C17.o2.tm 

841 

none 



Seq. ID OJ991028_02.0207.C17 
Strand 

End 13973 

Method TBLASTX : Maize 

End 4205 

Score 93 



841. .933, 846. .932, 846. .938, 850. .933, 2649. .2768, 2656. .2769, 
2656. .2799, 3158. .3274, 3204. .3278, 3206. .3295, 3207. .3308, 
3374. .3412, 3376. .3414, 3377. .3415, 3496. .3555, 3506. .3568, 
3509. .3568, 3706. .3783, 3708. .3797, 3708. .3782, 3889. .3945, 
3891. .3944, 3892. .3945, 4158. .4205 



Seq. No. 33016 Seq. ID 

Gene No. 68464 Strand 

Start 11530 End 

Name OJ991028_02 . 0207 . C17 . ol . tc Method 

Start 853 • End 

GI._ - _ • . none _ : , ..... . ... _ - Score 

..Exons . 



OJ991028_02.0207.C17 
13973 

TBLASTX: Cress 
4205 - - 

95 



,8,53..., 93.3^.26.5 6 .,...2Z6A,. . 265 7^ 2JJS)^32.0A ...3 2,7.8^321X6.. 3 2JJ..,,_ 
3362.. 34 15> 3376 . -.3414, 3496.. 3555, 3509.. 3568, 3708.. 3797-, 
3708. .3797, 3722. .3826, 3889.-3945, 3891. .3944, 4158. .4205 



Seq. No. 33016 

Gene No. 68464 

Start 11530 

Name OJ991028_02 . 0207 . C17 . o3 . ts 

Start 853 

GI none 

Exons 853.. 933, 2655.. 2765, 2656 



OJ991028 02.0207.C17 



Seq. ID 
Strand 
End 

Method 
End 
Score 

2799, 2657. .2770, 3204. .3278, 
3206. .3295, 3365. .3415, 3377. .3415, 3496. .3555, 3509. .3568, 
3708. .3797, 3708. .3797, 3715. .3798, 3889. .3945, 3891. .3944, 
4039. .4101 



13973 

TBLASTX: Soybean 

4101 

97 



Seq. No. 33016 

Gene No. 684 64 

Start 11530 

Name ' OJ991028_02 . 0207 . C17 . ol . tm. 

Start . 6537 ' , 

GI none .' - . - ' 

Exons 6537. .6617,' 6543. .6608/ 6758. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



OJ991028_02.0207.C17 
13973 

TBLASTX: Maize 
13928 . . ' * . 

■65 • 



Seq. ID 
Strand 
End 

.Method 

End- , 

Score ;- 
,67-93, 6838..6894, 7033, 



7034. .7165, 7240. .7305, 7255. .7293, 7342. .7461, 7343. 



,7182, 
,7459, 



7498. .7569, 7498. .7602, 1374 9 13811 , 13758 .. 13928 , 13783. .13881 



33016 
68464 
11530 

OJ991028_02.0207.C17.o2.ts 

6543 . 

none 



Seq. ID OJ991028_02.0207.C17 
Strand 

End 13973 

Method TBLASTX : Soybean 

End 13931 

Score 74 



6543. .6608, 6553. .6618, 13761 .. 13931 , 13786. .13881 



33016 
68464 



Seq. ID OJ991028_02.0207.C17 
Strand 



33120 



Start 
Name 
Start 
GI 

Exons 



11530 

OJ991028_02.0207.C17.ol.ts 

6877 

none 



End 13973 

Method TBLASTX : Soybean 

End 7602 

Score 63 



6877. .6987, 6958. .7182, 7246. .7314, 7342. .7461, 7343. .7447, 
7498.. 7602, 7520.. 7600 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons.. .. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GL. Descrip. 

Seq. No./ . 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



33016 
68464 
11530 

OJ991028_02.0207.C17.o2.tc 

7246 

none 



Seq. ID OJ991028_02.0207.C17 
Strand 

End 13973 

Method TBLASTX : Cress 

End 8729 

Score 65 



7246. .7311, 7342. .7461, 7343. .7459, 7492. .7626, 8619. .8729 



33016 
68464 
11530 

OJ991028_02 .0207.C17.o3.gs 

11530 

none 



Seq. ID OJ991028_02.0207.C17 
Strand 

End 13973 

Method GENSCAN 

End 13925 

Score .6 



.11530. .11635, 11747. .11906, 12137. .12158, 1294 6. .1314 9, -. 

,,1335.2v-135L23,_i3J42^U3925^ .,_Z 



33016 
68464 
11530 

OJ991028_02 . 0207 .C17.o4 ,np 
13746 
2194119 
13746. .13973 

(AC002062) No definition line found [Arabidopsis thaliana] 



Seq. ID OJ991028_02-.0207.C17 
Strand 

End 13973 

Method AAT/NAP 

End 13973 

Score 142 



33017 
68465 
1 

OJ991028_02.0207.C18.ol.np 
1 

6957707 
1..30, 138. .562, 2239. .2303 

. (AC021640.) hypothetical .protein [Arabidopsis thaliana] 



Seq. ID . OJ991028_02.0207.C18 
Strand 

End 2303 
Method AAT/NAP 
End. 2303 
Score 299 



" 33017- Seq.*- ID OJ991028_02 .0207 . C18 

'68465 - ' " Strand 

1 End 2303 

OJ991028_02 . 0207 . C18 . ol . tm Method TBLASTX : Maize 

141 End 432 

none Score 75 

141. .203, 141. .386, 142. .219, 316. .387, 390. .431, 391. .432 



33017 
68465 
1 

OJ991028JD2 . 0207 . C18 . ol . ts 

141 

none 



Seq. ID OJ991028_02.0207.C18 
Strand 

End 2303 

Method TBLASTX : Soybean 

End 431 

Score 92 



141. .377, 142. .222, 316. .378, 402. .431, 403. .429 



33121 



Seq. No. 33017 

Gene No. 68465 

Start 1 

Name OJ991028_02 . 0207 . C18 . ol . tc 

Start 142 

GI none 

Exons 142.. 225, 147.. 386, 402.. 434 



Seq. ID OJ991028_02.0207.C18 
Strand 

End 2303 

Method TBLASTX : Cress 

End 434 

Score 68 



Seq. No. 33017 

Gene No. 68465 

Start 1 

Name OJ991028_02 . 0207 . C18 . ol . gs 

Start 144 

GI none 

Exons 144 . .596 



Seq. ID OJ991028_02.0207.C18 
Strand 

End 2303 

Method GENSCAN 

End 596 

Score .91 



Seq. No. 
Gene No. 
Start 
Name 
Start.. 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 
.GI . .. . 
Exons. . 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



33017 
68465 
1 

OJ991028_02.0207 .C18.ol.gp 

.147, 

' 724 28_L, ; Ri.0.8,4^_ 

147. .727 

, 4454048/emb|CAA23045.1| 5.0e-ll (AL035394) putative protein 
[Arabidopsis thaliana] 1 



Seq. ID OJ991028_02.0207.C18 
Strand 

End 2303 

Method AAT/GAP - - 

.End _ J21..., ,-. , 

Score , 93.61— , Z^i'S^ 



33018 
68466 
66 

OJ991028_02.0207 .C19.ol.gs 
66 

none 



Seq. ID OJ991028_02.0207.C19 

Strand + 

End 6781 

Method GENSCAN 

End 6781 

Score .48 



66. .103, 442. .550, 606. .3136, 3175. .5231, 5283. .6781 



33018 
68466 
66 

OJ991028_02.0207.C19.ol.np 
1133 

6498441 .. 



Seq. ID OJ991028_02.0207.C19 

Strand + 

End 6781 

Method AAT/NAP 

End 6778 

Score . 6751 



1133... 2196, 2527.. 2990, .3053.. 3426, 36.10 . . 37 4 4 , ." 3"919 . . 4 157 , 
43-50 L .483'4, 5006. . 64-03,, 6497. . 6778 * 

(AP000815) EST C72786 (E2258 )- corresponds to a region of 'the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



33018 
68467 
7411 

OJ991028_02.0207.C19.o6.tw 

1281 

none 



Seq. ID OJ991028_02.0207.C19 
Strand 

End 8368 

Method TBLASTX : Wheat 

End 1673 

Score 58 



1281. .1328, 1335. .14 33, 1352. .1432, 14 00. .1639, 1416. .1673 



33018 
68467 



Seq. ID OJ991028_02.0207.C19 
Strand 



33122 




Start 


7411 








End 


8368 




Name 


OJ991028 02 


.0207 


.C19.o5 


. tm 


Method 


TBLASTX: Maize 




Start 


1286 








End 


1571 




GI 


none 








Score 


193 




Exons 


1286. . 1570, 


1323 


. . 1571 










Seq. No. 


33018 








Seq. ID 


OJ991028 02.0207 


.C19 


Gene No. 


68467 * 








Strand 






Start 


7411 








End 


8368 




Name 


OJ991028_02 


. 0207 


.C19.o3, 


. tw 


Method 


TBLASTX : Wheat 




Start 


2 l 4 1 1 








End 


2897 




GI 


'none 








Score 


413 




Exons 


2411 . . 2584 , 


2412 


. . 2897, 


2606. 


. 2893 






Seq. No. 


33018 








Seq. ID 


OJ991028 02.0207 


.C19 


Gene No. 


68467 








Strand 






Start 


7411 








End 


8368 




Name 


OJ991028J32 


. 0207 , 


.C19.ol, 


. tw 


Method 


TBLASTX: Wheat 




Start 


3060 








End 


3523 




GI 


none 








Score 


93 




Exons 


3060 . . 3236, 


3061 . 


. . 3522, 


3062 . 


.3523 






_S.e.q....No,._.,, 






- -■ 


- » 


. t „Seq...^ID. T ^ 


JDJ9-9 1.028 02-0207* 




Gene No. 


68467 ■ 








Strand 






Start 


7411 








End 


8368 




Name 


OJ991028 02, 


. 0207 , 


.C19.o3. 


, ts 


Method 


TBLASTX: Soybean 




Start 


3101 








End 


3466 




GI 


none 








Score 


117 




Exons 


3101 . . 3325, 


3332 . 


, .3466 










Seq. No. 


33018 








Seq. ID 


OJ991028 02.0207, 


.C19 


Gene No. 


68467 








Strand 






Start 


7411 








End 


8368 




Name 


OJ991028_02 . 


. 0207 . 


,C19.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


3191 








End 


3547 




GI 


. none 








Score 


392 




Exons 


3191 . . 3547, 


3226 . 


. . 3537, 


3278 . 


. 3547 






Seq. No. 


33018 








Seq. ID 


OJ991028 02.0207, 


.C19 


Gene No. 


68467 








Strand 






Start 


. 7411 „ . 








End.. 


8368 . 




Name 


OJ991028 J)2 . 


, 0207 . 


C19.o3. 


tm 


Method 


TBLASTX: Maize 




Start. 


35*74 . 








End - 


^ -* 

3958 




GI- ' ' 


none 








-Score 


360 • 




Exons 


3574 . .3939, 


3575 . 


. 3958 










Seq. No. 


33018 








Seq. ID 


OJ991028 02.0207. 


,C19 


Gene No. 


68467 








Strand 






Start 


7411 








End 


8368 




Name 


OJ991028_02. 


0207 . 


C19.o2. 


tw 


Method 


TBLASTX: Wheat 




Start 


3632 








End 


4056 




GI 


none 








Score 


488 




Exons 


3632. .4051, 


3637. 


.4056 










Seq. No. 


33018 








Seq. ID 


OJ991028JD2.0207. 


C19 


Gene No. 


68467 








Strand 






Start 


7411 








End 


8368 





33123 




Name 


OJ991028 02 


.0207 


.C19.ol 


. ts 




Method 


TBLASTX: 


Soybean 




Start 


3710 










End 


4081 






GI 


none 










Score 


271 






Exons 


3710 . . 4081, 


3727 


. . 3870 














Seq. No. 


33018 










Seq. ID 


OJ99102E 


_02.0207 


.C19 


Gene No. 


68467 










Strand 








Start 


7411 










End 


• 8368 






Name 


OJ991028_02 


. 0207 


.C19.o5 


.tw 




Method 


TBLASTX: 


Wheat 




Start 


4682 










End 


5140 






GI 


none 


* 








Score 


■234 






Exons 


4682 . .4930, 


4706 


. .4930, 


4771. 


.4944, 4991. .5140, 


5000. .5137, 




5002 . . 5139 


















Seq. No. 


33018 










Seq. ID 


OJ99102S 


_02 . 0207 


. C19 


Gene No. 


68467 










Strand 


~ 






Start 


7411 










End 


8368 






Name 


OJ991028 02 


.0207 


.C19.o2 


. ts 




Method 


TBLASTX: 


Soybean 




Start 


4829 










End 


5395 




GI 


5666795 










Score 


68 






Exons 


4829. .4927, 


5003 


. .5140, 


5195. 


.5395 - 








GI ^De scrip. 


-4206306 2.0e-lCU 


(AF04 9110J 


.prppl. [Zea 


mays ]_...__.. 







Seq.- No; 


■ 33018 










Seq. ID 


— - 

OJ991028 


_02 .0207 


.Gl-9 


Gene No. 


. 68467 










Strand 








Start 


7411 










End 


8368 






Name 


OJ991028 02 


.0207 


.C19.o8 


. tw 




Method 


TBLASTX: 


Wheat 




Start 


5143 










End 


5455 






GI 


none 










Score 


189 






Exons 


5143. .5319, 


5156 


. .5344, 


5195. 


.5455 








Seq. No. 


33018 










Seq. ID 


OJ991028 


_02 . 0207 


. C19 


Gene No. 


68467 










Strand 








Start 


7411 










End 


8368 






Name 


OJ991028 02 


.0207 


.C19.o2 


. tm 




Method 


TBLASTX : 


Maize 




Start 


5648 










End 


5971 






GI 


none 










Score 


362 






Exons 


5648. .5971, 


5677 


. .5958 














Seq. No. 


33018 










Seq. ID 


OJ991028 


_02.0207 


.C19 


Gene No. 


68467 










Strand 








Start 


7411 . 










End 


8368 






Name 


OJ991028 02 


.0207 


.Cl§.o4 


.■tw 




Method 


.TBLASTX: 


Wheat 




Start 


57 85 










End 


6166 






GI 


none 










Score 


375 






Exons 


5785. .5841, 


5786 


. . 6166, 


588 


7. . 


6135 








Seq. No. 


33018 










Seq. ID 


OJ991028 


_02.0207 


.C19 


Gene No. 


68467 










Strand 








Start 


7411 










End 


8368 






Name 


OJ991028 02 


.0207 


.C19.o7 


tw 




Method 


TBLASTX: 


Wheat 




Start 


6167 










End 


6769 






GI 


none 










Score 


265 






Exons 


6167. .6451, 


6172 


. 6450, 


6643. . 


6765, 6644.. 6769 






Seq. No. 


33018 










Seq. ID 


OJ991028 


_02.0207 


.C19 


Gene No. 


68467 










Strand 









33124 




Start 


7411 




End 


8368 








Name 


OJ991028 02.0207.C19.o4 


. tm 


Method 


TBLASTX : 


Maize 




Start 


6638 




End 


6808 








GI 


none 




Score 


197 








Exons 


6638. .6808, 6643. .6807 














Seq. No. 


33018 




Seq. ID 


OJ991028 


_02 


. 0207 


.C19 


Gene No. 


68467 




Strand 










Start 


7411 




End 


8368 








Name 


OJ991028 02.0207.C19.o2 


.gs 


Method 


GENSCAN 








Start 


7411 




End 


8345 








GI 


none 




Score 


.74 








Exons 


7411. .7766, 7823. .8345 














Seq. No. 


33018 




Seq. ID 


OJ991028 


_02 


.0207 


.C19 


Gene No. 


68467 




Strand 










Start 


7411 




End 


8368 








Name 


OJ991028 02 . 0207 ,C19.o2 


. np 


Method 


AAT/NAP 








Start 


7414 




End 


8368 








GI 


6907089 




Score 


1180 








Exons 


7414 . . 8368 














GI Descrip._ 


(AP00112 9). .hypothetical 


protein [Oryza 


sativa] , 







: , ; 


r — r — 

Seq. No. - 


— ._..„ — 

33019 




Seq. ID 


.... . ir _, ;wrri . 

OJ991028 


_02 


.0207 


: 

.C20 


Gene No. 


68468 




Strand 


+ 








Start 


3115 




End 


3548 








Name 


OJ991028 02.0207.C20.o2 


.np 


Method 


AAT/NAP 








Start 


3065 




End 


3545 








GI 


5042454 




Score 


343 








Exons 


3065. .3261, 3492. .3545 














GI Descrip. 


(AC007789) putative polyprotein [Oryza 


sativa] 








Seq. No. 


33019 




Seq. ID 


OJ991028 


_02 


.0207, 


.C20 


Gene No. 


68468 




Strand 


+ 








Start 


3115 




End 


3548 








Name 


OJ991028 02.0207.C20.o2 


.gs 


Method 


GENSCAN 








Start 


3115 




End 


3548 








GI 


none 




Score 


.41 








Exons 


3115. .3261, 3492. .3548 














Seq. No. „ 


33019 




Seq. ID 


OJ991028 


_02 


.0207. 


.C20 


Gene No . 


68469 




Strand 










Start 


1 : 




End 


1998 : 








Name 


OJ991028 "02'.0207.C20.ol 


.np 


Method 


AAT/NAP 








Start 


1 




End 


1998 








GI 


6907089 




Score 


2546 








Exons 


1..642, 737. .1998 














GI Descrip. 


(AP00112 9) hypothetical 


protein [Oryza 


sativa] 








Seq. No. 


33019 




Seq. ID 


OJ991028 


_02 


.0207. 


,C20 


Gene No. 


68469 




Strand 










Start 


1 




End 


1998 








Name 


OJ991028 02.0207.C20.ol, 


. gs 


Method 


GENSCAN 








Start 


150 




End 


1998 








GI 


none 




Score 


.77 








Exons 


150. .642, 737. .1998 















33125 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



33019 Seq. ID 

68470 Strand 

37 94 End 

OJ991028_02 . 0207 . C20 . o3 . np Method 

37 94 End 

1118091 Score 



OJ991028_02.0207.C20 

5584 
AAT/NAP 
5486 
70 



3794. .3868, 4143. .4273, 5023. .5124, 5294. .5486 
(U41557) histidine-rich [Caenorhabditis elegans] 



33019 Seq. ID 

68470 Strand 

3794 End 
OJ991028_02 . 0207 . C20 . o3 . gs Method 

5005 End 

none Score 

5005. .5159, 5278. .5584 



OJ991028_02.0207.C20 

5584 
GENSCAN 
5584 
.53 



Seq. No. 33019 Seq. ID 

Gene No. 68471 Strand 

Start 6127 End 

Name OJ991028_02 . 0207 . C20 . ol . tm Method 

...Start 6127 _. . . . . .. . End 

.none., , ^ ,_, r - S core. 

Exons 6127.. 6270, 6384.. 6578 ■"" 



OJ991028_02.0207.C20 
6578 

TBLASTX: Maize 

.6578 

Jls'6. ^ 



Seq. No. 33020 Seq. ID 

Gene No. 68472 Strand 

Start 2247 End 

Name OJ991028_02 . 0207 . C21 . o2 . gs Method 

Start 2247 End 

GI none Score 

Exons 2247.. 2409 



OJ991028_02.0207.C21 

2409 
GENSCAN 
2409 
.52 



Seq. No. 33021 

Gene No. 68473 

Start 151 

Name OJ991028_02 . 0207 . C22 . ol . gs 

Start 151 

GI none 

Exons 151. .251, 333. .459, 605. .685 



Seq. ID OJ991028_02.0207.C22 

Strand + 

End 685 

Method GENSCAN 

End 685 

Score .56 



Seq. No/ 33021 ^ . Seq.. ID 

Gene No*. ■ - '6847.4 .-'Strand' 

Start " 1803 " • - ' End "■■ 

Name OJ991028_02 . 0207 . C22 . ol . gp Method 

Start 1803 End 

GI none Score 

Exons 1803.. 2413 



OJ9ai028_02 . 0207 . C22 
+••■*.. 

2413- : 
AAT/GAP 
2413 
1198 



Seq. No. 33021 Seq. ID 

Gene No. 68475 Strand 

Start 1566 End 

Name OJ991028_02 . 0207 . C22 . o2 . gs Method 

Start 1566 End 

GI none Score 

Exons 1566. .1744, 2322. .2370 



OJ991028_02.0207.C22 

2370 
GENSCAN 
2370 
.62 



33126 




Seq. No. 


33022 




Seq. ID 


OJ991028_02 


.0207 


.C23 


Gene No. 


68476 




Strand 


+ 






Start 


1 




End 


1558 






Name 


OJ991028 02.0207.C23.ol 


.np 


Method 


AAT/NAP 






Start 


1 




End 


1558 






GI 


1517814 




Score 


51 






Exons 


1..25, 1059.. 1229, 1512 


. .1558 










GI Descrip. 


(U31083) erythrocyte membrane 


protein 


1 ■ [Plasmodium falcipa 


Seq. No. 


33022 




Seq. ID 


OJ991028JD2 


.0207 


.C23 


Gene No. 


68476 




Strand 


+ 






Start 


1 




End 


1558 






Name 


OJ991028 02.0207.C23.ol 


.gs 


Method 


GENSCAN 






Start 


956 




End 


1003 






GI 


none 




Score 


. 55 






Exons 


956. . 1003 












Seq. No. 


33023 




Seq. ID 


OJ991028_02 


0207 


.C24 


Gene No. 


68477 




Strand 








Start 


411 




End 


1528 






Name 


OJ991028 02.0207.C24 .ol 


.gs 


Method 


GENSCAN 






..Start.. 


411 ... . . ...... .... 




.End. ;- . ...... 


1528 






_G,Lu^ 






-Scoxe.. 








Exons 


411. .532, 842. .881, 1209. .1462, I486.. 


1528 






Seq. No. 


33024 




Seq. ID 


OJ991028 02, 


0207 


.C25 


Gene No. 


68478 




Strand 


+ 






Start 


1 




End 


1083 






Name 


OJ991028 02.0207.C25.ol 


np 


Method 


AAT /NAP 

full / Ii xl L. 






Start 


1 




End 


1083 






GI 


2191135 




Score 


344 






Exons 


1..69, 268. .1083 












GI Descrip. 


(AF007269) A_IG002N01 . 1' 


1 gene 


product 


fArabidoD^i ^ 

|_ *- i-L _l_ \*JL v#/ k-/ _1_ O 


thaliana. 


Seq. No. 


33024 




Seq. ID 


OJ991028 02. 


0207 


C25 


Gene No. 


68478 




Strand 


+ 






Start 


1 




End 


1083 






Name 


OJ991028 02.0207.C25.ol. 


gs 


Method 


GENSCAN 






Start 


279 




End 


1073 






GI 


none 




Score 


.95 






Exons 


279.. 1073 












Seq.* No.-* 


33024 \ - 




Seq. ID 


OJ.991028_.02-. 


0207. 


C2> 


Gene No. 


'68479 




Strand - 


■ + 






Start 


1349 




End 


6022 






Name 


OJ991028 02.0207.C25.o2. 


np 


Method 


AAT/NAP 






Start 


1349 




End 


3669 






GI 


6957707 




Score 


579 






Exons 


1349.. 1,428, 2756.. 3066, 


3197. . 


3669 








GI Descrip. 


(AC021640) hypothetical 


protein [Arabidopsis thaliana] 




Seq. No. 


33024 




Seq. ID 


OJ991028_02. 


0207. 


C25 


Gene No. 


68479 




Strand 


+ 






Start 


1349 




End 


6022 






Name 


OJ991028 02.0207.C25.o2. 


gs 


Method 


GENSCAN 






Start 


2584 


End 


4343 






GI 


none 




Score 


.85 







33127 




Exons 


2584 . .3066, 3197. .3733, 


3791. 


.3925, 3951.. 4066, 4187.. 4343 


Seq. No. 


33024 




Seq. ID 


OJ991028JD2.0207 .C25 


Gene No. 


68479 




Strand 


+ 


Start 


1349 




End 


6022 


Name 


OJ991028 02.0207.C25.o3 


.np 


Method 


AAT/NAP 


Start 


3571 




End 


5717 


GI 


6957707 




Score 


464 


Exons 


3571. .3598, 4 960. .5717 








GI Descrip. 


(AC02164 0) hypothetical 


protein [Arabidopsis thaliana] 


Seq. No. 


33024 




Seq. ID 


OJ991028_02.0207.C25 


Gene No. 


68479 




Strand 


+ 


Start 


1349 




End 


6022 


Name 


OJ991028_02 . 0207.C25.o3. 


gs 


Method 


GENSCAN 


Start 


4764 




End 


6022 


GI 


none 




Score 


.45 


Exons 


4764 . . 5036, 5174 . . 6022 








Seq. No. 


33024 




Seq. ID 


OJ991028_02.0207 .C25 


Gene No. 


68479 




Strand 


+ - - . . - 


Start, 


134 9 ..... „ 




..End.. 


. 6022...... : . 


.Name-,- . - 


_ Q.J331D28„b 2 _0 2D J ^£2^.qA . 




:.Meth.od„- - 


Jaat/nap, __ f " • Lw 


Start - 


4960 ... 




End 


5717 


GI 


6957707 




Score 


452 


Exons 


4960. . 5717 








GI Descrip. 


(AC02164 0) hypothetical 


protein [Arabidopsis thaliana] 


Seq. No. 


33024 




Seq. ID 


OJ991028__02.0207.C25 


Gene No. 


68480 




Strand 


+ 


Start 


8088 




End 


11590 


Name 


OJ991028 02.0207.C25.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


263 




End 


11589 


GI 


none 




Score 


109 


Exons 


263. .391, 279. .398, 408. 


.569, 


426. .527 


, 579. .608, 677. .1018, 




678. .1061, 937. .1020, 954. .1052, 2781. 


.3053, 2793.. 2924, 




2794. .3069, 2878. .3063, 


3227. 


.3490, 3262.. 3495, 3620. .3736, • 




3864.. 3896, 3867.. 3950, 


3954. 


.4061, 3954. .4052, 3980. .4060, 




4961. .4993, 4962. .4994/ 


5004. 


.5117, 5039. .5086, 5118. .5210, 




5136. .5213, 5168. .5215, 


5171. 


.5212, 5215. .5253, 5219. .5254, 




5282. .5380,. 5302. .5379, , 


5338. 


.5514, 5354.. 5509, .5.506 . ..5535 ,. 




5507..553"6, 5549. .'5608, 


5642.' 


.5788, 5671.. 5733, 5.846. 76022, 


* 


5855. . 6016/. 58£6. .6060/ 


11466 


; .'11498, 


114 67. ."U4 99, . 




11509. . 11589, 11544 . .11588- ''• 






Seq. No. 


33024 




Seq. ID 


OJ991028_02.0207.C25 


Gene No. 


68480 




Strand 


+ 


Start 


8088 




End 


11590 


Name .. 


OJ991028 02.0207.C25.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


279 




End 


11586 


GI 


none 




Score 


94 


Exons 


279. .419, 408. .605, 2794 


..3072, 2799.. 


2924, 2878.. 3072, 




3259. .3381, 3260. .3511, 


4962. 


.4994, 5010. .5117, 5118. .5213, 




5201. .5254, 5381. .5509, 


5456. 


.5608, 5645.. 5689. 11467 11499 




11515. .11586 








Seq. No. 


33024 




Seq. ID 


OJ991028_02.0207.C25 



33128 




bene ino . 


D O 4 O U 




Strand 


+ 


Start 


8088 




End 


11590 


Name 


OJ991028 02.0207.C25.o2 


. tc 


Method 


TBLASTX: Cress 


C +- v- +- 


4 ?9 




End 


6016 




none 




Score 


127 


P 1 v r\ y\ c 


4^9 RfiQ 714 77*3 RRR 




911. .928 


, 972. .1043, 974. .101 




^^R^ ^4QH "3Rfi7 ^Q^9 




.4061, 5396. .5503, 5648. .5740, 




SR4Q SQ96 ^Q^fi 601 










^094 




Seq. ID 


OJ991028_02.0207.C25 




DO 4 0 U 




Strand 


+ 


Start 


8088 




End 


11590 


Name 


OJ991028 02.0207.C25.o2 


. ts 


Method 


TBLASTX: Soybean 




\J Z? <L 




End 


6013 


Ol 


none 




Score 


147 




6Q9 R^S 711 R^6 RRR 


..1040, 914. .1015, 969. .1058, 3614.. 




?R67 ?Q^R "3QS4 4D4Q 


3962. 


.4054, S693..5788, 5846. .6013, 




RRR7 ^QQ4 








Q o rr KT r\ 

oeq . LN o . 


^094 




Seq. ID 


OJ991028_02.0207.C25 


Gene No. 


68480 




Strand 


+ 


r Start - ... 


8088 . ■.. 




End.. t _ 


11590 . 


..-Name-- , ..... — ^ 


-...6j9.ai.0i.8 JlZ. 0 2.0.7. ..C25,..oi. 




,.. Method w 


JBLA&TX:£Lr : ess_ . 


Q 4- a -r +- • 


2773 • 




End 


•11586 


LjI 


none 




Score 


314 


Exons 


2773. .3063, 2991. .3059, 


4962. 


.5003, 5016. .5117, 5118. .5210, 




5219. .5254, 1 14 67 114 99, 11521. .11586 




Seq. No. 


33024 




Seq. ID 


OJ991028_02.0207.C25 


Gene No. 


68480 




Strand 


+ 


u LaL t 


8088 




End 


11590 


Name 


OJ991028 02.0207.C25.o5 


.gs 


Method 


GENSCAN 


Q-h ^ r-t- 
OLal L 


8088 




End 


10168 




none 




Score 


.82 




8088. .8147, 8808. .8879, 


9131. 


.9185, 9712. .9901, 10060. .1016! 


Con Ma 


33024 




Seq. ID 


OJ991028_02.0207.C25 


Gene No. 


68480 




Strand 


+ 


Start 


8088 




End 


11590 


IN Ctll.Lt. 


OJ991028 02.0207.C25.o5. 


.np 


Method 


AAT/NAP 




.1,0067 . ... 




End 


11590 




6957707 




Score 


,78 


Exons 


1006.7. .10095, .11408. .l r 1590- j. 






Ol Ucotiip. 


(AC021640) hypothetical 


protein ■ [Arabidopsis thaliana]- 


Seq. No. 


33024 




Seq. ID 


OJ991028_02.0207.C25 


Gene No. 


68480 




Strand 


+ 


O Lai L 


8088 




End 


11590 


Name 


OJ991028 02. 02.07. C25.o6, 


.gs 


Method 


GENSCAN 


OLal C 


11281 




End 


11570 


GI 


none 




Score 


. 96 


Exons 


11281. .11570 








Seq. No. 


33025 




Seq. ID 


OJ991028_02.0207.C26 


Gene No. 


68481 




Strand 


+ 


Start 


1 




End 


388 


Name 


OJ991028 02.0207.C26.ol, 


.np 


Method 


AAT/NAP 



33129 



Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



End 
Score 



388 
140 



2194119 
1..160, 197. .388 

(AC002062) No definition line found [Arabidopsis thaliana] 



33025 Seq. ID 

68481 Strand 

1 End 
OJ991028_02.0207.C2 6.ol.gs Method 

107 End 

none Score 
107. .379 



OJ991028_02.0207 .C26 
+ 

388 

GENSCAN 

379 

.96 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq.^Np 
„Gene.:N.o- . 
• Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name ., . 
Start 
GI ■ ■ 
Exons 



33025 
68482 
1056 

OJ991028_02.0207.C26.ol.ts 
3 

none 

3. .92, 191. .370, 244. .351 

33025 ■ . . . . 

684 82- .. : ■ - ^ .^^^-^ - 

1056 - -* 

OJ991028_02.0207.C2 6.ol. tm 
21 

none 

21. .92, 191. .379, 212. .373, 253. .393 



Seq. ID 
Strand 
End 

Method 
End 
Score 



..Seq..... ID 
..atxand...- 
End 

Method 
End 
Score 



33025 Seq. ID 

68482 Strand 
1056 End 
OJ991028_02 . 0207 . C26 . o2 . gs Method 
1056 End 
none Score 
1056. .1234, 1538. .1637 

33026 Seq. ID 

68483 Strand 
222 End 
OJ991028_02..0207.C27.ol.gs . Method 
,222 / * ^ End. . 
'rtone r . . Score 
222. .344/ 361.. 428', 539.. 695 ■ - ■ " 



OJ991028_02.0207.C26 
+ 

1637 

TBLASTX : Soybean 

370 

106 



. O J9.9 1 0 25_0 2,. 02 0 7 JC2 6, 

,J-„„ ;.„_ v „ : 

1637 • 

TBLASTX: Maize 

393 

81 



OJ991028_02 . 0207 . C2 6 
+ 

1637 
GENSCAN 
1637 
.89 



OJ991028_02 . 0207 .C27 
" + 

695 

GENSCAN 
695 . 
'.49' 



Seq. No. 33026 Seq. ID 

Gene No. 68484 Strand 

Start 1581 End 

Name OJ991028 JD2 . 0207 . C27 . o2 . gs Method 

Start 1581 End 

GI none Score 

Exons 1581.. 1832 



OJ991028_02.0207.C27 

1832 
GENSCAN 
1832 
.81 



Seq. No. 33027 " ' Seq. ID 

Gene No. 68485 Strand 

Start 202 End 

Name OJ991028_02 . 0207 . C28 . ol . gs Method 



OJ991028_02.0207.C28 

2064 
GENSCAN 



33130 



Start 
GI 

Exons 



202 End 1821 

none Score .77 

202. .325, 403. .780, 1253. .1821 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI- Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



33027 
68485 
202 

OJ991028_02.0207.C28.ol.np 
517 

479357 
517. .2064 

hypothetical protein 612 - maize transposon MuA2 
gi I 22375 | emb | CAA4 4 165 | (X62251) ORF [Zea mays] 



Seq. ID OJ991028_02.0207.C28 
Strand 

End 2064 

Method AAT/NAP 

End 2064 

Score 767 



33027 Seq. ID 

68485 Strand 

202 End 
OJ991028_02 . 0207 . C28 . o2 . tm Method 

603 End 

none Score 

603.. 797, 604 , .750, 789.. 992' 



OJ991028_02.0207.C28 
2064 

TBLASTX: Maize 

992 

97 



Gene No. ■' - 68485 "- -" ■ 

Start 202 

Name OJ991028_02 . 0207 . C28 . ol . tm 

Start 1024 
GI none 

Exons 1024.. 1296, 1027.. 1293, 1303 

1453. .1677 



_S.e.q...~ LD,^jOJ.9-91_0.2 8L_02,..02.0a^C2.8„_ 

Strand '- - - "' ...... - 

End 2064 

Method TBLASTX : Mai ze 

End 167 7 

Score 65 
..1428, 1303. .1653, 1334. .1648, 



Seq. No. 33028 Seq. ID 

Gene No. 68486 Strand 

Start 10061 End 

Name OJ991028_02 . 0207 . C29 . o2 . tw Method 

Start 8923 End 

GI none Score 

Exons 8923.. 8964, 8980.. 9195 



OJ991028_02.0207 .C29 
+ 

10771 

TBLASTX: Wheat 

9195 

58 



Seq. No. 33028 Seq. ID 

.Gene No. 68486 . ... Strand 

Start 10061 ; End 

>ame/ ' OJ991028_02 -J02O7 . C2.9 ,o2 . np, 'Method ■ 

Start ' 10061*' End ■ 

GI 2522230 Score 

Exons 10061. .10771 

GI Descrip. (AB007467) retrotransposon-like gene; 

determined to be leucine [Vicia faba] 



OJ991028_02.0207.C29 
+ 

10771 . \ 
' AAT/NAP. 
10771 •"• 
336 

the first amino acid was 



Seq. No. 33028 

Gene No. 68486 

Start 10061 

Name OJ991028_02 . 0207 . C2 9 . ol . tw 

Start 10091 

GI none 
Exons 



Seq. ID OJ991028_02.0207.C29 
Strand 
End 

Method 
End 
Score 



+ 

10771 

TBLASTX: Wheat 

10462 

112 



10091. .10234, 10277. .10462, 10348. .10461 



33131 



Seq. No. 33029 

Gene No. 68487 

Start 77 

Name OJ991208_05 . 0204 . C3 . ol . gs 

Start 77 

GI none 

Exons 77.. 107, 340.. 500, 690.. 783, 
1975. .2064 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991208JD5. 
+ 

2540 
GENSCAN 
2064 
.91 



0204. C3 



1067. .1117, 132 9. .1391, 1697. .1759, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 

Namje. , , , : 

.Start,™!. - 
GI - ■ 
Exons 

Seq. No. 
Gene No. 
Start . 
Name 
Start 
GI 

Exons 

GI Descrip. 



33029 Seq. ID 

68487 Strand 

77 End 

OJ991208_05.0204 .C3.ol.np Method 

691 End 

4455255 Score 
691. .783, 1067. .1129 

(AL035523) putative protein [Arabidopsis thaliana] 



OJ991208_05.0204 .C3 
+ 

2540 
AAT/NAP 
1129 
106 



33029 Seq. ID 

68487 Strand 
77 End 
,OJ991208_05.,0204, C.3.. ol...gp : , ^ Method..,. 

none " ' ■ - - Score 

1545. .1573, 1697. .1759, 1975. .2540 



OJ991208_05.0204.C3 
+ 

2540 ■ - 

AAT/GAP . 



..End, : _.„2.51Q,_^ 



1230 



33029 
68488 
3413 

OJ991208_05.0204 .C3.o2.gp 
3293 

546 1.R1084 



OJ991208_05.0204.C3 
+ 

8847 
AAT/GAP 
5714 
1480 



Seq. ID 
Strand 
End 

Method 
End 

_ Score 
3293. .3463, 3662. .3710, 4691. .4922, 5364. .5714 
'585551/ sp | Q0 7661| NDK1_0RYSA 1.0e-84 NUCLEOSIDE DIPHOSPHATE 

KINASE I (NDK I) (NDP KINASE I) >gi_6297 98_pir S43330 

nucleoside-diphosphate kinase (EC 2.7.4.6) - rice 

>gi_30384 9_dbj_BAA037 98_ (D16292)' nucleoside diphosphate kinase 

[Oryza sativa] 1 



Seq. No. 33029 

Gene No. . 68488 . 

Start ' 3413 

^ame '■ O j991208J)5..-0204 . 

Start- - 3413 ' 

GI " none 

Exons 3413.. 3463, 3662. 

7306.. 7802, 8300. 



"G3.o2.gs 



.3710, 
. 8847 



4691. 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.4922, 



OJ991208_ 
+ 

8847 
GENSCAN 
• 8847 
.72 

5364 . . 5431, 



05. 0204. C3 



6847. .7201, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



33029 
68488 
3413 

OJ991208_05.0204 .C3.o2.np 

3413 

585551 



Seq. ID OJ991208 05. 0204. C3 



Strand 
End 

Method 

End 

Score 



+ 

8847 
AAT/NAP 
5478 
703 



3413. .3463, 3662. .3710, 4691. .4922, 5364. .5478 

NUCLEOSIDE DIPHOSPHATE KINASE I (NDK I) (NDP KINASE I) (NDPK I) 
gi| 629798 Ipir | IS43330 nucleoside-diphosphate kinase (EC 2.7.4.6) 



33132 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



- rice gi|303849|dbj IBAA03798I (D16292) nucleoside diphosphat 
kinase [Oryza sativa] 



33029 
68488 
3413 

OJ991208 

6828 

4164576 



05.0204.C3.o3.np 



Seq. ID OJ991208_05.0204.C3 

Strand + 

End 8847 

Method AAT/NAP 

End 8826 

Score 1212 



6828. .7223, 7346. .7802, 8300. .8826 
(AF098946) CTF2A [Arabidopsis thaliana] 



33029 Seq. ID 

68489 Strand 

10265 End 

OJ991208_05. 0204 .C3.o3.gs Method 

10265 End 

none Score 

10265. .10802, 10841. .117 99 



OJ991208_05.0204.C3 

12173 
GENSCAN 
11799 
. 96 



Seq. No. 
Gene No 

Name 
Start . 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



33029 ... seq. ID 

... 68 4 8 9. w . ..Strand, 

,-JL.QZ65 w r _ - s , End.. 

OJ991208_05. 0204 .C3.o4 .np Method 
10274 End 
4512670 Score 



OJ991208* 05.-0204.C3 



.,._1.21Z3._ 



AAT/NAP 

12173 

647 



10274. .10767, 10845. .11702, 12060. .12173 

(AC006931) putative cytochrome P450 [Arabidopsis thaliana] 



33029 
68490 
15322 

OJ991208_05.0204.C3.ol.tm 

3406 
none 

3406. .3462, 
4690. .4932, 
5536. .5574 



3407. .3466, 3661. 
5361. .5474, 5362. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991208 05. 0204. C3 



18579 

TBLASTX: Maize 
5574 
91 

3714,' 3662. .3715, 4689. 
5484, 5362. .5475, 5536. 



.4931, 
,5565, 



Seq. No. 
.Gene No. 

Start 
•Name 

Start' 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 
Seq. No. 



33029 

68490 .' 
15,322 

OJ9912-08_05 . 0204 . C3 .'o2 . tc- 

3412 

none 



Seq. ID OJ991208__05.0204.C3 

Strand . - . . ... 

End. 18579 \ 

Method 'TBLASTX* Cress 
End ' ' 5481 
Score 86 



3412. .3459, 3413. .3466, 3662. .3715, 4688. .4924, 4689. .4922, 
4689. .4931, 4690. .4932, 4696. .4941, 5361. .5474, 5362. .5481 



33029 
68490 
15322 

OJ991208_05.0204 .C3.ol . tw 

3415 

none 



Seq. ID OJ991208_05.0204.Cj3 
Strand 

End 18579 

Method TBLASTX : Wheat 

End 4892 

Score 74 



34lb..34Hb, 3416. .3466, 3662. .3715, 4689. .4892, 4690. .4890 
33029 Seq. ID OJ991208 05. 0204. C3 



33133 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



68490 Strand 

15322 End 

OJ991208_05. 0204 .C3.o2.ts Method 

4 677 End 

none Score 



18579 

TBLASTX : Soybean 

5565 

130 



4677. .4931, 4680. .4922, 4681. .4932, 4708. .4941, 5361. .5474, 
5362. .5565 



Seq. No. 33029 
Gene No. 68490 
Start 15322 

Name OJ991208_05 . 0204 . C3 . ol . tc 

Start 7029 
GI none 

Exons 7029.. 7208, 7043.. 7207, 7346. 

7685. .7810, 7687. .7803, 8275. 
8626.. 8802 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.7480, 7526 
.8550, 8295 



OJ991208 05. 0204. C3 



18579 

TBLASTX : Cress 
8802 
199 

7672, 7549. 
8513, 8625. 



,7650, 
,8798, 



Seq. No. 33029 
Gene No. 68490 
Start 15322 

Name..._. : _ pJ9?1208_05 A 0204 .C3_..o6. ts 

..S,t ar.L_-_.-~ r ^7I15.6._ „ 

GI • none - 

Exons 7056.. 7208, 7058.. 7171 



Seq. ID OJ991208_05.0204.C3 
Strand 

End 18579 
Method TBLASTX : Soybean 
_ End_ _Z20.8 SSSSS 



Score 



185 



Seq. No. 33029 

Gene No. 68490 

Start 15322 

Name OJ991208_05 . 0204 . C3 . o2 . tm 

Start 7553 

GI none 

Exons 7553.. 7672, 7555.. 7653, 7685. 

8298. .8393, 8397. .8438, 8398. 



Seq. ID OJ991208_05. 0204 .C3 
Strand 

End 18579 

Method TBLASTX : Mai ze 

End 8438 

Score 193 

7810, 7690. .7803, 8275. .8394, 
8436 



Seq. No. 33029 

Gene No. 68490 

Start 15322 

Name OJ991208_05 . 0204 . C3 . o4 . ts 

Start 7582 

GI.., none .... 

Exons 7582.. 764.1," 7583.. 7672, 7685". 

8298.". 8513 ..' - ' $ 



Seq. ID OJ991208_05.0204.C3 
Strand 

End 18579 

Method TBLASTX : Soybean 

End 8523 

Score., 136 

7810 v 7687. .7803, . 8275. .8523, 



Seq. No. 33029 

Gene No. 68490 

Start 15322 

Name OJ991208_05 . 0204 . C3 . o5 . ts 

Start 8629 

GI none 

Exons 8629.. 8802, 8634.. 8801 



Seq. ID OJ991208_05.0204.C3 
Strand 

End 18579 

Method TBLASTX : Soybean 

End 8802 

Score 195 



Seq. No.. 33029 

-Gene No. 68490 

Start 15322 

Name OJ991208J35 . 0204 . C3 . o3 . ts 

Start 10289 



Seq. ID OJ991208_05.0204.C3 
Strand 

End 18579 

Method TBLASTX : Soybean 

End 10688 



33134 




C T 


none 






Score 


115 




Exons 


10289. . 


10330, 10320 


■ . X U fl D J , 


1034 6, . 104 77, 104 96. .10687, 






10497. . 


10688 










o e q . LN o . 


33029 






Seq. ID 


OJ991208_05.0204 


. Lj 


Gene No . 


68490 






Strand 






Start 


15322 






End 


18579 




Ma mo 


OJ991208 05. 0.204. C3 




Method 


TBLASTX: Cress 






10370 






End 


11631 






none 






Score 


81 




Exons 


10370 . . 


10471 10374 


. . 1U4 / £. , 


10502. . 10768, 10512. .10685, 






10846. . 


10974, 11491 


1 1 6^1 








C ^ rr Mr\ 

oeq, ln o . 


33029 






Seq. ID 


OJ991208_05.0204 


. Lj 


Gene No. 


68490 






Strand 






Start 


15322 






End 


18579 






OJ9912C 


8_05.0204 .C3 


■ (J 1 . LIil 


Method 


TBLASTX: Maize 






10580 






End 


10914 






none 






Score 


122 




DAUIlO 


10580. . 


10708, 10581 


. . ± U O -/ ± , 


10697. . 107 68, 10714 . .10770, 






■ 10846.. 


10914, 10853 


i nQi 9 

■ . ± \J zJ X c* 








.Sje.q-._No-. 


33.023,„ 




: .: .... . 


__.Seq...^jpL 


-"ojaai zb : 8_Q.5l 02'6aZc3 


Gene' No. 


• 68490 




- - - 


Strand ■ 






OLdl L 


15322 






• End 


18579 




Name 


OJ991208 05. 0204. C3 


Ol , lS 


Method 


TBLASTX : Soybean 






10993 






End 


11490 




P T 


none 






Score 


125 




LAUilO 


10993. . 


11490, 11135 


1 1 'JOT 








Seq. No. 


33029 






Seq. ID 


OJ991208_05.0204 


.C3 


Gene No . 


68490 






Strand 






u Lai L 


15322 






End 


18579 




Name 


OJ99120 


8_05.0204 .C3 


oj . tm 


Method 


TBLASTX: Maize 




OLdl L 


11209 






End 


11644 




rij 


none 






Score 


113 




Hi AU1 1 O 


11209. . 


11445, 11210. 


. 11 JOU, 


114 43. . 11631, 11501. .1164 4 




Onrr Mr* 


33029 






Seq. ID 


OJ991208_05.0204 


.C3 


Gene No. 


68490 






Strand 






Start . 


15322 . 




- 


-End 


18579 .. „ 




Mama 


. OJ991208 05. 0204. C3. 


o4 . qs 


Method 


GENS CAN 






15322 


* 




( End . - ' ■ 


■18579 • • " 






none 






Score 


.69 




V v o n c 


15322. . 


15511, 16276. 


. IOjoD/ 


17085. .17194, 1734 6. .17 388, 






17883. . 


17936, 18513. 


1 OCTQ 








Qcarr Mo 
o ti ^ . i\(J . 


33029 






Seq. ID 


OJ991208_05.0204 


.C3 


Gene No. 


68490 






Strand 






Start 


15322 






End 


18579 




Name 


OJ991208 05. 0204. C3. 


o5 . tm 


Method 


TBLASTX: Maize 




Start 


16479 






End 


17191 




GI 


none 






Score 


183 




Exons 


16479. . 


16727, 16492. 


.16728, 


16528. . 1672 


8, 16535. .16729, 






i6yuy . . 


17031, 16909. 


.17031, 


17043. .1718 9, 17045. .17191 




Seq. No. 


33029 






Seq. ID 


OJ991208_05.0204 


.C3 



33135 




Gene No. 


68490 


Strand 






O Ldl L 


X _> £. z. 


ILiilCL 


1 0 D i :? 




Name 




Method. 






Of- -a r-4- 


1 6667 ~ 

1DDD / 


Cilia 


i *7i ni 

1 /1U1 




O X 


R6P16Q0 

.J U O U ,7 W 


Score 


4 97 






1 6667 16719 1 6Q1 7 17101 










O J U J \J 


OCL|. 1U 


HTQQ1 9flft OR C\1C\A 


n a 




6R4 Q1 


Cf v-ja r>H 
uLI alia 






Start 


1 


End 


3683 




Name 


OJ991208 05.0204.C4.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


3683 






6330416 


Score 


83 






1..30, 362. .463, 540. .635, 14 


46. .1511, 


2551. .2604, 3169 


. . JZOl , 




3359. .3683 








OX UCOLIl^i 


(AB033027) KIAA1201 protein [Homo sapiens] 




OC>^ • IN <w> • 


33030 


Seq. ID 


OJ991208JD5.0204 


r* A 




68491 


Strand 






Start 


1 


End 


3683 




Name 


OJ991208 05.0204.C4.ol.gp-- - 


Method 


■ AAT/GAP 




Starts 


,,17 ,. , _ . , 


.End . , .. ; 


3396 ,._ 




GI 


._uC-osf.lM2Q20i6.aQJbU.. \l l^.Jll. 


_ Score 


...890 




I? vr\n c 


-17. .39, 151. .248, 362. .463/ 5 


40. .635, 


144 6-. .1511,- -2551. 


.- 2 601, ■•■ 




3169. .3231, 3375. .3396 










, 2842469/emb|CAA16847.1| 2.0e 


-21 (AL021747) hypothetical protein 




[Schizosaccharomyces pombe] f 








Seq. No. 


33030 


Seq. ID 


OJ991208_05.0204 


.C4 


Gene No. 


68491 


Strand 






Start 


1 


End 


3683 




M o mo 
in aiuc 


OJ991208 05.0204 .C4.ol.gs 


Method 


GENSCAN 




o Lai L. 


151 


End 


3563 




O X 


none 


Score 


.66 




ill AUl 10 


151.. 248, 540.. 635, 2551.. 2601, 3169.. 


3231, 3279.. 3563 






33030 


Seq. ID 


OJ991208_05.0204 


.C4 - 


Gene No. 


684 91 


Strand 






Start 


1 


End 


3683 




Name 


OJ991208 05.0204 .C4.ol.tm 


Method 


TBLASTX: Maize 






365.. . . . ...... ... 


End 


1518 




GI 


none. . " . . 


Sc,ore 


96 






* 365. .502-, 366. .-440, 368. .463, 


540. .716, 541*. 636; .1441. 


.1512, ' 




' 1446: . 1511; 1450. .1518 '" 








Seq. No. 


33031 


Seq. ID 


OJ991208 05.0204 


.C5 


Gene No. 


68492 


Strand 


+ 




Start 


2835 


End 


3906 




Mam c± 


OJ991208 05.0204.C5.ol.,gs 


Method 


GENSCAN 




Cf p rt- 


2835 


End 


3906 




GI 


none 


Score 


.52 




Exons 


2835. .2894, 3889. .3906 








Seq. No. 


33031 


Seq. ID 


OJ991208_05.0204 


.C5 


Gene No. 


68493 


Strand 






Start 


5593 


End 


8567 




Name 


OJ991208 05.0204 .C5.ol.np 


Method 


AAT/NAP 





33136 



otart 


CCQ1 






End 


8567 




vjl 


o Q Pi Q O /I "7 

zouyz^ / 






Score 


1484 




Exons 


ccqi "7 O £ 9 


/lit) 


..7482, 8445. 


.8567 






ol UcoOLip. 




TT9 1 n"7 
J!tlD/ 


.16 [Arabidopsis thaliana] 




Seq. No. 


33031 






Seq. ID 


OJ991208 


J35.0204 .C5 


Gene No. 


68493 






Strand 


- 




o Lai L 








End 


8567 




Name 


n tqq i 9 nft 




.C5.o2 .gs 


Method 


GENSCAN 




jtalL 


JJ^J 






End 


7566 




PT 


none 






Score 


.52 




LAU11 o 














OC^i IN (J . 


jjU j! 






Seq. ID 


OJ991208 


nc no n a pc 
UO . UZU4 . CO 










Strand 






Start 


5593 






End 


8567 




Name 


OJ991208 05 


.0204 


.C5.ol.tc 


Method 


TBLASTX: 


Cress 


O Lai L 








End 


6810 




PT 


none 






Score 


95 




Exons 


Rft 4 9 £1 a R 
OOflZ . . DIDO/ 


RQ09 


..6108, 5915. 


.6244, 5915. .6148, 


CQOA /"One 

oy^u . . ozoo , 




C.QQO £9 "3 /I 


£01 Q 


a^aa cnQi 
. DjO d , DU y i . 


.63.18, 6196.. 6417, 


Dzoz-. . bo bl , 


* *- - 


JO 4 UD. . DO / 


^ D 4 0 1 


..657.0,.. 6709... 


.6804, 67.15... 6810, 


p / 4 / .„ - p o 1U 


o e C| . LN O . 


jjUjI 


— , — , - 




Seq. • ID 


OJ991208 


■ Uo . UzU4 .Co • 


Gene No. 


68493 






Strand 






Start 


5593 






End 


8567 




Name 


n TQQ1 90Q OR 


0 9 0 4 
. UZ U H 


C5.ol.tm 


Method 


TBLASTX: 


Mai ze 


oLdrt 


Q yl 9 
JO 4 Z 






End 


6933 




Ul 


none 






Score 


60 




Exons 


co 4 o £901 


DO HO 


.6384, 5848. 


.6066, 5917. .6513, 


6016. .6597, 




Cinq CQ 1 n 


(Tin q 


.6801, 6817. 


.6933 






OcL], IN U . 


jjUjI 






Seq. ID 


OJ991208 


nc r\o n a r*c 
Uo . UzU4 . Co 


belle IMO . 


CO / 
DO ff :70 






Strand 






Q1- a y-t- 
o Ldl t. 


o o :? o 






End 


8567 




Name 


OJ991208 05 


.0204. 


C5.ol.ts 


Method 


TBLASTX: 


Soybean 


Start 


5848 






End 


6933 


± 


none 






Score 


67 ' 




Exons 


J040 . . DU O fi , 


0 0 0 4. 


.6348, 5903. 


.6088, 5959. .6453, 


CQCfi ai A Q 

o y bU . . bl4 o , 




an an a c c p 

DUD / . , DjjO, 


£0 £R 
DU DO . 


.6247, 6274. 


.6597, 6343..64S6, 


/tcqc an a a 
Doyo . . b / 4 4 , 




670£ 


^R R 


.6711,. 6709. 


.6810, 6709. .6801, 


an i a coi i 
p / 1 b . ..boll, 


. • • • ■ 


CI COI A 
D/DD. .DOIU^ 


Do Z J . 


.6933 








JC^> L\l KJ . 








Seq. ■T'D" 


OJ991208 


nc *n o n a ' n a' 
UO . UzU4 . CD 


Gene No. 


68494 






Strand 


+ 




Start 


3231 






End 


4226 




Name 


OJ991208 05 


.0204 . 


C6 . ol . np 


Method 


AAT/NAP 






3173 






End 


4201 




ui 


5042454 






Score 


794 




Exons 


3173. .3312, 


3639. 


.3745, 3801. 


.4201 






1 (I rt rt V~ T 

ul UcSCiip. 


(AC007789) putative polyprotein [Oryza 


sativa] 




Seq. No. 


33032 






Seq. ID 


OJ991208 


_05.0204 .C6 


Gene No. 


68494 






Strand 


+ 




Start 


3231 






End 


4226 




Name 


OJ991208 05 


0204 . 


C6.o2 .gs 


Method 


GENSCAN 




Start 


3231 






End 


4226 





33137 




C T 


none 


Score 


C A 

. 54 






Exons 












Seq. No. 


33032 


Seq. ID 


OJ991208 


_05.0204 


.C6 


Gene No. 


68495 


Strand 








Cf 3 v-+- 


zuu 


Lna 


£KJ bo 






Name 


n TQQi OHQ ac; non/i r* £ <- 

ujyyi^uo uj . u^:U4i . ud . oi . gs 


Method 


bhNbLAN 












zubo 






P T 


none 


Score 


. D 






T7 1 v t~\ o 


iUU. ■ jjD; ± O :? *i . . Z U DO 










beq . ino . 


jjUjj 


beg. id 




(JO . U^U4 


. c / 




68496 


Strand 


+ 






Start 


1221 


End 


2063 






Name 


OJ991208 05.0204.C7.ol.np 


Method 


AAT/NAP 








1221 


End 


2063 






P T 


5042448 


Score 


1157 






Exons 


1221. .1800, 1831. .2063 










UcbCl ip . 


(AC007789) putative ORF0 protein of RIRE8B gypsy-type 






retrotransposon [Oryza sativa 


] 








beq . no . 


. 33033 


; Seq.,.ID. 


,.OJ9?1208 


J) 5. .0204, 




J2enje_No...„,„ 


_.68A9J„___ _______ 


.Strand.., 








Start 


2320 


End • 


6882 ~ 






Name 


OJ991208 05.0204 .C7.o2.np 


Method 


AAT/NAP 






C+- v4- 

btart 


2320 


End 


6882 






C T 


4680179 


Score 


7879 






Exons 


2320. . 6882 










GI Descrip. 


(AF111709) polyprotein [Oryza 


sativa s.ubsp. indica] 




beq . no . 


33033 


Seq. ID 


OJ991208 


_05.0204 


. C7 


P ancs Kl ^> 
NO . 


68498 


Strand 


+ 






Start 


18250 


End 


24972 






Name 


OJ991208 05.0204. C7.ol.gp 


Method 


AAT/GAP 






OLdlL 


18145 


End 


18530 






PT 


uC-osflcyp033a04bl 


Score 


625 






Exons 


18145. .18530 










ui uescrip. 


' 6016845/dbj | AP000570 . 1 | AP000570 3.0e- 


-59 Oryza 


sativa genomic 




DNA, chromosome 1, clone : P0711E10 1 








oecj,. LNO . 


33033 . . . 


Seq. ID 


OJ991208 


JDS. 0204 


.C7 


Gene No. 


68498 


Strand 


+ 






Start* * ' 


18250 


End • 


24 97.2 






Name 


OJ991208 05.0204 .C7.o5.gs 


Method 


GENSCAN 






oLalT- 


18250 


End 


24972 






PT 


none 


Score 


.87 








18250. .18315/ 19412. . 19541, 19584 .. 20177 , 20216 


. .20244, 






20470. .24972 










beq . no . 


'33033 


Seq. ID 


OJ991208_ 


_05.0204 


.CI 


Rpnp No 


68498 


Strand 


+ 






Start 


18250 


End 


24972 






Name 


OJ991208 05.0204.C7.o2.gp 


Method 


AAT/GAP 






Start 


19687 


End 


20141 






GI 


95437 1.R1084 


Score 


786 






Exons 


19687. .20141 










GI Descrip. 


' 4 512226/cibj | AB014 738 . 1 | AB014738 1 . Oe- 


134 Oryza 


sativa 





33138 






gypsy-type retrotransposon 


RIRE3 DNA, 


internal region, 


complet 




sequence 1 








Seq. No. 


"!) *5 A 15 "3 

33033 


Seq. ID 


OJ991208 05.0204 


.C7 


Gene No. 


68498 


Strand 


+ 




Start 


18250 


End 


24972 




Name 


OJ991208 05.0204.C7.o4.np 


Method 


AAT/NAP 




Start 


22180 


End 


24951 




GI 


4539665 


Score 


3369 




Exons 


22180. .24951 








GI Descrip. 


(AF061282) polyprotein [Sorghum bicolor] 




Seq. No. 


33033 


Seq. ID 


OJ991208_05.0204 


,C7 


Gene No. 


68499 


Strand 


_ 




otart 


12525 


End 


15754 




Name 


OJ991208 05.0204.C7.o2.gs 


Method 


GENSCAN 




Of -s v-4- 

btart 


12525 


End 


15754 . 




bl 


none 


Score 


.87 




Exons 


12525. .14450, 14492. .15754 








Seq. No. 


33033 


Seq. ID 


OJ991208 05.0204 


vC7 


Gene ^Np . , v 


68499 


.Strand- 


_ 




..siar£ .".1J..V«. 


_ .125,25,,, ... 


,_.j:nd 


I Jk575.4Z.^ZL-l ™1J 




Name 


OJ991208 05.0204.G7.o3.np - 


• -Method 


AAT/NAP 




Start 


12528 


End 


15754 




GI 


6907089 


Score 


4079 




Exons 


12528. .14397, 14492. .15754 








GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] - 




Seq. No. 


33033 


Seq. ID 


OJ991208_05.0204 


.C7 


Gene No. 


68500 


Strand 






o tart 


16821 


End 


17150 




Name 


OJ991208 05.0204.C7.o3.gs 


Method 


GENSCAN 




Start 


16821 


End 


17150 






none 


Score 


■ 97 




Exons 


16821. .17150 








Seq. No. 


33033 ■ 


Seq. ID 


OJ991208_05. 020-4 


.C7 


Gene No. 


68501 


Strand 






Start 


17578 


End 


24977 




Name . 


OJ991208 05.0204 .C7..o9.tw 


Method 


TBLASTX: Wheat . _ 




Start 


' 2587 


End 


21045 






none " . 


Score 


, 308 




Exons 


2587.. 2946, 2613.. 2687, 2712. .2945, 20683. . 21045, 20715 


. . 21044 


Seq. No. 


33033 


Seq. ID 


OJ991208_05.0204 


.C7 


Gene No. 


68501 


Strand 






Start 


17578 


End 


24977 




Name 


OJ991208 05.0204.C7.o6.tm 


Method 


TBLASTX: Maize 




Start 


2827 


End 


21231 




GI 


none 


Score 


215 




Exons 


2827. .3159, 2827. .3111, 284 


4. .3014, 20940. .21056, 20941 


. .21231 


Seq. No. 


33033 


Seq. ID 


OJ991208_05.0204. 


,C7 


Gene No. 


68501 


Strand 






Start 


17578 


End 


24977 




Name 


OJ991208 05.0204.C7.ol0.tm 


Method 


TBLASTX: Maize 





33139 



Start 
GI 

Exons 



3463 End 21912 

none Score 184 

3463. .3783, 3516. .3608, 21559. .21912 



Seq. No. 33033 

Gene No. 68501 

Start 17578 

Name OJ991208_05 . 0204 . C7 . olO . tw 

Start 3466 

GI none 
Exons 



Seq. ID OJ991208_05.0204 . C7 
Strand 

End 24977 

Method TBLASTX : Wheat 

End 22017 

Score 152 . 



3466. .3675, 3516. .3614, 3675. .3815, 3697. .3888, 3726. .3881, 
21595. .21804, 21651 .. 2 174 3, 2184 9 .. 21962, 21850. .22017 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



33033 
68501 
17578 

OJ991208_05.0204 ,C7 .o4 . tw 

4045 

none 



Seq. ID OJ991208_05.0204.C7 
Strand 

End 24977 

Method TBLASTX : Wheat 

End 22614 

Score 550 



4045. .4527, 4149. .4484, 4174. .4518, 12361 .. 12438, 22132 .. 22 182 , 
22236. .22571, 22237. .22614 



JS.eq.*._ No- 
Gene- No-. 
Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



33.033™,,.. ^ , 

68501 

17578 

OJ991208_05. 0204 .C7.o5. tm 

4057 

none 



„Sjeq..,_ ID_. OiI.9aiZ0a^n^...0.2.01..,C ; 7 _ „ 

Strand - 

End 24977 
Method TBLASTX : Mai ze 
End 22433 
Score 322 



4057. .4344, 4155. .4346, 2214 4 224 31, 22240 .. 224 31 , 22242. .22433 



33033 
68501 
17578 

OJ991208_05.0204 .C7.o3.tm 

4414 

none 



Seq. ID OJ991208_05.0204.C7 
Strand 

End 24977 

Method TBLASTX : Maize 

End 23001 

Score 161 



4414. .4593, 4579. .4914, 4665.-4799, 22501 .. 22680 , 22509 .. 22655, 
22687. .23001, 22827 .. 22880, 22908. .22958 



Seq. No. 

Gene No. 

Start 

Name. 

Start 

GI 

Exons 



33033 
68501. 
17578 

OJ991208_05.02.04 .C7.ol.ts 

•4468 • • • 
none 



Seq. ID OJ991208_05.0204.C7 
Strand 

End 24977 
Method - ' TBLASTX: Soybean 
End -22950 ■ - 

Score 57 



4468. .4500, 4468. .4512, 4504. .4863, 4504. .4584, 4599. .4862, 
22555. .22587, 22557 .. 2258 6, 22591 .. 22 950, 22593 .. 22 631 , 
22659. .22949 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



33033 
68501 
17578 

OJ991208_05.0204 .C7.o6.tw 

4576 

none 



Seq. ID OJ991208JD5.0204.C7 
Strand 

End 24977 

Method TBLASTX: Wheat 

End . 22965 

Score 398 



4576. .4872, 4596. .4877, 22663 .. 22 965, 22665. .22949 



33140 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



33033 
68501 
17578 

OJ991208JD5.0204 .C7.o3.tw 

4878 

none 



Seq. ID OJ991208_05.0204.C7 
Strand 

End 24 977 

Method TBLASTX : Wheat 

End 23388 

Score 78 



4878. .5063, 4879. .5304, 4911. .5222, 4957. .5304, 22966 .. 23388 , 
22998.-23387 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



33033 
68501 
17578 

OJ991208_05.0204 .C7.o3.ts 

4885 

none 



Seq. ID OJ991208_05.0204 .C7 
Strand 

End 24977 

Method TBLASTX : Soybean 

End 23217 

Score 204 



4885.. 5130, 22972. .23217, 22989.. 23117 



Seq. No. 
Gene No. 
Start 
Name ■ 
Start ... 

Exons 



33033 
68501 
17578 

OJ991208_05.0204,C7.o2 . tm 

4 951 • - . , . .. . 



Seq. ID OJ991208_05.0204.C7 
Strand 

End 24977 

Method . -TBLASTX: Maize 

End .... • „ 23400, .... 



.._,.apne. : ,.^. 



w . . ^S.ao re^'-v. - .4.8 , 



4951. .-5304, 4953. .5219, ■ 5005. .-53-16, 23037. .23387/ 23038. .23391, 
23038.. 23400 



Seq. No. 33033 

Gene No. 68501 

Start 17578 

Name OJ991208_05 . 0204 . C7 . o2 . tw 

Start 5344 

GI none 
Exons 



Seq. ID OJ991208_05.0204 .C7 
Strand 

End 24977 

Method TBLASTX : Wheat 

End 23959 

Score 612 

5344. .5871, 5425. .5838, 5463. .5870, 23391 .. 23954 , 23422 .. 23958 , 
23494. .23958, 23711.. 23959 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI . 

Exons 



33033 
68501 
17578 

OJ991208_05.0204.C7.ol.tc 
5578 

none. . ... 



Seq. ID OJ991208JD5.0204 .C7 
Strand 

24977 

TBLASTX: Cress 
23982 
89 . 



End 

Method 
End 

• Score 

5578. .5751, 5752. .5895, 5754. .5894, 23665 23838, 23839 .. 23982, 
238*41. .23981- . - . ' . . , ' ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 



33033 
68501 
17578 

OJ991208_05.0204 .C7.o2.ts 

5659 

none 



Seq. ID OJ991208_05.0204 . C7 
Strand 

End 24977 

Method TBLASTX : Soybean 

End 24006 

Score 299 



5659. .5919, 5664. .5918, 2374 6 .. 24006, 23751. .24005 



33033 
68501 
17578 

OJ991208_05.0204 .C7.o4.tm 
5718 



Seq. ID OJ991208_05.0204 .C7 
Strand 

End 24977 

Method TBLASTX : Mai ze 

End 24096 



33141 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none Score 389 

5718. .6005, 5719. .6009, 23804 .. 23956, 23805 .. 24092 , 23806. .24096 



33033 
68501 
17578 

OJ991208_05.0204 .C7.ol. tw 

5878 

none 



Seq. ID OJ991208_05.0204 .C7 
Strand 

End 24977 

Method TBLASTX: Wheat 

End 24591 

Score 721 



5878. .6504, 5880. .6284, 6065. .6307, 6333. .6503, 23965 .. 24591 , 
24021. .24479, 24466. .24588 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq-. No. 
_ .£ene.,.Nq-. 
' - Start '" • 
Name 
Start 
GI 

Exons 



33033 
68501 
17578 

OJ991208_05.0204 .C7.ol.tm 

6058 

none 



Seq. ID OJ991208_05.0204 .C7 
Strand 

End 24977 

Method TBLASTX : Maize 

End 24744 

Score 226 



6058. .6219, 6066. .6212, 6217. .6657, 6219. .6644, 24 14 5 .. 24 306, 
24153. .24299, 24 303 .. 24728 , 24304. .24744 



33033__ -...,-..,,.„,,Seq.„ ID„_OJ9 9 12 08^05 ..0204.^7, 

l^i(01-. v? .^ TO _-- ..-___-^„S±rand_._- ^ . „„. „_™1^ 

17578" ' ■ End- ■ 24 977 • - 

OJ991208_05 . 0204 . C7 . o7 . tw Method TBLASTX : Wheat 

6505 End 24924 

none Score 374 

6505. .6837, 6529. .6612, 6597. .6713, 6819. .6872, 24591 .. 24860, 
24592. .24924, 24595. .24903 



Seq. No. 33033 

Gene No. 68501 

Start 17578 

Name OJ991208_05 . 0204 . C7 . 08 . tm 

Start 6661 

GI none 
Exons 



Seq. ID OJ991208_05.0204.C7 
Strand 

End 24977 

Method TBLASTX : Mai ze 

End 24977 

Score 191 



6661. .6858, 24 74 8 .. 24 94 5, 24759 .. 24854, 24847 .. 24 942, 
24921.. 24977 



Seq. No. 
Gene No. 
Start 
Name ■ 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

bxons 



33033 

68501 . . 

17578 

OJ99l20^_05 . 0204 . «."o5 . tw 

9143' - 

none 



Seq. ID OJ991208_05.0204.C7 

Strand - . . 

End 24977 

Method TBLASTX : Wheat ■ ■/ 

End- 12255 • 

Score 414 



9143. .9235, 11484 .. 11657, 11485 .. 11967 , 11679 .. 11939, 
12058. .12255, 12058 .. 1224 0 , 12111.. 12254 



33033 
68501 
17578 

OJ991208_05.0204 .C7 .08 . tw 

10354 

none 



Seq. ID OJ991208__05.0204 .C7 
Strand 

End 24977 

Method TBLASTX : Wheat 

End 10746 

Score 58 



1U354. .10401, 104 08. .10506, 10425. .10505, 104 73. .10634, 
10489. . 10746 



33142 




Seq. No. 


33033 




Seq. ID 


OJ991208 


_05.0204 


.C7 


Gene No. 


68501 




Strand 


- 






Start 


1 / 0 / 0 ; - 




End 


24 977 






Name 


OJy y lzUo_Qo . 0204 . C7 


. o7 . tm 


Method 


TBLASTX : 


Maize 




Start 






End 


1064 4 






GI 


none 




Score 


193 






Exons 


im^Q in^/iT imoc 


1 n a a a 
. . 1U o4 4 










Seq. No. 


33033 




Seq. ID 


OJ991208 


_05.0204 


.C7 


Gene No. 


68501 




Strand 








Of 2r f 


1/3/0 




End 


24977 






Name 


ujyyizuo uo.uzu4.c/ 


o9 . tm 


Method 


TBLASTX: 


Maize 




Start 


1 01 no 
1Z 1 Uj 




End 


12438 






bl 


none 




Score 


53 






Exons 


iziuo. . izzuo 


1 0 A *3 Q 
. 1 Z 3 Jo , 


12213. . 12437 






Seq. NoV' 


33033 




Seq. ID 


OJ991208 


_05.0204 


.C7 


Gene No. 


68501 




Strand 








0 l ar u 


1/0/0 




End 


24977 






Name 


ujyyizuo uo.uzu^.c/. 


o4 . gs 


Method 


GENSCAN 






Start 


l/O/O 




End 


17709 ■ 




■ - 


VjjI - . 


none. _ ^ 


----- 


._ Score 








^.Exons,, 


1 *7 "7 Q 1 








— ,~ 


— 


Seq. v No. 


33034 




Seq. ID 


OJ991208 


_05.0204 


,C8 


Gene No. 


68502 




Strand 


+ 








1038 




End 


1471 






Name 


OJ991208 05. 0204. C8. 


ol.gs 


Method 


GENSCAN 






Start 


1038 




End 


1471 






C T 
vjl 


none 




Score 


.76 






Exons 


1038. .1115, 1340. .1471 










Seq. No. 


33034 




Seq. ID 


OJ991208 


_05.0204 


C8 


Gene No. 


68503 




Strand 


+ 






Of vf 

otari 


3184 




End 


4403 






Name 


OJ991208 05. 0204. C8. 


o2 . gs 


Method 


GENSCAN 






otart 


3184 




End 


4403 






bl 


none 




Score 


. 62 






Exons 


3184. .3291, 3548. .3892, 426C 


. .4403 








oeq . no . 


33034 




. . Seq. ID . 


OJ991208_ 


05 . 0204 


Q8 


bene uJ.p . 


. 68504 . 




Strand 


+ 






Start '." 


14172 




End' 


20574 






Name 


•OJ991208- 05.0204 .C8. 


o4.gs 


Method 


GENSCAN 








14172 




End 


20574 








none 




Score 


.49 






Exons 


14172. .14279, 14464. 


.14571, 


14780. . 1504 


8, 16039 


. . 16306, 






16439. .16514, 17112. 


. 17200, 


17383. . 17505, 17934 


. . 18023, 






18232. .18276, 19065. 


.19196, 


19508. .19596, 20550 


. . 20574 






33034 




Seq. ID 


OJ991208_ 


Uj . UZ U4 . 


Lo 


Gene No. 


68504 




Strand 


+ 






Start 


14172 




End 


20574 






Name 


OJ991208 05. 0204. C8. 


o2 . np 


Method 


AAT/NAP 






Start 


16142 




End 


19208 






GI 


3288823 




Score 


538 






Exons 


16142. .16306, 16439. 


. 16514, 


17112. . 17200, 17934 


.18023, 





33143 



GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



18232. .18276, 18366 .. 18440, 19068.. 19208 
(AF063852) FUSS [Arabidopsis thaliana] 



33034 Seq. ID 

68505 Strand 

1 End 

OJ991208_05.0204 .C8 .ol.np Method 

1 End 

5922623 Score 



OJ991208_05.0204.C8 

1547 
AAT/NAP 
1547 
353 



1..21, 708. .783, 951. .1098, 1467. .1547 

(AP000492) hypothetical protein [Oryza sativa] 

gi| 6016856|dbj IBAA85199.il (AP000570) hypothetical protein 

[Oryza sativa] 



33034 Seq. ID 

68506 Strand 

5391 End 

OJ991208_05.0204 .C8 .o3.gs Method 

5391 End 

none Score 



OJ991208_05.0204.C8 

10819 
GENSCAN 
10819 
.4 



5391. .5906, 5936. .7065,- 7358. .8286, 8970. .9636, 9703. .10000, 
10781. .10819 _ 



33034 - ■ Seq. ID 

68507 Strand 

19936 End 

OJ991208_05.0204 .C8 .ol.gp Method 

19936 End 

none Score 
19936. .20285 



OJ991208_05.0204.C8 

20285 
AAT/GAP 
20285 
523 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



33034 
68508 
20279 

OJ991208_05. 0204 ,C8 .ol.tm 
15963 
none 
15963. 
16400. 
17114. 
17932. 
18345. 
•19019; 



,16028, 16106. 

,16528, 16427. 

,17203, 17114. 

,18024, 17939. 

,18437, 18363. 
,19225, • 19068. 

19476. .19598, 19966.' 



, 16183, 
, 16516, 
.17203, 
,180.25, 
, 18437, 
, 19196, 
,20193, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

16195 

16438 

17925 

18231 

18365 

19070 

19966 



33034 
68508 
20279 

OJ991208_05. 0204 .C8.o3.np 
20279 
3687235 



OJ991208_05.0204.C8 
22978 

TBLASTX: Maize 
20193 
52 

16317, 16235. .16318, 
16518, 17113. . 17199, 
18023, 17928. .18032, 
18278, 18232. .18282,. 
18469, 18365. . 18460, 
19198, 19475. . 19597, 
20073, 19967 . .20074 



OJ991208 05. 0204. C8 



Seq. ID 
Strand 

End 22978 
Method AAT/NAP 
End 22237 
Score 106 
20279. .20315, 21616 .. 21842, 22164. .22237 

(AC005169) copia-like retroelement pol polyprotein [Arabidopsis 
thaliana] 



Seq. No. 
Gene No. 



33034 
68508 



Seq. ID 
Strand 



OJ991208 05. 0204. C8 



33144 



o tart 


z uz / y 


hna 


zz9 /o 


Name 


ouyyizuo uo . Uz04 . Co . oo . gs 


Method 


GEN SCAN 


otart 


Z 1 b 1Z 


T-> _ _1 

End 


22978 


P T 
bl 


none 


Score 


O /t 

. o4 


Exons 


^iDlz. ,^lo4z, zZooo..ZZy/o 






oeq . no . 


J jU jj 


beq. ID 


a to m o o o r\ r~ 

OJyylzUo Oo 


Gene No. 


68509 


Strand 


+ 


Start 


1 


End 


737 


Name 


uuyyizuo uo . uzu4 . . 01 . np 


Method 


7\ 7\ rp / M 7\ T5 

AAI / NAir 


Of n v-+- 


i 




9 9 9 

/ o / 


P T 


A A R R 9 R R 
4 4 D OZ 0 0 


Score 


£T R 

DO 


TP v r^i 

o xons 


1 1"7Q 9 1 R m 

i . . i / y , / id . . / j / 








trtijuj j j / putaLive proiein 


[ Arabidops 


i s thaliana ] 


Seq. No. 


33035 


Seq. ID 


OJ991208_05 


Gene No. 


68509 


Strand 






i 


hna 


9 9 9 


Name 


Pi TQQ1 OHQ OR AOAyl o q _T 

ujyyizuo uo.uzU4.c_y.oi.gs 


Metnoa 


bENSCAN 


oian 


y o 


hna 


1 /U 


P T 

bl ■ 


none 


Score -■■ 


. / y * 


XT' v y\ t^i t~? 

. bxons ^ , 


0,9 1 in 






Seq. No. 


- 33036 


- Seq. ID 


OJ991208_05 


Gene No. 


68510 


Strand 




OUaiL 


Z 1 J 




R >l R 

04 0 


Name 


ujyyizUo uo.uzU4.biu.oi.tm 


Method 


TBLASTX:Mai: 


Of n vf 


Z U o 


End 


4 73 


bi 


none 


Score 


O R 
O 0 


Exons 


onq 9R9 oi n OR/ 9 >i 9 yi 9 9 
ZUo. . Z0Z , Z1U. . Z 04 , 04 Z . .4 / O 


9 / Q A 9 1 
z o4 y . . 4 / 1 




Seq. No. 


33036 


Seq. ID 


OJ991208_05 


Gene No. 


68510 


Strand 




Cf a v-4- 


9 19 
Z 1 0 


hna 


R VI R 

040 


Name 


'PTQQ190Q OR O 9 O /I A rt T 

ujyyizuo uo . uzu4 . biu . 01 . gs 


Method 


GENSCAN 


C 4- v- -f- 

ot art 


9 1 "5 
Z 1 J 


End 


54 o 




none . 


.■ Score 


R 9 

. oz 


Exons 


OI O 9R1 9/19 R/1R 
Z1J..Z01, O4Z..040 






o e q . ln o . 


9 9 A. 9 £ 


Seq. ID 


/~\ TOOT O A O AC 

OJ9ylz0o 05 


..Gene No. 


68510 . 


. Strand 




Start 


213 


. End . 


545 


Name 


" PiTQQ190Q OR DOHA PI it' XI nr> 

■ uu :? :? i z u o uo.uzu4.biu, .-O i . np 


Method 


AAT/NAP ' 




9/19 ~- . " . 
04Z 


- End 


545 


P T 
bl 


/I /I R R 9 R R 
4 4 0 OZ 0 0 


Score 


147 


T7 1 /-\ t*\ 


9/19 R /I R 
J 4 Z . .040 






bi uescrip. 


/7\T09RR99\ r>nf ~> 4- -I tt ^ « -^^4- rt -I « 

(/iiiujoozoj putative protein 


[Arabidopsis thaliana] 


Seq. No. 


33037 


Seq. ID, 


OJ991208_05. 


Gene No. 


68511 


Strand 




Start 


600 


End 


1328 


Name 


OJ991208 05.0204.Cll.ol.gs 


Method 


GENSCAN 


Start 


600 


End 


1128 


GI 


none 


Score ' 


. 9" 


Exons 


600,. 725, 799.. 927, 1003.. 1128 




Seq. No. 


33037 


Seq. ID 


OJ991208_05. 



33145 



Gene No. 


68511 


Strand 






Start 


600 


End 


1328 




Name 


OJ991208 05.0204 .Cll.ol.np 


Method 


AAT/NAP 




btart 


620 


End 


1328 




C T 


4455255 


Score 


174 




TP \r /-\ t"*i O 


620. .725, 799.-927, 1305. .1328 






bi uescrip . 


t/iLujjjz j j putative protein 


[Arabidops 


is thaliana] 




oeq. ln o . 


JJUjO 


Seq. ID . 


OJ991208_05 


. 0204 . C12 


Gene No. 


SI 9 

U O »J J_ 


Strand 






Start 




End 


3820 




Name 


OJ991208 05.0204 .C12.ol.np 


Method 


AAT/NAP 




o car l 


1 


End 


2179 




P T 


4455255 


Score 


322 






1 99 407 SOS 117c I^^Q 


2061. .2179 






\t\LiV oddzo ) putative protein 


[Arabidopsis thaliana] 




Seq. No. 


jjUjO 


Seq. ID 


OJ991208 05 


.0204. C12 


Gene No. 


OO J 1 £L 


Strand 






Start 


1 


End 


3820 




Name 


OJ991208 05.0204.C12.ol.gs 


• Method 


GENSCAN 


.- _ . 


O J j -v- 4- 

bLajc 




End . . 


_3820_____. 




GT 


— none..., „, _ „ 






— — — — 


Exons 


-319.. 505, 1176.. 1339, 2061.. 
3638. .3820 


■2285, -2470 


/.2619, 1>975 


;-;-3267/- - 


Seq. No. 


33039 


Seq. ID 


OJ991208_05 


.0204.C13 


Gene No. 


68513 


Strand 


+ 




uLdl L 


355 


End 


4146 


- 


Name 


OJ991208 05. 0204 .C13.ol.gs 


Method 


GENSCAN 






355 


End 


4012 




C T 
bl 


none 


Score 


.71 




Exons 


355. .483, 555. .627, 3352. .3472, 3852..- 


4012 




OcCJ. IN O . 


33039 


Seq. ID 


OJ991208 05. 


. 0204 . C13 


UCI1C LNU i 


68513 


Strand 


+ 




Start 


355 ■ 


End 


4146 




Name 


OJ991208 05."b-204.C13.ol.np 


Method 


AAT/NAP 




Cfarf 
OLdlL 


3373 


End 


4146 




C T 
bl 


322750 


Score 


202 




Exons 


,..3373. .,3472, 3852. .4146 










ubiquitin /"ribosomal "protein CEP52 - wood tobacco 


gi | 170217 




■ ■■. (M74100) ubiquitin fusion protein [Nicotiana sylvestxis] 


o e q . no. 


33040 


Seq. ID 


OJ991028 05. 


.0211. CI 




68514 


Strand 


+ 




Start 


5708 


End 


8347 




Name 


OJ991028 05.0211.Cl.o3.np 


Method 


AAT/NAP 




o Lai L 


5708 


End 


8347 




bl 


4539658 


Score 


48 




Exons 


5708. .5792, 8308. .8347 








GI Descrip. 


(AF061282) serine carboxypeptidase-like protein [Sorghum 




bicolor] 








Seq. No. 


33040 


Seq. ID 


OJ991028_05. 


0211. CI 


Gene No. 


68515 


Strand 






Start 


88 


End 


4989 





33146 



Name 


OJ991028 05.0211.Cl.ol.np 


Method 


A A T /MAD 


Start 


88 


End 




GI 


6907089 


Score 


oy to 


Exons 


88. .1957, 2051. .3312 






GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa J 


Seq. No. 


33040 


Seq. ID 


OJ991028_05.0211.C1 


Gene No. 


68515 


•Strand 




C4- -i -y*4- 

o tart 


88 


End 


H J O J 


Name 


OJ991028 05.0211.Cl.ol.gs 


Method 




Start 


232 


End 




GI 


none 


Score 




Exons 


232. .3312 






Seq. No. 


33040 


Seq. ID 


OJ991028_05.0211.C1 


Gene No . 


68515 


Strand 




o tar l 


88 


End 


4989 


Name 


OJ991028 05.0211.Cl.o2.np 


Method 


AAT/NAP 


Start 


2552 


End 


4989 




5922623 


Score 


412 


Exons 


2552. .2582, 4155. .4230, 4398. 


.4545, 4909.. 4989 


GI Descrip. 


. (AP000492).. hypothetical ...protein . [Oryza 


s a t i va \. , _ ^ ^ . . _ r - 




„ .gi.|..j6.0JJ&8Ji6J^b^.BAA8.5.L9.9-J4--CAEQil05.7A)^ hyp.o.th.etxcai.^pro±edn . 




[Oryza sativa] -* ■ 






Seq. No. 


33040 


Seq. ID 


OJ991028_05.0211.C1 


Gene No . 


68516 


Strand 




Start 


5313 


End 


5432 


Name 


OJ991028 05.0211.Cl.ol.gp 


Method 


AAT/GAP 


Start 


5313 


End 


5432 


GI 


LIB34 75-004 -P1-K2-A5 


Score 


188 


Exons 


5313. .5432 






GI Descrip. 


' 5777 612/emb|AJ24 5900.1 |OSA24 5900 l.Oe 


-94 Oryza sativa 




chromosome 4 BAG q3037-207Fl 


complete 


genome f 


Seq. No. 


33041 


Seq. ID 


OJ991028_05.0211.C2 


Gene No. 


68517 


Strand ■ 


+ 


Start 


2134 


End 


7766 


Name 


OJ991028 05.0211.C2.ol.gs 


Method 


GEN SCAN 


Start 


2134 


End 


7717 


GI , 


none . _ . . ... 


Score 


.44 


Exons 


2134.. 2645, 3321.. 3464, 5825. 


.6296, 7622. .7717 


beq. no. 


33041 


Seq. ID 


OJ991028_05.0211.C2 


Gene No . 


68517 


Strand 


4- 


Start 


2134 


End 


7766 


Name 


OJ991028 05.0211.C2.ol.np 


Method 


AAT/NAP 


Start 


3306 


End 


7766 


GI 


3033379 -j 


Score 


371 


Exons 


3306. .3464, 5825. .6049, 7689. 


.7766 




GI Descrip. 


(AC004238) putative WRKY-type 


DNA binding protein [Arabidopsis 




thaliana] 






Seq. No. 


33041 


Seq. ID 


OJ991028 .05. 0211. C2 


Gene No. 


68517 


Strand 


+ 


Start 


2134 


End 


7766 


Name 


OJ991028 05.0211.C2.ol.tc 


Method 


TBLASTX: Cress 



33147 



Start 


3318 




End 


5980 




GI 


none 




Score 


44 




Exons 


3318. .3353, 3319. .3354, 


3321. 


.3461, 3361. .3465, 


3394 . .3465, 




5824 . . 5850, 584 6. .5980, 


5850 . 


.5969 






Seq. No. 


33042 




Seq. ID 


OJ991028 


JDS. 0211. C4 


Gene No. 


68518 \ 




Strand 


+ 




Start 


414 




End 


4584 




Name 


OJ991028 05.0211.C4.ol. 


np 


Method 


AAT/NAP 




Start 


414 


End 


3736 




GI 


6721512 




Score 


73 




Exons 


414. .441, 2004. .2116, 3711. .3736 






GI Descrip. 


iHruuiu j nyponne cica± 


protein [Oryza 


sativa] 




Seq. No. 


33042 




Seq. ID 


OJ991028 


_05.0211.C4 


Gene No. 


68518 




Strand 


+ 




Start 


414 




End 


4584 




Name 


OJ991028 05.0211.C4.ol. 


gs 


Method 


GENSCAN 




Start 


2185 




End 


4506 




GI 


none 




Score 


.71 




Exons 


2185. .2270, 2410. .2534, 


2899. 


3049, 3207.. 3583, 


3749. .38-73, - 


■ 


-.3941 .,.412 6,, ,4197 4,25,5 


... 4.3-23... 


,,45.06,,. . 






Seq. No. 


33042"'-'- • ' - 




Seq. ID 


OJ991028_ 


_05. 0211-.C4 ■ 


bene ino . 


68518 




Strand 


+ 




Start 


414 




End 


4584 




Name 


OJ991028 05.0211.C4.o2. 


np 


Method 


AAT/NAP 




Start 


2950 




End 


4583 




GI 


6721558 




Score 


263 




Exons 


2950. .3049, 3749. .3873, 


4385. . 


4583 






GI Descrip. 


(AP001073) hypothetical 


protein [Oryza 


sativa] 





gi I 6815083 | dbj IBAA90369.il (AP001081) hypothetical protein 
[Oryza sativa] 



Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



33042 
68518 
414 

OJ991028_05.0211.C4.o3.np 



OJ991028_05.0211.C4 
+ 

4584 . 
AAT/NAP 
4584 
462 



Seq. ID 
Strand 
End 

_ Method 
3474 " End 

6721561 Score 
3474. ..3509, 3907 . . 4 126,. 4 1 97 . .. 4255, 4 323.. . 4 584 

(AP001073) EST AU082058 ("C12 976) corresponds to a region -of the 
predicted gene.; hypothetical protein [Oryza " sativa] 
gi| 6 8 1 5 0 8 6 | dbj | BAA9 0 3 72.1 f (AP001081) EST AU082058 (C12976) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



33043 Seq. ID 

68519 Strand 
1 End 
OJ991028_05. 0211 .C5.ol.np Method 
1 End 
6721561 Score 
1..447 

(AP001073) EST AU082058 (C12976) corresponds to a region of the 
predicted gene.; hypothetical protein- [Oryza sativa] 
gii 6815086 | dbj IBAA90372.il (AP001081) EST AU082058 (C12976) 



OJ?91028_05.0211.C5 
+ 

1331 
AAT/NAP 
447 
558 



33148 



corresponds to a region of the predicted - gene . ; hypothetical 
protein [Oryza sativa] 



Seq. No. 33043 

Gene No. 68519 

Start 1 

Name OJ991028_05 . 0211 . C5 . ol . gs 

Start 13 

GI none 

Exons 13. .446, 570. .715, 814. .1331 



Seq. ID OJ991028_05.0211.C5 

Strand + 

End 1331 

Method GENSCAN 

End 1331 

Score .82 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

.Gene No . = _ 

,£tar.t~~ 
Name- 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



33043 
68520 
6616 

OJ991028_05.0211.C5.o4.np 

6616 

6721512 



Seq. ID OJ991028 05. 0211. C5 



Strand 
End 

Method 

End 

Score 



+ 

9938 
AAT/NAP 
9938 
79 



6616. .6636, 8199. .8322, 8644. .8683, 9912. .9938 
(AP001072) hypothetical protein [Oryza sativa] 



Seq. ID OJ991028_05.0211.C5 
. _ Strand + .. : . , ...... ^ . 

■ Method • AAT/NAP • 
End 12326 
Score 92 



33043 

68521 

,il28.£ _ 

OJ991028_05.0211.C5.o5.np 
12104 
6069646 
12104 . . 12326 

(AP000616) similar to putative reverse transcriptase (AC005315) 
[Oryza sativa] gi | 6907112 | dbj | BAA90639 . 1 | (AP001129) Similar to 
Arabidopsis thaliana chromosome II BAC F9013 genomic sequence, 
putative non-LTR retroelement reverse transcriptase. (AC006248) 
[Oryza sativa] 



33043 
68521 
14383 

OJ991028_05.0211.C5.o3.gs 
14383 
none 

14383. .14529, 1714 6 .. 17164 , 17251 
17777. .18085 . . 



Seq. ID OJ991028_05.0211.C5 

Strand + 

End 18085 

Method GENSCAN 

End 18085 

Score .46 



,17418, 17561. .17736, 



Seq. No. ' 33043 
Gene No; ' 68522 

Start 20014 

Name OJ991028_05 . 0211 . C5 . o4 . 

Start 20014 

GI none 

Exons 20014 . .20430 



gs 



■Seq. ID '0J991O2$_O-5. 02-11. C5. 
Strand + ....... 

End 20430 

Method GENSCAN 

End 20430 
Score .45 



Seq. No. 33043 

Gene No. 68523 

Start 1949 

Name OJ991028_05 . 0211 . C5 . o2 . qs 

Start - 1949 

GI none 
Exons 



Seq. ID OJ991028_05.0211.C5 



Strand 
End 

Method 

End 

Score 



9577 
GENSCAN 
9090 
. 64 



1949. .2362, 2393. .2703, 2808. .3587, 3645. .4030, 4229. .5028, 



33149 



5197. .6696, 6741. .7288, 7477. .8259, 8608. .8769, 9066. .9090 



Seq. No. 


33043 


Seq. ID 


OJ991028_05.0211.C5 


Gene No. 


68523 


Strand 




Start 


194 9 


End 


9577 


Name 


OJ991028_05 . 0211 . C5 . o2 . np 


Method 


AAT/NAP 


Start 


1952 


End 


5019 


GI 


tz o. r\ o a a c 

5902445 


Score 


2986 


Exons 


1952. .3144, 3184. .5019 






GI Descrip. 


(AB030283) GAG-POL precursor 


[Oryza sativa] 


Seq. No. 


33043 


Seq. ID 


OJ991028_05.0211.C5 


Gene No. 


COT 

68523 


Strand 




Start 


194 9 


End 


9577 


Name 


OJ991028 05 . 0211 . Co . o3 . np 


Method 


AAT/NAP 


Start 


508 6 


End 


9577 


GI 


C C\ (\ O A A A 

5902444 


Score 


1056 


Exons 


5086. .6748, 7085. .7353, 9544. 


. 9577 




GI Descrip. 


(AB030283) GAG-POL precursor 


[Oryza sativa] 


beq. jno. 


33043 -- 


Seq. ID- 


OJ991028_05.0211.C5- 


Gene. .No. _ 


. 68523 - . 


Strand ^ 




..JS/tart_-._~,~- 


, ..-J.94 9 t . ^ 


jEnoUJ-^-1 


Z9>i:nLl^ "ZZl "111 


Name 


•OJ991028 05.0211.C5-.ol.gp- 


Method 


AAT/GAP 


Start 


9353 


End 


9441 


GI 


LIB3477-003-P1-K1-E9 


Score 


131 


Exons 


9353. .9441 






GI Descrip. 


, 2498586/sp|Q40638 IMP01 ORYSA 


2.0e-24 


MAJOR POLLEN ALLERGEN 




S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 




sativa] 1 






Seq. No. 


33043 


Seq. ID 


OJ991028_05.0211.C5 


Gene No. 


68524 


Strand 




Start 


14433 


End 


14487 


Name 


OJ991028 05.0211.C5.o3.tw 


Method 


TBLASTX: Wheat 


Start 


1961 


End 


2569 


GI 


none 


Score 


60 


Exons 


1961. .2092, 1962. .2087, 2117. 


.2569, 2313. .2387, 2459. .2554 


Seq. No. 


33043 


Seq. ID 


OJ991028_05.0211.C5 


Gene No. 


68.524 ..... 


Strand 




Start 


14433 " " 


End 


14487 


Name 


\ OJ991028 05.0211.C5vo4 . tm . 


Method ' 


TBLASTX: Maize ' '* 


Start- " 


2084' 


End - " 


2347 


GI 


none 


Score 


187 


Exons 


2084. .2347 






Seq. No. 


33043 


Seq. ID 


OJ991028_05.0211.C5 


Gene No. 


68524 


Strand 




Start 


14433 


End 


14487 


Name 


OJ991028 05.0211.C5.o5.tw 


Method 


TBLASTX: Wheat 


.Start 


2707 


End 


3024 


GI 


none 


Score 


156 


Exons 


2707. .3024, 2726. .3016 






Seq. No. 


33043 


Seq. ID 


OJ991028_05.0211.C5 


Gene No. 


68524 


Strand 





33150 



Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

..S.eq^.-Ito,. 
Gene No . 
Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

.Start. 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



14433 

OJ991028_05. 

2719 

none 

2719. .3027, 

33043 
68524 
14433 

OJ991028__05. 

3229 

none 

3229. .3486 

33043 
68524 
14433 

OJ991028J)5. 

3526 

none 

3526. .3699, 

68524 ' - 
14433 

OJ991028_05. 

4024 

none 

4024. .4425, 

33043 
68524 
14433 

OJ991028_05. 

4079 

none 

4079. .4498, 

33043 
68524 
14433 

OJ991028__0'5. 

4177' 

none 

4177. .4560, 



0211.C5.o2.tm 



2732. .3007 



0211.C5.o8.tw 



End 

Method 

End 

Score 



14487 

TBLASTX: Maize 

3027 

162 



Seq. ID OJ991028_05.0211.C5 
Strand 

End 14487 

Method TBLASTX : Wheat 

End 34 8 6 

Score 181 



0211.C5.o6.tw 
3529.. 3591, -3707., 3934, 3709.. 3933 



Seq. ID OJ991028_05.0211.C5 

Strand 

14487 

TBLASTX: Wheat 
3934 
36 



End 

Method 
End 
Score 



0211.C5.ol.ts 
4265. .4423 

0211.C5.o2.tw 
4081. .4503 



0211. 
4178. 



C5,o3. tm 
.4525 



33043 
68524 
14433 

OJ991028_05.0211.C5.ol.tm 
4588 
none 

4588. .4944, 4616 

33043 
68524 
14433 



End 

Method 
End 
Score 
4882, 4642. .4890 



.: : ^S e q ID.,... .,Q J 93 1,0,2^.0.5 ....02 1.;UC5l- 

Strand - --■ ■-' - - ....... 

End 14487' 

Method TBLASTX : Soybean 

End 4425 

Score 88 



Seq. ID OJ991028_05.0211.C5 
Strand 

End 14487 

Method TBLASTX : Wheat 

End 4503 

Score 298 



Seq. ID OJ991028_05.0211.C5 
Strand 

End 14487. 

Method TBLASTX : Maize 

-End. 4 560'. • - 

Score ■ . ' 183 



Seq. ID OJ991028_05.0211.C5 
Strand 

14487 

TBLASTX: Maize 
4944 
208 



Seq. ID OJ991028_05.0211.C5 
Strand 

End 14487 



33151 



Name 




noil 


. CO . Ol ; 


LrW 


Me tnoa 


TBLASTX : Wheat 




btart 


4l bxo 










C O "7 A 
50 / 4 




C T 

Cx 


none 








Score 


OH D 




Exons 


fi O X o . . DU / J, 


/ £1 Q 

h ox y 












Seq. No. 


33043 








Seq. ID 


OJ991028_05.0211 


.C5 


Gene No. 


68524 








Strand 






OLdlL 


X fl H J J 








£jiia 


1 A A R 7 
X fl fi O / 




Name 


n tqq i 09 p rm 


091 1 


P R r\9 


4- c 

Z. S 


Me tnoa 


i dxjAo i a : boyoean 






H O D 3? 








fcjna 


DU j H 






none 








Score 


i nn 

1UU 








/pi n 

fi O X U 


. . 0 U J ft 










Seq. No. 


33043 








Seq. ID 


OJ991028_05.0211 


.C5 


Gene No. 


68524 








Strand 






Q+- a -r +- 
o Ldl L. 


1 A A O O 
X fi fl JJ 








End 


14487 




Name 




091 1 
UZ X X 


. CD . 04 . 


L. W 


Method , 


TBLASTX: Wheat 




OLalL 










End 


5721 




pT 

o JL 


none 








Score 


40 




IliXOIlo 


c.9 qqnO 


cot/: 
DZ / 0 


. . D J fi X , 


D JO fi . 


.5500, 5539. .5721, 5612. .5713. 


Seq. Np,_ 


. 33043 








. Seq._ ID 


OJ9.91p28_05. 0211„ 


C5. 


jGene, JSla., 








— - — 


_StrancL_. 








1 A A ^ "3 - 








End 


14487 




Name 


ujyyxuzo ud. 




. CD . O / . 


-t- T T 


Method 


TBLASTX: Wheat 






D jU 4 








End 


6702 




ul 


none 








Score 


72 






£^nd ^7n9 


Dj" j 


. . DO / / / 


DODU . 


.6688 






Seq. No. 


od(J4 j 








Seq. ID 


OJ991028_05.0211 


C5 


Gene No. 


68524 








Strand 






Start 


14433 








End 


14487 




Name 


OJ991028 05. 


0211 


.C5.o5. 


tm 


Method 


TBLASTX: Maize 




Start 


6466 








End 


6705 




GI 


none 








Score 


186 




Exons 


6466. . 6705 















Seq. No. 33043 

Gene No. 68524 

Start 14433 

Name OJ991028_05 . 0211 . C5 . o2 . gp . 

Start 14433 

. GI ' - none - ' * 
Exons " 14433; .14487 



Seq. ID OJ991028_05.0211.C5 
Strand 

End 14487 

Method AAT/GAP. 

End 14487 . 

Sc^re ■ 70- - 



Seq. No. . 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 



33044 Seq. ID 

68525 Strand 

1067 End 

OJ991028_05 . 0211 . C6 . ol . gp Method 

1067 End 

29047_1.R10'84 Score 
1067. .1331, 1428. .1594 

1 27 64 574/emb | CAA04 4 68 | 3.0e-22 (AJ001009) pore protein of 24 kD 
(OEP24) [Pisum sativum] 1 



OJ991028_05.0211.C6 
+ 

1594 
AAT/GAP 
1594 
780 



33044 
68526 



Seq. ID OJ991028_05.0211.C6 
Strand + 



33152 



Start 1671 End 5618 

Name OJ991028_05 . 0211 . C6 . o2 . gp Method AAT/GAP 

Start 1671 End 5618 

GI 40498_1.R1084 Score 864 

Exons 1671.. 1817, 5310.. 5618 

GI Descrip. ■ 27 64 574 /emb | CAA04 4 68 | 1.0e-15 (AJ001009) pore protein of 24 kD 
(OEP24) [Pisum sativum] 1 



Seq. No. 33044 
Gene No. 68527 
Start 11753 

Name OJ991028_05 . 0211 . C6 . ol . tm 

Start 1064 
GI none 

Exons 1064.. 1165, 1128.. 1229, 1208. 

1425. .1460, 1427. .1555, 1520. 
5301.. 5387, 5336.. 5389 



Seq. ID OJ991028_05.0211.C6 

Strand + 

End 13926 

Method TBLASTX : Mai ze 

End 5389 

Score 66 

.1324, 1209. .1331, 1425. .1532, 
.1819, 1530.. 1838, 5300.. 5386, 



Seq. No. 33044 
Gene No. 68527 
Start 11-753 • 

.Name , _ ; . OJ.99102,8^.05 . 0211 . C6 . ql ._ts ,, 4 . 

.Staxt-,-^.- ..,._, T ... liia.^™ ^ 

GI none 

Exons 1119.. 1166, 1124.. 1165, 1209. 

1536. .1640, 1623. .1739 



Seq. ID OJ991028_05.0211.C6 

Strand + 

End 13926 • - • 

Method .TBLASTX: Soybean ^. ^ 

Score 51 

.1313, 1223. .1312, 1425. .1499, 



Seq. No. 

Gene No. • 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



33044 Seq. ID 

68527 Strand 

11753 End 

OJ991028_05 . 0211 . C6 . ol . np Method 

11043 End 

4585985 Score 



OJ991028_05.0211.C6 
+ 

13926 
AAT/NAP 
13926 
1292 



11043. .11185, 11683. . 12136, 12368 .. 12848 , 12966. .13926 
(AC005287) Hypothetical protein [Arabidopsis thaliana] 



33044 
68527 
11753 

OJ991028_05.0211.C6.o2.gs 

11753 . 

none 

.11753. .12194, 12228". . 124 10* 
13344 . .13772 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991028_ 
+ 

13926 
GENSCAN 
137.72 
."54 



05. 0211. C6 



1*2708. .12848, 12966. .13-154, 



Seq. No. 33044 

Gene No. 68527 

Start 11753 

Name OJ991028JD5 . 0211 . C6 . o2 . tm 

Start 11780 

GI none 

Exons 11780. .11833, 1 1836 .. 12072 , 
12323. .12592, 124 93. .12591 



Seq. ID OJ991028_05.0211.C6 

Strand + 

End 13926 

Method TBLASTX : Maize 

End 12592 

Score 84 
11837. . 122 95, 12223. . 12291, 



Seq. No. 
Gene No. 
Start 



33044 
68527 
11753 



Seq. ID OJ991028_05.0211.C6 
Strand + 
End 13926 



33153 



Name 

Start 

GI 

Exons 



OJ991028_05.0211.C6.ol.tw 

12416 

none 

12416. .12712, 12493. .12711, 



Method TBLASTX: Wheat 
End 12798 
Score 252 
12736. .12798 



Seq. No. 33044 Seq. ID OJ991028__05 . 021 1 . C6 

Gene No. 68527 Strand 

Start 11753 End 

Name OJ991028_05 . 0211 . C6 . o3 . tm Method 

Start 12595 End 

GI none Score 

Exons 12595. .12711, 12596 .. 12724 , 12718 .. 128 67 , 12728 .. 12838 , 
12965. .13027 



OJ991028_ 
+ 

13926 

TBLASTX :Maize 

13027 

178 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

.,Seq. ..iicu,;.-... 
Gene No. 
Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



33045 
68528 
13902 

OJ991028_05.0211 .C7.o5.gs 

13902 

none 



Seq. ID OJ991028_05.0211.C7 

Strand + 

End 16018 

Method GENSCAN 

End 15931 

Score . 8 



13902. .13958, 14 096 14 209, 1518 1 .. 15303 , 15803.. 15931 



_ 330.45. 



68528 ' 

13902 

OJ991028_05.0211.C7.o3.np 
14060 
113172 

14060. .14209, 15181. .15303, 15803. 
ACYL CARRIER PROTEIN III PRECURSOR 
gi 1 100561 Ipir | | S17928 acyl carrier 



„S.e.q..™ED. 
Strand 
End 

Method 
End 
Score 



O.J9,91 Q2£_Q5uI1211^CL_ 

16018 
AAT/NAP 
15928 
288 
15928 
(ACP III) 

protein 3 - barley gi 1166971 



(M58754) acyl carrier protein III [Hordeum vulgare] 



Seq. No. 33045 Seq. ID 

Gene No. 68528 Strand 

Start 13902 End 

Name OJ991028_05 . 0211 . C7 . o4 . gp Method 

Start 15180 End 

GI LIB3433-050-P1-K1-A8 Score 

Exons 15180. .15303, 15803.. 16018 

GI Descrip... . 1 113172/spJ P1554 3 | ACP3_HORVU 1.0e-30 ACYL CARRIER. PROTEIN . II I 

PRECURSOR (ACP III) >gi_100561_pir__S17 928 acyl" carrier protein 
■' * Z - barley >gi_l-66971 (M58754)- acyl carrier* protein III •'[Hordeum 
■ vulgare] 1 



OJ991028_05.0211.C7 
+ 

16018 
AAT/GAP 
16018 
606 



Seq. No. 33045 Seq. ID 

Gene No. 68529 Strand 

Start 30759 End 

Name' OJ991028_05 . 0211 . C7 . o7 . gp Method 

Start 30759 • End 

GI none Score 

Exons 30759. .31251 



OJ991028_05.0211.C7 
+ 

31251 
AAT/GAP 
31251 
954 



Seq. No. 33045 Seq. ID 

Gene No. 68530 Strand 

Start 1270 End 

Name OJ991028_05 . 0211 . C7 . ol . gp Method 



OJ991028_0S.0211.C7 

3417 
AAT/GAP 



33154 



Start 


1 "7 f\ 

1270 






End 


3166 


GI 


1312_1 . R1084 






Score 


1956 


Exons 


*i o t n i"700 i o n n 

12 fO . . 11 Z3, loOU 


. .2219, 


2984. 


.3166 




GI Descrip. 


1 /Ulol o . Ue-ob 


(M55322) ribosomal protein 30S 




oleracea] 1 










Seq. No. 


33045 






oeq. ID 




Gene No. 


68530 






Strand. 




C 4- v~ +- 


i 9 7 n 






bna 


"3 A 1 7 


Name 


a TOQ1 noo nc n o i 1 


. C / . 02 . 


gs 


Method 


r* t? m o r* 7\ m 


Start 


1 A Q 7 
14 0 / 






End 


2253 


r* t 
GI 


none 






Score 


.82 


Exons 


1 >1 O *7 1 TOO i or\ft 

14o / . .1 1 26 t 1800 


. .2219, 


2245. 


.2253 




ocq. NO . 








Seq. ID 


OJ991028 


Gene No. 


68530 






Strand 




Start 


1270 






End 


3417 


Name 


OJ991028 05.0211 


.C7.ol. 


np 


Method 


AAT/NAP 


Start 


1490 






End 


3417 


GI 


134034 






Score 


615 


Exons - 


1490. ,1723, 1803 


. .2219, 


2984. 


.3087, 3267.. 3417. 



05. 0211. C7 



05. 0211. C7 



.GI Descrip. . 30S JUBOSOMAL PROTEIN S 3 0, CHLOROPLAST PRECURSOR (CS-S5,L._(CS5 ) 

^ 22 UiRI BQS0MAL_ER0iE.m 27964 a.lp,ixi4-R3^>.S5__,_, 

■ ribosomal protein CS-S22 precursor, chloroplast spinach'-— ■ - - 
gi|12316|emb|CAA41960| (X59270) chloroplast ribosomal protein 
S22 [Spinacia oleracea] gi | 18031 | emb | CAA33403 | (X15344) spinach 
S22 r-protein [Spinacia oleracea] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



33045 Seq. ID OJ991028_05 . 021 1 . C7 

68531 Strand 

4546 End 12116 

OJ991028_05 . 0211 . C7 . o2 . gp Method AAT/GAP 

4401 End 6023 

36420_1.R1084 Score 1260 

4401. .4513, 4605. .4722, 5203. .5272, 5358. .5421, 5611. .5784, 
5867. .6023 

f 2342682 4.0e-79 (AC000106) Contains similarity to Rattus 
AMP-activated protein kinase (gb_X95577) . [Arabidopsis 
thaliana] 1 



Seq. No 3304 5. 

Gene. No. -68531 

Start * .. 4.54 6 .'• . • 

Name ' " •" OJ991028_05 . 0211 . C7 . o4 ; gs 

Start 4546 

GI none 

Exons 4 54 6 



4722, 5203. 
6535.. 6666, 8325. 
12034. .12116 



Seq. ID. OJ9.9102.8._05.021L.C7.. 
Strand - . 
End '123*16' 
Method ' GENSCAN 
End 12116 
Score . 67 
.5272, 5358. .5421, 5611. .5784, 5867. .6011, 
.8459, 9324. .9414, 10725. .10852, 11168 .. 11168 , 



Seq. No. 33045 

Gene No. 68531 

Start 4546 

Name OJ991028__05 . 0211 . C7 . o2 . np 

Start 4588 

GI 2342682 

Exons 4588.. 4722, 5203.. 5272, 5358. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991028_05.0211.C7 

12116 
AAT/NAP 
7448 
781 



,5421, 5611. .5784, 5867. .6027, 



33155 



6548.-6666, 7352. .7448 
GI Descrip. (AC000106) Contains similarity to Rattus AMP-activated protein 
kinase (gb|X95577) . [Arabidopsis thaliana] 



O r-\ /~r Kl /~\ 

oeq. in o . 


J JUfi J 




oeq. lu 


A TQQ1 HOC 


Uo . UZ 1 1 


. C7 


uene inu . 


ftp ^ ^ 1 

DO JJl 




Strand 








o tai L 


4 S 4 




JliOQ 


1 9 1 1 £ 






Name 




. oJ.gp 


jyjetnoci 










1 1 06? — 




End 


11349 








JUU4 / 4 0 




Score 


570 








1106^ 1 1 Q 












Seq. No. 


33045 




Seq. ID 


OJ991028_ 


05.0211 


.C7 


UCllC IN O . 


S^9 

DO JjZ 




Strand 










104 JO 




End 


25796 






Name 


O.TQQ1 OR 0911 P7 


. o o . gs 


Method 


GENSCAN 








1 CKQ ~ 
1D4 JO 




End 


25796 








none ■ 




Score 


.79 






Exons 


1D4 JO . # IDjjy, loyzj 


1 7 9 R 9 


17337. .17504, 17773. 


. i / y / y , 






18074 . . 18324 , 19062 


19305, 


19527. .19812, 20262. 








' 20769. .20820, 21642, 


. .21786' 


22393. .2241 


38, 24005. 


.24042,- 






2 41^54^. ...24 2 78 ,„, J4 4.Q.1 ■ 


._._244,8 0 r .. 


..25236 . 253 4 9., . 255 7 6 


-.25796. . 




Seq.' No.- 


- 33045- ' 




- Seq. ID 


OJ991028_ 


05.0211 


.~C7 


Gene No. 


68532 




Strand 








Start 


16458 




End 


25796 






Name 


OJ991028 05. 0211. C7 . 


. o5 . gp 


Method 


AAT/GAP 






Start 


23812 




End 


25756 






GI 


17190 1.R1084 




Score 


1360 






Exons 


23812. .24042, 24154, 


. .24278, 


24401. .24480, 25236. 


.25349, 





GI Descrip. 



25576. .25756 

'5103835/gb|AAD39665.1 |AC007591_30 4.0e-56 (AC007591) ESTs 
gb_T22508, gb_H36196 and gb_AI100134 come from this gene. 
[Arabidopsis thaliana] ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

•Gene No. 
Start 
Name 
Start 
GI 

Exons 



33045 
68532 
16458 

OJ991028_05.0211.C7.o4.np 
23974 

5103835. . 



Seq. ID OJ991028_05.0211.C7 

Strand - 

End 25796 

Method AAT/NAP 

End 25628 

Score 539 



23974'., ."24042, 24 154 .. 24278 , 24401 .. 24 4 80 , 25236 .'. 2534 9, " ' '. 
25576; .25628 - * '■ : - \- ' ■* " . 

{AC007591) ESTs gb|T22508, gb | H36196 -and gb|AI10013'4 come from 
this gene. [Arabidopsis thaliana] 



33045 
68533 
26410 

OJ991028_05.0211.C7.o7.gs 

26410 

none 

26410. .28512 



Seq. ID OJ991028_05.0211.C7 
Strand 

End 29754 

Method GENSCAN 

End 28512 

Score . 93 



Seq. No. 
Gene No. 
Start 



33045 
68533 
26410 



Seq. ID 

Strand 

End 



OJ991028 05. 0211. C7 



29754 



33156 



Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ991028_05 . 0211 . C7 . o5 . np Method AAT/NAP 

26413 End 29754 

2244996 Score 895 

26413.'. 28082, 29711.. 29754 

(Z97341) salt-inducible protein homolog [Arabidopsis thaliana] 



33045 
68533 
26410 

OJ991028_05.0211.C7.o6.gp 
27334 

uC-osflcypl24f05bl 
27334 . .27844 

'2244996/ emb | CAB 10416.11 4.0e-37 (Z97341) salt-inducible protein 
homolog [Arabidopsis thaliana] 1 



Seq. ID OJ991028_05.0211.C7 

Strand - - 

End 29754 

Method AAT/GAP 

End 27844 

Score 983 



Seq. No. 33045 

Gene No. 68534 

Start 31083 

Name OJ991028JD5 . 0211 . C7 . o4 . tc 

Start • , - 1533 - - 

GI _ .none - ^- — „* „ ■- 

lExoiikJZ-JlS^ 2127. 



Seq. ID OJ991028_05.0211.C7 
Strand 

End 32197 

Method TBLASTX : Cress 

End ■-- 2127 • .. . 

, Score . ,153. , 



Seq. No. 


33045 








Seq. ID 


OJ991028_05.02li.C7 


Gene No . 


DoDj4 








Strand 




Start 


31083 








End 


32197 


Name 


OJ991028 05 


.0211. 


C7.o9. 


ts 


Method 


TBLASTX : Soybean 


Start 


1535 








End 


1726 


GI 


none 








Score 


134 


Exons 


1535. .1633, 


1577, 


.1726, 


1578. 


. 1724 




Seq. No. 


33045 








Seq. ID 


OJ991028_05.0211.C7 


Gene No. 


68534 . 








Strand 




Start 


31083 








End 


32197 


Name 


OJ991028 05 


.0211. 


C7.o9. 


tm 


Method 


TBLASTX: Maize 


Start 


1547 








End 


1718 


GI 


none 








Score 


194 


Exons 


1547. .1717, 


1548. 


.1718 








Seq. No. 


. ..33045 








Seq. ID 


OJ991028_05.0211.C7 


Gene No. 


68534 








Strand 




Start ' 


31083 * • 








End ■ 


32197 " " ■. 


Name 


OJ991028 05 


.0211. 


C7.o5. 


tm 


Method 


TBLASTX: Maize 


Start 


1987 








End 


3143 


GI 


none 








Score 


241 


Exons 


1987. .2181, 


1989. 


.2222, 


2981. 


.3037, 3000. .3071, 3119. .3139 




3120. .3143 












Seq. No. 


33045 








Seq. ID 


OJ991028_05.0211.C7 


Gene No. 


68534 








Strand 




Start 


31083 








End 


32197 


Name 


OJ991028 05 


.0211. 


C7.o8. 


ts 


Method 


TBLASTX: Soybean 


Start 


2019 








End 


3037 


GI 


none 








Score 


98 


Exons 


2019. .2117, 


2023. 


.2118, 


2107. 


.2181, 2112. .2270, 2981. .3037 



33157 



Seq. No. 33045 

Gene No. 68534 

Start 31083 

Name OJ991028_05 . 0211 . C7 . 06 . ts 

Start 4419 

GI none 

Exons 4419. .4514, 4429. .4515, 4565. 

5203.. 5274, 5366.. 5395 



Seq. ID OJ991028_05.0211.C7 
Strand 

End . 32197 

Method TBLASTX : Soybean 

End 5395 

Score 8 6 

.4723, 4603. .4725, 4606. .4752, 



Seq. No. 33045 Seq. ID 

Gene No. 68534 Strand 

Start 31083 End 

Name OJ991028 JD5 . 02 11 . C7 . 06 . tm Method 

Start 4 4 23 End 

GI none Score 
Exons 



OJ991028_05.0211.C7 
32197 

TBLASTX: Maize 

4737 

116 



4423. .4512, 4425. .4514, 4425. .4514, 4426. .4515, 4565. .4726, 
4603. .4737, 4605. .4736, 4606. .4737 



Seq. No. 33045 Seq. ID 

Gene No. 68534 Strand 

Start 31083 - . End 

.Name 0 J59102£_05.. 02 1 1 . C7_. ol 1 .. tm , . . Method . 

-S Hart. „_^.^_^3 2£) ^ Sl^JZ^ndl Z171 

GI - none ■ - - - - - Score - 

Exons 5201.. 5272, 5202.. 5276, 5203.. 5277, 5203 

5359. .5448, 5360. .5446, 5371. .5451, 5577 
5600. .5746, 5609. .5746, 5613. .5747 



OJ991028 05. 0211. C7 



32197 

.TBLASTX :.Maize„ 

.5240---, , 

99 - - 

5274, 5358. 
,5606, 5578. 



.5423, 
.5607, 



Seq. No. 


33045 










Seq. ID 


OJ991028 


_05.0211.C7 


Gene No. 


68534 










Strand 






Start 


31083 










End 


32197 




Name 


OJ991028 05 


.0211. 


C7.o3. 


ts 


Method 


TBLASTX : 


Soybean 


Start 


5607 










End 


5990 


GI 


none 










Score 


129 




Exons 


5607. . 


.5786, 


5612. 


.5785, 


5859. 


.5990, 5860. .5988 




Seq. No. 


33045 










Seq. ID 


OJ991028 


_05.0211.C7 


Gene No. 


68534 










Strand 






Start 


31083 










End 


32197 




Name 


OJ991028 05, 


.0211. 


C7.o8. 


tm 


Method 


TBLASTX: 


Maize 


Start 


. . 5748 










End 


.9512 




GI ' 


none 


.5-183, * 








. Score' 


" 42 " 




Exons 


5748. . 


5753.' 


.5782, 


58 63. 


/6018, '5-865. . 6026, 


• 652-9. .'6684, 




6535. . 


,6663, 


6539. 


.'6667, 


7349. 


.7444,- 7350. .7445, 


8183. .8248, 




8188. . 


,8250, 


8322. 


.8471, 


8323. 


.8460, 8323. .8472, 


9318. .9512, 




9319. . 


,9510, 


9327. 


.9512 










Seq. No. 


33045 










Seq. ID 


OJ991028 


_05.0211.C7 


Gene No. 


68534 










Strand 






Start 


31083 










End 


32197 




Name 


OJ991028 05. 


,0211. 


C7.o7. 


ts 


Method 


TBLASTX: 


Soybean 


Start 


6598 










End 


26940 


GI 


none 










Score 


90 




i Exons 


6598. . 


6657, 


7364. 


.7444, 


7365. 


.7445, 7368. .7445, 


8183. .8248, 




8188. . 


8250, 


8322. 


.8432, 


8323. 


.8421, 9369.. 9512, 


9370. .9513, 




9424. . 


9513, 


9622. 


.9726, 


10715 


. . 10789, 


10725. .10787, 26848. .26940 



33158 



Seq. No. 33045 Seq. ID 

Gene No. 68534 Strand 

Start 31083 End 

Name OJ991028_05 . 021 1 . C7 . ol . tw Method 

Start 16740 End 

GI none Score 

Exons 16740. .16805, 16921 .. 16974, 1 6923 .. 17210, 16923 17216, 
16996. .17217 



OJ991028_05.0211.C7 
32197 

TBLASTX: Wheat 
17217 
270 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene, .No . 
_.S.taxt.l_ 
• Name * 

Start 

GI 

Exons 



33045 
68534 
31083 

OJ991028_05.0211.C7.o3.tm 
16920 
none 
16920. 
17181. 
17414, 
17773. 



.17159, 16921. 

,17255, 17308. 

,17506, 17415. 

,17877, 17808. 



17160, 
17382, 
17528, 
17981, 



33045- 
.68534 

Jilq w ^ _ 

OJ991Q28_05 . 0211 . C7". o2 . ts- - 

19168 

none 

19168. .19320, 19188. .19307, 
19608. .19739, 197 00. .19738 



Seq. ID OJ991028_05.0211.C7 
Strand 

End 32197 

Method TBLASTX : Mai ze 

End 17981 

Score 187 
16923. .17159, 17167. .17253, 
17337. .17417, 17339 17416, 
17418. .17510, 17422. .1752 9, 
17813. .17884, 17820. .17 975 

Seq. ID OJ991028JD5.0211.C7 
: _Strand -. . ^ ■ - ■■ ..- - 

- Method ■ TBLASTX :Soybean 

End 19-7 39 

Score 115 
19410. .19592, 19411. .19590, 



Seq. No. 33045 Seq. ID 

Gene No. 68534 Strand 

Start 31083 End 

Name OJ991028_05 . 0211 . C7 . o2 . tc Method 

Start 23968 End 

GI none Score 

Exons 23968. .24054, 23978 .. 24 043, 

24401. .24463, 24402. .24440 



OJ991028_05.0211.C7 
32197 

TBLASTX: Cress 
24463 
54 

24155. .242 95, 24157. .2427 9, 



Seq. No. 33045 

Gene No. 68534 

Start .31083 . . . . 

Name . OJ991028_0.5 . 0211 .C7 .o7 . tm 

Start. • 23968* " 

GI - none 

Exons 23968 . .24054, 23969 .. 24 043, 

24155. .24295, 24 401 .. 24 4 81 , 
25218. .25349, 25234 .. 25359, 
25492. .25527, 25572 .. 25 634 , 



Seq. ID OJ991028_05.0211.C7 

Strand . - 
..End. . 32197 . . 

Method TBLASTX: Maize 

End 25634 

Score 109 
24144 . .24284, 24 154 .. 2427 9, 
24402. .24482, 24 4 24 .. 24 4 83, 
25235. .25369, 25242 .. 25400, 
25578. .25628 



Seq. No. 33045 Seq. ID 

Gene No. 68534 Strand 

Start 31083 End 

Name. OJ991028_05 . 0211 . C7 . o4 . ts Method 

Start 23969 End 

GI none Score 
Exons 



OJ991028_05.0211..C7 
32197 

TBLASTX: Soybean 

25634 

85 



23969. .24046, 23977 24 054 , 24 14 5 .. 24276, 24 154 .. 2427 9, 
24161. .24295, 24 4 02 .. 24 4 82, 24 405 .. 24 4 70, 25235. .25369, 



33159 








• • Zjd jfl 








beq . iNo . 


J jU4 j 




Seq. ID 


OJ991028 05.0211 


. C7 


Gene No . 


Do Dj 4 




Strand 






otart 






End 


32197 




Name 


OJ991028 05. 0211. C7 


.o2. tw 


Method 


TBLASTX: Wheat 




Start 


24184 




End 


25644 






none 




Score 


105 




DAons 


Z 4 ± O 4 . . Z 4 Z / J , Z4 ± O J 


. • z^z y j; 


24185. .242: 


83, 24282. .24341, 






Z 4 4 U 1 . . Z 4 4 o 1 , Z44UZ, 


0 A A Q O 


24403. .244: 


83, 24424. .24483, 






oco'ao oc^co ocooc 


. . Zjooy, 


25242. .25352, 25572 .. 25631 , 






ZDO / J , . Z J D4 4 , <iJO / j, 


. ■ ZD OZo 








Seq. No. 


33045 




Seq. ID 


OJ991028_05.0211 


.C7 


Gene No. 


68534 




Strand 








j J. U O j 




End 


32197 




Name 


uuyyiu^o Uj.UZII.^ / . 


. o j . tc 


Method 


TBLASTX: Cress 




btdit 


ZOZ jj 




End 


25628 




C T 


none 




Score 


139 




IT* v /"N r> c 


ocooc oco^q ORO/IO 

z dz jj . . zojoy, zoz4Z. 


. . Z 0 j / U , 


25572. .25628 




becj . INO . _ 


.- JJ .U4 O , 




,. ; Seq. ID. 


. OJ991028 .0.5.. 0211 


..C7. 


J3.e ne..N o...^.. ^ - 






- ^ JS t.r and. : _ . ^ 




Start - 


31083 - ; 




- -End - •• 


32197 . - • 




Name 


uuyyiuzo UO.UZll.L/ . 


. oz . tm 


Method 


TBLASTX : Maize 




otart 


Zd40j 




End 


26890 




C T 


none 




Score 


169 




Exons 


Zo4jj. . ZoDl / j Zo4 jj , 


. ZooZD, 


26455. .26625, 2 6632 .. 26883, 






zoojj. . zooyu 










Seq. No. 


33045 




Seq. ID 


OJ991028__05.0211, 


.C7 


Gene No. 


68534 




Strand 






OLalL 


j 1 U 0 j 




End 


32197 




Name 


ujyyiuzo u j . uzii . c / . 


ol . tm 


Method 


TBLASTX: Maize 




C -1- -j 

otari. 


zoo yu 




End 


27690 




C T 


none 




Score 


593 




Exons 


zooyu. . z / 4 jo , z oo y4 . 


. Z f 4 ob, 


27331. . 275£ 


35, 27442. .27690 




Seq. No. 


33045 




Seq. ID 


OJ991028_05.0211. 


■ C7 


Gene No. 


68534 




Strand 






OLdll 






End 


32197 




Name 


ATQQ1 DOQ AC noil /"■T 

ujyyiuzo Uj.uzii.c/. 


ob,. ts 


Method 


TBLASTX: Soybean 




jtalu • 


Zoyyy 




End 


•27567' . ' ' 




CT ■ 


none ■ 




Score 


133 




Exons 


z d y y 0 . . z / z 4 u , z/uuo. 


. z /z4 1 , 


27337. .27567 




Seq. No. 


33045 




Seq. ID 


OJ991028_05.0211. 


C7 


Gene No. 


68534 




- Strand 






Of 3 y~+- 


j 1 U 0 j 




End 


32197 




Name 


UJyylUZo Ub.0211.C7. 


olO . ts 


Method 


TBLASTX: Soybean 




OLdrt 


Z / J Do 




End 


27714 




GI 


none 




Score 


109 




Exons 


27568. .27714, 27569. 


.27700 








Seq. No. 


33045 




Seq. ID 


OJ99'1028_05.0211. 


C7 


Gene No. 


68534 




Strand 






Start 


31083 




End 


32197 





33160 




Name 


/-\ Trim rt^n f\ t~ /\ -i -i ~j 

OJ991028 05. 0211. C7 


. olO . tm 


Method 


TBLASTX: Maize 




Start 


27691 




End 


27985 




bl 


none 




Score 


77 




Exons 


2 / 691 . . 27801, 27814 


. . 27984 , 


27821. .27985 




Seq. No. 


JoU4 b 




Seq. ID 


OJ991028_05.0211 


.C7 


Gene No. 


68534 




Strand 






Start 


31083 




End 


32197 




Name 


OJ991028 05. 0211. C7 


. 06 . np 


Method 


AAT/NAP 




o tar l 


31083 




End 


32143 




bl 


4454019 




Score 


645 




Exons 


31083. .32143 










GI Descrip . 


(AL035396) SRGl-like protein [Arabidopsis thaliana] 




beq . NO . 


33045 




Seq. ID 


OJ991028_05.0211 


. C7 


Gene No. 


68534 




Strand 






Start 


31083 




End 


32197 




Name 


OJ991028 05. 0211. C7, 


.ol. ts 


Method 


TBLASTX: Soybean 




Start 


31128 




End 


31925 




bl 


none 




Score 


104 




Exons 


31 128 . . 314 81 , 31225, 


. . 31482, 


31248. .314 


87, 31494. .31523, 




.. . . ... -. 


. 31560 , ..31655, -.31674 . 


.,.31925, : _ 


31699,. .31914.. , ^ 


= — __ 


Seq. No.-" 


3304 5 




- Seq. ID 


OJ991028_05. 0211 




Gene No. 


68534 




Strand 






C -4- -i v~4- 

b tart 


31083 




End 


32197 




Name 


OJ991028 05. 0211. C7. 


.ol.tc 


Method 


TBLASTX: Cress 




Start 


31188 




End 


31589 




bl 


none 




Score 


187 




Exons 


31188. .31496, 31204, 


. .31482, 


31482. .315 


89 




beq . jno . 


33045 




Seq. ID 


OJ991028_05.0211 


. C7 


Gene No . 


68534 




Strand 






Start 


31083 




End 


32197 




Name 


OJ991028 05. 0211. CI. 


o4 . tm 


Method 


TBLASTX: Maize 




bt art 


31341 




End 


32117 




C T 

bl 


none 




Score 


48 




Exons 


31341. .31433, 31353. 


.31412, 


31416. .314 


72, 31416. .31508, 






31439. .31510, 31497. 


.31529, 


31497. .31529, 31569 31 670 , 






31656. .31949, 31672. 


.31911, 


31956. .31988, 32085.. 32117 




Seq. No. 


33045 




Seq. ID 


OJ991028_05.0211. 


.C7 


Gene No . 


■ .68534 




Strand- 






b t art 


'31083 




* End - 


32197 




Name 


OJ991028 05. 0211. CI. 


o3 . tc 


Method 


TBLASTX: Cress 




btart 


31671 




End 


31946 




bl 


none 




Score 


163 




Exons 


31671. .31946, 31702. 


.31914 . 








Seq. No. 


33045 




Seq. ID 


OJ991028J)5.0211. 


,C7 




68534 




Strand 






Start 


31083 




End 


32197 




Name 


OJ991028 05. 0211. CI. 


08 . gp 


Method 


AAT/GAP 




Start 


31705 




End 


32197 




GI 


27137 1.R1084 




Score 


904 




Exons 


31705. .32197 










GI Descrip. 


'629561/pir | IS44261 


2.0e-13 


SRG1 protein - Arabidopsis thai 



33161 




>gi_479047_emb_CAA55654_ (X79052) SRG1 [Arabidopsis thaliana] 
>gi_5734767_gb_AAD50032. 1_AC007651_27 (AC007651) SRG1 Protein 
[Arabidopsis thaliana] ' 



beq. no. 


t *3 r\ a a 


beq. ID 


ojyyiuzo Uo 


A O 1 T 

.0211, 


. C8 


Gene No . 


Do jjD 


OX. — — -J 

btrand 


+ 






b tar t 


J 1 ZZ 


End 


-3 -7 c -? 






Name 


ujyyiuzo uo . uz 1 1 . to . oz . gs 


Method 


bENbCAN 






b tar t 


O ±Z Z 


End 


J / 0 / 






GI 


none 


Score 


.43 






Exons 


3122. .3140, 3608. .3757 










beq . no . 


jjU 4 D 


beq. ID 


ATQQ1 AOQ AC 

ujyyiuzo uo 


. Uz 1 1 . 


, Co 


Gene No . 


DOJJD 


Strand 








o l art 


i 


End 


Q *3 CL 






Name 


ujyyiuzo uo. u^ii.uo.oi.np 


Method 


7\ 7\m / X7 7\ O 

AA1 / NAF 






btart 


1 
1 


End 


y oz 






GI 


5091604 


Score 


136 






Exons 


1..38, 598. .932 










GI Descr ip . 


(Atuu / 0O0 j lUAiyi . 0 [uryza 


sativa ] 








.beq . no. 




r _ Seq... ID . 


OJyylUzq. U5 m , 


0 z 1_1 ,. 


..Co 


. Gene^-No..^, w ... 


& 85 3 6 


„_S.;t r.a nd.. 








btart 


1 * ■ ■ 


End 


935 - 






Name 


ojyyiuzo Uo . Uz 1 1 . Co . 01 . gs 


Method 


GENS CAN 






Start 


491 


End 


920 






GI 


none 


Score 


.53 






Exons 


4yi..oiz, o/y..yzu 










beq. no. 


JJU4 0 


Seq. ID 


OJ991028__05. 


.0211. 


C8 


Gene No . 


CO R O £T 


Strand 








btart 


1 
1 


TP*-. ^-1 

End 


935 






Name 


ujyyiuzo uo . uz 11 . to . 01 . tm 


Method 


TBLASTX: Maize 




Start 


738 


End 


935 






GI 


none 


Score 


122 






Exons 


TOO QOC TOQ QOI 

/jo . . yjj, / 0 y . . yz 1 










beq. no. 


jjU4 / 


Seq. ID 


OJ991028_05. 


,0211. 


CIO 


Gene No . 


CO C *D *7 

boOO / 


Strand 








btart 


TCI 

/o / 


End 


3250 






Name 


^tqqi aoq nc noil pi n — 1 — ^ 

cjjyyiuzp _uo.. uz 1 1 . Liu . 01. . gp 


. Method 


AAT/GAP 






O J-"_ v- f- 

btart 


O / 1 


End 


1619 






GI . . .... 


: , none * 


.S,cc*r-e 


1285 . ' 






Exons 


' 671. .731/ 822. .1192, 1282. . 


,1619 ■ 








beq. No. 


33047 


Seq. ID 


OJ991028_05. 


0211. 


C10 


bene no. 


68537 


Strand 








Start 


757 


End 


3250 






Name 


OJ991028 05.0211.C10.ol.gs 


Method 


GENSCAN 






Start 


757 


End 


3250 






GI 


none 


Score 


.83 






Exons 


757. .907, 988. .1058, 1282.. 


1717, 1837.. 


1988, 2190. . 


2253, 






2341. .2422, 2517. .2644, 2907. .3003, 311 


.8. .3250 






Seq. No. 


33048 


Seq. ID 


OJ991028_05. 


0211. 


Cll 


Gene No. 


68538 


Strand 








Start 


532 


End 


5400 







33162 




Name 


OJ991028 05.0211.Cll.ol.np 


Method 


AAT/NAP 




Start 


514 


End 


5400 




GI 


6815072 


Score 


1119 • 




Exons 


514. .1296, 4354. .5400 








GI Descrip. 


(AP001080) Similar to Arabidopsis thaliana chromosome II BAi 




T13P21; hypothetical protein 


(AC006067) [Oryza sativa] 




Seq. No. 


33048 


Seq. ID 


OJ991028_05.0211 


. Cll 


Gene No. 


68538 


Strand 


- 




Start 


532 


End 


5400 




Name 


OJ991028 05.0211.Cll.ol.gs 


Method 


GENSCAN 




Start 


532 


End 


5376 




GI 


none 


Score 


.42 




Exons 


532. .657, 832. .1179, 1687. .1817, 2002. 


.2083, 2300. .2711 














Seq. No. 




Seq. ID 


OJ991028_05.0211 


. Cll 


Gene No. 


boo Jo 


Strand 






otart 


532 


End 


5400 




Name 


OJ991028_05.0211.Cll.ol.ts 


Method 


TBLASTX: Soybean 




Start - 


ou / 


End 


-789 




bl _ . . >. 


none *.. - ... . 


_ .Score 


ago . ,., 




_.Exon s^,™-^™^. 


cr\n nan con to*! 






--- v ■' "■- 


Seq. No. 




Seq. ID 


OJ991028_05.0211 


.Cll 


Gene No. 


OOO Jo 


Strand 






Start 


532 


End 


5400 




Name 


OJ991028_05.0211.Cll.o2.tm 


Method 


TBLASTX: Maize 




Start 


Tic: 


End 


1035 




GI 


none 


Score 


46 




Exons 


tic toq n o Toe ono in*DC 
./l0../cfy, /I0../0O, 0U0..IO0O 


, 809. .1033 




Seq. No. 


0 JU4 0 


Seq. ID 


OJ991028_05.0211 


. Cll 


Gene No. 


bob 00 


Strand 






otart 


coo 


End 


5400 




Name 


OJ991028 05.0211.Cll.ol.tc 


Method 


TBLASTX: Cress 




Start 


781 


End 


1026 




bl 


none 


Score 


201 




Exons 


781. .1026 








Seq. No.... 


33048 


Seq. ID . 


OJ991028_05.0211 


. Cll 


Gene No. 


68538 


Strand 




■ 


otart — - 


532 : - • • 


End , ' 


5400- 




Name 


• OJ991028 05.0211.Cll.ol.tm 


Method • 


TBLASTX: Maize 




Start 


4399 


End 


4761 




bl 


none 


Score 


151 




Exons 


4399. .4761, 4511. .4741 








Seq. No. 


33049 


Seq. ID 


OJ991028_05.0211, 


.C13 


Can o M 


68539 


Strand 


+ 




Start 


1 


End 


222 




Name 


OJ991028 05.0211.C13.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


222 




GI 


1781228 


Score 


219 




Exons 


1. .222 








GI Descrip. 


(Z83867) fadE24 [Mycobacterium tuberculosis] 





33163 




C « XT _ 

Seq. No. 


ookjh 3 




Seq. ID 


OJ991028_05. 0211 .CI 


uene no . 


Do 04 U 




Strand 


+ 


Start 


248 




End 


670 


Name 


OJ991028_05 


.0211.C13.o2.np 


Method 


AAT/NAP 




0 A Q 




End 


670 


c t 


^ o^jy / z 




Score 


64 3 


Exons 


Z 4 O . . D / U 








uescrip. 




putative acyl-CoA 


dehydrogenase [Acinetobacter : 




/iJJr X J 








Seq. No. 


33050 




Seq. ID 


OJ991018_04 . 0211 .C2 


Gene No. 


68541 




Strand 


+ 


Of -1 


/ 0 




End 


175 


Name 


ojyyiuio U4 


. Uzii . cz . ol . gs 


Method 


GENSCAN 


btarr 


1 0 




End 


175 




none 




Score 


. 59 


Exons 


76. . 175 








o e q . in o . 


33051 




Seq. ID 


OJ991018_04 . 0211 .C3 


Gene No. 


68542 




Strand 




Start 


695 




End 


7616 


. Name ; ■ 


, OJ9910.18 04 


.02 U,.C3,oJL..np 


_ Method. _ 


. AAT/NAP ; „ 


.JStant, . ir _ r , 


695, 




„EnoCZ,-l-- 


..,4.3,7.7 „ 


C T 


5091513 




-Score 


1632 - 


Exons 


695. .857, 1652. .1986, 2030. .2324, 2351 


. . 2883, 3637 . . 4377 


GI Descr ip . 


(AB02 34 82 ) 


Hypothetical protein [Oryza 


sativa] 


Seq. No. 


33051 




Seq. ID 


OJ991018_04.0211.C3 


Gene No. 


68542 




Strand 




C H , v- -f- 

otsrt 


695 




End 


7616 


Name 


OJ991018 04 


.0211.C3.ol.gs 


Method 


GENSCAN 


O 4- -i 

otart 


1387 




End 


2846 


pi 


none 




Score 


.74 




1387. .1833, 


1850. .2428, 2451. 


.2846 




C z-r h"I/-\ 

oeq . no * 


33051 




Seq. ID 


OJ991018_04.0211.C3 


Gene No . 


68542 




Strand 




Start 


695 




End 


7616 


Name 


OJ991018 04 


.0211.C3.o2.gs 


Method 


GENSCAN 


otart 


3788 




End 


7616 




. none . 




. , Score , 


.64 


Exons 


. 3788. .4116, 


4208. .4429, 5058. 


,5226, 5231... 5291, 6331.. 6491, 




72.42*. i-72-95,' 


- 7485. .'7616' . ' 






Seq. No. 


33051 




Seq. ID 


OJ991018_04 .0211.C3 


Gene No. 


68543 




Strand 




Cf 2 yf 


7670 




End 


7974 


Name 


OJ991018 04 


.0211.C3.ol.tc 


Method 


TBLASTX: Cress 


C +- -I v+- 

btari 


7643 




End 


7930 


C T 
o J. 


none 




Score 


351 


Exons 


7643. .7930, 


7644. .7928, 7651. 


.7929 




Seq. No. 


33051 




Seq. ID 


OJ991018_04 .0211.C3 


Gene No. 


68543 




Strand 




Start 


7670 




End 


7974 


Name 


OJ991018 04, 


.0211.C3.ol.ts 


Method 


TBLASTX: Soybean 


Start 


7652 




End 


7949 



33164 



# 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



none 



33051 
68543 
7670 

OJ991018_04 .0211.C3.o2.np 

7670 

131164 

7670. .7912 

PHOTOSYSTEM I IRON-SULFUR 
KD POLYPEPTIDE) (PSI-C) gi 
iron-sulfur protein psaC - 
photosystem I iron-sulfur 
gi | 12051 | emb | CAA33954 | (XI 
gi | 12350 | emb | CAA31555 | (XI 



Seq. No. 33051 

Gene No. 68543 

Start 7670 

Name OJ991018_04 . 0211 . C3 . ol . tm 

.......Start. . ._ J77 4 7. . 

^.^Gi^ , no ne^.^„,„ „ , v 

■ Exons 



Score 


258 


7949 




Seq. ID 


OJ99101 


Strand 




End 


7974 


Method 


AAT/NAP 


End 


7912 


Score 


416 



CENTER (PHOTOSYSTEM I SUBUNIT VII) (9 
65727 | pir | | FERZA photosystem I 
rice chloroplast gi | 65728 | pir | | FEWT1 
protein psaC - wheat chloroplast 
5901) PSI 9kDa protein [Oryza sativa] 
3158) photosystem I 8 kDa subunit 



Seq. ID 

Strand 

End 

Method 
. End. ...^ . 



OJ991018_04 .0211.C3 
7974 

TBLASTX: Maize 

.7974 . . 

.3A6„„_,_ 



7747. .7974, - 7748. .7957 



I:;; Seq. No. 33052 

rH Gene No. 68544 

Start 11037 

hi Name OJ991018_04 . 0211 . C4 . o3 . gs 

I"" Start 11037 

!::! GI none 

1 i ; Exons 



Seq. ID OJ991018_04 .0211.C4 

Strand + 

End 13254 

Method GENSCAN 

End 13254 

Score . 6 



11037. .11145, 11673. .11748, 12728 12775, 13179.. 13254 



Seq. No. 33052 

Gene No. 68545 

Start 1 

Name OJ991018_04 . 0211 . C4 . ol . gp 

Start 1 

GI 2797226 

Exons 1..109 



Seq. ID OJ991018_04 .0211.C4 
Strand 

End 109 

Method AAT/GAP 

End 109 

Score 195 



Seq. No. 

Gene .No . 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 



33052 - 
68546 - ' 
10 

OJ991018_04.0211.C4.ol.np 
10 

2499524 
10. .47, 314 



OJ991018 04. 0211. C4 



Seq. ID _ 
'Strand ' '" 
End 2818 
Method AAT/NAP 
End 2495 
Score 475 
1068, 1393.. 1447, 1679.. 2195, 2300.. 2495 
RENAL SODIUM/ DICARBOXYLATE COTRANSPORTER ( NA ( + ) ./DICARBOXYLATE 
COTRANS PORTER) gi | 2 1 37022 | pir || I 4 6528 sodium/dicarboxylate 
cotransporter - rabbit (fragment) gi 1758384 (U12186) 
sodium/dicarboxylate cotransporter [Oryctolagus cuniculus] 



33052 Seq. ID 

68546 Strand 

10 End 

OJ991018_04 . 0211 . C4 . o2 . gp Method 



OJ991018_04.0211.C4 

2818 
AAT/GAP 



33165 



Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



105 End 1053 

16167^1. R1084 Score 1257 

105. .205, 371. .881, 977. .1053 

'4322346/gb|AAD16019| 2.0e-27 (AF081825) sodium-dependent 
high-affinity dicarboxylate transporter [Rattus norvegicus] 
>gi_4 837 725_gb_AAD30657 . 1_AF080451_1 (AF080451) sodium-dependent 
dicarboxylate transporter SDCT2 [Rattus norvegicus] 1 



33052 
68546 
10 

OJ991018_04 . 0211.C4.ol.gs 

351 

none 



Seq. ID OJ991018_04 .0211 .C4 
Strand 

End 2818 

Method GENSCAN 

End 2744 

Score .86 



351. .881, 977. .1072, 1397. .1440, 1704. .2208, 2304. .2744 



Seq. No. 33052 Seq. ID 

Gene No. 6854 6 Strand 

Start 10 End 

Name OJ991018_04 . 0211 . C4 . o3 . gp Method 

Start 2582 End 

GI. , 1632 10 ....... _ ..... Score- 7 _ 

.Ex.ons._ : .„...^_,._.,2.5.a2,.^8.L8_ v .._^_,_-, 



OJ991018_04 .0211. €4 

2818 

AAT/GAP 

2818 

417 . ., , - , _ 



Seq. No. 33052 

Gene No. 68547 

Start 3683 

Name OJ991018_04 . 0211 . C4 . o2 . gs 

Start 3683 

GI none 

Exons 3683.. 3802, 3856.. 3947, 4009.. 

8781.. 9284, 9295.. 9557, 10300. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991018 04. 0211. C4 



10619 
GENSCAN 
10601 
.42 

4066, 4778.. 5050, 5466. 
.10367, 10463.. 10601 



.5493, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

.GI Descrip. 

Seq. No.' 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



33052 
68547 
3683 

OJ991018_04 .0211.C4.o2.np 

8804 

6651245 



Seq. ID OJ991018_04 .0211.C4 
Strand 

End 10619 

Method AAT/NAP 

End 10619 

Score 934 



8804.. 9284, 9391.. 9557, 10300 .. 10367 , 10463.. 10619 
(AF.154003.) pirin [Lycppersicon .esculentum] 



33052 ' -s . . ' .Seq. ID 

68548 ' Strand 

14460 End 

OJ991018_04 . 0211 . C4 . o2 . tm Method 

369 End 

none Score 

369. .647, 370. .573 



OJ9910i8_04 .0211 .C4 
14519 

TBLASTX: Maize 

647 

181 



Seq. No. 33052 Seq. ID 

Gene No. 68548 Strand 

Start 14460 End 

Name OJ991018_04 . 0211 . C4 . o3 . tc Method 

Start 369 End 

GI none Score 

Exons 369. .596, 370. .567 



OJ991018_04 .0211.C4 
14519 

TBLASTX: Cress 

596 

159 



33166 



Seq. No. 


33052 








Seq. ID 


OJ991018_04.0211.C4 


Gene No. 


68548 








Strand 


— 


Start 


14460 








End 


14519 


Name 


OJ991018 04 


.0211 


.C4.o4. 


. ts 


Method 


TBLASTX: Soybean 


Start 


405 








End 


821 


GI 


none 








Score 


122 


Exons 


405.. 626, 406.. 561, 59^ 


[ . . 821, 


664 . .789 




Seq. No. 


33052 








Seq. ID 


OJ991018_04 .0211.C4 


Gene No. 


68548 








Strand 


~ 


Start 


14460 








End 


14519 


Name 


OJ991018 04 


.0211, 


.C4.o4. 


tm 


Method 


TBLASTX: Maize 


Start 


693 








End 


893 


GI 


none 








Score 


55 


Exons 


693. .740, 693. .881, 694 


o o o 

: . . 882 , 


789 . .893 




Seq. No. 


33052 








Seq. ID 


OJ991018_04.0211.C4 


Gene No. 


6854 8 








Strand 




Start 


14460 








End 


14519 


Name 


OJ991018 04 


.0211. 


,C4 .o3. 


ts 


Method 


TBLASTX: Soybean 


. Start. _ _ 


1004 _ _ ... 








...End 


2083.. .. ... ..... ■ , 


,_.G.L - . 


.^nane™™, 






~ 


-Scare. 




Exons 


i004.-.1069 f - 


1005; 


; r . 1067, 


- 1690 . 


.2004, 1702.. 1920, 1784.. 1921, 




2024. .2083 












Seq. No. 


33052 








Seq. ID 


OJ991018JD4.0211.C4 


Gene No. 


68548 








Strand 




Start 


14460 








End 


14519 


Name 


OJ991018 04 


.0211. 


C4.o2. 


tc 


Method 


TBLASTX: Cress 


Start 


1895 








End 


2214 


GI 


none 








Score 


71 


Exons 


1895. .2041, 


1897. 


.2004, 


2056. 


.2214, 2072. .2209 


Seq. No. 


33052 








Seq. ID 


OJ991018_04.0211.C4 


Gene No. 


68548 








Strand 




Start 


14460 








End . 


14519 


Name 


OJ991018 04, 


.0211. 


C4.o2. 


ts 


Method 


' TBLASTX : Soybean 


Start 


2083 








End 


2714 


GI 


none 








Score 


72 


Exons 


2083, .222.3.,.- 


2054. 


-.2206.,. 


2107 . , 


.2229, 2301. .2714, .2329. .2613. 


Seq." No. 


33052 " ' . ' 








■ Seq'. ID 


0 J 9 9 1 01 8_0 4' . 021 1 . C 4 ' 


Gene No. 


68548 








Strand 




Start 


14460 








End 


14519 


Name 


OJ991018 04. 


,0211. 


C4.ol. 


tc 


Method 


TBLASTX : Cress 


Start 


2301 








End 


2681 


GI 


none 








Score 


211 


Exons 


2301. .2537, 


2323. 


.2538, 


2547 . , 


.2681 




Seq. No. 


33052 








Seq. ID 


OJ991018_04 .0211.C4 


Gene No. 


68548 








Strand 




Start 


14460 








End 


14519 


Name 


OJ991018 04. 


0211. 


C4.o3. 


tm 


Method 


TBLASTX : Maize 


Start 


2461 








End 


2766 


GI 


none 








Score 


254 


Exons 


2461. .2748, 


2463. 


.2627, 


2622. . 


2672, 2670.. 2747, 2695.. 2766, 



33167 




2700. .2759 



Seq. No. 


33052 








Seq. ID 


OJ991018 


_04 .0211.C4 


Gene No. 


68548 








Strand 








14460 








End 


14519 




Name 


OJ991018 04 


.0211 


.C4.ol. 


. ts 


Method 


TBLASTX: 


Soybean 


Of -,v-f 


8804 








End 


10610 


C T 


none 








Score 


82 




Exons 


8804. .8989, 


8889 


. .9023, 


9077. 


.9283, 9141. .9287, 


9390 . .9566 




9391. .9558, 


10292. .10369, 10294. .10386 


, 104 64.. 


10610, 




10465. .10593 










beq . wo . 


33052 








Seq. ID 


OJ991018 


_04 . 0211 . C4 


Gene No . 


68548 








Strand 






Start 


14460 








End 


14519 




Name 


OJ991018 04 


.0211 


. C4 . Ob . 


tm 


Method 


TBLASTX: 


Maize 


o tar t 


8807 








End 


9007 




C T 


none 








Score 


116 




Exons 


8807. .8989, 


8889 


QQQ1 

. . o y o i , 


o o n a 


.9007 






Seq. No. 


33052 








Seq. ID 


OJ991018 


_04.0211.C4 


bene no .. _ 


68548 .. 








..Strand. 




- • -~ — - - 


.. ota r,r ( , .. , r , 


_1.4 4 6.0-. 






r- 


•JqcL.^ 


.^4513'^: 




Name 


OJ991018 04- 


.0211, 


; 0 4 . 0 1 . 


._. — — . 

tm ' *• 


■ Method - 


TBLASTX: 


Maize - 


btart 


9161 








End 


10350 




f T 
Vjrl 


none 








Score 


83 




Exons 


9161. . 9226, 


9162, 


. . yzz / , 


n o o o 
yz jj . 


.9283, 9237. .9287, 


9390 . . 9566, 




9391. . 9558, 


9521. 


. . 9562, 


10300 


. . 10350 




oeq . no . 


33052 








Seq. ID 


OJ991018 


_04 . 0211 . C4 


Gene No . 


68548 








Strand 






btarc 


14460 








End 


14519 




Name 


OJ991018 04, 


.0211, 


(~* A _ A 

,L4. 04 . 


gs 


Method 


GENSCAN 




o car t 


14460 








End 


14519 






none 








Score 


.46 




Exons 


14460. .14519 












oeq . no . 


33053 








Seq. ID 


OJ991018 


_04 . 0211 . C5 


Gene No . 


68549 








Strand 


+' 




otar u 


102 








End 


256 ' 




Name 


GJ991018 . 0.4 . 


,0211. 


CS.ol. 


gs . - 


Method^. 


GENSCAN . 






102 








End 


256 






■"none 








Score 


•5 . 


h 


XT' ■von o 


102.. 256 














Seq. No. 


33053 








Seq. ID 


OJ991018_ 


_-04 .0211.C5 


Gene No. 


68550 








•Strand 


+ 




Start 


21-98 








End 


8992 




Name 


OJ991018 04. 


0211. 


CS.ol. 


np 


Method 


AAT/NAP 




Start 


2198 






End 


8992 




GI 


1076211 








Score 


108 




Exons 


2198. .2351, 


7878. 


.8124, 


8792. , 


.8992 







GI Descrip. hypothetical protein VSP-3 - Chlamydomonas reinhardtii gi 1530876 
(L29029) amino acid feature: Rod protein domain, aa 266 .. 468; 
amino acid feature: globular protein domain, aa 32 .. 265 
[Chlamydomonas reinhardtii] 



33168 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



33053 
68551 
2034 

OJ991018_04.0211.C5.o2.gs 

2034 

none 



Seq. ID OJ991018_04.0211.C5 
Strand 

End 6176 

Method GENSCAN 

End 6176 

Score .58 



2034. .2474, 2489. .2601, 2660. .2722, 3426. .3573, 3693. .3941, 
6063.. 6176 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 

Start . . 

-GI__... 

Exons / 
GI De scrip. 



33053 
68552 
7766 

OJ991018_04.0211.C5.o3.gs 

7766 

none 



Seq. ID OJ991018_04 .0211.C5 
Strand 

End 8439 

Method GENSCAN 

End 8439 

Score .72 



7766. .7794, 7929. .8135, 8260. .8439 



33054 
68553 
1 

OJ991018_04 .0211.C6.ol.np 

1 . ...... , „ . - 

r ^.3aa5A6.a^Z^l^^.Zi^^,^. 

■■' I.-"-. 284:, • 3198. .3281 - - ' . ' - - 

(AF058699) polyprotein [bovine viral, diarrhea virus strain Rit 
4350] 



Seq. ID OJ991018_04.0211.C6 
Strand + 

3281 . 
AAT/NAP 

3281 . ■ . 



End 

Method 
.End . 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start' 
Name 
.Start 
GI . 

Exons : ' 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 



33054 
68553 
1 

OJ991018_04.0211.C6.o2.np 
1 

5823568 



Seq. ID OJ991018_04 . 0211.C6 

Strand + 

End 3281 

Method AAT/NAP 

End 3281 

Score 683 



1..408, 460. .1617, 3022. .3281 

(AL049730) polyubiquitin-like protein [Arabidopsis thaliana] 



33054 
68553 
1 

OJ991018_04.0211.C6.ol.gs 

99^ .. - . - 

none 

99... 1617/ 2363.. . 2448 * 

33054 
68553 
1 

OJ991018_04.0211.C6.ol.tm 

7 9,3 
none 



Seq. ID OJ991018_04.0211.C6 

Strand + 

End 3281 

Method GENSCAN 

End. . 2448 ...... 

Score .79 



Seq. ID OJ991018_04.0211.C6 

Strand + 

End 3281 

Method TBLASTX : Maize 

End 1209 

Score 459 



793. .1014, 794. .1207, 795. .1208, 823. .1209, 1090. .1209 



33054 
68553 
1 

OJ991018JD4 .0211.C6.ol.gp 

878 



Seq. ID OJ991018_04.0211.C6 

Strand + 

End 3281 

Method AAT/GAP 

End 1341 



33169 



GI 


o o 1 r\ o o a 

2olUoz4 








Score 


841 


Exons 


O 1 O 1 O Vl 1 

o / o . . lo4 1 












Seq. No. 


33054 








Seq. ID 


OJ991018JD4 . 0211. C6 


Gene No. 


68553 








Strand 


+ 




i 










0001 
OZO 1 


Name 


n TQQ1 m q n A 

Uo yyiuio U4 


n o i 1 
. UZ 1 1 


.lb, OZ . 


tm 


Method 


TBLASTX : Maize 


btart 


1Z 1U 








hna 


T A O O 

14z / 


H T 
Lrl 


none 








Score 


1 H A 

i/4 


Exons 


1Z 1 U . . 


LZ 1U 


1 A O R 




i / on 

. 1 4 Z 1 




beq. no. 


q o n c /i 








Seq. ID 


OJ991018_04.0211.C6 


Gene No. 


68553 








Strand 


+ 


Start 


1 








End 


3281 


Name 


uj yyiuio u 4 




Lb . Oi . 


ts 


Method 


TBLASTX : Soybean 


btart 


Izol 








End 


1613 


bi 


none 








Score 


229 


Exons 


1 OC1 1j1Q"7 

IZO 1 . . 14o / , 


IZob 


1 A "3 C 

. 1 4 Jo, 


14 1Z . 


.1480, 1417. .1554, 1481. .1606, 




14 oZ . . 1 olo 












Seq. No. 


33054 








Seq. ID 


OJ991018_04.0211.C6 


Gene., No., , 


, . 68553 








Strand ; 















.J£nd__..,_ 


.-32.8.1, ; ;„ ■ . 


XT — — — 

Name 


ojyyiuio U4 


. U Z 1 1 


Co . Ol~. 


tc ■ -* 


Method 


TBLASTX: Cress - - 


Start 


1 O O" 1 
lO / 1 








End 


3143 


GI 


none 








Score 


264 


Exons 


lo / 1 . . 1 olo , 


1 4 UU , 


. 1 olz , 


oUzU . 


.3139, 3021. .3143 


Seq. No. 


o o n c / 

ooUo4 








Seq. ID 


OJ991018_04.0211.C6 


Gene No. 


68553 








Strand 


+ 


Start 


1 








End 


3281 


Name 


O TQQ1 D1 Q C\ A 

uj yyiuio u4 


. UZ 1 1 , 


Lb . Oo . 


tm 


Method 


TBLASTX: Maize 


btart 










End 


3233 


Lrl 


none 








Score 


113 


Exons 


14 jU . . 1 Olo , 


1 A T 1 


1 C3 /I 
. 1 Oo4 , 


1 /I oo 

1 4 oo . 


.1612, 3017. .3232, 3020. .3232, 




oUz 4 . . jzjj 












beq. no. 


"5 *3 n c: c 








Seq. ID 


OJ991018_04.0211.C7 


Gene No. 


68554 








Strand 


+ 


Start 


1041 








End 


1292 


Name 


OJ991018 04 


0211. 


C7.ol. 


np . 


Method . 


AAT/NAP,. _ . . 


btart 


1041 








End 


1292 


bl 


5823568' 








Score ' ~ 


. 253 


Exons 


1041. .1292 












GI Descrip 


(AL04 9730) polyubiquitin-like 


protein 


[Arabidopsis thaliana] 


Seq. No. 


33055 








Seq. ID 


OJ991018_04.0211.C7 


Gene No. 


68555 








Strand 




Of -i v-V 

b tart 


418 








End 


963 


Name 


OJ991018 04, 


0211. 


C7.ol. 


gs 


Method 


GENSCAN 


Start 


418 








End 


963 


GI 


none 








Score 


.42 


Exons 


418. .529, 917. .963 








beq. No. 


33055 








Seq. ID 


OJ991018__04.0211.C7 


Gene No. 


68556 








Strand 




Start 


1029 








End 


1298 



33170 




Name 


OJ991018_04 .0211.C7.ol. 


ts 


Method 


TBLASTX: 


Soybean 




Start 


1029 




End 


1298 








GI 


none 




Score 


322 








Exons 


1029.. 1298, 1033.. 1221, 


1073 . 


.1297, 1074.. 1298 








Seq. No. 


33056 




Seq. ID 


OJ991018 


_04 


.0211 


.C8 


Gene No. 


68557 




Strand 


- + 








Start 


T A A A 

1000 




End 


1342 








Name 


OJ991018 04 . 0211 . C8 . o2 . 


gs 


Method 


GENSCAN 








Start 


1000 




End 


1342 








GI 


none 




Score 


.99 








Exons 


1000.. 1086, 1091.. 1342 














Seq, No. 


33056 




Seq. ID 


OJ991018 


_04 


.0211 


.C8 


Gene No. 


68558 




Strand 


_ 








Start 


47 




End 


182 








Name 


OJ991018_04 . 0211 . C8 . ol . 


gs 


Method 


GENSCAN 








Start 


47 




End 


182 








GI 


none 




Score 


.91 








Exons 


47 . . 182 














Seq.^No . 


33056 ... 




..Seq.. ID , 


.pJ9?1018 s 


J>4 . 


:_Q211. 


,C8 


,-_Gene. r -Njp^- f .-. rr - 






^£xand_^ 










Start 


"117 4 - 




End 


2384 - ■ 








Name 


OJ991018 04.0211.C8.ol. 


gp 


Method 


AAT/GAP 








Start 


1174 




End 


2384 








GI 


none 




Score 


2081 








Exons 


1174.. 21 12, 22S9..2384 














Seq. No. 


33056 




Seq. ID 


OJ991018 


_04. 


.0211 


.C8 


Gene No. 


68559 




Strand 


_ 








Start 


1174 




End 


2384 








Name 


OJ991018_04 . 0211 . C8 . o3 . 


gs 


Method 


GENSCAN 








Start 


1675 




End 


2273 








GI 


none 




Score 


.99 








Exons 


1675.. 2112, 2259.. 2273 














Seq. No. 


33057 




Seq. ID 


OJ991018_ 


_04. 


,0211 


.Cll 


Gene No. 


68560 




Strand 










Start 


53 




End 


4083 








Name . . . 


OJ991Q18_J).4 .0211.Cll.ol 


* gp : . 


Method 


AAT/GAP . 








Start 


53 *■ 




End. 


661 








GI" ■ 


■48743_1 . R1084 




Score 


• 1210 ' 








Exons • 


53 . . 661 














GI Descrip. 


1 4 678268/emb|CAB41176. 1 


I l.Oe- 


■34 (AL049660) putative protein 




[Arabidopsxs thaliana] ' 














Seq. No. 


33057 




Seq. ID 


OJ991018_ 


_04. 


0211, 


.cri 


Gene No. 


68560 




Strand 










Start 


53 




End 


4083 








Name 


OJ991018 04.0211.Cll.ol 


.gs 


Method 


GENSCAN 








Start 


249 




End 


4080 








GI 


none 




Score 


.57 








Exons 


249. .706, 1690. .1733, 2134. .21 


.89, 2253, 


..2620, 2975. 


. 3306. 




3530. .4080 














Seq. No. 


33057 




Seq. ID 


OJ991018_ 


_04. 


0211, 


.Cll 



33171 




Gene No. 


68560 


Strand 








Start 


53 


End 


4083 






Name 


OJ991018 04 . 0211 . Cll . ol . np 


Method 


AAT/NAP 






Start 


252 


End 


4083 






GI 


4 678268 


Score 


1687 






Exons 


252. .512, 1669. .1829, 2134.. 


2620, 2975 


..3306, 3530. .408 


3 


GI Descrip. 


(AL049660) putative protein 


[Arabidopsis thaliana] 




Seq. No. 


33057 


Seq. ID 


OJ99101* 


3_04 .0211 


.Cll 


Gene No. 


68561 


Strand 








Start 


5377 


End 


5523 






Name 


OJ991018 04.0211.Cll.o2.tm 


Method 


TBLASTX; 


: Maize 




Start 


35 


End 


500 






GI 


none 


Score 


66 






Exons 


35. .106, 76. .177, 86. .115, 171. .212, 219. .500, 


220. .435 




Seq. No. 


33057 


Seq. ID 


OJ991018 04.0211 


.Cll 


Gene No. 


68561 


Strand 


■ 






btart 


5377 


End 


5523 






Name 


OJ991018 04.0211.Cll.ol.tc 


Method 


TBLASTX: 


:Cress 




Start 


237 


End 


500 






GI... . , . ■ 


none . 


.Score , 


159 / 




— . 


7 5x.ons ^ -~ 


.. 3X.1~5..0&,L 27.1 .,,..435 . i.'JJ- ■ 










Seq. No. 


■ - . . • . . 

33057 


Seq. ID 


^ , . „~rr-~ 

OJ99101E 


i_04.0211 


.Cll 


Gene No . 


68561 


Strand 








Start 


5377 


End 


5523 






Name 


OJ991018 04.0211.Cll.ol.tw 


Method 


TBLASTX: 


Wheat 




Start 


270 


End 


500 






GI 


none 


Score 


262 






Exons 


270. .500, 274. .435 










Seq. No. 


33057 


Seq. ID 


OJ99101E 


i_04.0211 


.Cll 


Gene No. 


68561 


Strand 








Start 


5377 


End 


5523 






Name 


OJ991018 04.0211.Cll.o2.ts 


Method 


TBLASTX: 


Soybean 




Start 


288 


End 


501 




GI 


none 


Score 


.183 




- 


Exons 


288. .500, 292. .501 










Seq. .No..,. . . 


33057 - . • . . 


Seq, .ID 


OJ99101S 


!_04.0211 


.Cll 


Gene No. . 


68561 


Strand 








Start' 


5377 ' / . ' 


End * 


5523. 






Name 


OJ991018 04.0211.Cll.ol.tm 


Method 


TBLASTX : 


Maize 




Start 


2139 


End 


2523 






GI 


none 


Score 


512 . 






Exons 


2139. .2522, 2140. .2520, 2140 


. .2523 








Seq. No. 


33057 


Seq. ID 


OJ991Q18 


_04.0211, 


.Cll 


Gene No. 


68561 


Strand 








Otait 


5377 


End 


5523 






Name 


OJ991018 04 .0211. Cll. ol. ts 


Method 


TBLASTX: 


Soybean 




Start 


2211 


End 


2601 




GI 


none 


Score 


162 






Exons 


2211. .2600, 2211. .2600, 2230 


..2601, 2236. .2601 






Seq. No. 


33057 


Seq. ID 


OJ991018 


_04.0211, 


.Cll 



33172 




Gene No. 


68561 




Strand 






Start 


5377 




End 


5523 




Name 


OJ991018_04 . 0211 


.Cll.o3.tm 


Method 


TBLASTX: 


: Maize 


Start 


2552 




End 


3316 




GI 


none 




Score 


63 




Exons 


2552 . .2623, 2974 


. . 3000, 2974 


..3000, 2994. .3191, 


3006.. 3305, 




3007 . . 3297, 3152 


. . 3316, 3247 


. .3312 






Seq. No. 


33057 




Seq. ID 


OJ9 9ioit 


M)4 .0211. Cll 


Gene No. 


68561 




Strand 






Start 


5377 




End 


5523 




Name 


OJ991018_04 . 0211 


.Cll .o3. ts 


Method 


TBLASTX : 


: Soybean 


Start 


3712 




End 


3900 


GI 


none 




Score 


14 3 




Exons 


3712 . . 3900, 3713 


. .3871 








Seq. No. 


33057 




Seq. ID 


OJ99101E 


i_04 .0211. Cll 


Gene No. 


68561 




Strand 






Start 


5377 




End 


5523 




Name 


OJ991018_04 . 0211 


. Cll . o4 . tm 


Method 


TBLASTX: 


Maize 


Start 


3739 




End 


3903 




,GI — 


none _ - . . 


- 


Score 


202 




Exons.. 


^3 23 .9*.. -3l?:03, , ^3 JJLO, 


...^3&Zl., r -.,3.7-51. 


.._JL8L7-6, V _,_-^. 


— ™~ 


~. — 


Seq. No. 


33057 




Seq. ID 


OJ99101G 


i 04. 0211. Cll 


Gene No. 


68561 




Strand 






Start 


5377 




End 


5523 




Name 


OJ991018_04 . 0211 


.Cll .o2.gs 


Method 


GENSCAN 




Start 


5377 




End 


5523 




GI 


none 




Score 


.49 




Exons 


5377 . . 5523 










Seq. No. 


33058 




Seq. ID 


OJ99101S 


t_04 . 0211. C12 


Gene No. 


68562 




Strand 


+ 




Start 


818 




End 


3244 




Name 


OJ991018 04.0211 


.C12.ol.np 


Method 


AAT/NAP 




Start 


818 




End 


2624 




GI 


6729524 




Score 


378 




Exons 


818. .1206,' 1297. 


.1416, 1557. 


.1636, 1775. .1815, 


1913. .2011, 




2456. .2624 










GI Descrip. 


(AL132977) putative, protein 


[Arabidopsls thaliana]. „ 


Seq. No.- . 


33058 * . 




S,eq. ' ID. 


OJ991018 


_04 .021l';ci2 


Gene No. 


• 68562 




Strand 


+ " ■ 




Start 


818 




End 


3244 




Name 


OJ991018 04.0211, 


■C12.ol.gs 


Method 


GENSCAN 




Start 


927 




End 


3244 




GI 


none . < 




Score 


.42 




Exons 


927. .1426, 1519., 


.1636, 1775. 


.1912, 2487 


'. .2614, 


3037. .3244 


Seq. No. 


33058 




Seq. ID 


OJ991018 


_04.0211.C12 


Gene No. 


68562 




Strand 


+ 




Start ' 


818 




End^ 


3244 




Name 


OJ991018 04.0211, 


.C12.ol.tm 


Method 


TBLASTX: 


Maize 


Start 


944 




End 


2680 




GI 


none 




Score 


111 




Exons 


94 4. .1111, 978. .1112, 1120. .1236, 1120. 


.1197, 1254. .1415, 



33173 





1284 . .1418, 


1289, 


. . 1417, 


1514 . 


.1585, 1519. .1581, 


1772 . . 1822, 




1774 . . 1839, 


1775 . 


. .1816, 


1913 . 


.2008, 1914. .2012, 


2442. .2627 , 




2446 . .2661, 


2456 , 


, .2680, 


2591 . 


.2659 






Seq. No. 


33058 








Seq. ID 


A TflOl AT C 

ojy y luic 


i_04.0211.C12 


Gene No. 


68562 








Strand 


+ 




Start 


olo 








hna 


O A A A 

32 4 4 




Name 


OJ991018 04 


. 0211 , 


, C12 . ol 


• gp 


Method 


AA1 /CjAr 




Start 


1 913 








hna 






GI 


O r A A 1 A 

969014 








Score 


"DOT 




Exons 


1 A 1 O A A 1 1 

1913 . . 2011 , 


a a c e 

2456 . 


A/"01 

, . 2631 










Seq. No. 


33058 








Seq. ID 


ATOm AT C 


(_04.0211.C12 


Gene No. 


68562 








Strand 


+ 




Start 


818 








T" 1 w~> ^0 

bna 


A A / /I 

32 4 4 




Name 


OJ991018_04 


. 0211 . 


. C12 . ol 


. ts 


Method 


TBLASTX : 


Soybean 


Start 


2433 








17 « 

bna 


2 64 2 




GI 


none 








Score 


a a r 

24 6 




Exons 


0/1130 A /* vl A 

2433 . .2642, 


24 47. 


a r a t 

, .2641 










Seq. No. 


33058 








Seq. ID 


✓-\ T A A "1 AT V 

OJ99101c 


!_04.0211.C12 


Gene No . - 


,68562 . , , 


. ' 


. . .- 


- 


Strand 


+ 




_JS±.ar.t..._..^:. ; „ w 


. 8jL8 Vj „>, , 










....End r -.^- . 


,3.2 .4 A- , 




Name 


OJ991018 04 


. 0211 . 


C12 . ol 


. tc 


Method 


TBLASTX : 


Cress ■ ■ 


Start 


24 56 








End 


2588 




GI 


none 








Score 


200 




Exons 


2456 . . 2587 , 


2457 . 


.2588 










Seq. No. 


33059 








Seq. ID 


OJ991018 


! 04 . 0211 . C13 


Gene No. 


68563 








Strand 


+ 




Start 


1 








End 


705 




Name 


OJ991018 04 


.0211. 


C13.ol 


. np 


Method 


AAT/NAP 




Start 


1 








End 


705 




GI 


6714320 








Score 


230 




Exons 


1 . . 302, 561 


. .705 












GI Descrip. 


f 7\PA1 /" AT o \ 

(AC016972) 


hypothetical 


protein [Arabidopsis thaliana] 


Seq. No. 


33059 








Seq. ID 


OJ991018 


_04 .0211.C13 


Gene No. 


68563 








Strand 


+ 




Start 


1 








End 


705 




, Name 


OJ991018 04. 


.0211. 


C13.ol 


..tm 


Method. . 


.TBLASTX: 


Maize 


Start 


18 








End 


282 




GI" 


none,.-" 








Score \ 


'298 




Exons 


18 . . 281, 19 


. .282 












Seq. No. 


33059 








Seq. ID 


OJ991018 


_04.0211.C13 


Gene No. 


68563 








Strand 


+ 




Start 


1 








End 


705 




Name 


OJ991018 04 


.0211. 


C13.ol 


. ts 


Method 


TBLASTX: 


Soybean 


Start 


22 








End 


351 




GI 


none 








Score 


209 




Exons 


22. .351, 69 


. . 194 












Seq. No. 


33059 








Seq. ID 


OJ991018 


_04.0211.C13 


Gene No. 


68563 








Strand 


+ 




Start 


1 








End 


705 




Name 


OJ991018 04 


.0211. 


C13.ol 


. tc 


Method 


TBLASTX: 


Cress 



33174 




Start 


27 








End 


294 






GI 


none 








Score 


203 






Exons 


27 . . 293, 


28 


..294 












Seq. No. 


33059 








Seq. ID 


OJ991018 04 


. 0211 


.CI 


Gene No. 


68563 








Strand 


+ ~~ 






Start 


1 








End 


705 






Name 


OJ991018 


_04 


.0211.C13.ol 


.gs 


Method 


GENSCAN 






Start 


49 








End 


619 






GI 


none 








Score 


. 94 






Exons 


49 . . 302, 


561. . 619 












Seq. No. 


33060 








Seq. ID 


OJ991018 04 


. 0211 


. CI 


Gene No. 


68564 








Strand 


+ ~~ 






Start 


57 








End 


173 






Name 


OJ991018 


04 


.0211.C14.ol 


.gs 


Method 


GENSCAN 






Start 


57 








End 


173 






GI 


none 








Score 


. 69 






Exons 


57 . . 173 
















Seq. No. 


33061 








Seq. ID 


OJ991018 04 


. 0211 


. CI 


_Gene_.No . r _-. 


,68565,- 








. Strand . 


- +„ , _ 






_S.t.axi„ ^- 


, 6^CU — 








...End _ 








Name "" 


' OJ991018 


I 04 


.0211.C17.ol 


.gs 


Method- 


GENSCAN ■ 







Start 


630 








End 


702 






GI 


none 








Score 


.59 






Exons 


630. .702 
















Seq. No. 


33062 








Seq. ID 


OJ991018 04 , 


. 0211 


. cu 


Gene No. 


68566 








Strand 


+ ~~ 






Start 


7539 








End 


8211 






Name 


OJ991018 


_04 


.0211.C18.o2 


.gs 


Method 


GENSCAN 






Start 


7539 








End 


8211 






GI 


none 








Score 


.46 






Exons 


7539. .8211 














Seq. No. 


33062 








Seq. ID 


OJ991018_04 . 


.0211 


. CIS 


Gene No. 


68567 








Strand 








Start 


1284 








End 


6341 






Name 


OJ991018 


_04, 


.0211.C18.ol 


.np 


Method 


AAT/NAP 






Start ... . 


128 4 








End . 


6341 






GI ... 


.5902445 








Score 


1045' : 






Exoris , ■ - 


1284. .1320, 


3558 . .'47 66, 


6314 . 


. 6341 . 








GI Descrip i 


■ (AB03028 


3) GAG-POL precursor 


[Oryza sativa] 






Seq. No. 


33062 








Seq. ID 


OJ991018_04 . 


,0211, 


. Cl( 


Gene No. 


68567 








Strand 








Start 


1284 








End 


6341 






Name 


OJ991018 


_04. 


.0211.C18.o3, 


. tw 


Method 


TBLASTX: Wheat, 




Start 


3561 








End 


3851 








none 








Score 


108 






Exons 


3561. .381 


51, 


3581. .3850 












Seq. No. 


33062 








Seq. ID 


OJ991018_04 . 


0211. 


■ C1E 


Gene No. 


68567 








Strand 








Start 


1284 








End 


6341 






Name 


OJ991018 


_04. 


0211.C18.o2. 


. ts 


Method 


TBLASTX: Soybean 





33175 




Start 


3755 








End 


4138 ■ 


GI 


none 








Score 


84 


Exons 


3755 . . 4 006, 


4013 


. 4 138 








Seq. No. 


33062 








Seq. ID 


OJ991018_04.0211.C18 


Gene No. 


68567 








Strand 




Start 


1 O Q A 
12o 4 








End 


6341 


Name 


✓-s Tf\ n 1 A 1 O A vl 

ojyyioio 04 


.0211 


C18 . o2 


. tw 


Method 


TBLASTX: Wheat 


Start 


O O C /I 

3854 








End 


4280 


GI 


none 








Score 


62 


Exons 


JO04 . . 4 UZ / , 


0 0 c c 
38 55 


O A A O 

. 3y yo , 


A A O C 

4 035 . 


.4280, 4037. .4273 


Seq. No. 


33062 








Seq. ID 


OJ991018_04.0211.C18 


Gene No. 


68567 








Strand 




Start 










End 


6341 


Name 


ojyyiuio 04 


A A 1 1 

. 0211 . 


C18 . ol 


. tm 


Method 


TBLASTX: Maize 


Start 


4294 








End 


4684 


bl 


none 








Score 


84 


Exons 


4zy4 . . 4332 , 


A 1 O H 

4337 . 


A A 1 1 

.4411, 


4 430. 


.4525, 4543. .4683, 4550. .4684 


Seq. No. 


33062 








Seq. ID 


OJ991018_04.0211.C18 


r Gene No_. • 


.68567,.. 


.. - .• 




„ 


Strand ... 




,..Stai.t 


,. .... l. / H.4 








„.End,_ 




Name ' : 


y-\ T A A 1 A 1 O A '/ 

ojyyioiy 04 


. 0211 . 


C18 . ol 


- 

. t s 


Method 


TBLASTX: Soybean - 


Start 


A O C A 

4 352 








End 


4759 


GI 


none 








Score 


98 


Exons 


4352 . . 4528 , 


454 3. 


.4758, 


4592 . 


.4759 




Seq. No. 


33062 








Seq. ID 


OJ991018_04.0211.C18 


Gene No. 


68567 








Strand 




btart 


128 4 








End 


6341 


Name 


OJ991018 04 


. 0211 . 


C18 . ol 


. tw 


Method 


TBLASTX: Wheat 


Start 


4 4 07 








End 


4768 


GI 


none 








Score 


79 


Exons 


4407 . . 4538 , 


4409 . 


. 4525, 


4543 . 


.4767, 4549. .4731, 4562. .4768 


Seq. No. 


330 63 








Seq. ID 


OJ991018 04.0211.C19 


Gene No . 


£ 0 c a 0 
DOODO 








Strand 


+ 


Start 


1 








End 


5983 


Name 


OJ991018_04 


.0211. 


C19.ol 


.np 


Method 


AAT/NAP 


0 j_ _ „ j_ 

.otar.t . ... 


-1 

1 ... 








End . 


2340 


^1 


456 /304 








Score 


1231 


Exons 


1 . . 31o, 4 05 


. .495, 


535. . 


699," 8 


33... 1039-, 


1122.. 1295, ;455..i*652, 




1/43.. 1851, 


2013. 


.2253, 


2290. 


.2340- 




GI Descrip. 


/TV/^AACAC/^X 


unknown protein [Arabidopsis thaliana] 


Seq. No. 


33063 








Seq. ID 


OJ991018_04.0211.C19 


Gene No. 


68568 








Strand 


+ 


Start 


1 








End 


59,83 


Name 


OJ991018 04 


.0211. 


C19.ol 


. gs 


Method 


GENSCAN 


Of ar f 


203 








End 


5983 


GI 


none 








Score 


.72 


Exons 


203. .316, 441. .699, 83.3 


..1039, 1122. .1295, 1455. .1652, 




1743. . 1856, 


2011. 


.2331, 


2905. 


.3053, 3753.. 3876, 4153.. 4322, 




5507. .5537, 


5664. 


.5772, 


5967. 


.5983 




Seq. No. 


33063 








Seq. ID 


OJ991018_04 .0211.C19 



33176 



Gene No . 


68568 


Strand 


+ 


Start 


1 


End 


5983 


Name 


OJ991018 04.0211.C19.ol.gp 


Method 


AAT/GAP 


Start 


1776 


End 


24 08 


GI 


700724 


Score 


858 


Exons 


1776. .1856, 2011. .2408 






GI Descrip. 


4567304 /gb I AAD237 15 . 1 | AC005956_4 4 . Oe- 


21 (AC005956) unknown 




protein [Arabidopsis thaliana] 




Seq. No. 


33063 


Seq. ID 


OJ991018_04 . 0211 . CI 9 


Gene No. 


68568 


Strand 


+ 


Start 


1 


End 


5983 


Name 


OJ991018 04.0211.C19.o2.gp 


Method 


AAT/GAP 




3581 


End 


o n o o 

o9oo 




uC-osrocyp027f 12bl 


Score 


767 


Exons 


3581. .3983 






GI Descrip. 


'4567304/gb|AAD23715.1|AC005956 4 4 . Oe 


-21 (AC005956) unknown 




protein [Arabidopsis thaliana 


] ' 




beq. no. 


33063 


Seq. ID 


OJ991018 04. 0211. CI 9 


Gene No . 


68568 


Strand 


+ 


Start _ 


1 . . ., .. 


End ^ , ■ 


.5.983 ... .... 


JSIame_ , 


.QJ.9-9.1QJLS. iA^„Q2li'lciS T Joa^g.pil_;.. 


—Method—^ 


„AAT/£AR„..„. 1_ J_ S „ 


otart 


' 4396 ■ 


End 


5050 • - • 




LIB3432-032-P2-K1-F5 


Score 


124 6 


Exons 


4396. .5050 






GI Descrip. 


f 5852170/emb IAL117265.1 IOST17804 1 .0e- 


177 Oryza sativa 




indica(GLA4) genomic DNA, chromosome 4 


, BAC clone : tl7804 ' 


Seq. No. 


33063 


Seq. ID 


OJ991018__04 . 0211 .CI 9 


benG no . 


68568 


Strand 


+ 


Start 


1 


End 


5983 


Name 


OJ991018 04.0211.C19.o4.gp 


Method 


AAT/GAP 


o tar r 


5468 


End 


5979 




uC-osrocyp027f 12al 


Score 


734 


Exons 


5468. .5564, 5664. .5979 






GI Descrip. 


, 4567304/gb|AAD23715.1|AC005956 4 4 . Oe 


-21 (AC005956) unknown 




protein [Arabidopsis thaliana 


] ' 




Seq. No. 


33063 


Seq. ID 


OJ991018 04.0211.C19 


Gene No. 


68569 


Strand 


. 


OLdlL 


7033 ... 


End 


7 608 


Name 


OJ9910 1Bk04 . 02 1 1 . CI 9 . o3 '. ts 


; Method 


- TBLA§TX: Soybean 


bian 


42 ' ■ 


End 


205 • 




none 


Score 


181 


Exons 


42. .203, 102. .203, 110. .205 






Seq. No. 


33063 


Seq. ID 


OJ991018_04 . 0211 .CI 9 


Gene No. 


68569 


.Strand 




Start 


7033 


"End 


7608 


Name 


OJ991018 04.0211.C19.ol.tc 


Method 


TOT A O T 1 V * v /-\ t~- 


Start 


63 


End 


702 


GI 


none 


Score 


328 


Exons 


63. .317, 105.. 317, 107. .328, : 


L10. .328, 


395. .448, 402. .536, 




403. .510, 606. .701, 607. .702 






Seq. No. 


33063 


Seq. ID 


OJ991018_04.0211.C19 



33177 



Gene No. 


68569 




Strand 




Start 


7033 




End 


7608 


Name 


OJyylulo U4 . Uzl l . C19 . ol 


. tm 


Method 


TBLASTX : Maize 


Start 


75 




End 


" 456 


GI 


none 




Score 


380 


Exons 


/O..J1/, OJ. . j4b, 105.. 


317 , 


110 . . 328 , 


390 . . 455, 403 .. 456, 




4 U J . . 4 3 O 








beq. no. 






Seq. ID 


OJ991018 04.0211.C19 


Gene No . 


68569 




Strand 




Start 


7033 




End 


7608 


Name 


OJ991018 04.0211.C19.ol 


. ts 


Method 


TBLASTX: Soybean 


b tart 


432 




End 


1232 


GI 


none 




Score 


50 


Exons 


432.-572, 433. .576, 597 


. .698 


, 598. .699 


, 602. .700, 610. .699, 




830. .853, 860. .1042, 885. .1040, 886. .1041, 1121. .1231, 




1LZZ . . 1Z JZ 








Seq. No. 






Seq. ID 


OJ991018_04 .0211.C19 


Gene No. 


68569 




Strand ' 




otart: 


7033 




End 


7608 


Name . _ . 


OJ991018 04.0211.C19.o3 


. tm . 


Method 


. TBLASTX: Maize . .. .-. . . 


-S.tart „. v — 


,_i6.9^ m _ 




_,End 


-7.03 ' „^LT 


GI- 


none ' . . . 




•-■ Score 


245 - - — 


Exons 


469. .699, 494. .703 








Seq. No. 


33063 




Seq. ID 


OJ991018_04 . 0211 .CI 9 


Gene No. 


68569 




Strand 




Start 


7033 




End 


7608 


Name 


OJ991018 04 .0211.C19.o2 


. tc 


Method 


TBLASTX: Cress 


Start 


870 




End 


1622 


GI 


none 




Score 


115 


Exons 


870. .968, 872. .976, 886 


. .978 


, 899. .1042, 979. .1041, 1121. .1. 




1122. .1298, 1455. .1496, 


1572 


. .1622 




beq. no. 


33063 




Seq. ID 


OJ991018_04.0211.C19 


Gene No . 


68569 




Strand 




Start 


7033 




End 


7608 


Name 


OJ991018 04 .0211.C19.o2 


. tm 


Method 


TBLASTX: Maize 


Start 


956 




End 


1861 




none . 




Score 


144. . . 


Exons 


956.. 1042, 964.. 104.1, 1118.. 


1294, 1120 


..1293, 1121.. 1294, 




1122. .1298, 1454. .1498, 


1455 


.".-1595,- 1519.-1653, -1530.. 1655, 




1572. . 1658, 1585. .1677, 


1741 


..1854, 1742. .1861, 1743. .1856, 




1756. . 1857 








Seq. No. 


33063 




Seq. ID 


OJ991018_04.0211.C19 


Gene No. 


68569 




Strand 




Start 


7033 




End 


7608 


Name 


OJ991018 04 .0211.C19.o2. 


ts 


Method 


TBLASTX : Soybean 


OLdl L 


1233 




End 


2337 


GI 


none 




Score 


102 


Exons 


1233. .1298, 1235. .1297; 


1455 


..1556, 1462. .1557, 1533. .1655, 




1572. . 1658, 1591. .1659, 


1742 


..1855, 1743. .1856, 1762. .1857. 




1767. .1856, 2008. .2238, 


2239 


..2298, 2290.. 2337 


Seq. No. 


33063 




Seq. ID 


OJ991018_04.0211.C19 



33178 



Gene No. 


68569 




Strand 


- 


Start 


7033 




End 


7608 


Name 


OJ991018_04 . 0211 .CI 9 .o4 


. tm 


Method 


TBLASTX: Maize 


Start 


2176 




End 


2384 


GI 


none 




Score 


190 


Exons 


2176.. 2340, 2178.. 2384 








Seq. No". 


33063 




Seq. ID 


OJ991018 04.0211.C19 


Gene No. 


68569 




Strand 




Start 


7033 




End 


7608 


Name 


OJ991018__04 . 0211 .CI 9 . o2 


.gs 


Method 


GENSCAN 


Start 


7033 




End 


7608 


GI 


none 




Score 


.71 


Exons 


7033. . 7608 








Seq. No. 


33064 




Seq. ID 


OJ991018_04.0211.C21 


Gene No . 


68570 




Strand 


+ 


Start 


3615 




End 


6439 


Name 


OJ991018 04.0211.C21.o2 


.np 


Method 


AAT/NAP 


Start 


3615 




End 


6439 


GI 


5787973 




Score 


34 


Exons , , : . 


3615. .3779., 495.1. .5292, 


,6422.. 


.6439 




_GI Descxip...,. 


.^AE03,529,5^serXne^ 




aeruginosa] 






\ ■ 


Seq. No. 


33064 




Seq. ID 


OJ991018_04.0211.C21 


Gene No. 


68571 




Strand 


- 


Start 


259 




End 


1705 


Name 


OJ991018 04.0211.C21.ol, 


.gs 


Method 


GENSCAN 


Start 


259 




End 


1705 


GI 


none 




Score 


.65 


Exons 


259..374, 570.. 680, 159< 


1. .1705 




Seq. No. 


33064 




Seq. ID 


OJ991018_04 .0211.C21 


Gene No . 


68572 




Strand 




Start 


3169 




End 


4550 


Name 


OJ991018 04.0211.C21.o2. 


.gs 


Method 


GENSCAN 


Start 


3169 




End 


4536 " 


GI 


none 




Score 


.96 


Exons 


3169. .4536 








Seq. No. 


33064 




Seq. ID 


( OJ991018_04 . 0211 . C21" 


Gene' No. ; 


68572' - . % ' 




Strand ■ 




Start 


3169 ~ 




End 


4550 


Name 


OJ991018 04.0211.C21.ol. 


np 


Method 


AAT/NAP 


Start 


3172 




End 


4550 


GI 


4836928 




Score 


780 


Exons 


3172. .3672, 3712. .3834, 


3944. 


. 4550 




GI Descrip. 


(AC0060.85) Similar to protein 


kinases 


[Arabidopsis thaliana] 


Seq. No. 


33064 




Seq. ID 


OJ991018_04.0211.C21 


Gene No. 


68572 




Strand 




Start 


3169 




End 


4550 


Name 


OJ991018 04.0211.C21.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


3307 




End 


3655 


GI 


none 




Score 


167 


Exons 


3307. .3654, 3316. .3495, 


3323. , 


.3655 





33179 




Seq. No. 


33064 










Seq. ID 


OJ991018_04 .0211 


.C21 


Gene No. 


68572 










Strand 






Start 


3169 










End 


4550 




Name 


OJ991018 04 


. 0211 


.C21.ol 


.ts 


Method 


TBLASTX: Soybean 




Start 


3307 










End 


4119 




GI 


none 










Score 


228 




Exons 


3307. .3441, 


3472 


. .3666, 


3494 . 


.3667, 3724. .3771, 3731. .3769, 




4003. .4119, 


4004 


. .4096 










Seq. No. 


33064 










Seq. ID 


OJ991018_04 .0211 


.C21 


Gene No. 


68572 










Strand 






Start 


3169 










End 


4550 




Name 


OJ99101 


8 J) 4 


0211 


.C21 .ol 


.tc 


Method 


TBLASTX: Cress 




Start 


3310 










End 


4311 




GI 


none 










Score 


119 




Exons 


3310. .3432, 


3472 


. .3663, 


3497. 


.3661, 4012. .4311, 4013.. 4096, 




4142. .4216 














Seq. No. 


33064 










Seq. ID 


OJ991.018_04.0211 


.C21 


Gene No. 


68572 










Strand 






Start. 


3169 . . 










. End 


- 4 550 ... 




,JStame„ ^.. r 


_Q J 93.1.01 




-0.211.^CZl.-oUt.w. „ : „ 


...Me-thp.cjLi, 


..JIBLASTX-r.Whe^t 





Start ■ - • - - 


3322 










End ■ 


- 3633- 




GI 


none 










Score 


44 




Exons 


3322. .3 


435, 


3322 


. .3435, 


3472. 


.3633, 3491.. 3628 




Seq. No. 


33064 










Seq. ID 


OJ991018_04 .0211 


,C21 


Gene No. 


68572 










Strand 






Start 


3169 










End 


4550 




Name 


OJ99101 


8_04 . 


0211 


.C21.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


4045 










End 


4476 




GI 


none 










Score 


257 




Exons 


4045. .4 


314, 


4046 


. .4336, 


4363. 


.4392, 4435. .4476 




Seq. No. 


33065 










Seq. ID 


OJ991018_04 .0211 


.C22 


Gene No. 


68573 










Strand 


+ 




Start 


1775 










End 


4227 




Name 


OJ99101 


3_04 . 


0211 


.C22.ol. 


gs 


Method 


GENSCAN 




Start 


1775 










End 


4227 




GI 


none 










Score 


.56 . . 




Exons 


1775. . 11 


35 6, 


2.674 


.2800, 


3078. 


.3284, 4015.. 4227 




Seq. No. 


33066 










Seq." ID 


OJ991018^04.0211 


.C23 


Gene No. 


68574 










Strand 






Start 


1837 










End 


2449 




Name 


OJ99101! 


3_04. 


0211 


C23.ol. 


gp 


Method 


AAT/GAP 




Start 


1588 










End 


2449 




GI 


15476 3 


.R108 


4 






Score 


1668 




Exons 


1588. .2449 














GI Descrip. 


' 169363 


5.0e 


-25 


(M75856) 


PVPR3 [Phaseolus vulgaris] ' 




Seq. No. 


33066 










Seq. ID 


OJ991018_04.0211 


C23 


Gene No. 


68574 










Strand 






Start 


1837 










End 


2449 




Name 


OJ99101S 


3_04 . 


0211. 


C23.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


1589 










End 


2034 





33180 




GI 


none 








Score 


69 






Exons 


1589. . 1612, 


1648 


. . 1719, 


1652. 


.1729, 1704. .1760, 


1836. .1874, 




1837 . . 2034, 


1922 


. .2023 












Seq. No. 


33066 








Seq. ID 


OJ991018 


:_04 .0211 


.C23 


Gene No. 


68574 








Strand 








Start 


1837 








End 


2449 






Name 


OJ991018_04 


. 0211 


.C23.ol 


. tw 


Method 


TBLASTX: 


Wheat 




Start 


1701 . 








End 


2296 






GI 


none 








Score 


206 






Exons 


1701 . . 1865, 


1758 


. . 1784, 


1781 . 


.1897, 1828. .2034, 


1838. .2029, 




2239. . 2295, 


2240 


. .2296 












Seq. No. 


33066 








Seq. ID 


OJ991018 


__04 .0211 


.C23 


Gene No. 


68574 








Strand 


— 






Start 


1837 








End 


2449 






Name 


OJ991018_04 


. 0211 


.C23.ol 


. tc 


Method 


TBLASTX: 


Cress 




Start 


1834 








End 


2029 






GI 


none 








Score 


109 






Exons 


1834 . . 2028, 


1931 


. . 2029 












Seq,.. .No.,_ ,_ 


33066 








.Seq. ID., 


, OJ991018 


_0 4. .02 11 


.•J?23. 


jGen.e^.Na...;,^. 


^__68-5.7;4... r ., r l^... 






... — 


^.St-rand. 




— ~— — - 


- — 


Start - 


• 1837 


... 






End • 


2449 




.i ... . . 


Name 


OJ991018 04 


. 0211 


.C23.ol 


.ts 


Method 


TBLASTX: 


Soybean 




Start 


1834 








End 


2278 




GI 


none 








Score 


137 






Exons 


1834 . . 2028, 


1922 


. .2029, 


2183. 


.2278, 22 


06. .2277 






Seq. No. 


33066 








Seq. ID 


OJ991018 


_04 . 0211 


.C23 


Gene No. 


68574 








Strand 


— 






Start 


1837 








End 


2449 






Name 


OJ991018_04 


.0211, 


.C23.o2, 


.gs 


Method 


GENSCAN 






Start 


1837 








End 


2331 






GI 


none 








Score 


. 99 






Exons 


1837 . . 2331 
















Seq. No. 


33066 








Seq. I'D 


OJ991018 


_04 .0211 


.C23 


Gene No. 


68574 








Strand 


— 






Start 


1837 








End 


2449 






Name . 


OJ991018 04, 


.0211. 


.C23.pl. 


.np 


Method . 


.AAT/NAP , 






Start 


1840 






End 


2331 






GI . - ' ' 


169363 ' 








Score 


288; 






Exons 


■ 1840. .2200, 


2270. 


..2331 












GI Descrip, 


(M75856) PVPR3 [Phaseolus vulgaris] 








Seq. No. 


33066 








Seq. ID 


OJ991018 


JD4.0211. 


.C23 


Gene No. 


68574 








Strand 








Start 


1837 








End 


2449 






Name 


OJ991018 04, 


.0211. 


C23.o2. 


tm 


Method 


TBLASTX:! 


yiaize 




Start 


2195 








End 


2383 






GI 


none 








Score 


• 159 






Exons 


2195. .2383, 


2206. 


.2331, 


2240. 


.2341 








Seq. No. 


33067 








Seq. ID 


OJ991018_ 


_04 .0211. 


,C24 


Gene No. 


68575 








Strand 


+ 






Start 


512 








End 


786 







33181 



Name OJ991018_04 . 0211 . C24 . ol . gs 

Start 512 

GI none 

Exons 512.. 577, 676.. 786 

Seq. No. 33067 

Gene No. 68576 

Start 1140 

Name OJ991018_04 . 0211 . C24 . o2 . gs 

Start 1140 

GI none 

Exons 1140. .1234, 1800. .2283 



Method 

End 

Score 



GENSCAN 

786 

.88 



Seq. ID OJ991018_04.0211.C24 
Strand 

End 2283 

Method GENSCAN 

End 2283 

Score .55 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



33068 
68577 
1 

OJ991018_04.0211.C25.ol.np 
1 

1947160 



Seq. ID OJ991018_04.0211.C25 

Strand + 

End 2607 

Method AAT/NAP 

End 2607 

Score 128 



1..143, 402. .596, 659. .931, 2040. .2215, 2518. .2607 
(AF000298) weak similarity to collagens; glycine- and 
proline-rich , [Caenqrhabditis_elegans ] - v 



33068- 

68578 
144 

OJ991018_04 .0211.C25.ol.gs 

144 
none 



Seq. ID OJ991018_04.0211.C25 

Strand . - 

End 2532 

Method GENSCAN 

End 2525 

Score .87 



144. .288, 1249. .1362, 1530. .1611, 2056. .2525 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
-Name 
Start " 
GI 

Exons 



33068 
68578 
144 

OJ991018_04 .0211.C25.o2.tm 

1965 

none 



Seq. ID OJ991018_04.0211.C25 
Strand 

End 2532 

Method TBLASTX ; Mai ze 

End 2190 

Score 125 1 



1965. .2108, 1992. .2108, 2005 .. 2121, ' 2056 .. 2190, 2106. .2189 



33068 
68578 . 
144 

*.-OJ-991018_04 _0211-.C25.o-i. tm 
2226 
none 



Seq. ID OJ991018_04.0211.C25 

Strand - ..... 
'End . 2532 . 
Method • TBLASTX: Maize 
End 2532- " • 

Score 35 



2226. .2282, 2265. .2282, 2349. .2429, 2350. .2430, 2424. .2531, 
2425. .2532 



Seq. No. 33069 

Gene No. 68579 

Start 1 

Name OJ991018_04 . 0211 . C26 . ol . gp 

Start 1 

GI 518_1.R1084 

Exons 1..175, 290. .412, 1147. .1426 

GI Descrip. 1 2058273/dbj | BAA197 98 | 2.0e-95 (D83527) YK426 [Oryza sativa 



Seq. ID OJ991018_04 . 0211.C26 

Strand + 

End 1426 

Method AAT/GAP 

End 1426 

Score 1053 



33182 



Seq. No. 33069 

Gene No. 68579 

Start 1. 

Name OJ991018_04 . 0211 . C26 . ol . np 

Start 1 

GI 6174959 

Exons 1..175, 290. .412, 1147. .1230 

GI Descrip. 60S RIBOSOMAL PROTEIN L9 gi | 2058273 | db j | BAA1 97 98 | (D83527) YK426 
[Oryza sativa] 



Seq. ID OJ991018_04.0211.C26 

Strand + 

End 1426 

Method AAT/NAP 

End 1230 

Score 573 



Seq. No. 33069 

Gene No. 68580 

Start 1 

Name OJ991018_04 . 0211 . C26 . ol . tm 

Start 1 

GI none 
Exons 



Seq. ID OJ991018_04.0211.C26 
Strand 

End 2599 

Method TBLASTX : Mai ze 

End 1235 

Score 297 



1..195, 2. .181, 287. .412, 289. .411, 1129. .1227, 1140. .1232, 
1144. .1227, 1146. .1235 



Seq. No. 33069 Seq. ID OJ991018_04 . 0211 . C2 6 

Gene No. 68580 Strand 

Start. ... 1. , ; : . ...... ...... , .End. . . . 2.599.. .. ... , .. . . 

..itfame_..^_._^ 

Start •• • • 1 - ~- End . • 25-99- ' 

GI 6721547 Score 73 
Exons 1..46, 2508.. 2599 

GI Descrip. (AP001073) Similar to Oryza sativa gene for Pib. (AB013448) 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



33069 
68580 
1 

OJ991018_04.0211.C2 6.ol. tc 

2 

none 



Seq. ID OJ991018_04.0211.C26 
Strand 

End 2599 

Method TBLASTX : Cress 

End 1244 

Score 241 



2. .181, 4. .183, 287. .412, 289. .411, 1140. .1241, 1144. .1242, 
1146. .1244 



Seq. No. 33069 

Gene No. 68580 

Start 1 

Name OJ991018JD.4 . 0211 . C2 6.. ol . ts 
Start . . 2 

G-I none. 
Exons 



Seq. ID OJ991018_04.0211.C26 
Strand 

End 2599 

Method TBLASTX: Soybean 

End 1227 

Score ■ 273 , . ■ " 



2. .181, 4. .195, 287. .412, 28 9 . . 4 1 1 , 114 0 . . 122 6, ' 114 4 . . 1227 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



33069 
68580 
1 

OJ991018_04.0211.C2 6.ol. tw 
2 

none 



Seq. ID OJ991018_04 . 0211.C2 6 
Strand 

End 2599 

Method TBLASTX : Wheat 

End 1354 

Score 88 



2. .58, 4. .57, 55. .195, 56. .181, 287. .412, 287. .331, 289. .411, 
1140. .1226, 1144. .1227, 1239. .1343, 1269 .. 1328, 1307 .. 1354 



Seq. No. 
Gene No. 
Start 



33069 
68580 
1 



Seq. ID OJ991018_04 . 0211.C2 6 
Strand 

End 2599 



33183 



Name 

Start 

GI 

Exons 



OJ991018_04 .0211.C26.o3.tm Method 

1904 End 

none Score 
1904. .2029, 1905. .2027 



TBLASTX: Maize 

2029 

151 



Seq. No. 33069 

Gene No. 68581 

Start 7256 

Name OJ991018_04 . 0211 . C2 6 . o2 . tm 

Start 7256 

GI none 
Exons 



Seq. ID OJ991018__04 .0211.C26 
Strand 

End 7401 

Method TBLASTX : Mai ze 

End 7 4 01 

Score 221 



7256.-7399, 7260. .7400, 7297. .7401 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. - No . 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons, 



33070 
68582 
1 

OJ991018_04.0211.C27.ol.np 
1 

2262157 



Seq. ID OJ991018_04 .0211.C27 

Strand + 

End 2642 

Method AAT/NAP 

End 2642 

Score 277 



1..24, 1852. .2289, 2481. .2642 

(AC002329) putative ligand-gated ion channel protein 
[Arabidopsis. J: ha liana] ^ ^ _ . . . _ 



33070- ■ • - 

68582 
1 

OJ991018_04 .0211.C27.ol.gs 

50 

none 



Seq. ID - OJ99-1018_04 . 0211. C27 

Strand + 

End 2642 

Method GENSCAN 

End 2310 

Score .87 



50. .118, 368. .383, 1659. .1822, 1888. .2163, 2238. .2310 



33070 
68582 
1 

OJ991018J34 . 0211.C27 .ol.tc 

1851 

none 



Seq. ID OJ991018_04.0211.C27 

Strand + 

End 2642 

Method TBLASTX : Cress 

End 2279 

Score 153 

1851. .1988, 1852. .2022, '2029. .2163, 2052. -.2162, 2238. .2279, 
2249.. 2278 



Seq. No. 33070 . . .... 

Gene No. ,68582 

Start / ' ' '1 • - v v - 

Name ' - ■ OJ991018_04\ 0211 . C27 . ol . tm 

Start 1851 

GI none 
Exons 



Seq.. ID OJ991018_Q4.0211.C27. 

Strand + 

End-- 2 64 2 

Method TBLASTX: Maize 

End 2278 

Score 188 

1851. .2030, 1852. .2031, 1858. .2034, 2047. .2163, 2049. .2159, 
2065. .2172, 2237. .2278, 2238. .2276 



Seq. No. 33070 

Gene No. 68582 

Start 1 

Name OJ991018_04 . 0211 . C27 . ol . ts 

Start 1866 

GI none 
Exons 



Seq. ID OJ991018_04.0211.C27 

Strand + 

End 2642 

Method TBLASTX : Soybean 

End 2279 

Score 127 



1866. .1979, 1867. .2010, 2052. .2162, 2053. .2163, 2238. .2279 



33184 




Seq. No. 


33071 








Seq. ID 


OJ991018 04.0211 


. C28 


Gene No. 


68583 








Strand 


+ ~ 




Start 


358 








End 


458 




Name 


OJ991018 04 


.0211 


.C28.ol 


.gs 


Method 


• GENSCAN 




Start 


358 








End 


458 




GI 


none 








Score 


.79. 




Exons 


358.-458 














Seq. No. 


33071 








Seq. ID 


OJ991018_04.p211 


.C28 


Gene No . 


68584 








Strand 






Start 


735 








End 


4755 




Name 


OJ991018 04 


.0211 


.C28.ol 


. np 


Method 


AAT/NAP 




Start 


735 








End 


4755 




GI 


4678280 








Score 


933 




Exons 


735. .1181, 


4393. 


.4755 










GI Descrip. 


(AL049660) 


zinc 


f inger- 


like 


protein [Arabidopsis thaliana] 


Seq. No, 


33071 








Seq. ID 


OJ991018J34.0211 


.C28 


Gene No. 


68584 








Strand 






Start 


735 








End 


4755 




Name 


OJ991018 04 


.0211 


,C28.ol 


. ts 


Method 


TBLASTX: Soybean 




Start , . 


.853 , . 








End _ 


4 4 91 





.GI^_-._.1„,^, 










_^._Sc o.rje^-.. 


..-3.7,1 




Exons 


853. .921, 85'8. . 1196, - 859. . 1197, 4390. 


.4491, 4406. .4486- 




Seq. No. 


33071 








Seq. ID 


OJ991018_04.0211 


.C28 


Gene No. 


68584 








Strand 






Start 


735 








End 


4755 




Name 


OJ991018 04 


.0211 


.C28.ol 


.tm 


Method 


TBLASTX: Maize 




Start 


1035 








End 


4513 




GI 


none 








Score 


257 




Exons 


1035. .1199, 


1036 


. .1197, 


4390 


..4512, 4394. .4513 




Seq. No. 


33072 








Seq. ID 


OJ991018_04.0211 


.C29 


Gene No. 


68585 








Strand 


+ 




Start 


136 








End 


327 




Name 


OJ991018 04 


.0211 


.C29.ol 


.gs 


Method 


GENSCAN 




Start 


136 








End 


327 




GI 


none 








Score 


. 98 




Exons 


136. .327 














Seq. No. 


33072 








Seq. ID 


OJ991018_04.0211 


.C29 


Gene No. 


68586 








Straad * 






Start 


749/ ■ • 








End - 


1007 




Name 


OJ991018 04 


.0211 


.C29.o2 


.gs 


Method 


GENSCAN 




Start 


749 








End 


1007 




GI 


none 








Score 


.88 




Exons 


749. .814, 8 


76. .1007 










Seq. No. 


33073 








Seq. ID 


OJ991018_04.0211 


.C30 


Gene No. 


68587 








Strand 






Start 


75 








End 


139 




Name 


OJ991018 04 


.0211 


.C30.ol 


. gs 


Method 


GENSCAN 




Start 


75 








End 


139 




GI 


none 








Score 


.85 




Exons 


75. .139 















33185 



Seq. No. 33074 Seq. ID 

Gene No. 68588 Strand 

Start 34 , End 

Name OJ991018_04 . 0211 . C31 . ol . gs Method 

Start 34 End 

GI none Score 

Exons 34 . .229 



OJ991018_04.0211.C31 
+ 

229 

GENS CAN 

229 

.64 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name . 

„.Star.t„;.,.--^ 
GI • 
Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start . 
GI 

Exons , 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



33075 Seq. ID OJ991018_03 . 0211 . CI 

68589 Strand + 

272 End 550 

OJ991018_03 . 0211 . CI . ol . gp Method AAT/GAP 

272 End 550 

101153_1.R1084 Score 495 

272. .550 

, 5852170/emb|AL117265. 1 IOST17804 1.0e-115 Oryza sativa 
indica(GLA4) genomic DNA, chromosome 4, BAC clone : t 17804 1 



33075 Seq. ID 

68589 Strand 

272 End 
_OJ991018J33. 0211 .Cl.,ql .gs,,... .. Method 

_37:L_ _ r , r .__„, _^.„„„.. _..End.l_^. 

none " - : Score 
371. .473 



OJ991018_03.0211.C1 
+ 

550 

GENSCAN 

-.91 



33076 Seq. ID 

68590 Strand 
1 End 
OJ991018_03 . 0211 . C2 . ol . gp Method 
1 End 
2428185 Score 
1. .383 

5852170/emb|AL117265. 1 IOST17804 1.0e-177 Oryza sativa 
indica (GLA4 ) genomic DNA, chromosome 4, BAC clone :t 17804 



OJ991018_03.0211.C2 

+ 

543 

AAT/GAP 
383 
560 



33076 Seq. ID 

68590 Strand 
1 End 
OJ991018_03 . 0211 . C2 . ol . np Method 
1 . End . . 

6063554 ^ Score 

1 . . 25 , 368. .543 , A /' . .- 

(AP000615) ESTs AU075609 (C6334 4 ) , C71850 (E04 64 ) , C98611 (E04 64 ) 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



OJ991018_03.0211,C2 
+ 

543 

AAT/NAP 

54 3 .. .. 

135 



33077 Seq. ID 

68591 Strand 

6453 End 

OJ991018_03 . 0211 . C3 . o2 . gs Method 

6453 End 

none Score 

6453. .6455, 6590. .6651, 7487. .7634 



33077 
68592 



Seq. ID 
Strand 



OJ991018_03.0211.C3 
+ 

7634 
GENSCAN 
7634 
. 98 



OJ991018_03. 0211.C3 
+ 



33186 



Start 


11952 




End 


12656 




Name 


OJ991018_03 . 0211 . C3 . 


o4 . gs 


Method 


GENSCAN 




Start 


11952 




End 


12656 




GI 


none 




Score 


.67 




Exons 


11952 .. 12309, 12401. 


.12481, 


12571. .12656 




Seq. No. 


33077 




Seq. ID 


OJ991018_ 


03.021 


Gene No. 


68593 




Strand 


+ 




Start 


o o a a o 

28003 




End 


30568 




Name 


OJ991018 03. 0211. C3. 


06 . gs 


Method 


GENSCAN 




Start 


o n r\ a i 

28003 




End 


30568 




GI 


none 




Score 


.45 




Exons 


28003 .. 28 110, 28150. 


. 28252, 


30450. .30568 




Seq. No. 


O *!D A 1 ~1 

33077 




Seq. ID 


OJ991018_ 


03 . 021. 


Liene jno . 


Do 0 y h 




Strand 


+ 




Start 


39178 




End 


4.4 7,68 




Name 


OJ991018 03. 0211. C3. 


o4 . np 


Method 


AAT/NAP 




Start 


39178 




End 


43813 




GI 


4680203 




Score 


3338 




Exons 


39178. .39221, 40502. 


.42175, 


42329. .42559, 42836. 


.43813 


..GI Des crip.. 


. ,.{AF11417.1). .TNP2-like 


protein 


.J Sorghum 


b i color] " . 





Seq.- No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



-3307 7- - • 

68594 
39178 

OJ991018_03.0211.C3.o8.gs 

40502 

none 

40502. .43834 



Seq. - ID- 
Strand 
End ■ 
Method 
End 
Score 



OJ991018_03.02ir.G3 
+ 

44768 
GENSCAN 
43834 
1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons ■ * 

GI Descrip. 



Seq. No. 
Gene No. 
•Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



33077 Seq. ID OJ991018_03 . 021 1 . C3 

68594 Strand + 

39178 End 44768 

OJ991018_03 . 0211 . C3 . ol . gp Method AAT/GAP 

40506 End 44588 

342_1.R1084 Score 6618 

40506. .43906, 43942 .. 4 3961 , 44044 .. 44141, 44251. .44588 

'4574406/gb|AAD24042.1| 0.0e+00 (AF121139) RIM2 protein [Oryz 

sativa] 1 



33077 

§8594 * 

39178 ■ ■ 

OJ991018_03.0211 .C3.o2.gp 
40673 

342 1.R1084 



OJ991018 03. 0211. C3 
— * 

+ 



..Seq. ID 
Strand 

End 44768 
Method AAT/GAP 
End 44768 
_ Score 6718 

4 067 3. .4 3906, 4 3942. .43961, 44044 .. 44141, 44251. .44768 
'4574406/gb|AAD24042.1| O.Oe+00 (AF121139) RIM2 protein [Oryz 
sativa] ' 



33077 Seq. ID 

68595 Strand 

45285 End 

OJ991018_03.0211.C3.o9.gs Method 

45285 End 

none Score 



OJ991018_03.0211.C3 
+ 

51420 
GENSCAN 
51420 
.76 



33187 



Exons 



45285.-45587, 4 6720 .. 4 8075, 48150 .. 48291, 484 17 .. 48648, 
48769. .49248, 4 9360 4 9533, 4 9630 4 974 0, 4 9828 4 9900, 
50181. .50283, 51308.. 51420 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

..Exons.. ., 
gGI_D.e scrip... 



33077 Seq. ID OJ991018_03 . 0211 . C3 

68595 Strand + 

45285 End 51420 

OJ991018_03. 0211.C3.o3.gp Method AAT/GAP 

48546 End 49148 

uC-osflcypl76f lObl Score 847 

4 854 6. . 4 8569, 4 8 671. .4 914 8 

1 6041757/gb|AC011806.1 IAC011806 0.0e + 00 Genomic Sequence For 
Oryza sativa Clone 10P20, Lemont Strain, Complete Sequence, 
complete sequence 1 

33077 Seq. ID OJ991018_03 . 0211 . C3 

68595 Strand + 

45285 End 51420 

OJ991018_03. 0211.C3.o4 . gp Method AAT/GAP 

50579 End 50725 

LIB3477-003-P1-K1-E9 Score 125 

50579. ,50607,. .506.4 9. .50725.,. „. .. _ ; _ 

5 I PRECURSOR (ORY S I) >gi_l 17 35-57 (U31771) ■ Ory s i [Oryza- 
sativa] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start . 
GI ' 
Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



33077 Seq. ID 

68596 Strand 
56763 End 
OJ991018_03.0211.C3.o7 .np Method 
56763 End 
5257279 Score 
567 63. .5 6783, 64 4 36. .64 697 

(AP000364) Similar to Transposon MAGGY gag and pol gene 
homologues . (L35053) [Oryza sativa] 



OJ991018_03.0211.C3 
+ 

64697 
AAT/NAP 
64697 
116 



33077 seq. ID 

68597 Strand 
72242 End 
OJ991018_03.0211.C3.ol3.gs Method 

72242 . .. . . End 

none " Score 



OJ991018_03.0211.C3 
+ 

76112 
GENSCAN 
76112 ... 
.47'. 



72242. .72649, 72704. . 73077, 7.3523 ..73690 , 7'4 137 . . 74 4 37 ,. * *' , ' 

74533:. 74642, 75074. .75162, 75701 .. 75851 , 75896.; 76112 

33077 Seq. ID OJ991018_.03 . 0211 . C3 

68597 Strand + 

72242 End 76112 

OJ991018jD3.0211.C3.o8.np Method AAT/NAP 

74007 ' End 74409 

4115365 Score 239 

74007. .74409 

(AC005957) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 



Seq. No. 
Gene No. 



33077 
68598 



Seq. ID OJ991018_03.0211.C3 
Strand + 



33188 




Start 


79432 


End 


80587 




Name 


OJ991018JD3. 0211.C3.o9.np 


Method 


AAT/NAP 




Start 


79432 


End 


80587 




GI 


5042463 


Score 


296 




Exons 


79432. .79616, 80317. .80587 








GI Descrip. 


(AC007789) unknown protein 


[Oryza sativa] 




Seq. No. . 


33077 


Seq. ID 


OJ991018_ 


_03.0211.C3 


Gene No. 


68599 


Strand 


+ 




Start 


86931 


End 


89508 




Name 


OJ991018 03.0211.C3.oll.np 


Method 


AAT/NAP 




Start 


86931 


End 


89508 




GI 


4584539 


Score 


155 




Exons 


86931. .87029, 88029 .. 88178 , 


88455. .88533, 88991.. 


.89508 


GI Descrip. 


(AL04 9608) extensin-like protein [Arabidopsis thaliana] 


Seq. No. 


33077 


Seq. ID 


OJ991018_ 


03. 0211. C3 


Gene No. 


68600 


Strand 






Start 


194 


End 


4765 




Name 


OJ991018 03.0211.C3.ol.np 


Method 


AAT/NAP 




Start 


194 


End - 


4765 




GI ^ 


2586083.. _ . 


. .Score 


167.4 




..Exons. f _-™- 




a9£2,^ 4.3^2 3~ 


..4.7 65 




GI Descrip. 


(U72725) receptor , kinase-like protein- 


"■[-Oryza- longistaminat. 


Seq. No. 


33077 


Seq. ID 


OJ991018_ 


03. 0211. C3 


Gene No. 


68600 


Strand 






Start 


194 


End 


4765 




Name 


OJ991018 03.0211.C3.ol.gs 


Method 


GENSCAN 




Start 


322 


End 


4362 




GI 


none 


Score 


.58 




Exons 


322. .558, 707. .1279, 1646.. 


1749, 1809. 


.2052, 2190.. 2363, 




2377.. 2983, 3365.. 3540, 3639.. 4362 






Seq. No. 


33077 


Seq. ID 


OJ991018_ 


03. 0211. C3 


Gene No. 


68601 


Strand 






Start 


8965 


End 


11378 




Name 


OJ991018 03.0211.C3.o3.gs • 


Method 


GENSCAN 




Start 


8965 


End 


11378 




GI 


none 


Score 


.83 




Exons 


.8965. ..9216, . 9294 ., 9414 ,. 9590.. 9632,. 9714 .. 977.6.,. 


9880. .1025; 




10326. .10393, 108 67 .' . 11010, 


.11117. .11378. 




Seq. No. 


33077 ' : 


~Seq. ID' 


■ OJ991018_ 


_03.0211.C3 


Gene No. 


68602 


Strand 






Start 


13740 


End 


26204 




Name 


OJ991018 03.0211. C3.o5.gs 


Method 


GENSCAN 




Start 


13740 


End 


26204 




GI 


none 


Score 


.49 




Exons 


13740. .13994, 14 021 .. 14 104 , 


14191. .14746, 14833. 


.14987, 




15079. .15172, 15303. .15381, 


15467. .15543, 15749. 


. 15872, 




15941. .16214, 16305. .164 55, 


16753. .19678, 19761. 


.21178, 




21204. .21300, 21389. .21566, 


21873. .21975, 22294 . 


.22560, 




23121. .23213, 234 95 .. 237 67 , 


24558. .24647, 25610. 


.25736, 




26141. .26204 








Seq. No. 


33077 


Seq. ID 


OJ991018_ 


03. 0211. C3 



33189 



68602 Strand 

13740 End 26204 

OJ991018_03. 0211 .C3.o2.np Method AAT/NAP 

16752 End 21100 

4585985 Score 2528 

16752. .17632, 17660 18098, 18333 .. 19678 , 197 61 .. 20237 , 
20460. .20973, 21020.. 21100 
GI Descrip. (AQ005287) Hypothetical protein [Arabidopsis thaliana] 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ991018 03. 0211. C3 



33077 
68603 
29264 

OJ991018_03.0211.C3.o3.np 
29264 
6598452 

29264.-29297, 32704 .. 32872 , 
33612. .34242 

(AC005171) putative retroelement integrase [Arabidopsis 
thaliana] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



39512 
AAT/NAP 
34242 
547 



32960. .33335, 33369. .33563, 



Seq. No. 

Gene Up. .„ 

/start'J 

Name • ■■ 

Start 

GI 

Exons 



33077 

.68 603.. .. - 

.23264 _ 
0 J 9 91 0 1 8_0 3 . 0 2 1 1 . C3 . o7 . gs 
31434 



none 
31434, 
35011. 
39448. 



.31816, 32050. 
.35069, 36123. 
.39512 



Seq. ID 

; , : Strand., 

~- Method 
End 
Score 
32097, 32505 
36338, 38427 



OJ991018 03. 0211. C3 



3S512__„_ «^ 

GENSCAN 

39512 
.57 

34338, 34451. .34869, 
38568, 38990. .39315, 



Seq. No. 33077 

Gene No. 68604 

Start 50751 

Name OJ991018_03 . 0211 . C3 . o5 . gp 

Start 50751 

GI 21474_1.R1084 . . 

Exons 50751. .50891, 51285.. 51305 

GI Descrip. '3894159 2.0e-10 (AC005312) 
thaliana] f 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991018_03.0211.C3 

51305 
AAT/GAP 
51305 
230 



hypothetical protein [Arabidopsis 



Seq. . No. 
Gene No . 
Start ■ 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



..Seq.. ID. 
Strand 
End ■ 
Method 
End 
Score 



OJ991Q18_03.0211.C3 

.60930 ' . • 

GENSCAN 
-60912 

. 62 



53951. .53983, 54096 .. 54266, 



33077 . 

68605 g 
5348<d 

OJ991018_03.0211.C3.ol0.gs 
53486 
none 

53486. .53581, 53648 .. 53778 , 
57648. .57845, 57978. .60912 

*33077 
68605 
53486 

OJ991018_03.0211.C3.o5.np 

57485' 
2586083 

57485. .57845, 57 978 .. 60100 , 60461. .60921 

(U72725) receptor kinase-like protein [Oryza longistaminata] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991018JD3.0211.C3 

60930 
AAT/NAP 
60921 
1778 



33190 



Seq. No. 33077 Seq. ID OJ991018_03 . 0211 . C3 

Gene No. 68 605 Strand 

Start 53486 End 60930 

Name OJ991018JD3 . 0211 . C3 . 06 . np Method AAT/NAP 

Start 59923 End 60930 

GI 2832608 Score 390 

Exons 59923. .60568, 60641. .60930 

GI Descrip. (AL021637) leucine rich repeat-like protein (fragment) 
[Arabidopsis thaliana] 



Seq. No. 33077 Seq. ID 

Gene No. 68606 Strand 

Start 64300 End 

Name OJ991018_03 . 0211 . C3 . oil . gs Method 

Start 64300 End 

GI none Score 

Exons 64300. .64641 



OJ991018_03.0211.C3 

64641 
GENSCAN 
64641 - 
1 



Seq. No. 33077 Seq. ID 

Gene No. 68607 Strand 

Start. . . ■ ,.7648,2... .... : : r . - . . ..End. _ 

.Name.-.. .,,. ...._...O J5. 9X0. 18^.0,3 0.211 ..C3 ,„o.L4., gs._ ',,,,^M.e tho.cU. 

Start • ■ ■ -7 64 82 - . •• r- End 

GI none Score 
Exons 



OJ991018 03. 0211. C3 



76482. .76517, 76548 .. 76760, 76798. 
77224 . .77325, 77 609 .. 78055 , 78233. 
78773. .78850, 79011 79141, 79569. 



82831. 
.GENSCAN™ 
7 9635 • • 
. 66 

76865, 76968. 
78279, 78310. 
79635 



77133, 
78652, 



Seq. No. 33077 Seq. ID OJ991018_03 . 0211 . C3 

Gene No. 68607 Strand 

Start 76482 End 82831 

Name OJ991018_03 . 0211 . C3 . olO . np Method AAT/NAP 

Start 78421 End 81277 

GI 4417306 Score 192 

Exons 78421. .78439, 80693.. 81277 

GI Descrip. (AC006446) putative Athila retroelement ORF1 protein 
[Arabidopsis thaliana] 



Seq. No. 33077 

Gene No. . 68 607 „ 

Start 76482" ; 

Name.-/ '' ' ■ OJ991.018_03'. 0211 ,C3 ,'ol5 . gs 

Start" • 80599 

GI none 
Exons 



Seq. ID OJ991018_03.0211.C3 

Strand. .. . - . . ... 
End 82831 
Method' GENSCAN 
End : 82831 
Score .48 



80599. .81246, 82 687 .. 82772 , 82810. .82831 



Seq. No. 33077 

Gene No. 68608 

Start 88664 

Name OJ9910 18_03 . 0211 . C3 . oil . tm 

Start 362 

GI none 
Exons 



Seq. ID OJ991018_03.0211.C3 
Strand 
End 

Method 
End 
Score 



90457 

TBLASTX: Maize 

57865 

137 



362. .565, 378. .560, 388. .561, 5754 1 .. 57603 , 57 668 .. 57727 , 
57670. .57846, 57 672 .. 5784 8 , 57 673 .. 5784 9, 57752. .57865 



Seq. No. 



33077 



Seq. ID OJ991018_03.0211.C3 



33191 



Gene No. 68608 
Start 88664 

Name OJ991018_03 . 0211 . C3 . ol . ts 

Start 437 
GI none 

Exons 437.. 559, 706.. 723, 783.. 983 

2672. .3013, 2672.. 2893, 2672 
3008. .3370, 3008. .3205, ■ 3026 
3035. .3448, 3080.. 3361, 3137 
3494. .3550, 3494. .3547, 3545 
3673. .4254, 3676. .4215, 3679 
3754. .4173, 3755. .3925, 3761 
3904. .4332, 3949. .4392, 3964 
4090. .4374, 4394. .4543, 4394 
57937. .57972, 58045 .. 58212, 
58900. .59172, 58 900 .. 59058 , 
59164. .59559, 59167 .. 59364 , 
59185. .59520, 59194 .. 59559, 
59296. .59415, 594 10 .. 59529, 
59704. .59835, 59707 .. 60108 , 
59839. . 60459, 59842 .. 60045, 
59855. . 60085, 598 8 1 . . 60003 , 

59995 ^..6L04ai # , .6 0.1 21;..... 6,0.5:4.9. 

- - 60142. .60525, 60187 60684 , 

60316. .60435 



Strand 

End 90457 
Method TBLASTX : Soybean 
End 60696 
Score 80 

1068. .1133, 2612. .2992, 
.3184, 2744. .2893, 3005. .3430, 
.3370, 3026.. 3340, 3032.. 3298, 
.3256, 3173.. 3370, 3176.. 3370, 
.3640, 3548. .3640, 3646. .4095, 
.3969, 3679. .4032, 3679. .4146, 
.4063, 3829. .4245, 3862. .3981, 
.4383, 3968. .4141, 4048. .4386, 
..4537, 57505. .57606, 57724. .57846 
58771. .59151, 588 97 .. 59157 , 
58903. .59529, 5 91 61 .. 5952 9, 
5 9167. .5952 9, 59185. .5952 9, 
59212. .5934 3, 592 67 .. 594 34 , 
59437. .59529, 59653 .. 59706, 
59707. .59835, 59707 .. 59832, 
59845. .60135, 59845 .. 60198 , 

59920. .60333,- 59971. . 60657, ... 

6Q1.42.....60'63.6^,„£0X4Z....iDm4,, 
60214. .60627, 602 8 6 60684 , 



Seq. No. 
Gene No. 



33077 
68608 



Seq. ID OJ991018_03.0211.C3 
Strand 



Start 


88664 










End 


90457 






Name 


OJ991018 03. 


0211, 


,C3.ol. 


tc 


Method TBLASTX: 


Cress 




Start 


461 










End 


60816 






GI 


none 










Score 


74 








Exons 


461. . 


559, 783. .974, 1089. .1187, 2621. .2896, 2669. .2896, 




■2672. 


.2869, 


2672, 


, .2998, 


2672 


. .2896, 


2672. 


.2893, 


2672. 


.2893, 




2672. 


.2833, 


2673. 


, .2783, 


2675 


. .2893, 


2675. 


.2998, 


2676. 


.2978, 




2871. 


.2972, 


2876, 


, .2995, 


3002 


. .3346, 


3005. 


.3361, 


3008. 


.3370, 




3008. 


.3370, 


3008, 


, .3241, 


3008 


. .3361, 


3035. 


.3394, 


3035. 


.3394, 




3035. 


.3103, 


3035. 


, .3370, 


3036 


. .3275, 


3038. 


. 3376, 


3104. 


.3370, 




3149. 


.3379, 


3168. 


.3347, 


3266 


. .3385, 


3344. 


.3469, 


3362. 


.3463, 




3409. 


.3435, 


3494. 


.3547, 


3545 


. .3634, 


3548. 


.3634, 


3665. 


.3715, 




3670. 


.3738, 


3673. 


.4212, 


3676 


. .4254,. 


3676. 


.397.5, 


. 3676. 


.4170, 




3679. 


.4374, 


3679. 


.4167, 


3760 


. .4254, 


3763. 


. 4440, 


3832. 


.4374, 


* * 


3892. 


..4398/ 


3905. 


.4 204 v 


* 4 0 4 9 


. .4,225, 


4174. 


.4473, 


. 4253. 


; 4 39.6, 




4394. 


.4531, 


4394 . 


.4519, 


4394 


. . 4 522, 


4400. 


.4531, 


4553. 


.4588, 




57748 


. .57846 


58054. .58212, ! 


58360. . 


58464, 


58474 


. .58566, 



58765. .58842, 58 900 .. 59157 , 58 900 .. 59157 , 58 900 .. 5 9157 , 

58903. .59157, 58903 .. 59058 , 58 903 59157 , 58 904 .. 59059, 

58906. .59157, 58975 .. 59163, . 58976. . 59158, 59035 .. 59154 , 

59050. .59157, 59065 .. 5914 5, 59107 .. 59157 , 591 61 .. 5931 6, 

59161. .59388, 591 64 .. 59520, 59167 .. 59535, 591*67 . . 5 9457 , 

59529, 59167. .59520, 59167 .. 59520, 

59535, 59189. .59434, 59194 .. 59553, 

59553, 59194. .59529, 59197 .. 59535, 

59506, 59392. .5-9532, 59701 .. 59835 , 

59802, 59708. .59800, 59839 .. 60390 , 

60480, 59842. .60336, 5984 3 .. 60118 , 

60016, 59929. .60468, 59935 .. 60102 , 



59167. .59457, 59167 

59168. .59356, 59185 

59194. .59262, 59194 

59529, 59327 

59835, 59707 

60141, 59842 

60540, 59855 



59317 
59704 
59842 
59845 



33192 




59980. . 60540, 59992 60066, 

60071. . 60364, 60142 .. 60693, 

60142. . 60621, 60145. .60708, 

604 31. . 60694, 60715. .60816 




60001. .60102, 60061. . 60591, 
60142. . 60708, 60142. .60684, 
60214. .6027 9, 60280. .60693, 



Seq. No. 33077 Seq. ID 

Gene No. 68608 Strand 

Start 88664 End 

Name 0 J9 9 1 0 1 8_0 3 . 0 2 1 1 . C3 . o2 . tm Method 

Start 714 End 

GI none Score 
Exons 



714. .740, 721. .777, 783. .1160, 784. .1107, 57985 
58045. .58431, 58055 .. 58225, 58256. .58426 



OJ991018_03.0211.C3 
90457 

TBLASTX: Maize " 

58431 

46 

58035, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

- S,eq.._,.No . 
Gene No. 
Start 
Name 
Start 
GI 

Exons 



33077 

68608 

88664 

OJ991018 

990 

none 



03.0211.C3.o5.ts 



Seq. ID OJ991018_03.0211.C3 
Strand 
End 

Method 
End 
Score 



90457 

TBLASTX: Soybean 

58566 

105 



990. .1061, 2324. .2404, 58261 .. 58458, 582 62 .. 5845 9, 58465. .58566 



-3,3.032-,- 
68608 ■• 
88664 
OJ99101 
2600 
none 
2600. .2 
4135. .4 
59857. . 
60373. . 



..OJ5.9L0J.flU-Q.3,^0.21.L,..ajU 



— U, r . .^..„S,eq,.„ ID-. _ 
Strand - ■ 
End 90457 
Method TBLASTX : Wheat 
End 60861 
Score 64 

.3124, 3886. .4173, 3991. .4239, 
.4537, 4553.-4672, 59845 .. 60108 , 
60060, 59875. . 60198, 60157 .. 604 98 , 60301 .. 60627 , 
60699, 60709. .60747, 60763. .60861 



03.0211.C3.oll.tw 



782, 3008. .3127, 3008. 
392, 4358. .4531, 4388. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



33077 
68608 
88664 
OJ991 
2669 
none 
2669. 
3005. 
3056. 
'3686: 
3997. 
59164 
59167 
59706 
59845 
60071 
60163 



018 03.0211.C3.o4.tm 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991018 03. 0211. C3 



.2893, 
.339.4, 
.3346, 
.3988,- 
.4473, 
. .59553 
. .59457 
. .59801 
. .60333 
. .60364 
. .60684 



2672.. 2893, 2672 
3005.. .3361, 3008 
3108.. 3341, 3389 
3688. .4320, 3760 
4394. .4531, 4394 
, 59164. .59520, 



59188. 
59840. 
59854. 
60142. 
60206. 



,59532, 
.59878, 
,60486, 
,60708, 
,60304 



90457 

TBLASTX: Maize 
60708 
68 

2872, 2672. .2998, 2762. .2893, 
3370., 3008.. 3361, 3008.. 322.6, 
3454, 3676. .4248, 3676. .3975, 
4374, 3778.^4398/ 3905. .4204, * 
..4522, 58903. .59157, 58 903 .. 59157 , 
59167. .59529, 59167 .. 59505, 
59287. .59535, 59701 .. 59829, 
59842. .60108, 59842. . 60051 , 
59875. .60540, 5994 4 .. 60102 , 
60142. .60621, 60145. .60696, 



Seq. No. 33077 Seq. ID OJ991018_03 . 0211 . C3 

Gene No. 68608 Strand 

Start 88664 End 90457 

Name OJ991018_03 . 0211 . C3 . olO . tw Method TBLASTX : Wheat 

Start 2798 End 59707 

GI none Score 142 



33193 




Exons 2798.. 2887, 3128.. 3232, 3267.. 3548, 3269. .3550, 3269.-3547, 

3781. .3882, 59110 .. 59265, 59287 .. 59388 , 59428 .. 59706, 
59431. .59673, 59462.. 59707 



Seq. No. 


33077 




Seq. ID 


OJ991018_03.0211 


.C3 


Gene No . 


/** O f f\ o 

Do 608 




Strand 






Start 


O O C C A 




End 


90457 




Name 


/oTnninio no n o i i /-■• o 

ojyyiuio uj.uzii.C3 


^10 *~ ™ 
. olz . tm 


Method 


TBLASTX: Maize 




Start 


14 oOU 




End 


15542 




GI 


none 




Score 


57 




Exons 


14500. .14616, 14504, 


. .14590, 


14629. .14748, 14 651 .. 14 74 9, 






14 o bo . . 14 yJo , 14oby, 


1 a n c~i 

. .14 9b/, 


15323. .15382, 15477.. 15542 




Seq. No. 


O -3 n. -)-] 

330 / / 




Seq. ID 


OJ991018_03.0211 


. C3 


Gene No . 


£ Q C C\ O 




Strand 






Start 


O Q C C A 

00 bb4 




End 


90457 




Name 


ojyyioib 03. 0211. C3. 


. o7 . ts 


Method 


TBLASTX: Soybean 




Start 


16848 




End 


17030 




GI 


none 




Score 


79 




Exons 


lbo4o . . 1 /U30, 16852, 


1 0 n 0 0 

, . 17028 








Seq. No. v , 


o o n o o 

, 330.7.7 - . . : 


: . -._ : . _. 


Seq.. JD_. 


OJ??1018_03.0211 




.G:ene.. r Nq,._ 


r 0 /■ n 0 





.^StrancU,. 






Start* 


a 0 /" f a 
oood4 




End : 


90457 




Name 


OJ991018 03. 0211. C3. 


, ol4 . tm 


Method 


TBLASTX: Maize 




Start 


16956 




End 


17276 




GI 


none 




Score 


82 




Exons 


~\ t~ c\c c Tonon i t a yi n 

lb9ob . . 1 /030, 17049, 


. . 1727 6, 


17128. . 17274 




Seq. No. 


0 0 n i o 

33077 




Seq. ID 


OJ991018_03.0211 


.C3 


Gene No . 


c 0 *r n 0 
DO DUO 




Strand 






Start 


O O C <Z A 

00 dd4 




End 


90457 




Name 


~r n n i n i o no n o i i ^o 

ojyyioio 03. 0211. C3. 


, o4 . tc 


Method 


TBLASTX: Cress 




Start 


17022 




End 


17268 




GI 


none 




Score 


106 




Exons 


1 / UzZ . . 1 / A b / , 1/U/l. 


1 o 0 r 0 

.1/268 








Seq . No . 


0 0 m o 
330 / / 




Seq. ID 


OJ991018_03.0211 


.C3 


Gene No . 


a 0 c n 0 

DO DUO 




Strand 






o tart 


O O C C A 

0 0 dd4 




End 


90457 




Name _ 


OJ9910.18 03. 0211. C3. 


o7 . tm . 


Method. 


TBLASTX: Maize 




Start 


. 17.583 




End ' 


17952. 




GI - . . \ 


none \ 




Score 


.114 




Exons 


17583 .. 17924 , 17601. 


. 17 927 , 


17668. .17952 




Seq. No. 


33077 




Seq. ID 


OJ991018_03.0211 


. C3 


Gene No . 


r 0 r r\ a 

68 608 




Strand 






Start 


88664 




End 


90457 




Name 


OJ991018 03. 0211. C3. 


08 .tm 


Method 


TBLASTX: Maize 




Start 


18096 




End 


18551 




GI 


none 




Score 


81 




Exons 


18096. .18311, 18345. 


.18482, 


18483. .18551 




Seq. No. 


33077 




Seq. ID 


OJ991018_03,^0211, 


.C3 


Gene No. 


68608 




Strand 






Start 


88664 




End 


90457 




Name 


OJ991018 03. 0211. C3. 


o5 . tm 


Method 


TBLASTX: Maize 





33194 



Start 


19605 




End 


20014 




GI 


none 




Score 


87 




Exons 


19605 .. 19685, 19742 


. . 19894 , 


19747. . 19881, 19885. .20010, 






i a o a o o r\ n 1 a 

19892 . . 20014 










Seq. No. 


33077 




Seq. ID 


OJ991018_03.0211 


.C3 


Gene No. 


68608 




Strand 






Start 


88664 




End 


90457 




Name 


A7QQ1 m q n*3 noii 


. 08 . tw 


Method 


TBLASTX: Wheat 




Start 


19 / DO 




End 


20193 




GI 


none 




Score 


65 




Exons 


19 / bo . . 198 /2 , 19778 


. .19873, 


19897. .20193, 19898. .20092, 






I99Ub . . 2UlbU 










Seq. No. 


O O A "7 "7 

330 / / 




Seq. ID 


OJ991018_03.0211 


. C3 


Gene No. 


68608 




Strand 






Start 


88664 




End 


90457 




Name 


ojyyiuio uj.U2H.cj. 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


O A A 1 "7 

2U017 




End 


20820 




GI 


none 




Score 


42 




Exons 


A A A 1 ^7 A A A A O A A 1 ^ 1 

20017 .. 20298 / 20141, 


A A A O 1 

. . 20281 , 


20287. .20514, 20302 .. 20751, 






Z U 4 2 U . . 2 U / O 2 / . 2 U /.b ./ ; 


O A O O A 

. L 2Uq2U 








Seq. No; •■ 


33077 - ' - 




- Seq. ID 


OJ991018_03.0211 


.C3 


Gene No. 


68608 




Strand 






Start 


88664 




End 


90457 




Name 


OJ991018 03. 0211. C3. 


. olO . tm 


Method 


TBLASTX: Maize 




Start 


33076 




End 


33312 




GI 


none 




Score 


88 




Exons 


JJU/b. .JJJ12, JJ185. 


"5 "3 O A n 

, . J J J07 








Seq. No. 


33077 




Seq. ID 


OJ991018_03.0211 


.C3 


Gene No. 


68608 




Strand 






Start 


Q Q C C A 

oo bb4 




End 


90457 




Name 


/*\TAATA1A AO AA1T /-i 

OJ991018 03. 0211. C3, 


, o4 . ts 


Method 


TBLASTX: Soybean 




Start 


3 JO / b 




End 


3331-2 




bl 


none 




Score 


88 




Exons 


qoat^t oooio ooioc 
- J JU / b . . J J J12 , JJ18D. 


A A A A "7 

. . J J JO / 








Seq. No. 


O O A "1 T 
J JO / / 




Seq. ID 


OJ991018_03.0211 


. C3 


Gene No. 


68608 , .. . 




Strand .. 






Start 


88664 _ 




End 


90457. 




Name > • 


a mm ri'i o at a a *i i i o a 

• OJ991U18 03. 0211. C 3 . 


o4 . tw 


■ " Method 


TBLAST'X : Wkeat * 




Start 


O O A A 1 

33091 




End 


33549 




GI 


none 




"Score 


41 




Exons 


33091 .. 332 61 , 33120. 


. 33263, 


33168. .33254, 332 68 3354 9, 






33280 .. 33480/ 33293. 


. 33502 








Seq. No. 


33077 




Seq. ID 


OJ991018_03.0211 


.C3 


Gene No. 


68608 




Strand 






Start 


88664 




End 


90457 




Name 


OJ991018 03. 0211. C3. 


o3 . tw 


Method 


TBLASTX: Wheat 




Start 


33955 • 




End 


34453 




GI 


none 




Score 


60 




Exons 


33955.-34437, 33956. 


.33997, 


33961. .34428, 34130. .34453 




Seq. No. 


33077 




Seq. ID 


OJ991018_03.0211, 


.C3 



33195 




Gene No. 


68608 






Strand 








Start 


88664 






End 


90457 






Name 


- OJ991018 03. 0211. C3 


. o3 . ts 


Method 


TBLASTX: 


: Soybean 




Start 


34066 






End 


.34 4 37 




GI 


none 






Score 


153 






Exons 


34066. . 


,34254, 34279 


. .34437 










Seq. No. 


33077 






Seq. ID 


OJ991018 03.0211 


.C3 


Gene No. 


68608 






Strand 








Start 


88664 






End 


90457 






Name 


OJ991018 03. 0211. C3, 


. ol3 . tm 


Method 


TBLASTX: 


Maize 




Start 


34282 






End 


34461 






GI 


none 






Score 


153 






Exons 


34282. . 


34461, 34283. 


. .34453 










Seq. No. 


33077 






Seq. ID 


OJ99101S 


!_03.0211 


.C3 


Gene No. 


68608 






Strand 








Start 


88664 






End 


90457 






Name 


OJ991018 03. 0211. C3. 


. 06 . tw 


Method 


TBLASTX: 


Wheat 




Start 


40853 






End 


41196 . 






GI 


none 






Score 


.104 






Exons _ v 


4.0853.. , 


.40960.,, .4 094.3, 


, . 4 IIS 4 ,.. 


A 0 9 51 , . 4 11 93.,... 40 9 54 


...411_9 6_ . 




Seq.' No. 


33077" " 






Seq. ID 


OJ991018 


_03.0211 


.G3 


Gene No. 


68608 






Strand 








Start 


88664 






End 


90457 






Name 


OJ991018 03. 0211. C3. 


. o2 . ts 


Method 


TBLASTX: 


Soybean 




Start 


41125 






End 


41554 






GI 


none 






Score 


102 






Exons 


41125. . 


41208, 41126. 


. 41200, 


41258. .41554, 41312 


. .41536 




Seq. No. 


33077 






Seq. ID 


OJ991018 


03 . 0211 


,C3 


Gene No . 


68608 






Strand 








Start 


88664 






End 


90457 






Name 


OJ99101 


8_03.0211.C3. 


o3 . tc 


Method 


TBLASTX: 


Cress 




Start 


41287 






End 


41635 






GI 


none 






Score 


313 






Exons 


41287. . 


41439, 41294. 


. 41635, 


41294. .41632 






Seq. No. 


33077 






Seq. ID 


OJ991018 


_03 . 0211 


. C3 


Gene . No . 


. • 68 608 






. Strand 








Start 


88664 






End 


90457 . 






Name ' ' 


. OJ991"01 


.8_03„0211.G3, 


o2 . tw . \ 


■ Method - 


TBLASTX : 


Wheat" 




Start 


41423 






End 


418 92 






GI 


none 






Score 


72 






Exons 


41423. . 


41476, 41431. 


.41475, 


41477. .415? 


31, 41488 


. .41577, 






41585. . 


41683, 41590. 


. 41682, 


41663. .418? 


37, 41683 


. .41892, 






41684 . . 


41887, 41686. 


.41892 










beq . no . 


33077 






Seq. ID 


OJ991018 


_03.0211. 


. C3 


Gene No. 


68608 






Strand 








Start 


88664 






End 


90457 






Name 


OJ99101 


8_03.0211.C3. 


o3 . tm 


Method 


TBLASTX: 


Maize 




Start 


41468 






End 


41926 






GI 


none 






Score 


247 






Exons 


41468. . 


41722, 41480. 


.41722, 


41732. .41926 







33196 




Seq. No. 


33077 






Seq. ID 






Gene No. 


68608 






Strand 






Start 


88664 






End 


90457 




Name 


OJ991018 03. 0211. C3. 


. 06 . ts 


Method 


TBLASTX : Soybean 




Start 


41756 






End 


41998 




GI 


none 






Score 


211 




Exons 


41756. . 


41998 










Seq. No. 


33077 






Seq. ID 


OJ991018J33.0211 


.C3 


Gene No . 


68608 






Strand 






Start 


88664 






End 


90457 




Name 


OJ991018 03. 0211. C3. 


o5 . tw 


Method 


TBLASTX: Wheat 




Start 


42031 






End 


42441 




GI 


none 






Score 


87 




Exons 


42031. . 


42081, 42032. 


.42094, 


42094. .42282, 42095 .. 42322 , 






42355. . 


42441, 42356. 


.42439 








Seq. No. 


33077 






Seq. ID 


OJ991018_03.0211 


.C3 


Gene No. 


68608 






Strand 






Start 


88664 






End 


90457 




Name 


OJ991018 03. 0211. C3. 


ol ..tw 


Method 


TBLASTX: Wheat 




Start . . _ 


424 42,. , 




. ■ , . — 


End. , , . 


. 4375.9 ...... 




.GI__, 


..... ...none 




— , — ^ — r ._ 


S.cor.e,_ 


...8i.9_, ,~ 




Exons 


42442. . 


43071, 42443. 


.43360/ 


43028. .43345, 43355 .-. 43399, 


- - 




43359.. 


43394, 43402. 


.43497, 


43406. .43465, 43444. .43584, 






43445. . 


43585, 43598. 


.43678, 


43667. .43759 




Sea. No 


33077 






Seq. ID 


OJ991018_03.0211 




Gene No. 


68608 






Strand 






Start 


88664 






End 


90457 




Name 


OJ991018 03. 0211. C3. 


06 . tm 


Method 


TBLASTX: Maize 




Start 


42485 






End 


42799 




GI 


none 






Score 


320 




Exons 


42485. . 


42799, 42496. 


.42798 








Seq. No. 


33077 






Seq. ID 


OJ991018_03.0211 


.C3 


Gene No . 


68608 






Strand 






Start 


88664 






End ■ 


90457 




Name 


OJ991018 03. 0211. C3, 


o2.tc 


Method 


TBLASTX: Cress 




Start 


42726 






End 


4 3177 




GI . 


none 






. Score 


17.2.. .. 




Exons 


4 2.726.. . 


42908, 42730." 


.. 43167, _ 


.42730,-4307.1, 42734 .. 43177, 






: 4 2.7.4 0... 


43177; 






r 




Seq. No. 


33077 






Seq. ID 


OJ991018__03.0211 


.C3 


Gene No . 


68608 






Strand 






Start 


88664 






End 


90457 




Name 


OJ991018 03. 0211. C3. 


o9. tw 


Method 


TBLASTX: Wheat 




Start 


47282 






End 


,47685 




GI 


none 






Score 


223 




Exons 


47282. . 


47362, 47284. 


.47520, 


47284. .47433, 47385. .47552, 






47515. . 


47685, 47590. 


.47685 








Seq. No. 


33077 






Seq. ID 


OJ99ini8 03=0211, 




Gene No. 


68608 






Strand 






Start 


88664 






End 


90457 




Name 


OJ99101 


8 03. 0211. C3. 


ol2 .tw 


Method 


TBLASTX: Wheat 





33197 



Start 


68263 


End 


81027 


GI 


none 


Score 


68 


Exons 


68263. .68310, 80680. .80895, 


80911. .81027 


Seq. No. 


33077 


Seq. ID 


OJ991018 03.0211. 


Gene No. 


68608 


Strand 




Start 


88664 


End 


904 57 


Name 


OJ991018_03 . 0211 . C3 . o7 . tw 


Method 


TBLASTX: Wheat 


Start 


74132 


End 


74436 


GI 


none 


Score 


86 


Exons 


741 32.. 74188, 74137.. 74184, 


74183. .74 


413, 74194. .74436 


Seq. No. 


33077 


Seq. ID 


OJ991018 03.0211. 


Gene No. 


68608 


Strand 




Start 


88664 


End 


90457 


Name 


OJ991018_03 . 0211 . C3 . o9 . tm 


Method 


TBLASTX: Maize 


Start 


74186 


End 


74424 


GI 


none 


Score 


294 


Exons 


74186.. 74416, 741 94.. 74424 






Seq. No. 


33077 


Seq. ID 


OJ991018_03.0211. 


Gene. No . _ . . 


68608 . ...... 


Strand 




-Start. "„ . 


88.6.6.4. . _ . ... „. 




, _9.0i 5 7„",1„UZ. — . 


Name - 


OJ991018 03.-0211.C3. 612. np 


Method 


■ AAT/NAP 


Start 


88664 


End 


90457 


GI 


4584539 


Score 


91 


Exons 


88664. .88867, 90335. .90457 






GI Descrip. 


(AL049608) extensin-like protein [Arabidopsis thaliana] 


Seq. No. 


33078 


Seq. ID 


OJ991018_03.0211. 


Gene No. 


68609 


Strand 




Start 


30 


End 


734 


Name 


OJ991018 03.0211.C4.ol.gs 


Method 


GENSCAN 


Start 


30 


End 


734 


GI 


none 


Score 


.78 


Exons 


30. .92, 282. .571, 680. .734 






Seq. No. 


33078 


Seq. ID 


OJ991018JD3, 0211.' 


bene iNO . 


68610 


Strand 




Start 


1672 


End 


2151 


Name . t 


. OJ991018 03.0211.C4 .ol.gp 


Method 


.AAT/GAP 


Start 


1672 


End 


. 2151 




' LIB3431-044-P1-K1-D12 


Scor^' 


924. ■ " ' ' 


Exons 


1672. .2151 






GI Descrip. 


'52 95936/dbj | AB02 62 95 . 2 | AB0262 95 2 . Oe- 


-16 Oryza sativa gei 



DNA, chromosome 6, clone : P068 1F10, complete sequence 1 



Seq. No. 


33078 


Seq. ID 


OJ99101S 


3_03. 


0211, 


.C4 


Gene No. 


68611 


Strand 










Start 


2774 


End 


3540 








Name 


OJ991018 03.0211.C4.o2.gp 


Method 


AAT/GAP 








Start 


2531 


End 


2967 








GI 


none 


Score 


854 








Exons 


2531. .2967 












Seq. No. 


33078 


Seq. ID 


OJ99101E 


i_03. 


0211. 


,C4 


Gene No. 


68611 


Strand 











33198 



Start 


2774 


End 


3540 


Name 


OJ991018 03.0211.C4.o2.gs 


Method 


GENSCAN 


Start 


2774 


End 


3540 


GI 


none 


Score 


.81 


Exons 


2774 . .2903, 3331 . . 3540 






Seq. No. 


33079 


Seq. ID 


OJ990808 


Gene No. 


68612 


Strand 


+ 


Start 


23 - 


End 


1261 


Name 


OJ990808_42 . 0204 . C2 . ol . gs 


Method 


GENSCAN 


Start 


23 


End 


1261 


GI 


none 


Score 


.59 


Exons 


23. .195, 924. .1002, 1023.. 


,1082, 1166.. 


1261 


Seq. No. 


33079 


Seq. ID 


OJ990808 


Gene No. 


68613 


Strand 




Start 


119 


End 


1644 


Name 


OJ990808 42.0204.C2.ol.np 


Method 


AAT/NAP 


Start 


119 


End 


1644 


GI 


6539588 


Score 


117 


Exons 


119. .440, 1438. .1644 






G I.. Descrip. 


.(AP000837) ^.hypothetical .protein [Oryza 


j.sativa]^ 


Seq. No. 


33079- 


Seq. ■ ID 


OJ99080? 


Gene No. 


68614 


Strand 




Start 


1936 


End 


4167 


Name 


OJ990808 42.0204 .C2.o2.gs 


Method 


GENSCAN 


Start 


1936 


End 


4167 


GI 


none 


Score 


.74 



Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1936. .2060, 3577. .3834, 4035. .4167 



33080 
68615 
292 

OJ990808_42.0204 .C3.ol.gs 

292 

none 

292. .369 



Seq. ID OJ990808_42.0204.C3 
Strand 

End 369 

Method GENSCAN 

End 369 

Score .76 



Seq. No. 
Gene No. 
Start 
Name . % 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



33081 

68616 

4817 

OJ990808_42 .0204 .C4.ol...gp ' 
4817 
2310235 
4817. .4854, 5266. .5404 

5852182/emb|CAB55420.1| 9.0e-13 (AL117265) zhb0012.1 [Oryza 
sativa] 



Seq. ID OJ990808_42.0204.C4 

Strand + 

End 6089 

Method AAT/GAP ■ ' * ■ 

End 5404 

Score 295 



33081 
68616 
4817 

OJ990808_42.0204 .C4 .ol.np 

5266 

4680203 

5266. . 6089 

(AF114171) TNP2-like protein 



Seq. ID OJ990808_42.0204.C4 

Strand + 

End 6089 

Method AAT/NAP 

End 6089 

Score 796 

[Sorghum bicolor] 



33199 



# • 



Seq. No. 


33081 








Seq. ID 


OJ990808_42.0204 


.C4 


Gene No . 


a o a i a 
boolb 








Strand 


+ 




Start 


A O 1 H 








End 


6089 




Name 


UjyyUoUo 4z.U*:U4 


. C4 . Ol . 


,tw 




Method 


TBLASTX: Wheat 




otart 


c; i *7 
JDl / 








End 


5960 




H T 


none 








Score 


87 




Exons 


JDl / . . D /UO, 3 / lO 




5716. 


.5958, 5718. .5960 




Seq. No. 


33081 








Seq. ID 


OJ990808_42.0204. 


.C4 


t^ene jno . 


ooolo 








Strand 


+ 




Of v- +- 

otart 


4 o 1 / 








End 


6089 




Name 




. C 4 .■ 0 1 . 


ts 




Method 


TBLASTX: Soybean 




Of 5 

o tar u 


D / 4 U 








End 


6030 






none 








Score 


229 




Exons 


5740.. 5958, 5748, 


. .5954, 


5965. , 


.6030 






o e q * ln o . 


33082 








Seq. ID 


OJ990808_42.0204, 


, C5 


Gene No. 


68617 








Strand 


+ 




Start 


1 








End 


962 




Name 


OJ990808 42.0204, 


.CS.ol. 


gp 




Method 


AAT/GAP 




Start ._ _ 


1 . . 








: End . 


9.62 






_..3A2^i.iUA8A.- , 








Sr.or.e_ ^ 


JLejiu,. ' _ 




Exons 


1. . 962 - - - 














GI Descrip. 


1 45744 06/gb|AAD24042 . 1 | 


0. 


0e+00 (AF121139) RIM2 protein 


[Ory: 




sativa] 1 














Seq. No. 


33082 








Seq. ID 


OJ990808_42.0204. 


C5 


Gene No . 


68617 








Strand 


+ 




otart 


1 








End 


962 




Name 


OJ990808 42.0204, 


. CS.ol. 


tm 




Method 


TBLASTX: Maize 




otart 


1 








End 


395 




C T 


none 








Score 


74 




Exons 


1..72, 3. .71, 66. 


.191, 


72. 


.191, 201. .395 




Seq. No. 


33082 








Seq. ID 


OJ990808_42.0204. 


C5 


Gene No . 


68617 








Strand 


4- 




C -4 i -v- 4- 

btart 


1 








End 


962 




Name 


OJ990808 42.0204. 


CS.ol. 


tw 




Method 


TBLASTX: Wheat 




Of 3 v+- 


1 








End 


361 






none ... 








Score _ . 


81. 




Exons 


1. .51, 3. .47, . 65. 


".151, 


66. 


.152, 132. .359, 153.. 359, 1*55. 


. 36.1 


Seq. No. ' 


'33082 








Seq. ID 


OJ99080'8_42. 0204 . 


C5- 


Gene No. 


68617 








Strand 


+ 




otart 


1 








End 


962 




Name 


OJ990808 42.0204. 


CS.ol. 


np 




Method 


AAT/NAP 




Start 


1 








End ■ 


962 




GI 


6742729 








Score 


1423 




Exons 


1. .962 














GI Descrip. 


(AF121139) RIM2 protein 


[Oryza 


t sativa] 






Seq. No. 


33082 








Seq. ID 


OJ990808 42.0204. 


C5 


Gene No. 


68617 








Strand 


+ 




Start 


1 








End 


962 




Name 


OJ990808 42.0204. 


CS.ol. 


gs 




Method 


GENSCAN 




Start 


102 








End 


839 





33200 



GI 

Exons 



none 

102. .839 



Score 



.46 



Seq. No. 33082 Seq. ID 

Gene No. 68617 Strand 

Start 1 End 

Name OJ990808_42 . 0204 . C5 . ol . ts Method 

Start 225 End 

GI none Score 

Exons 225.. 467 



OJ990808_42.0204 .C5 
+ 

962 

TBLASTX: Soybean 

467 

19-4 



Seq. No. 


33082 




Seq. ID 


OJ990808 42.0204 


.C5 


Gene No . 


DODl / 




Strand 


+ 






O -)- — . v4- 

otart 


1 




End 


962 






Name 


TQonono 

U J yyuoUo 


42.0204.C5.o2.tw 


Method 


TBLASTX: 


: Wheat 




Start 


^ a a 




End 


946 






GI 


none 




Score 


74 






Exons 


C A A c / l 


501. .563, 569. .751, 


573. .791 


, 580.. 792, 832.. 


945 




836. .946 












beq . iNO . 


AO "3 




Seq. ID 


OJ99080E 


i_42.0204 


. C6 


bene .No., . 


£ O ^ 1 o 

, .bo b J.q . . . . 




Strand ^ 








..^•x-*^— ^SLt ax t-~.- v ^. 


1 




„End_. ; .. 






v ... 


"s . Name • - : 


cjj yyuoUo' 


42.0204 .C6.-ol.np * - ■■ 


Method 


AAT/NAP 






— btart 


-1 
1 




End 


989 












Score 


752 






i j. 1 Exons 














r; GI Descrip. 


(AF121139 


) RIM2 protein [Oryza sativa] 








'"']] Seq. No. 


33083 




Seq. ID 


OJ99080E 


i_42.0204 


.C6 


Gene No. 


68618 




Strand 


+ 






fU Start 


1 




End 


989 






is Name 


OJ990808 


42.0204.C6.o2.tw 


Method 


TBLASTX: 


Wheat 




i SB ! Start 


23 




End 


379 








none 




Score 


169 






Exons 


23. .259, 


58. .258, 295. .378, 296. .379 








^= Seq. No." 


33083 




Seq. ID 


OJ99080S 


t__42.0204 


.C6 


Gene No. 


68618 




Strand 


+ 






Start 


1 




End 


989 






, . . Name 


OJ990808 


42.0204.C6..ol.±m . 


Method 


TBLASTX: 


Maize 




Start 


287 




End 


772 






. GI ' 


none 




Score 


.281' 






Exons - 


287 . .772, 


304.. 480, 611.'. 685, 


616'. .765 









Seq. No. 33083 

Gene No. 68 618 

Start 1 

Name .. OJ990808_42 . 0204 . C6 . ol . tw 

Start 383 

GI none 

Exons 383.. 916, 427.. 915 

Seq. No. 33083 

Gene No. 68618 

Start 1 

Name OJ990808_J2 . 0204 . C6 . ol . gs 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 



OJ990808_42.0204 .C6 
+ 

989 

TBLASTX: Wheat 

916 

471 



OJ990808_42.0204.C6 
+ 

989 

GENSCAN 



33201 




Start 


461 


End 


931 


GI 


none 


Score 


. 61 


* Exons 


4 61 .. 931 






Seq. No. 


33083 


Seq. ID 


OJ990808 42. 0204. C6 


Gene No. 


68618 


Strand 


+ 


Start 


1 


End 


989 


Name 


OJ990808 42 . 0204 . C6 . ol . tc 


Method 


TBLASTX: Cress 


Start 


670 


End 


915 


GI 


none 


Score 


202 


Exons 


670 . . 915/ 674 . . 913 






Seq. No. 


33083 


Seq. ID 


OJ990808_4 2 . 0204 .C6 


Gene No. 


68618 


Strand 


+ 


Start 


1 


End 


989 


Name 


OJ990808 42.0204.C6.ol.gp 


Method 


AAT/GAP 


Start 


756 


End 


989 


GI 


5002953 


Score 


361 


Exons 


756. . 989 






GI Descrip. 


4680203/gb|AAD27566.1|AF114171 7 1 . Oe- 


-39 (AF114171) TNP2-like 




protein [Sorghum bicolor] 






■ ----- ■ ■ ■ . 

_ Seq._Na.~~, 




:_S.eq^ TO 


.... O.J9 9.0.8U£^42 . J0.ZCL4...CZ 


Gene No.- 


68619 ' ■ 


Strand 


+ 


Start 


1 


End 


389 


Name 


OJ990808 42.0204.C7.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


389 


GI 


4680203 


Score 


68 


Exons 


1. .389 






GI Descrip. 


(AF114171) TNP2-like protein 


[Sorghum 


bicolor] 


Seq. No. 


33084 


Seq. ID 


OJ990808 42. 0204. C7 


Gene No. 


68619 


Strand 


+ 


Start 


1 


End 


389 


Name 


OJ990808 42.0204.C7.ol.gs 


Method 


GENS CAN 


Start 


50 


End 


365 


GI 


none 


Score 


.64 


Exons 


50. .365 






Seq. No. 


33084 


Seq. ID 


OJ990808_42.0204 .C7 


Gene No. . 


68.620 ...... 


Strand 


+ 


Start 


316 


End 


503 


• Name ' 


OJ99.0-808 42.0204.C7.ol.gp ■ 


Method 


■ AAT/GAP •" + '.- 


Start 


316 


End 


' 503 


GI 


5002953 


Score 


270 


Exons 


316. .503 






GI Descrip. 


4680203/gb|AAD27566.1|AF1141'71 7 1 . Oe- 


■39 (AF114171) TNP2-like 




protein [Sorghum bicolor] 






Seq. No. 


33085 


Seq. ID 


OJ990808_4 2.0204 . C8 


bene wo . 


68621 


Strand 


+ 


Start 


452 


End 


12214 


Name 


OJ990808 42.0204.C8.ol.gs 


Method 


GENSCAN 


Start 


452 


End 


12214 


GI 


none 


Score 


. 64 


Exons 


452. .528, 600. .689, 2784. .2916, 3002.. 


3052, 3150.. 3407, 




3466. .3715, 3793. .5168, 5251. 


.5421, 5501. .5640, 6193. .6231, 



33202 



11442. . 11711, 11803. .11858, 11957.. 12214 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq.. No. 
„Gene„.Ncu 
Start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq, No. 
Gene No. 
Start . 
Name 
Start 
GI 

Exons 



33085 
68622 
11055 

OJ990808_42.0204 .C8.ol.np 

11055 

5295955 



Seq. ID OJ990808_42.0204 .C8 
Strand 

End 13148 

Method AAT/NAP 

End 13148 

Score 510 



11055. . 11787, 11875. .12130, 12169 .. 12266, 12905 13017 , 
13051. . 13148 

(AB026295) Similar to Epstein-Barr virus (EBV) genome. (V01555) 
[Oryza sativa] 



33085 
68622 
11055 

OJ990808_4 2.0204 ,C8 . o2 . gs 

12442 

none 

12442. .12523, 12905.. 13032 



__3308.6._. - 

. _68.623_^__,,._™ 

'476 

OJ990808_42. 0204 .C9.ol.gs 

476 

none 



- • End 
Method 
End 
Score 

476. .540, 1139. .1257, 1317. .1485, 3919. .4290, 5071. .5107, 
5494. .5647, 6048. .6223 



Seq. ID OJ990808_42.0204.C8 
Strand 

End 13148 

Method GENSCAN 

End 13032 

Score .5 



Seq. _.J.D , 0 J? 90 8 08_4 2..Q2 OL,£.9^ v : 

St rand . 

6223 ' - 

GENSCAN 
6223 
.59 



33086 
68623 
476 

OJ990808_42.0204 .C9.ol.gp 
1023 

LIB34 33-025-P1-K1-D12 
1023.. 1283, 3887.. 4005 

•4680203/gb|AAD27566.1|AF114171_7 1.0e-39 (AF114171) TNP2-like 
protein [Sorghum bicolor] ' 



Seq. ID OJ990808_42.0204 .C9 

Strand + 

End 6223 

Method AAT/GAP 

End 4005 

Score 678 



33087 
68624 

541 ■ \ ■ ' • • " / 

OJ990808_42. 0204 .Cll.ol.gs 

541 

none 

541. . 614 



Seq. ID OJ990808._42.0204 ..Cll. 
"Strand 

End • . ' 614 ' * 

Method GENSCAN- 

End 614 

Score 1 



Seq. No. 33088 

Gene No. 68625 

Start 1 

Name OJ9 908 08_42 . 0204 . C12 . ol . np 

Start 1 

GI 3645899 

Exons 1 . . 1064 

GI Descrip. (U68408) 5' end not determined experimentally [Zea mays] 



Seq. ID OJ990808_42.0204 .C12 
Strand 

End 167 4 

Method AAT/NAP 

End 1064 

Score 4 64 



33203 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



33088 
68625 
1 

OJ990808_42.0204 .C12.ol. tc 
5 

none 



Seq. ID OJ990808_42.0204.C12 
Strand 

End 167 4 

Method TBLASTX : Cress 

End 390 

Score 4 3 



5. .91, 115. .390, 232. .312, 305. .382 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 

GI . 

.,,Exons 



33088 
68625 
1 

OJ990808_42.0204.C12.ol.tm 

101 

none 



Seq. ID OJ990808_42.0204.C12 
Strand 

End 1674 

Method TBLASTX : Maize 

End 57 9 

Score 253 



101. .430, 115. .516, 515. .577, 517. .579 



33088 
68625 
1 

OJ990808_42.0204.C12.ol.ts 
115 

none. . _ _ 

.:il5 ... ;,A0 ; 8.,_LiL . 3.88.,' v 2 11^ '.3.9^ 



Seq. ID OJ990808_42.0204 .C12 
Strand 

End 1674 

Method TBLASTX : Soybean 

End 408 

Score 12 6 _ 



Seq. No. 33088 

Gene No. 68625 

Start 1 

Name OJ990808__42 . 0204 . C12 . ol . gs 

Start 148 

GI none 
Exons 



Seq. ID OJ990808_42.0204.C12 
Strand 

End 1674 

Method GENSCAN 

End 1674 

Score .75 



148. .641, 776. .968, 1246. .1415, 1492. .1674 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



33088 
68625 
1 

OJ990808_42.0204.C12.ol.tw 

250 

none 

250. .537, 251. .424, 259. .429 



Seq. ID OJ990808_42.0204.C12 
Strand 

End 1674 

Method TBLASTX : Wheat 

End 537 

Score 140 



33089. 
68626 

12946 " - " ; - 

OJ990808_42.0204 .C13.o2.g"s 
12946 
none 

12946. .13085, 13199 .. 13354 , 134 42 .. 13683, 13725 
14915. .14943, 15710. .15762 



Seq. ID OJ990808_42.0204.C13 
Strand + 

15-7 62 ' 
GENSCAN 
15762 
.51 



End ' 
Method 
End 
Score 



,13869, 



33089 
68627 
15710 

OJ990808_42.0204 .C13.o4 .np 
15710 
6689637 
15710. .15778, 17021. .17090 
(AJ245968) Toc34-l protein [Zea mays] 



Seq. ID OJ990808_42.0204.C13 

Strand + 

End 17090 

Method AAT/NAP 

End 17090 

Score 50 



33204 



Seq. No. 


33089 








Seq. ID 


OJ990808 


_42.0204.C13 


Gene No. 


68628 








Strand 


+ 




Start 


19159 








End 


20708 




Name 


OJ990808 42 


.0204.C13.o3 


.gs 


Method 


GENSCAN 




Start 


19159 








End 


20708 




GI 


none 








Score 


. 67 




Exons 


19159 


. . 19339, 20572. .20708 








Seq. No. 


33089 








Seq. ID 


OJ990808 


_42.0204.C13 


Gene No. 


68629 








Strand 


- 




Start 


221 








End 


8574 




Name 


OJ990: 


808_42 


.0204 .C13.o2 


.np 


Method 


AAT/NAP 




Start 


221 








End 


1797 




GI 


65395: 


88 






Score 


135 




Exons 


221. 


263, 1512. .1797 










GI Descrip. 


(AP000837) 


hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


33089 








Seq. ID 


OJ990808 


_42 . 0204 .C13 


Gene No. 


68629 








Strand 






Start 


221 








End 


8574 




..Name _ .. 


...OJSL90I 


3p8_ : 42 ; 


,..0204.-013,. pi 


• „gs,, 


Method. 


. GENSCAN 




itart 


.,.2.69.,',, 








'....End ' 






GI 


none 








Score 


.47 


— ~ ' 

' " ' " * 


Exons 


269. .: 


1086, 


1102. .1357, 


1583. . 


1738, 195! 


3. .2131, 


2301. .2435, 




2497. 


.2692, 


4190. .4635, 


4753. 


.5064, 5525. .6408, 


6510. . 6556, 




6898. 


.7042, 


8335. .8436, 


8457. 


.8574 






Seq. No. 


33089 








Seq. ID 


OJ990808 


_42.0204.C13 


Gene No. 


68629 








Strand 






Start 


221 








End 


8574 




Name 


OJ990I 


308_42 


.0204.C13.o3 


.np 


Method 


AAT/NAP 




Start 


2552 








End 


6408 




GI 


4680203 






Score 


1047 




Exons 


2552. , 


.2570, 


4989. . 6408 










GI Descrip. 


(AF114171) 


TNP2-like protein 


[Sorghum bicolor] 




Seq. No. 


33089 








Seq. ID 


OJ990808 


42. 0204 .C13 


Gene No. 


68629 








Strand 






Start 


221 








End 


8574 




Name 


OJ990* 


308_42 


. 020.4. C1.3..01 


. tw 


. Method 


.TBLASTX : ] 


Wheat ......... . 


Start .. 


3328 








End 


6049 




GI ' 


- none 








, Score ' ; 


, 37 ■ 




Exons ' 


3328. . 


;3441, 


5370. .'5441, 


5453. 


;5497, 5457. .5498, 


5495. .5620/ 




5514. . 


.5624, 


5633. . 6049 










Seq. No. 


33089 








Seq. ID 


OJ990808 


_42.0204.C13 


Gene No. 


68629 








Strand 






Start 


221 








End 


8574 




Name 


OJ990E 


308__42 


.0204.C13.o2, 


. tw 


Method 


TBLASTX: Wheat 


Start 


5025 








End 


5369 




GI 


none 








Score 


67 




Exons 


5025. . 


,5180, 


5026. .5274, 


5224 . 


.5319, 5226. .5321, 


5328. .5369 


Seq. No. 


33089 








Seq. ID 


OJ990808_ 


_42.0204.C13 


Gene No. 


68629 








Strand 






Start 


221 








End 


8574 





33205 



Name 

Start 

GI 

Exons 



OJ990808_42. 0204 .C13.ol.tm 

5031 

none 

5031. .5180, 5032. .5205, 5187. 



Seq. No. 33089 

Gene No. 68629 

Start 221 

Name OJ990808_42 . 0204 . C13 . ol . tc 

Start 5274 

GI none 

Exons 5274.. 5429, 5275.. 5427, 5444, 

Seq. No. 33089 

Gene No. 68629 

Start 221 

Name OJ990808_4 2 . 0204 . C13 . o2 . ts 

Start 5355 

GI none 

Exons 5355. .5456, 5444. .5617 



Method TBLASTX : Maize 

End 5430 

Score 65 
.5429, 5203. .5430 

Seq. ID OJ990808_42.0204.C13 
Strand 

End 8574 

■ Method TBLASTX : Cress 

End 5620 

Score 100 
.5620, 5466. .5615 

Seq. ID OJ990808_42.0204.C13 
Strand 

End 8574 

Method TBLASTX : Soybean 

End 5617 

Score 147 



,Seq. ! . ; Np.,-.... T ,_..33p8 : 9.., J . . , = 

^ene„No..^ J5&62.9™, __^v_ 

-Start ' ' ' - ■ -221 • 

Name OJ990808_42 . 0204 . C13 . ol . ts 

Start 5640 

GI none 

Exons 5640.. 5924, 5642.. 5923, 5691 

Seq. No. 33090 

Gene No. 68630 

Start 181 

Name OJ990808_42 . 0204 . C14 . ol . gs 

Start 181 

GI none 

Exons 181.. 570 



,,Seq. ...ID. ,.OJ9Sp8p8_42^.020.4.,.C13 : 

„.„S.tr.and- - _., _ 

8574 - : 



End 
Method 
End 
Score 



TBLASTX: Soybean 

5972 

191 



.5945, 5922. .5972, 5930. .5959 

Seq. ID OJ990808_42.0204.C14 

Strand + 

End 570 

Method GEN SCAN 

End 570 

Score . 8 



Seq. No. 33091 

Gene No. 68631 

Start 95 

Name. OJ990808_42 . 0204 .C16.ol ,gs 
Start . 95 . 

GI ; «- none ' *■ , 

Exons - 95. . 168 



Seq. ID OJ990808_42.0204.C16 

Strand + 

End 168 

Method. GENSCAN . 

End 168 

■Score. .87 ' * 



Seq. No. 33091 

Gene No. 68632 

Start 1 

Name OJ990808_4 2 . 0204 . CI 6 . ol . np 

Start 1 

GI '4680203 

Exons 1..1306, 2527.. 2565 

GI Descrip. (AF114171). TNP2-like protein 

Seq. No. 33091 

Gene No. 68632 

Start 1 



Seq. ID OJ990808_42.0204 .C16 
Strand 

End 3084 

Method AAT/NAP 

End 2565 

Score 975 

[Sorghum bicolor] 

Seq. ID OJ990808_42.-0204.C16 
Strand 

End 3084 



33206 




Name 


OJ990808 42 . 0204 . C16 . ol 


. tw 


Method 


TBLASTX: Wheat 




Start 


89 




End 


403 




GI 


none 




Score 


161 




Exons 


89 . . 403, 144 . . 335 










Seq. No. 


33091 




Seq. ID 


OJ990808_42.0204. 


C16 


Gene No. 


68632 




Strand 






Start 


1 




End 


A A O A 

3084 




Name 


/^taaaoao >io a o a /i r^i r «*i 

OJ990808 42 . 0204 . CI 6 . ol 


. tm 


Method 


TBLASTX : Mai ze 




Start 


131 




End 


412 




GI 


none 




Score 


130 




Exons 


131. .412, 144. . 401 










Seq. No. 


33091 




Seq. ID 


OJ990808 42.0204. 


C16 


Gene No. 


68632 




Strand 


- 




Start 


1 




End 


308 4 




Name 


OJ990808_42.0204 .C16.ol 


. tc 


Method 


TBLASTX: Cress 




Start 


176 




End 


523 




GI 


none 




Score 


62 




Exons 


176.. 523, 177.. 251, 218 


O A A 

. . 322 , 


A "7 /*" A A a 

276 . . 332 


, 369 . . 506 




Sejq. No ... ... 


. 33091 . . _ 




. Seq. T , ID, 


...OJ9?0808__42..02pA : 


£16,. 


.Gene-..-Nq..„-_ 


. _6.8.632._ . 




_SLtxanrL_ , 


r — -.—^ 




Start 


1 . ■ ' - ■ 




End • 


3084 




Name 


OJ990808__42 . 0204.C16.ol 


. ts 


Method 


TBLASTX : Soybean 




Start 


254 




End 


673 




GI 


none 




Score 


107 




Exons 


AC/ r o n A C f) CO*!) r r 1 

254. .520, 258. .503, 551 


. . 673 , 


552 . . 671 






Seq. No. 


33091 




Seq. ID 


OJ990808 42.0204. 


C16 


Gene No. 


68632 




Strand 


- 




Start 


1 




End 


3084 




Name 


OJ990808 42 . 0204 . CI 6 . o2 


. tw 


Method 


TBLASTX : Wheat 




Start 


4 04 




End 


3084 




GI 


none 




Score 


56 




Exons 


404. .523, 411. .506, 551 


. . 952, 


552 . . 713 


, 831 . .854, 3031 . . 


3084 


Seq. No. 


33091 




. Seq. ID 


OJ990808 42.0204. 


C16 


Gene No. 


68632 




Strand 


- 




Start 


1 




End 


3084 




Name 


. OJ990808 42.0204.C16.o2 


. gs 


Method 


GENS CAN , . 




Start 


569 




..End, 


2283 




GI .. 


■none •' 




Score 


.86. * - ' . 




Exons 


569. .1306, 1684. .1836, 2195.. 


2283 






Seq. No. 


33092 




Seq. ID 


OJ990808_42.0204 . 


C17 


Gene No. 


68633 




Strand 


+ 




Start 


3330 




End 


3475 




Name 


OJ990808 42.0204 .C17.ol 


.gs 


Method 


GENSCAN 




Start 


3330 




End 


3475 






none 




Score 


c 
. D 




Exons 


3330. .3378, 3408. .3475 










Seq. No. 


33092 




Seq. ID 


OJ990808_42.0204. 


C17 


Gene No. 


68634 




Strand 


+ 




Start 


10875 




End 


13780 




Name 


OJ990808 42.0204.C17.ol, 


.np 


Method 


AAT/NAP 





33207 



Start 


10875 


End 


13780 




GI 


a r o a o n n 

4 680203 


Score 


2204 




Exons 


1 A O "7 C 1 O C O *7 TOOAO 10TO/"\ 

lUo /o . . IZdZ 1 , lzoui. . lo /o0 








GI Descrip. 


(AF114171) TNP2-like protein 


l [Sorghum 


bicolor] 




Seq. No. 


"D "3 A O O 


Seq. ID 


OJ990808_42.0204 


.C17 


Gene No . 


OO D J J 


Strand 


+ 




Start 


16149 


End 


19867 




Name 


OJ990808 42.0204.C17.o2.np 


Method 


AAT/NAP 




otart 


16149 


End 


19867 




GI 


4680204 


Score 


1007 




Exons 


16149. .17585, 17681 18834 , 


18932. .19063, 19160 .. 19379, 






19730. .19867 








GI Descrip. 


(AF114171) hypothetical protein [Sorghum bicolor] 




beq. no. 


33092 


Seq. ID 


OJ990808_42.0204 


. C17 




68636 


Strand 


+ 




Start 


21534 


End ■ 


22314 




Name 


OJ990808 42.0204.C17.o4.np 


Method 


AAT/NAP 




Start 


21534 


End 


22314 




GI 


4325354 


Score 


163 




.Exons, . 


,..21,534.. .217 67..,. 21834 . .2188.2,. 


21949,., 22314 . .„ 




G I,~D.e scrip, 


„J, AE12B3 9 f 5~) -conta ins ,,,s,iin i 1 . a r i ± y. to .ret r o.v iru s -x,e lat.ed, 





Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



polyproteins -and to CCHC zinc finger - protein (Pfam: 
Score=16.3, E=0.051, E== 1) [Arabidopsis thaliana] 



PF00098,- 



OJ990808 42.0204.C17 



33092 
68637 
6416 

OJ990808_42.0204 .C17.o2.gs 
6416 
none 

6416. .6583, 7241. .7301, 7621. .7651, 7831. .7898, 8090. .8310, 
8603. .8893 



Seq. ID 

Strand 

End 

Method 

End 

Score 



8938 
GENSCAN 
8893 
.45 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI . ....... 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



33092 
68637 
6416 

OJ990808_42.0204 .C17.ol.gp 
7906 

,15354_1.R1084 ...... 

7906. .7924, 8586. .8938 
, '2865177/dbj 1 BAA248.04 | 1..0e- 
thaliana] 1 * 

33092 
68637 
6416 

OJ990808_42.0204 .C17 .o2.gp 
8586 

15354JL.R1084 
8586. .8938 

'2865177/dbj IBAA24804 | l.Oe- 
thaliana] 1 



Seq. ID OJ990808_42.0204 .C17 
Strand 

End 8938 

Method AAT/GAP 

End 8938 

. Score . 534 . . r . ... .. 

4 6 (AB01094 6) At- Re r IB [Arabidopsis 



Seq. ID OJ990808_42.0204 .C17 
Strand 

End 8938 

Method AAT/GAP 

End 8938 

Score 536 

46 (AB010946) AtRerlB [Arabidopsis 



Seq. No. 
Gene No. 



33092 
68638 



Seq. ID OJ990808_42.0204.C17 
Strand 



33208 




Start 


11181 




End 


11577 




Name 


OJ990808 42 . 0204 .CI 7 


. o3 . tw 


Method 


TBLASTX: Wheat 




Start 


11181 




End 


11577 




GI 


none 




Score 


106 




Exons 


11181 . . 11333, 11257 . 


.11319, 


11316. .11567, 11317. .11541, 






11324 . . 11566, 11327 . 


.11569, 


11335. .11577 




Seq. No. 


33092 




Seq. ID 


OJ990808_42.0204 


.C17 


Gene No. 


68639 




Strand 






Start 


11499 




End 


11972 




Name 


OJ990808 42 . 0204 .CI 7 


. ol . ts 


Method 


TBLASTX: Soybean 




Start 


11499 




End 


11927 




GI 


none 




Score 


88 




Exons 


11499. . 11573, 11513. 


.11581, 


11631. .11927, 11685.. 11909 




Seq. No. 


33092 




Seq. ID 


OJ990808_42.0204 


.-C17 


Gene No. 


68639 




Strand 






Start 


114 99 




End 


11972 




Name 


OJ990808_42.0204 .C17 


.o2 ,tc 


Method 


TBLASTX: Cress 




Start 


. 11660 




End 


11966 




GI 


none 




Score 


276 




Exons _ 


.... ; - 11 660 .^118 12 , .,1.1 66,7 . 


.1196.6 


, 1.1 8 6.1 , ,. 11 9 : 4 7 ^ ,. ........ , 




Seq. No. 


-33092 


■ - — * 


Seq. ID 


OJ990808_42.0204- 


-v- — — — ■ 

.€17 


Gene No. 


68639 




Strand 






Start 


11499 




End 


11972 




Name 


OJ990808_42 . 0204 .C17 


.o3 . tm 


Method 


TBLASTX : Marze 




Start 


11748 




End 


11972 




GI 


none 




Score 


39 




Exons 


11748 . . 11972, 11751 . 


.11789, 


11775. .119 


66, 11777.. 11968 




Seq. No. 


33092 




Seq. ID 


OJ990808_42.0204 


.C17 


Gene No. 


68639 




Strand 






Start 


11499 




End 


11972 




Name 


OJ990808_42 . 0204 .C17 


.06. tw 


Method 


TBLASTX: Wheat 




Start 


11795 




End 


11968 




GI 


none 




Score 


262 




Exons 


11795. . 11968, 11796. 


.11966, 


11798.. 11968 




Seq. No. 


33092 




Seq. ID 


OJ990808_42.0204 


.C17 


Gene No . 


68640 ... 




Strand 






Start 


11999 




End 


12409 . " 




Name ■ 


._OJ990808_42 . 0204 .C17 


•o4 . tw 


•Method- 


TBLASTX: Wheat 




Start 


11999 




End 


12409 * 




GI 


none 




Score 


79 




Exons 


11999. . 12049, 12000 . 


. 12062, 


12048. .122 


90, 12068. .12250, 






12323. . 12409, 12324 . 


. 12407 








Seq. No. 


33092 




Seq. ID 


OJ990808_42.0204 


.C17 


Gene No. 


68641 




Strand 






Start 


12387 




End 


13726 




Name 


OJ990808 42.0204.C17, 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


12387 




End 


12766 




GI 


none 




Score 


42 




Exons 


12387. . 12437, 12453. , 


.12656, 


124 64. .12625, 12 638 . . 127 66, 






12655. . 12738 











33209 



Seq. No. 


33092 






Seq. ID 


OJ990808_42.0204 


.C17 


Gene No. 


68641 






Strand 






Start 


12387 






End 


13726 




Name 


OJ990808 42.0204.C17 


.ol . tw 


Method 


TBLASTX: Wheat 




Start 


12410 






End 


13726 




GI 


none 






Score 


295 




Exons 


12410 - 


. . 12655, 12411 . 


. 12656, 


12641. .12877, 12655 .. 13140, 






12656 . 


. . 12829, 12658 . 


. 13134 , 


12875. .13327, 12995 13312, 






13322, 


..13366, 13325. 


. 13366, 


13369. .13464, 13373 13432, 






13411, 


..13536, 13412. 


. 13540, 


13433. .13543, 13583 .. 13645, 






13634 , 


. . 13726 










Seq. No. 


33092 






Seq. ID 


OJ990808_42.0204 


.C17 


Gene No. 


68641 






Strand 






Start 


12387 






End 


13726 




Name 


OJ990E 


308_42.0204.C17 


. ol . tc 


Method 


TBLASTX: Cress 




Start 


12697 






End 


13144 




GI 


none 






Score 


172 




Exons 


12697. 


,.13134, 12697. 


. 13140, 


12875. .13144, 12995. .13144 




Seq. No. 


33092 






Seq. ID 


OJ990808_42.0204 


.C17 


.Gene . No . 


68642. 






Strand; .. 






r ls£ar±__,,-'™ 


j_6jL9.Z_ 






JL-Eud. 






Name 


OJ990808 42.0204.C17- 


« 

. o5 . tw 


Method - 


TBLASTX: Wheat - 




Start 


16792 






End 


17195 




GI 


none 






Score 


62 




Exons 


16792. 


.16932, 16792. 


. 16908, 


16794. .17030, 16794 .. 16943, 






16895. 


.17062, 17100. 


.17195, 


17103. .17195 




Seq. No. 


33092 






Seq. ID 


OJ990808_42.0204 


.C17 


Gene No. 


68643 






Strand 






Start 


21794 






End 


22314 




Name 


OJ990808 42.0204.C17 


. o2 . tm 


Method 


TBLASTX: Maize 




Start 


21794 






End 


22022 




GI 


none 






Score 


70 




Exons 


21794. 


.22015, 21804., 


. 22022, 


21848. .22021 




Seq." No. 


33092 






Seq. ID 


OJ990808_42.0204, 


.C17 


Gene No. 


68643 






Strand 






Start 


21794 






End 


22314 




Name .. . . 


OJ990E 


!08_42.0204.C17. 


. o2 . tw 


Method 


TBLASTX: Wheat ... 




Start 


. 21837 






End 


22314 




GI ■ 


none 






Score 


'324 




Exons 


21837. 


.22205, "21849. . 


,22172, 


21851. .22174, '22208 .. 22312 , 






22216. 


.22314 










Seq. No. 


33092 






Seq. ID 


OJ990808_42.0204 . 


.C17 


Gene No. 


68643 






Strand 






Start 


21794 






End 


22314 




Name 


OJ9908 


:08_42.0204.C17. 


,o2. ts 


Method 


TBLASTX: Soybean 




Start 


21855 






End 


22214 




GI 


none 






Score 


159 




Exons 


■ 21855. 


.22025, 22050., 


,22211, 


22050. .22214 




Seq. No. 


33093 






Seq. ID 


OJ990808_42.0204. 


C18 


Gene No. 


68644 






Strand 


+ 




Start 


1 






End 


5519 





33210 



Name 


OJ990808 42.0204 .CI8.0I 


.np 


Method 


AAT/NAP 




Start 


1 




End 


4724 




GI 


6705984 




Score 


650 




Exons 


1..911, 4679. .4724 










GI Descrip. 


(AB033235) gag-pol polyprotein [Oryza 


sativa] 




Seq. No. 


33093 




Seq. ID 


OJ990808_42.0204 


.C18 


Gene No. 


68644 ' 




Strand 


+ 




Start 


1 




End 


5519 




Name 


OJ990808_42.0204 .C18.o2. 


,gs 


Method 


GENSCAN 




Start 


1 /o / 




End 


5519 




GI 


none 




Score 


.67 




Exons 


1787. .1913, 3258. .3360, 


3564. 


.3725, 4498. .4884, 4913. .5519 


Seq. No. 


33093 




Seq. ID 


OJ990808_42.0204 


.C18 


Gene No. 


68645 




Strand 






Start 


1303 




End 


1840 




Name 


OJ990808 42.0204 .C18.o2. 


■ np 


Method 


AAT/NAP 




Start 


1303 




End 


1840 




GI 


6498436 




Score 


55 




Exons 


1303. .1455, 1622. .1840 










GI Descrip . 


. . , ( AP0 0.0 8 1 5 )., ; hypo the t ica 1 , 


protein [Oryza. 


sativa].^ 




Seq. No/ 


33093' V'^'VV"' V"' \ 




-Seq. ID 


OJ990808_42. 0204 , 


;C18 - 


Gene No . 


68646 




Strand 






Start 


2797 




End 


3055 




Name 


OJ990808 42.0204.C18.ol. 


gp 


Method 


AAT/GAP 




Start 


2797 




End 


3055 




GI 


61605 3.R1084 




Score 


417 




Exons 


2797. .3055 










GI Descrip. 


, 1402920/emb|CAA66965| 2.0e-20 (X98321) peroxidase [Arabidopsis 




thaliana] 1 










Seq. No. 


33093 




Seq. ID 


OJ990808_42.0204, 


,C18 


Gene No. 


68647 




Strand 






Start 


3419 




End 


9083 




Name 


OJ990808 42.0204.C18.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


359 




End 


817 




GI 


none 




Score 


281 




Exons 


359. .640, .428. .628, 645. 


.788, 


646. .813 


, 647-. .817 




Seq. No., 


33093 ' 




Seq. ID 


OJ990808_42 .0204 . 


■ C18 


Gene -No . ■ 


• 6864-7 




Strand 






Start 


3419 




End 


9083 




Name 


OJ990808 42.0204.C18.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


596 




End 


832 




GI 


none 




Score 


265 




Exons 


596. .832, 601. .723, 626. 


.826 








> 

beq. no. 


33093 




Seq. ID 


OJ990808_42.0204. 


C18 


Gene No. 


68647 




Strand 






Start 


3419 




End 


9083 




Name 


OJ990808 42.0204.C18.ol. 


ts 


Method 


TBLASTX: Soybean 




Start 


596 




End 


832 




GI 


none 




Score 


257 




Exons 


596. .832, 601. .723, 626. 


.826 









33211 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



33093 
68647 
3419 

OJ990808_42.0204.C18.o3.np 

3419 

6063554 



Seq. ID OJ990808_42.0204.C18 
Strand 

End 9083 

Method AAT/NAP 

End 9083 

Score 170 



3419. .3589, 4223. .4257, 4769. .4895, 4995. .5415, 8984. .9083 
(AP000615) ESTs AU075609 (C63344 ) , C71850 (E04 64 ) , C98611 (E04 64 ) 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



33093 
68647 
3419 

OJ990808_42 . 0204 . C18 . o3 . gs 

8963 

none 

8963. .9067 



Seq. ID OJ990808_42.0204 .C18 
Strand 

End 9083 

Method GENSCAN 

End 9067 

Score . 97 



Seq. No. 
Gene No. 

Start,.. v 
_Name.__..., 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start ... . 
Name 
Start . 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



33094 
68648 

... 102.0 ,, • „ 

OJ99I) 8 0.8 __4Z- 0 20A...C L9..*.o.l.. gs,. 
1020 * - - 

none 

1020. .1022, 2599. .2904, 3100. .3206, 3905. .4009, 4214. .4336, 
5257.. 5502, 5635.. 5761 



Seq. ID OJ990808_42.0204.C19 
Strand + 

.End - 57.61,.. „.„. ■ ... . 

.Kethod^^.^GENSCm^^^^/.J^^ri^ 
End '■' 5761 ' 
Score .71 



33094 
68648 
1020 

OJ990808_42.0204.C19.o2.gp 
3960 

uC-osflcyp033a04bl 
3960. .4341 

1 6016845/dbj | AP000570.il AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 1 



Seq. ID OJ990808_42.0204 .C19 

Strand + 

End 5761 

Method AAT/GAP 

End 4341 

Score 667 



33094 
68649 
1 

OJ990808_42.0204 .C19.ol.np 

1 • 

5852180' 



Seq. ID OJ990808_42.0204.C19 
Strand 

End 4242 . 

Method AAT/NAP 

End 4242 * • ' 

Score 4 62 



1..32, 2652. .3058, 3110. .3228, 4190. .4242 
(AL117265) zhbOOOlO.l [Oryza sativa] 



33094 
68650 
8257 

OJ990808_42.0204 .C19.o3.tw 

7069 

none 

7069. .7239, 7071. .7196, 7251. 

33094 
68650 



Seq. ID OJ990808_42.0204.C19 
Strand 

9351 

TBLASTX: Wheat 
7433 
95 



End 

Method 
End 
Score 
.7433 



Seq. ID OJ990808_42.0204.C19 
Strand 



33212 




Start 


8257 










End 


9351 


Name 


OJ990808 42 


. 0204 


.C19.o2 


. tm 


Method 


TBLASTX: Maize 


Start 


7164 










End 


7635 


GI 


none 










Score 


62 


Exons 


7164. 


.7196, 


7165 


. . 7245, 


7261 . 


.7635, 7263. .7634 


Seq. No. 


33094 










Seq. ID 


OJ990808_42.0204 .C19 


Gene No. 


68650 










Strand 




Start 


8257 










End 


9351 


Name 


OJ990808 42 


. 0204 


. C19. ol 


. ts 


Method 


TBLASTX: Soybean 


Start 


7707 










End 


8233 


GI 


none 










Score 


54 


Exons 


7707 . 


.7787, 


7763 


. . 7891, 


7773 . 


.7871, 78 


J80..8233, 7881. .8114, 




8181. 


.8222 












Seq. No. 


33094 










Seq. ID 


OJ990808 42.0204.C19 


Gene No. 


68650 










Strand 


_ 


Start 


8257 










End 


9351 


Name 


OJ990808 42 


0204 


.C19.o4 


. tw 


Method 


TBLASTX: Wheat 


Start 


7722 










End 


8084 


GI 


none 










Score 


125 


Exons.,. .. 


-.-_.:7722.. 


•7.787, 




. ...8084 , 


.7784 ... 


.-8083--.->- : 




Seq. No; 


• 33094 










-Seq. ID 


OJ990808_42. 0204 .019 


Gene No. 


68650 










Strand 




Start 


8257 










End 


9351 


Name 


OJ990808 42 


0204 


.C19.ol 


tm 


Method 


TBLASTX: Maize 


Start 


7865 










End 


8799 


GI 


none 










Score" 


117 


Exons 


7865. 


8263, 


7884 


.8129, 


8178 . 


.8279, 8275. .8799, 8282. .8443, 




8389. 


8547, 


8465 


. 8776, 


8587 . 


.8784 




Seq. No. 


33094 










Seq. ID 


OJ990808_42.0204 .C19 


Gene No. 


68650 










Strand 




Start 


8257 










End 


9351 


Name 


OJ990E 


i08_42. 


0204 


C19.o2 . 


gs 


Method 


GENSCAN 


Start 


8257 










End 


9220 


GI 


none 










Score 


. 65 


Exons 


8257. . 


9220 












Seq. No. 


33094 










Seq.. ID 


OJ990808_42...0204 .C19 


Gene No. 


68650 










Strand 




Start ; 


• -. 8257' 










End- 


9351 /. - ' 


Name 


OJ990808 42. 


0204 . 


Cl9.ol . 


tw ' 


Method 


TBLASTX: Wheat 


Start 


8437 










End 


8749 


GI 


none 










Score 


192 


Exons 


8437.. 


8748, 


8471. 


. 8749 








Seq. No. 


33094 










Seq. ID 


OJ990808_42.0204.C19 


Gene No. 


68650 










Strand 




Start 


8257 










End 


9351 


Name 


OJ990808 42. 


0204. 


C19.o2. 


tw 


Method 


TBLASTX: Wheat 


Start 


9076 










End 


'9351 


GI 


none 










Score 


143 


Exons 


9076. . 


9351, 


9086. 


.9349 









Seq. No. 33095 Seq. ID OJ990808_42 . 0204 . C20 



33213 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



68651 Strand 
1 End 3143 

OJ990808_42. 0204 .C20.ol.np Method AAT/NAP 
1 End 3143 

4680204 Score 888 

1..166, 261. .434, 539. .1611, 1707. .3143 
(AF114171) hypothetical protein [Sorghum bicolor] 



33095 
68651 
1 

OJ990808_42. 0204 . C20 . ol . gs 
56 

none 

56. .166, 261. .434, 539. .669 



Seq. ID OJ990808_42.0204.C20 
Strand 

End 3143 

Method GENS CAN 

End 669 

Score . 93 



Seq. No. 33095 

Gene No. 68651 

Start 1 

Name OJ990808_42 . 0204 . C20 . o2 . tw 

Start 1399 

GL ^ , , • .none . • . 

.Exrms, 



Seq. ID OJ990808_42.0204.C20 
Strand 

End 3143 

Method TBLASTX : Wheat 

End 2096 

Score, . . .4 9 .. . , „ . , . 



13 9,9, 1612,_.154 r 4- L61^ / ..:JQnr_„l.Z25.,_2.0 16. ._...20_9.6_„, 



Seq. No. 33095 

Gene No. 68651 

Start 1 

Name OJ990808_42 . 0204 . C20 . ol . tw 

Start 2097 

GI none 
Exons 



Seq. ID OJ990808_42.0204 .C20 
Strand 

End 3143 

Method TBLASTX : Wheat 

End 2500 

Score 74 

2097. .2267, 2098. .2172, 2257. .2397, 2262. .2498, 2349. .2498, 
2384 . .2500 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI. Qescrip.. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



33096 
68652 
816 

OJ990808_42.0204.C21.ol.gp 
816 

LIB3431-028-P1-N1-A10 
816. .886, 914. .1260 

. f 4680203/gb|AAD27566...1|AF11417.1_7 3.0e-33 (AF114171) TNP2-like 
protein [Sorghum bicolor] 1 



Seq. ID OJ990808_42.0204 .C21 

Strand + 

End 1260 

Method AAT/GAP 

End 1260 

Score 758 



33096 
68653 
879 

OJ990808_42 . 0204 . C2 1 . ol . gs 

879 

none 

879. .1275, 1281. .1423 

33096 
68653 
879 

OJ990808_4 2 . 0204 . C21 . ol . np 
900 

4680203 



Seq.- ID OJ9'908P8_42.0204.C21 
Strand 

End 1445 

Method GENSCAN 

End 1423' 

Score .94 



Seq. ID OJ990808_42.0204.C21 
Strand 

End 1445 

Method AAT/NAP 

End 1445 

Score 4 98 



33214 



Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



900. .1445 

(AF114171) TNP2-like protein [Sorghum bicolor] 



33096 
68653 
879 

OJ990808_42.0204 .C21.ol.tw 

960 

none 



Seq. ID OJ990808_42.0204 .C21 
Strand 

End 14 4 5 

Method TBLASTX : Wheat 

End 1445 

Score 51 



960. .1046, 964. .1020, 1035. .1115, 1128. .1268, 1129. .1269, 
1216. .1302, 1248. .1301, 1313. .1354, 1313. .1357, 1318. .1359, 
1352. .1444, 1368. .1445 



33097 
68654 
154 

OJ990808_42.0204 .C22.ol.gs 

154 

none 

154 . .237 



Seq. ID OJ990808__42.0204.C22 

Strand + 

End 237 

Method GENSCAN 

End 237 

Score .78 



Seq.. No.... ...... .33098...., . , ; .- f _ : ... ii - .__,„ . . 

. .Gene^No....,,.. ,68:6 5.5 J^Z- _- T .l - Z 

Start -116 • - • -. 

Name - OJ990808_42 . 0204 . C25 . ol . gs 

Start 116 

GI none 

Exons 116. .282 



Seq . .,.IJX,., OJ9908A8.._4.2 . : 0.20^.^C25 . 
.. S tr and__ . ... . : ,. ± 



End- - 
Method 
End 
Score 



282 

GENSCAN 

282 

.79 



Seq. No. 33099 

Gene No. 68656 

Start 126 

Name OJ990808_42 . 0204 . C27 . ol . gs 

Start 126 

GI none 

Exons 126.. 138, 240.. 521 



Seq. ID OJ990808_42.0204 .C27 

Strand + 

End 521 

Method GENSCAN 

End 521 

Score .96 



Seq. No. 33100 

Gene No. 68657 

Start 52 

Name . OJ9908.08_42 . 0204 . C28 . ol . gs 
Start ' 52 

GI . € none . « 

Exons 52 . .168 " • 



Seq. ID OJ990808_42.0204.C28 

Strand + 

End 168 

Method GENSCAN .. . . ,. . 

End 168 

Score .99 : 



Seq. No. 33101 

Gene No. 68658 

Start 1 

Name OJ990808_42 . 0204 . C2 9 . ol . gp 

Start 1 

GI none 

Exons 1 . . 72 



Seq. ID OJ990808_42 . 0204 .C29 

Strand 

End 72 

Method AAT/GAP 

End 72 

Score 128 



Seq. No. 33102 

Gene No. 68659 

Start 80 

Name OJ990528_12 . 0204 . C2 . ol . gs 



Seq. ID OJ990528_12 . 0204 . C2 

Strand 

End 624 

Method GENSCAN 



33215 



Start 


80 


End 


624 


GI 


none 


Score 


. 4 1 


Exons 


80 . . 222, 408 .. 624 






Seq. No. 


33103 


Seq. ID 


OJ990528 


Gene No. 


68660 


Strand 


+ 


Start 


O O O 
2 


hna 


Jib 


Name 


ujyyuD2o 12 . U2 U4 . ld . oi . gs 


Me tnoa 


GENSCAN 


Start 


O O O 

2o J 


End 


316 


hi 


none 


Score 




Exons 


2o J . . Jib 






Seq. No. 


33104 


Seq. ID 


OJ990528 


Gene No. 


68661 


Strand 


+ 


btart 


o q n 


Lnc 


H H O 


Name 


OJyyUo2o 12 . U2U4 . C / . ol . gs 


Method 


GENSCAN 


Start 


0 q n 
2oU 


bna 


*7 T O 


bl 


none 


Score 


. 8 b 


Exons 


OOn O C C (CAO TOO 

280 . . ODD, DO 5 . . / / O 






Seq. No. 


O O 1 C\ A 

0 J 104 


Seq. ID 


OJ990528 


Gene .No 


. 68662. .._ rv . .................. . T „. , ...... 


Strand . 




bxarx — r ._„. 




r . .__End 


.-.o.Ub-..^, 


Name 


--OJ990528- 12.0-204 .C7 .ol. np 


Method 


AAT/NAP 


Start 


1 


End 


806 


bl 


5922623 


Score 


1 / b 


Exons 


1..77, 136. .349, 726. .806 






GI Descrip. 


(AP000492) hypothetical protein [Oryza 


sativa] 




gil 6016856 |dbj | BAA85199.il 


(AP000570) 


hypothetic 




[Oryza sativa] 






Seq. No. 


33105 


Seq. ID 


OJ990528_ 


Gene No. 


68663 


Strand 


+ 


otart: 


204 


End 


o c ^* 

2ob 


Name 


OJ990528 12.0204 .C9.ol.gs 


Method 


GENSCAN 


Start 


204 


End 


256 


bl 


none 


Score 


. 72 


Exons 


204. .256 






Seq. No. 


33105 


Seq. ID 


OJ990528_ 


Gene No.. 


68664 . 


Strand 




Start 


1- 


End , 


392. 


Name 


OJ990528 12.0204.C9..oi.hp' 


Method 


AAT/N^P 


Start 


• 1 


End 


392 


GI 


2656007 


Score 


103 



12. 0204. C7 



protein 



Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1..226, 307. .392 

(Z99126) DEAD/DEAH box helicase [Schizosaccharomyces pombe] 



33106 Seq. ID 

68665 Strand 

1 End 
OJ990528_12 . 0204 . C12 . ol . gp Method 

1 End * 

3760270 Score 
1. .173 



OJ990528__12.0204.C12 ; 
+ 

173 

AAT/GAP 

173 

275 



Seq. No. 



33106 



Seq. ID OJ990528_12.0204.C12 



33216 




Gene No. 


68666 




Strand 


+ 


Start 


312 




End 


564 


Name 


OJ990528 12 . 0204 . C12 . ol , 


.gs 


Method 


GENSCAN 


Start 


312 




End 


564 


GI 


none 




Score 


. 82 


Exons 


OIO "DOC /inn C f~ A 

312. .385, 489. .564 








Seq. No. 


3310 / 




Seq. ID 


OJ990528 12.0204.C13 


Gene No. 


68667 




Strand 




Start 


1 




End 


779 


Name 


OJ990528 12.0204.C13.ol, 


,np 


Method 


AAT/NAP 


Start 


1 




End 


779 


GI 


6721517 




Score 


921 


Exons 


1..487, 536. .779 








GI Descrip. 


(AP001072) Similar to polyprotein. (AF061282) [Oryza sativa] 


Seq. No. 


33107 




Seq. ID 


OJ990528_12.0204 .C13 


Gene No. 


68667 




Strand 




Start 


1 




End 


779 > 


Name 


OJ990528 12.0204.C13.ol. 


gs 


Method 


GENSCAN 


Start 


96 




End 


751 


GI- . : . - - _ _ ur 


.none ■_. . . 




.Score,. .... 




: _E xbns _ 


'.3j6^,J,5£Z^L^ili 








Seq. No. 


33107 




Seq. ID 


OJ990528_12.0204.C13 


Gene No. 


68667 




Strand 




Start 


1 




End 


779 


Name 


OJ990528 12.0204.C13.ol. 


tw 


•Method 


TBLASTX: Wheat 


Start 


113 




End 


431 


GI 


none 




Score 


79 


Exons 


113. .247, 113. .430, 336. 


.431 






Seq. No. 


33107 




Seq. ID 


OJ990528_12 .0204 .C13 


Gene No. 


68667 




Strand 




Start 


1 




End 


779 


Name 


OJ990528 12.0204.C13.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


164 




End 


484 


GI 


none 




Score 


209 


Exons 


164. .484 








Seq. No.. 


33108 




Seq. ID. 


OJ990528_12. 0204 .CIS 


Gene No. 


.68668 




Strand. 




Start 


214 • 




End '; 


355 


Name 


OJ990528' 12.0204 .CIS. ol' 


gs 


Method 


GENSCAN 


Start 


214 




End 


355 


GI 


none 




Score 


.82 


Exons 


214. .355 








Seq. No. 


33109 




Seq. ID 


OJ990528-.12.0204 .C16 


Gene No . 


68669 




Strand 


+ 


o car l 


1 




End 


91 


Name 


OJ990528 12.0204.C16.ol. 


gp 


Method 


AAT/GAP 


Start 


1 




. End 


91 


GI 


828 1.R1084 




Score 


153 


Exons 


1. .91 








GI Descrip. 


1 4 539568 /embl CAB384 87. 1 1 


6.0e- 


-19 (AL035636) putative helicase 




[Streptomyces coelicolor 


] 1 







r 



33217 



Seq. No. 


33109 








Seq. ID 


OJ990528JL2, 


,0204. C16 


Gene No. 


68670 








Strand 


+ 




Start 


167 








End 


219 




Name 


OJ990528 12, 


.0204 , 


.C16.ol 


.gs 


Method 


GENSCAN 




Start 


167 








End 


219 




GI 


none 








Score 


.85 




Exons 


167 . .219 














Seq. No. 


33110 








Seq. ID 


OJ990528_12. 


0204 .C18 


Gene No. 


68671 








Strand 


-f 




Start 


571 








End 


656 




Name 


OJ990528 12. 


.0204. 


.CI8.0I 


.gs • 


Method 


GENSCAN 




Start 


571 








End 


656 




GI 


none 








Score 4 


.43 




Exons 


571 . . 656 














Seq. No. 


33111 








Seq. ID 


OJ990528_12. 


0204 .C21 


Gene No. 


68672 








Strand 


— 




Start 


69 








End 


347 




Name 


OJ990528 12, 


,0204. 


,C21.ol 


.gs 


Method 


GENSCAN 




Start. ^ 












„ 347 




,GI 


^,none_. ^ 








_„Sx:Qre,^_. 






Exons 


69. .155, 32< 


L .347 ■ 










Seq. No. 


33112 








Seq. ID 


OJ990528_12. 


0204 .C22 


Gene No. 


68673 








Strand 


+ 




Start 


45 








End 


164 




Name 


OJ990528 12. 


0204 . 


,C22.ol 


.gs 


Method 


GENSCAN 




Start 


45 








End 


164 




GI 


none 








Score 


.76 




Exons 


45. . 164 














Seq. No. 


33113 








Seq. ID 


OJ990528_12. 


0204 .C24 


Gene No. 


68674 








Strand 


+ 




Start 


310 








End 


484 




Name 


OJ990528_12. 


0204. 


C24.ol, 


.gs 


Method 


GENSCAN 




Start 


310 








End 


484 




GI 


none 








Score 


. 42 




Exons 


310. .484 














Seq. No. . . 


33114 . 








Seq. ID 


OJ990528_12. 


0204. C25 


Gene No. - 


68 675 








Strand 


■ - - 


- ■ ■• 


Start 


32 








End 


817 " 




Name 


OJ990528 12. 


0204 . 


C25.ol. 


.gs 


Method 


GENSCAN 




Start 


32 








End 


817 




GI 


none 








Score 


. 9 




Exons 


32. .817 














Seq. No. 


33115 








Seq. ID 


OJ990528_12. 


0204. C26 


Gene No. 


68676 








Strand 


+ 




Start 


58 








End 


4167 




Name 


OJ990528 12. 


0204 . 


C26.ol. 


,gp 


Method 


AAT/GAP 




Start 


58 








End 


2994 




GI 


44408 1.R108 


4 






Score 


1519 




Exons 


58. .169, 524 


. .588 


/ 716. . 


,755, 


1133. .1356, 2330. .2572 


, 2850. .2994 


GI Descrip. 


'2506139/sp| 


P49661 1 COPD_ 


_ORYSA 


3.0e-79 


COATOMER DELTA SUBUNIT 



33218 



(DELTA-COAT PROTEIN) (DELTA-COP) (ARCHAIN) 

>gi_1314 04 9_emb_CAA91901_ (Z67962) archain/delta-COP [Oryza 
sativa] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons.. . 



GI Descrip, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



33115 
68676 
58 

OJ990528_JL2.0204.C26.ol.tc 

680 

none 



Seq. ID OJ990528_12.0204.C26 

Strand + 

End 4167 

Method TBLASTX : Cress 

End 4166 

Score 52 

1359, 1136.. 1372, 



680. .754, 864. .923, 1101. .1229, 1123 

1137. .1307, 1175. .1381, 1305. .1379, 2309. .2575, 2330. .2575, 

3267. .3332, 3282. .3314, 3335. .3397, 3336. .3386, 3429. .3575, 

3430. .3558, 3435. .3572, 3947. .4102, 3999. .4103, 4086. .4166 



33115 Seq. ID 

68676 Strand 
58 End 
OJ990528_12 . 0204 . C26 . ol .np Method 
713 End 
2506139 Score 
7.13.. ..7.55, .1133. .135.6, . 2330.,. 2572,. .2850 . ...3.015.,.. 3265 

„a9jai^U.6J--„-^--.-„ ..' , 

COATOMER DELTA SUBUNIT (DELTA-COAT PROTEIN) { DELTA-COP) - - 
(ARCHAIN) gi|1314049|emb|CAA91901| (Z67962) archain/delta-COP 
[Oryza sativa] 



OJ990528_12.0204 .C26 
+ 

4167 
AAT/NAP 
4167 
1365 



■ 35Aa,_^ : _ 



33115 
68676 
58 

OJ990528_12.0204.C26.ol.gs 

716 

none 



Seq. ID OJ990528 12.0204.C26 



Strand 
End 

Method 

End 

Score 



+ 

4167 
GENSCAN 
4167 
.75 



716. .755, 2322. .2572, 2850. .3018, 3265. .3569, 3981. .4167 



33115 Seq. ID 

68676 Strand 

58 End 

OJ990528_12.0204 .C26.ol.ts Method 

1080 End 

none . Score 



OJ990528_12.0204 .C26 
+ 

4167 

TBLASTX: Soybean 

3362 

358 



1080.. 1304, 1081.. 1359, 1138.. 1359, 1160.. 1363, 2325.. 2564, 
2326.. 2550, 2330.. 2575> 2330.. 2575, 3260.. 3361, 3264. .3362 



33115 
68676 
58 

OJ990 

1089 

none 

1089. 

2330. 

2987. 

3981. 



528 12.0204.C26.ol.tm 



Seq. ID OJ990528_12.0204 .C26 
Strand + 
End 4167 
_ Method TBLASTX: Maize 

End 4166 
Score 167 

1307, 1101. .1229, 1102. .1359, 1126. .1359, 2329. .2478, 
2575, 2330. .2569, 2844. .3017, 2849. .2914, 2857. .3009, 
3016, 3259.. 3567, 3264. .3572, 3267. .3569, 3947. .4165, 
4166 



Seq. No. 
Gene No. 



33115 
68676 



Seq. ID OJ990528_12.0204 .C26 
Strand + 



33219 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



58 



End 

Method 
End 
Score 



4167 
AAT/GAP 
4167 
676 



OJ990528_12 . 0204 . C26 . o2 . gp 
3402 

22086_1.R1084 
3402. .3569, 3981. .4167 

, 2506139/sp|P49661|COPD_ORYSA 3.0e-09 COATOMER DELTA SUBUNIT 
(DELTA-COAT PROTEIN) (DELTA-COP) (ARCHAIN) 

>gi_131404 9_emb_CAA91901_ (Z67962) archain/delta-COP [Oryza 
sativa] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. .No,., ..... 

..Gene. ,Na 

Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



33116 
68677 
1 

OJ990528_12.0204 .C27.ol.np 
1 

2506139 



Seq. ID OJ990528_12.0204.C27 

Strand + 

End 2214 

Method AAT/NAP 

End 1977 

Score 781 



1..119, 382. .570, 672. .825, 1547. .1609, 1698. .1794, 1891. .1977 
COATOMER DELTA SUBUNIT (DELTA-COAT PROTEIN) (DELTA-COP) 
(ARCHAIN) gi|1314049|emb|CAA91901| (Z67962) archain/delta-COP 
[Oryza sativa] 



.33116 . 
1 • 



.Seq... jp. 
...„_^±.rancL .. 
-End • 
Method 
End 
Score 
,1609, 1698.. 



OJ990528_12.0204 .C27.ol.gp 
382 

22086_1.R1084 
382. .570, 672. .825, 1547 
f 2506139/sp| P49661 |COPD_ORYSA 3.0e-09 
(DELTA-COAT PROTEIN) (DELTA-COP) (ARCHAIN) 
>gi_1314049_emb_CAA91901_ (Z67962) archain/delta-COP 
sativa] 1 



.OJ9.9D52.8_ 



2214 -•• - 
' AAT/GAP 
2214 
1527 
1794, 1891. .221 
COATOMER DELTA 



12.. .Q2.0„.._C.2_7. 



SUBUNIT 
[Oryza 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



33116 
68677 
1 

OJ990528_12.0204 .C27.ol.gs 

384 

none 



Seq. ID OJ990528 12.0204.C27 



Strand 
End 

Method 

End 

Score 



+ 

2214 
GENSCAN 
1980 
.99 



384.. 570, 672. .825, 1547. .1609, 1698. .1794, 1891. .1980 



33116 
68678 
3257 

OJ990528_12. 0204 .C27 .ol.tc 

350 

none 



Seq. ID OJ990528_12.0204.C27' 

Strand , + 

End 354 5 • 

Method TBLASTX : Cress 

End 1920 

Score 130 



350. .505, 402. .506, 489. .569, 668. .826, 670. .828, 674. .829, 
676. .837, 153,8. .1609, 1542. .1607, 1675. .1797, 1710. .1796, 
1885.. 1920 



Seq. No. 33116 Seq. ID 

Gene No. 68 678 Strand 

Start 3257 End 

Name OJ990528_12 . 0204 . C27 . ol . tm Method 

Start 350 End 

GI none Score 



OJ990528JL2.0204 .C27 
+ 

3545 

TBLASTX: Maize 

2169 

314 



33220 



Exons 


350. .568, 384. .569, 657 


. .818, 


658. .837, 668. .826, 1538. .160 




1542. .1607, 1555. .1608, 


1674 . 


.1796, 1687. .1800, 1696. .1797, 




1709.. 1801, 1885.. 198 3, 


1889. 


.2032, 1890.. 1988, 2140. .2169 


Seq. No. 


33116 




Seq. ID 


OJ990528_12.0204 .C27 


Gene No. 


68678 




Strand 


+ 


Start 


~i A C *7 

3257 




End 


3545 


Name 


OJ990528 12 . 0204 . C27 . ol 


. ts 


Method 


TBLASTX : Soybean 


Start 


384 




End 


793 


GI 


none 




Score 


134 


Exons 


3o4..50o, 410. .505, 501 


. .569, 


664. .792, 668. .793 


Seq. No. 


33116 




Seq. ID 


OJ990528_12.0204.C27 


Gene No. 


68678 




Strand 


+ 


Start 


3257 




End 


3545 


Name 


OJ990528 12 . 0204 . C27 . o2 


. ts 


Method 


TBLASTX: Soybean 


Start 


1538 




End 


1980 


GI 


none 




Score 


102 


Exons 


1 COO 1 /" A A 1 IT / A -i /*• r\ "~> 

1538. .1609, 1542. .1607, 


1629 . 


.1796, 1693. .1797, 1696. .1797, 




lOOC T A O A 

1885 . .1980 








Seq.. ; No.„ r ,_ s 


. 33116 - _ 




.Seq. ID. 


^0 J 9 9 0 5.2 8 - . 1 2 .. 0 2 : 0 A. C 2 1 . 


-Gene, .No... 


. 68-6-7.8 \Z 




.,StranoL'-~ 




Start • ■ * 


A A C "7 




End ■ 


354 5 


Name 


OJ990528 12 . 0204 . C27 . o2 , 


.gs 


Method 


GENSCAN 


Start • 


3257 




End 


3545 


GI 


none 




Score 


. 58 


Exons 


3257 . . 3545 








Seq. No. 


33117 




Seq. ID 


OJ990528_12 . 0204 .C28 


Gene No. 


68679 




Strand 




Start 


1 




End 


590 


Name 


/-s T A A A C AO 1A AOA/I /""> O O _ -1 

OJ990528 12 . 0204 . C28 . ol , 


.np 


Method 


AAT/NAP 


Start 


1 




End 


590 


GI 


6742729 




Score 


455 


Exons 


1 . . 590 








GI Descrip. 


/ 7\ T - 1 1 A 1 T A A \ n T»*A i_ ' 

(AF121139) RIM2 protein 


[Oryza sativa] 




Seq. No. 


33117 




Seq. ID 


OJ990528_12.0204 .C28 


Gene No. 


68680 




Strand 




Start . 


554 *• . . 




End 


915 ... 


Name 


OJ990528_12 .0204.C28.ol. 


tw 


Method 


TBLASTX: Wheat 


Start- 


•17 4 ■ 




End 


542 ' 


GI 


none 




Score 


111 


Exons 


174. .347, 414. .461, 459. 


.542 






Seq. No. 


33117 




Seq. ID 


OJ990528_12.0204 .C28 


Gene No. 


68680 




Strand 




Start 


5^4 




End 


915 


Name 


OJ990528 12.0204.C28.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


321 




End 


539 


GI 


none 




Score 


57 


Exons 


321. .401, 339. .467, 459. 


.539, 


480. .527 




Seq. No. 


33117 




Seq. ID 


OJ990528_12.0204 .C28 


Gene No. 


68680 




Strand 




Start 


554 




End 


915 



33221 



Name OJ990528_12 . 0204 . C28 . o2 . np Method AAT/NAP 

Start 554 End 795 

GI 99922 Score 193 

Exons 554. .795 

GI Descrip. hypothetical protein - soybean gi | 930025 | emb | CAA31883 | (X13528) 
ORF (334 AA) [Glycine max] 



Seq. No. 


101 1 T 

JJ11 / 


Seq. ID ' 


OJ990528 


_12 . 0204 


. C28 


Gene No. 


68680 


Strand 








Start 


554 


End 


915 






Name 


nmoAcoo 10 no n a 000 ~ 1 j_ — 
UjyyUozo lz.(JzU4.C2o.ol.ts 


Method 


TBLASTX : 


Soybean 




Start 


oyu 


End 


882 




GI 


none 


Score 


58 






Exons 


r a a Ton cni "~> a /~ ~i a s~ no/* 

oyU-./Jy, 591. .746, 746.. 826, 


787 . .846, 


853 . . 88 


2 




Seq. No. 


3oll / 


Seq. ID 


OJ990528 


12 . 0204 


. C28 


Gene No. 


68680 


Strand 








O Lax. L 


554 


End 


Q1 R 

y i o 






Name 


OJ990528 12.0204.C28.o2.tw 


Method 


TBLASTX: 


Wheat 




Start 


590 


End 


915 






GI 


none ... 


Score 


69 






Exons,.., . 


, . 59.0.....-7-3?,.. 5.91. .7 4.3, ^7.9.3. v ^915 










Seq. No.- 


33118 ^ : - • ' " ; 


Seq. TD 


OJ990528 


_12. 020-4 


.C29 


Gene No. 


68681 


Strand 


+ 






Start 


1 


End 


4889 






Name 


OJ990528 12.0204.C29.ol.np ■ 


Method 


AAT/NAP 






Start 


1 


End 


4889 






GI 


5852175 


Score 


159 






Exons 


1..74, 186. .234, 805. .915, 4870. .4889 








GI Descrip. 


(AL117265) zhb0005.1 [Oryza sativa] 









Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No;*. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 



33118 Seq. ID OJ990528_12 . 0204 . C29 

68681 Strand + 

1 End 4889 

OJ990528_12.0204 .C29.ol.gp Method AAT/GAP 

191 End 439 

101153_1.R1084 Score 392 

191. .439 

, 5852170/emb|AL117265.1|OST17804 1.0e-115 Oryza sativa 
indica.(GLA4) genomic DNA, chromosome 4, . BAC clone : 1 178 04 _ ! „ 



331-J.B . * " • ' Seq. - ID 

68681 ' ' 'Strand 

1 End 
OJ990528_12.0204 .C29.o2.gp Method 
457 End 
2428185 Score 
457. .886 

5852170/emb| AL117265. 1 IOST17804 1.0e-177 Oryza sativa 
indica (GLA4 ) genomic DNA, chromosome 4, BAC clone: tl7804 



OJ2-90528_12 . 0204 . C2 9* 
+ ■ ■ ■ 
4889 
AAT/GAP 
886 
809 



33118 Seq. ID 

68681 Strand 

1 End 

OJ990528_12 . 0204 . C29 . o2 . np Method 

780 End 



OJ990528_12.0204 .C29 
+ 

4889 

AAT/NAP 

4889 



33222 



GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



4680179 Score 438 

780. .811, 2211. .2948, 4870. .4889 

(AF111709) polyprotein [Oryza sativa subsp. indica] 



33118 Seq. ID 

68681 Strand 

1 End 
OJ990528_12.0204.C29.ol.gs Method 

805 End 

none Score 

805. .896, 1152. .1183, 2218. .3008 



OJ990528_12.0204.C29 
+ 

4889 
GENSCAN 
3008 
.83 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No.- 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start , 
GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 



33118 Seq. ID 

68681 Strand 
1 End 
OJ990528_12 .0204 .C29.o3.np Method 
2211 End 
6063554 Score 
2211. .2261, 3630. .3912, 4031. .4259, 4576. .4603, 4868. .4889 
(AP000615) ESTs AU075609 (C6334 4 ) , C7 1850 ( E04 64 ) , C98 61 1 (E04 64 ) 
correspond to a region of the predicted gene.; hypothetical 
protein, [Oryza. sativa] r . ., . ... . , : -. ^ 



OJ990528_12.0204.C29 
+ 

4889 
AAT/NAP 
4889 
197 



•33118 - - •- Seq. ID - -OJ990528_12 . 0204 . C29- 

68681 Strand + 

1 End 4889 

OJ990528_12.0204.C29.o4.gp Method ■ AAT/GAP 
4070 End 4804 

101153_1.R1084 Score 580 

4070. .4259, 4576. .4804 

, 5852170/emb|AL117265.1 IOST17804 1.0e-115 Oryza sativa 
indica (GLA4) genomic DNA, chromosome 4, BAC clone : t 17804 f 



OJ990528_12.0204.C29 
+ 

4889 
AAT/GAP 
4889 
136 



33118 Seq. ID 

68682 Strand 
4822 End 
OJ990528_12 . 0204 . C29 . o5 . gp Method 
4822 End 
2428185 Score 
4822. .4889 

5852170/.emb|AL117265.1.|OST178.04 1.0e-177 Oryza .sativa ... 
indica {GLA4 ) genomic DNA, chromosome 4, BAC clone :t 17804 

33118 "' *" ' ' Seq. ID ■ OJ990528_12 . 0204 . C29 

68683 Strand 

1414 End 1724 

OJ990528_12 .0204 .C29.o3.gp Method AAT/GAP 

1414 End 1724 

61605_3.R1084 Score 450 
1414. .1724 

1 14 02.92 0/emb | CAA66965 | 2.0e-20 (X98321) peroxidase 
thaliana] 1 



[Arabidopsis 



33118 
68684 
3966 

OJ990528 12.0204 .C29.ol.tm 



Seq. ID OJ990528_12.0204 .C29 
Strand 

End 4479 

Method TBLASTX: Maize 



33223 



Start 
GI 

Exons 



2289 End 2600 

none Score 206 

2289. .2549, 2303. .2464, 2514. .2600 



Seq. No. 33118 Seq. ID 

Gene No. 68684 Strand 

Start 3966 End 

Name OJ990528_12 . 0204 . C29 . ol . tw Method 

Start 2289 End 

GI none Score 

Exons 2289.. 2549, 2303.. 2479, 2518.. 2583 

Seq. No. 33118 Seq. ID 

Gene No. 68684 Strand 

Start 3966 End 

Name OJ990528_12 . 0204 . C29 . o2 . gs Method 

Start 3966 • End 

GI none Score 

Exons 3966.. 4290, 4295.. 4350 



OJ990528_12.0204 .C29 
4479 

TBLASTX: Wheat 

2583 

248 



OJ990528_12 . 0204 . C2 9 

4479 
GEN SCAN 
4350 
.92 



Seq. No. 

Gene., No. . 

,Ster.U,- 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



33118 
.68684. 



OJ990528_12. 0204 :C29.o4 .np 
4040 
5852180 
4040. .4479 

(AL117265) zhbOOOlO.l [Oryza sativa] 



Seq. ID 
Strand . 
_*RncL_l^ 
Method 
End 
Score 



33119 Seq. ID 

68685 Strand 

426 End 
OJ990528_12.0204.C30.ol.gs Method 

426 End 

none Score 
426. .649 



OJ990528 12.0204.C29 



-4,47,9 . 

AAT/NAP - 

4479 

293 



OJ990528_12.0204.C30 
+ 

649 

GENSCAN 

649 

.71 



Seq. No. 33119 Seq. ID 

Gene No. 68686 * Strand 

Start 122 End 
.Name OJ99052.8_12 . 0.204 . C30 . ol . gp .Method 

Start 122 End 

GI - . -- • -'61605_3.R108.4 -, .; '.. /Score. 
Exons 122. .37 9 1 

GI Descrip. ' 14 02920/emb | CAA66965 | 2.0e-20 (X98321) 
thaliana] 1 



OJ990528_12.0204 .C30 
379 

AAT/GAP 

379 

452' " . . 
peroxidase [Arabidopsi 



Seq. No. 33120 Seq. ID 

Gene No. 68687 Strand 

Start 117 End 

Name OJ990528_12 . 0204 . C31 . ol . gs Method 

Start 117 End 

GI none Score 

Exons . ■ 117.. 311, 832.. 901, 999.. 1390 



OJ990528_12.0204 .C31 

1390 
GENSCAN 
1390 
.71 



Seq. No. 
Gene No. 



33121 
68688 



Seq. ID 
Strand 



OJ990528 12.0204.C32 



33224 



Start 


250 


End 


1335 








Name 


OJ990528_12 . 0204 . C32 . ol ,gs 


Method 


GENSCAN 








Start 


250 


End 


1335 








GI 


none 


Score 


. 93 








Exons 


250. .358, 1036. .1335 












Seq. No. 


33121 


Seq. ID 


OJ990528 


_12. 


,0204 


.C32 


Gene No. 


68689 


Strand 










Start 


1941 


End 


2863 








Name 


OJ990528 12 . 0204 . C32 . o2 . gs 


Method 


GENSCAN 








Start 


1941 


End 


2672 








GI 


none 


Score 


. 64 








Exons 


1941. . 2672 












Seq. No. 


33121 


Seq. ID 


OJ990528 


_12 . 


, 0204 


.C32 


Gene No . 


68689 


Strand 










Start 


1941 


End 


2863 








Name 


OJ990528 12.0204.C32.ol.np 


Method 


AAT/NAP 








Start 


2163 


End 


2863 








GI 


2522230 


Score 


322 








Exons 


2163. .2863 












.GI. .Descrip. 


. ,.(AB.0O7 4 67 .)._. r .ret rotransposqn-li ke. .gene ;,_ 


.the first 


, ami n p. : _ac id = w a s 


"r— 


.wde.t ermine 










Seq. No. 


33121 


Seq. ID 


OJ990528 


_12. 


0204 


.C32 


Gene No. 


68690 


Strand 










Start 


3139 


End 


6442 








Name 


OJ990528 12.0204.C32.o5.tw 


Method 


TBLASTX : 1 


Wheat 




Start 


2478 


End 


2833 








GI 


none 


Score 


78 








Exons 


2478. .2621, 2479. .2586, 2615 


..2647, 2690. .2833 








Seq. No. 


33121 


Seq. ID 


OJ990528 


JL2. 


0204 


.C32 


Gene No. 


68690 


Strand 










Start 


3139 


End 


6442 








Name 


OJ990528 12.0204.C32.o3.gs 


Method 


GENSCAN 








Start 


3139 


End 


6122 








GI 


none 


Score 


.71 








Exons 


3139.. 3615, 4464.. 5129, 5327 


..5828, 5956. .6122 








Seq. .No. 


33121 


Seq. ID 


OJ990528. 


_12. 


020,4 


.C32 . 


Gene No. 


68690 


Strand 










Start 


3139.- . ^ . ' '•; ■ 


End 


6442 '. ' 








Name 


OJ990528 12^0204.C32.o2'.np 


Method 


AAT/NAP - 








Start 


4332 


End 


6442 








GI 


2443320 


Score 


2963 








Exons 


4332. . 6442 












GI Descrip. 


(D85597) polyprotein [Oryza , 


australiensis] 








Seq. No. 


33121 


Seq. ID 


OJ990528_ 


JL2. 


0204 , 


.C32 


Gene No. 


68690 


Strand 










Start 


3139 


End 


6442 








Name 


OJ990528 12.0204.C32.o2.tw 


Method 


TBLASTX: Wheat 




Start 


4371 


End 


4859 








GI 


none 


Score 


423 








Exons 


4371. .4859, 4372. .4854, 4739 


. .4858 











33225 




Seq. No. 


33121 








Seq. ID 


OJ990528 12.0204 


.C32 


Gene No. - - 


68690 








Strand 






Start 


3139 








End 


6442 




Name 


OJ990528_12 


. 0204 


.C32 .o2 


. tm 


Method 


TBLASTX: Maize 




Start 


4383 








End 


4970 




GI 


none 








Score 


99 




Exons 


4383 . . 4577, 


4596 


. .4802, 


4851 . 


.4970 






Seq. No. 


33121 








Seq. ID 


OJ990528 12.0204 


-C32 


Gene No. 


68690 








Strand 






Start 


3139 








End 


6442 




Name 


OJ990528 12 


.0204 


.C32 .o2 


. ts 


Method 


TBLASTX: Soybean 




Start 


44 67 








End 


4961 




GI 


none 








Score 


220 




Exons 


A A f "7 A C ~7 1 

4 4 6/. .4571, 


4599 


. . 4 961 










Seq. No. 


o 3121 








Seq. ID 


OJ990528_12.0204 


.C32 


Gene No. 


68690 








Strand 






Start 


3139 








End 


6442 




Name 


OJyy0528 12 


. 0204 , 


. C32 . ol 


. tw 


Method 


TBLASTX: Wheat 




Start 


4932 








End 


5732 




..GI . ^,. v , r .. . : 


. . none „ 


. ■- - 




■:. 


.Score.., ^ _ 


110 




r £x;oiis 


49.32^:5:1 3.2-/.-. 


..4^4.8.. 


..,...■5.124,. 


-5,12.9-, 


,.$335^5,13$ .....53 8Z,_5 1.3&....5.3 9 5 , 




- 5320 .- . 5721/ 


'5381 , 


. . 5728, 


5381 . 


.5731, 53i 


85. .5732 




Seq. No. 


33121 








Seq. ID 


OJ990528__12.0204 


.C32 


Gene No. 


68690 








Strand 






Start 


3139 








End 


6442 




Name 


OJ990528 12 


.0204 . 


.C32 .ol , 


. tm 


Method 


TBLASTX : Maize 




Start 


5294 








End 


5726 




GI 


none 








Score 


144 




Exons 


5294 . . 5707, 


5382 , 


, . 5726 










Seq. No. 


33121 








Seq. ID 


OJ990528_12.0204 


.C32 


Gene No. 


68690 








Strand 






Start 


3139 








End 


6442 




Name 


OJ990528 12 . 


. 0204 . 


C32 .ol . 


. ts 


Method 


TBLASTX: Soybean 




Start 


5408 








End 


5862 




GI 


5509260 








Score 


86 




Exons 


54 08. . 57 97 , 


54 12 . 


. 5570, 


5604 . 


.5768, 5803. .5862 




GI Descrip. 


, ■ ~ 














Seq. Nov 


33121 " 


- 






Seq/ ID 


.OJ990528^12, 0204, 


.C32 


Gene No/ 


68690 








Strand 






Start 


3139 








End 


6442 




Name 


OJ990528 12, 


, 0204 . 


C32.ol. 


. tc 


Method 


TBLASTX: Cress 




Start 


5507 








End 


5771 




GI 


none 








Score 


115 




Exons 


5507 . . 5770, 


5595 . 


. 5771 










beq . No . 


ool^ 1 








Seq. ID 


OJ990528_12.0204, 


,C32 


Gene No. 


68690 








Strand 






Start 


3139 








End 


6442 




Name 


OJ990528 12. 


0204 . 


C32.o4. 


tw 


Method 


TBLASTX: Wheat 




Start 


5733 








End 


5919 




GI 


none 








Score 


53 




Exons 


5733. .5792, 


5735. 


. 5797, 


5803. 


.5919, 5803.. 5919 





33226 



Seq. No. 33121 

Gene No. 68690 

Start 3139 

Name OJ990528_12 . 0204 . C32 . o3 . tw 

Start 6102 

GI none 

Exons 6102.. 6371, 6106.. 6372 



Seq. ID OJ990528_12.0204.C32 
Strand 

End 6442 

Method TBLASTX : Wheat 

End 6372 

Score 206 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 

Start 

,gi___^ 

Exons - - 
GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons . . . 

.Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 



33122 
68691 
2499 

OJ990528_12.0204.C33.o2.gs 

2499 

none 

2499. .2508, 2517. .2666, 2980, 



Seq. ID OJ990528_12.0204.C33 
Strand + 

3139 
GENSCAN 
3139 
.89 



End 

Method 
End 
Score 
.3139 



33122 
68692 
1 

OJ990528_12.0204 .C33.ol.np 

_24.4 332lC„ -ZZl-~Z~ 

1..1907 • • • 

(D85597) polyprotein [Oryza australiensis ] 



Seq. ID OJ990528_12.0204.C33 
Strand 

End 1907 
Method AAT/NAP 

End..,.. v 1 907 . _ . , 
Score..-...._2.4D-4„„___„ 



33122 
68692 
1 

OJ990528_12. 0204 .C33.ol.tw 
1 

none 

1..582, 3. .611, 4. .585, 71., 

33122 
68692 
1 

OJ990528_12.0204 .C33.ol.ts 
69 

none 

69. .149,. 150. .377, 151. ,375 

•33122 ' " 

• 68692 ' 
1 

OJ990528_12.0204 .C33.ol..tm 

165 

none 

165. . 605 



Seq. ID OJ990528_12. 0204 .C33 
Strand 

End 1907 

Method TBLASTX : Wheat 

End 611 

Score 568 
,595 

Seq. ID OJ990528_12.0204.C33 
Strand 

End . 1907 

Method TBLASTX : Soybean 

End 377 

Score 96 



Seq. ,ID VOJ990528_12^0204.C33 

Strand -■■*-'- 

End 1907 

Method TBLASTX : Mai ze 

End 605 

Score 253 



Seq. No. 33122 

Gene No. 68692 

Start 1 

Name OJ990528 12 . 0204 . C33 . ol . gs 

Start 252 

GI none 

Exons 252.. 544, 1049.. 1904 



Seq. ID OJ990528_12.0204.C33 
Strand 

End 1907 

Method GENSCAN 

End 1904 

Score .51 



33227 



Seq. No. 


33122 




Seq. ID 


OJ990528 


_12.0204 


.C33 


Gene No . 


C O C Ci o 

boby_ 




Strand 








Start 


1 




End 


1907 






Name 


OJyyUbzo 12 . U204 . Coo . o2 


. ts 


Method 


TBLASTX : 


Soybean 




Start 


Jo / 




End 


770 




GI 


none 




Score 


110 






Exons . 


00*7 c 1 1 /-t/: TTn 

jo /. .bll, bob. . / / U 












Seq. No. 


33122 




Seq. ID 


OJ990528 


_12.0204 


.C33 


Gene No . 


do d y z 




Strand 








Start 


1 




End 


1907 






Name 


ujyyuozo iz . uzu4 . coo . oz , 


. tw 


Method 


TBLASTX : 


Wheat 




otart 


CIO 

biz 




End 


914 






H T 


none 




Score 


ion 
1ZU 






Exons 


CIO QO.O m £,11 

biz . . ojj, bol . . / / / , b4 1 , 


. . / O / , 


oo i . . y 14 








Seq. No. 


33122 




Seq. ID 


OJ990528 


_12.0204 


.C33 


Gene No. 


£TQ £ QO 

do byz 




btrana 








Start 


1 




End 


1907 






Name 


OJyyOozo 12 . 0204 . Coo . oo . 


. tw 


Method 


TBLASTX : 


Wheat 




-S.tart_ ... 






. JEnd .„:__„_—. 


.. 1 ^7.0 (.?„____, 




: 


.,GX ^ , 


_ _ n oixfi.,.^ ^.^ ^ , 





~SaarB— . 


6i. 


— , , — 




Exons 


1 O /"* O 1C"7C TO/"C 1 "7 O A 

i o o o . .1575, 1365. .1709 












Seq. No. 


33123 




Seq. ID 


OJ990528 


_12.0204 


.C34 


Gene No. 


68693 




Strand 


+ 






Start 


1574 




End 


2039 






Name 


OJ990528 12.0204..C34.ol. 


,gp 


Method 


AAT/GAP 






Start 


1574 




End 


2039 






GI 


4879016 




Score 


684 







Exons 1574.. 2039 

GI Descrip. 604 1757 /gb | AC011806 . 1 | AC011806 0.0e+00 Genomic Sequence For 
Oryza sativa Clone 10P20, Lemont Strain, Complete Sequence, 
complete sequence 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI" Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



33123 
68694 
1 

OJ990528_12.0204 .C34 .ol.np 



Seq. ID 

Strand 

End 

Method 
End 
Score 



OJ990528__12.0204.C34 

1843 
AAT/NAP 
1143 . 
218 



5724774 
1. .20,-460. .1143 ■ 

(AF160183") contains similarity to retrotransposons; may be a 
pseudogene [Arabidopsis thaliana] 

33123 Seq. ID OJ990528_12 . 0204 . C34 

68694 Strand 

1 End 184 3 

OJ990528_12 . 0204 . C34 . ol . gs Method GENS CAN 

446 End 1843 

none Score .73 

446.. 605, 672. .880, 886. .1262, 1774. . 1843 



33123 
68694 
1 



Seq. ID OJ990528_12.0204 .C34 
Strand 

End 1843 



33228 



Name 


OJ990528_ 


12.0204 .C34 .ol 


. tw 


Method 


TBLASTX: 


Start 


539 






End 


948 


GI 


none 






Score 


103 


Exons 


539. . 628, 


611 . . 727, 730 


. .816, 


832 . . 948 




Seq. No. 


33124 






Seq. ID 


OJ990528 


Gene No. 


68695 






Strand 




Start 


413 






End 


1099 


Name 


OJ990528_ 


12 . 0204 . C35 . ol 


. gs 


Method 


GENSCAN 


Start 


413 






End 


1099 


GI 


none 






Score 


. 6 


Exons 


413. . 558, 


593. . 720, 745 


. . 928, 


1087. . 1099 


Seq. No. 


33125 






Seq. ID 


OJ990528 


Gene No. 


68696 






Strand 


+ 


Start 


797 






End 


4041 


Name 


OJ990528 


12.0204 .C36.ol 


. np 


Method 


AAT/NAP 


Start 


797 






End 


4041 


GI 


6498441 






Score 


3688 



Exons 797.. 1861, 2192.. 2655, 2719;. 3092, 3276.. 3410, 3586.. 4041 
GI Descrip. (AP000815) EST C7278 6 ( E2258 ) corresponds to a region of -the 
. v . , . . _ - ,p.r : e d i.c t e d r g en e,. . ; „S.i m i 1 a r. ._.t p _ S.o r ghum . hi c o lo r . .G.yp s.y- %y ; 3 _ .type^^ 
— „ ..^_x,e±.rotr^nspos,oa^Retr.oSpr r l..._XAEQ,9E J 8.0 ,{.Oxyza„.aa.ti,ya.] w .^^ 



Seq. No. 


33125 




Seq. ID 


OJ99052 


8_12 . 0204 


.C36 


Gene No. 


68696 




Strand 


+ 






Start 


797 




End 


4041 






Name 


OJ990528 12.0204 


.C36.o4 .tw 


Method 


TBLASTX 


: Wheat 




Start 


946 




End 


1338 






GI 


none 




Score 


58 






Exons 


946. .993, 1000.. 


1098, 1005. . 


1097, 1065, 


, .1304, 


1081. .133 


8 


Seq. No. 


33125 




Seq. ID 


OJ99052: 


8_12.0204 


.C36 


Gene No. 


68696 




Strand 


+ 






Start 


797 




End 


4041 






Name 


OJ990528 12.0204 


.C36.o3. tm 


Method 


TBLASTX 


: Maize 




Start 


951 




End 


1236 






GI 


none 




Score 


198 






Exons 


951. .1235, 988. . 


1236 










Seq. No.. . 


33125 . 




. . Seq. ID 


OJ99052! 


3^12.0.20-4 


.C3.6 


Gene' No. 


68696 




Strand 


+ 






Start 


797 ■ 




End 


4041 






Name- 


OJ990528 12.0204 


.C36.o3. tw 


- Method' 


TBLASTX 


: Wheat 




Start 


2076 




End 


2562 






GI 


none 




Score 


412 






Exons 


2076. .2249, 2077 


..2562, 2271 


..2531, 2341. .2535 






Seq. No. 


33125 




.j Seq. ID 


OJ99052J 


3_12.0204 


.C36 


Gene No. 


68696 




Strand 


+ 






Start 


797 




End 


4041 






Name 


OJ990528 12.0204 


.C36.ol. tw 


Method 


TBLASTX 


: Wheat 




Start 


2726 




End 


3189 






GI 


none 




Score 


199 






Exons 


2726. .3169, 2727 


..3182, 2728 


..3189, 272 


:8. .3183 







Seq. No. 



33125 



Seq. ID OJ9 90528^12. 020 4 .C3 6 



33229 



Gene No. 


68696 








Strand 


+ 






Start 


797 








End 


4041 






Name 


OJ990528_12 , 


, 0204 


.C36.o2 


. ts 


Method 


TBLASTX : 


: Soybean 




Start 


2767 








End 


3132 




GI 


none 








Score 


116 






Exons 


27 67 . .2991, 


2998 


. . 3132 












Seq. No. 


33125 








Seq. ID 


OJ99052E 


i 12.0204 


.C36 


Gene No. 


68696 








Strand 


+ 






Start 


797 








End 


4041 






Name 


OJ990528 12. 


0204 


,C36.ol. 


. tm 


Method 


TBLASTX: 


Maize 




Start 


2857 








End 


3213 






GI 


none 








Score 


392 






Exons 


2857 . . 32 13, 


2892 


. . 3203, 


2908 . 


. 3213 










J *-j J_ -J 








Qorr T Pi 


uj y yuoz c 


i i o n o n a 


. CJ D 


Gene No . 


a o c n c 

do by d 








Strand 


+ 






Start 


7 97 








End 


4041 






Name 


OJ990528 12. 


0204 


..C36.o2. 


, tm 


Method 


TBLASTX: 


Maize 




Start 


3240 








End 


3625 






GI 


none 








Score 


282 - 






..Exons ^ ; 


. 32 ,4.0 35 L8 


324,1 


V .,35JL9,^ 


-3515 ... 


- 36.25. 



























Seq. No.- 


: 33125 - 








Seq. -ID- 


- 0-J9 9052-8 


! 12.-020-4 


vC36 - 


Gene No. 


68696 








Strand 


+ 






Start 


797 








End 


4041 






Name 


OJ990528 12. 


0204 


.C36 . o2 . 


tw 


Method 


TBLASTX: 


Wheat 




Start 


3297 








End 


3718 






GI 


none 








Score 


272 






Exons 


3297 . . 3521, 


3298 


. . 3522, 


3512 . 


.3718, 3514. .3711 






Seq. No. 










Seq. ID 


OJ990528 


_12 . 0204 


.C36 


Gene No. 


68696 








Strand 


+ 






Start 


797 








End 


4041 






Name 


OJ990528 12. 


0204, 


■C36.01. 


ts 


Method 


TBLASTX : 


Soybean 




Start 


3376 








End 


3748 




GI 


none 








Score 


155 






Exons 


3376'. .3522, 


3393. 


. .3518, 


3566. 


.3748 









Seq. No. 33126 Seq. ID 

Gene. No... .68697 . Strand 
Start 1 . " End ' 

Name ' OJ990528_12 . 02(54 . C3J . ol . np , Method 

Start 1 ' End 

GI 6498441 Score 

Exons 1..79, 251. .1648, 1742. .2023 

GI Descrip. (AP000815) EST C7278 6 (E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



OJ990528_12.0204.C37 

+ , . ... ... 

2026 

AAT/NAP . 

2023- 

2843 



Seq. No. 33126 Seq. ID 

Gene No. 68697 Strand 

Start 1 End 

Name OJ990528 12 . 0204 . C37 . ol . gs Method 

Start 284 End 

GI none Score 

Exons 284. .439, 506. .2026 



OJ990528__12.0204 .C37 
+ 

2026 
GENSCAN 
2026 
. 92 



33230 




Seq. No. 


33126 






Seq. ID 


OJ990528 12.0204 


.C37 


Gene No. 


68698 






Strand 


+ 




Start 


2192 






End 


2652 




Name 


OJ990528 12 


.0204 


.C37.ol.gp 


Method 


AAT/GAP 




Start 


2192 






End 


2652 




GI 


2428323 






Score 


841 




Exons 


2192. .2652 












GI Descrip. 


5803242/dbj IAP000399.1 IAP000399 0.0e+00 Oryza sativa genomi. 




DNA, chromosome 


6, clone :P0535G04 






Seq. No. 


33126 






Seq. ID 


OJ990528_12.0204 


.C37 


Gene No . 


68699 






Strand 






Start 


2663 






End 


5918 




Name 


OJ990528 12 


.0204 


.C37.o2.tw 


Method 


TBLASTX: Wheat 




ni.-v.j- 

Start 


8 






End 


385 




GI 


none 






Score 


196 




Exons 


8. .202, 16. 


.201, 


70. .216, 236 


..385, 245. .382, 247. .384 




Seq. No. 


33126 






Seq. ID 


OJ990528_12.0204 


.C37 


Gene No. 


68699 






Strand 






Starts . , . 


... 26.63 






..End. 


: -59.18...,^..,... ....... .... 




Jarne — 




l .0Za.4-.-C.3X..o^.tJii.„.^. 


,.Me,thq.d_^ 


_ ^L.ASix.LMaiz e._ 




Start 


893 






End - - 


1216 -■ 




GI 


none 






Score'^ 


355 




Exons 


893. .1216, 922.. 


1203 








Seq. No. 


33126 






Seq. ID 


OJ990528_12.0204 


.C37 


Gene No. 


68699 






Strand 






Start 


2663 






End 


5918 




Name 


OJ990528 12. 


,0204 


.C37.ol.tw 


Method 


TBLASTX: Wheat 




Start 


1030 






End 


1411 




GI 


none 






Score 


364 




Exons 


1030. . 1086, 


1031 


..1411, 1031. 


.1372, 1132. .1380 




Seq. No. 


33126 






Seq. ID 


OJ990528_12.0204 


.C37 


Gene No. 


68699 






Strand 






Start 


2663 






End 


5918 




Name 


OJ990528 12. 


0204 


.C37.o3.tw 


Method 


TBLASTX: Wheat 




Start 


1412 






End 


2014 




GI .... . .. . 


none . . 






Score 


257 . 




Exons 


' 1412.M696, 


1416' 


1487", 1417., 


.1515, 1552.. 1722, 1552.. 1695', 




1888. .2010,, 


138 9 


..2014 








Seq. No. 


33126 






Seq. ID 


OJ990528_12.0204, 


.C37 


Gene No . 


68699 






Strand 






Start 


2663 






End 


5918 




Name 


OJ990528 12. 


0204 


.C37.o2.tm 


Method 


TBLASTX: Maize 




Start 


1883 .. 






End 


2023 




GI 


none 






Score 


183 




Exons 


1883. .2023, 


1888, 


. .2022 








Seq. No. 


33126 






Seq. ID 


OJ990528_12.0204 . 


,C37 


Gene No. 


68699 






Strand 






Start 


2663 






End 


5918 




Name 


OJ990528 12. 


0204 . 


.C37.o2.np 


Method 


AAT/NAP 




Start 


2663 




End 


5918 





33231 




GI 


c o r\ "3 o c r\ 

5803259 






Score 


5156 






Exons 


2663 . .4561, 


4657 . . 5918 












GI Descrip; 


(AP000399) 


hypothetical 


protein [Oryza 


sativa] 






Seq. No. 


33127 






Seq. ID 


OJ990528__12 . 


0204 . 


C38 


Gene No. 


68700 






Strand 


+ 






Start 


1 






End 


179 






Name 




.0204.C38.ol 


- np 


Method 


AAT /NAP 






Start 


1 

1 






End 


179 






GI 


c n yl O /I EL A 






Score 


69 






Exons 


i no 

i . . l / y 














GI Descrip. 


( Abuu / / o y j 


putative polyprotein [Oryza 


sativa] 






Seq. No. 


33127 






Seq. ID 


OJ990528 12 . 


0204 . 


C38 


Gene No. 


68701 






Strand 


+ 






Start 


342 






End 


4561 






Name 


OJ990528 12 


.0204.C38.ol 


.gs 


Method 


GENSCAN 






Start 


342 






End 


4561 






GI 


none 






Score 


.57 






Exons 


342. .494, 1179. .1280, 1649. .1720, 1780 


..1978, 2173. 


.2286 






3101. .3238, 


4082., 4170, 


4310. 


.4561 








-Saq^-No..^ :. 






^ ^-V- 


_Seq.._ia.-.. 




f 3~R~ 


Gene - No". - - 


687-02 • 






Strand- 


• + - 






btart 


7691 






End 


8075 






Name 


OJ990528 12 


.0204.C38.o3 


.gs 


Method 


GENSCAN 






Start 


7691 






End 


8075 






GI 


none 






Score 


.45 






Exons 


7691. .8021, 


8053. .8075 












Seq. No. 


33127 






Seq. ID 


OJ990528_12. 


0204. 


C38 


Gene No. 


68703 






Strand 








btart 


4749 






End 


5421 






Name 


OJ990528 12 


.0204.C38.o2, 


.gs 


Method ' 


GENSCAN 






Start 


4749 






End 


5421 






bl 


none 






Score 


.98 






Exons 


4749. .5237, 


5287. .5421 












Seq. No. 


33128 






Seq. ID 


OJ990528_12. 


0204. 


C39 


bene ino . 


68704 






Strand 








Start . 


.1 






End 


.85 , 






Name 


OJ990528 12 


.0204 .C39.ol, 


.gp 


Method 


AAT /GAP 






btiarp ■ 








End ' • 


85 # . - 








3760640 






Score 


125 






Exons 


1. .85 














bl Descrip. 


4176420/dbj 


|BAA37167| 2. 


.0e-ll 


(AB008097) cytochrome 


P450 






[Arabidopsis thaliana] 












beq. bio t . 


33129 






Seq. ID 


OJ990528_12. 


0204. 


C4 1 


Gene No. 


68705 






Strand 








Start 


1 






End 


505 






Name 


OJ990528 12 


.0204 .C41.ol. 


.np 


Method 


AAT /NAP 






Start 


1 






End 


505 






GI 


6907087 






Score 


319 






Exons 


1..72, 168. 


.505 













GI Descrip. (AP001129) ESTs C72771 (E2215 } , AU082313 (E2215 ) correspond to a 
region of the predicted gene.; hypothetical protein [Oryza 



33232 



sativa] 

Seq. No. 33129 

Gene No. 68705 

Start 1 

Name OJ990528_12 . 0204 . C41 . ol . gs 

Start 174 

GI none 

Exons 174.. 368 



Seq. ID OJ990528_12. 

Strand 

End 505 

Method GENSCAN 

End 368 

Score .87 



0204 .C41 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



33130 



68706 Strand 

17 6 End 
OJ990528JL2 . 0204 . C44 . ol . gp Method 

17 6 End 

2981_1.R1084 Score 
176. .657 

, 21693/emb|CAA46810| 1.0e-152 (X66012) 
aestivum] ' 



Seq. ID OJ990528_12.0204.C44 



657 

AAT/GAP 

657 

938 

cathepsin B [Triticum 



Seq. No. 

...Gene,. No. 

Name 

Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



33130 . - - Seq. ID 

.58706. _ ...Strand, ,„r 

.17..&- - T .„_.^_,.^^..,,._.,_ ^__.....Erid-,_^., JSSJTw^L^ 

OJ990528_12-. 0204. €44 .ol.np- Method ■ AAT/NAP - 
532 End 657 

21699 Score 142 

532. . 657 

(X66013) cathepsin B [Triticum aestivum] 



OJ990528 12.0204.C44 



33130 Seq. ID 

68707 Strand 

571 End 
OJ990528_12 . 0204 . C44 . ol . gs Method 

571 End 

none Score 
571. .657 



OJ990528_12.0204.C44 
657 

GENSCAN 

657 

.42 



Seq. No. 
Gene No. 
Start 

Name.. , 
Start 
GI , . 
Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start ' 
Name 
Start 
GI 

Exons 



33131 Seq. ID OJ990528_12, 

68708 Strand + 

91 End 947 

OJ99052.8_12.0204.C45.ol,np,. ... Method AAT/NAP. 

91 . End 947 

-5922623- . " „ . ■ ..Score . 230 , 
•91. .171, 548.. 704, 870.. 947 

(AP000492) hypothetical protein [Oryza sativa] 



0204. C45 



gi|6016856|dbj | BAA85199.il 
[Oryza sativa] 

33131 
68709 
88 

OJ990528_12.0204.C45.ol.gs 

88 

none 

88. .294, 531. .617 



(AP000570) hypothetical protein 
OJ990528 12.0204.C45 



Seq. ID 
Strand 
End 

Method 

End 

Score 



617 

GENSCAN 

617 

.89 



Seq. No. 



33132 



Seq. ID OJ990528 12.0204.C46 



33233 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 

Seq. No. 
Gene No. 
Start .. 

.Name-.. 

Start - 
GI 

Exons 



68710 Strand 

4 9 End 617 

OJ990528_12. 0204 .C46.ol.gp Method AAT/GAP 

4 9 End 617 

4879016 Score 820 

49. .617 

6041757/gb| AC011806. 1 IAC011806 0.0e+00 Genomic Sequence For 
Oryza sativa Clone 10P20, Lemont Strain, Complete Sequence, 
complete sequence 



33133 
68711 
1 

OJ990528_12 . 0204 . C4 7 . ol . np 
1 

4680203 
1. . 681 

(AF114171) TNP2-like protein [Sorghum bicolor] 



Seq. ID OJ990528_12.0204 .C47 

Strand + 

End 681 

Method AAT/NAP 

End 681 

Score 64 9 



33133 Seq. ID OJ990528_12 . 0204 . C47 

68711- Strand + 

1, .~ ,. ... ^End.^ ,681, z . 

66 • • End- 387 • 

none Score 114 

66. .212, 80. .160, 228. .386, 229. .387 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



33133 
68711 
1 

OJ990528_12.0204.C47.ol.tw 

138 

none 



Seq. ID OJ990528_12.0204.C47 

Strand + 

End 681 

Method TBLASTX : Wheat 

End 604 

Score 63 



138. .194, 171. .290, 211. .297, 304. .399, 306. .407, 410. .604, 
444 . .599 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI" " 

Efxons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



33133 
68711 
1 

OJ990528_12. 0204. C47.ol. tin 

.211 ...... 

none 



Seq. ID OJ990528_12.0204 .C47 

Strand + 

End 681 

Method TBLASTX : Maize 

End ... 638. ....... 

Score '168 



211... 399, 249. .383, ,402 . .437, 419. . 637,. ■ 444 638 



33133 
68711 
1 

OJ990528_12.0204 .C47 .ol.gs 

318 

none 

318. .597 



Seq. ID OJ990528_12.0204 .C47 

Strand + 

End 681 

Method GENSCAN 

End 597 

Score .41 



Seq. No. 33133 

Gene No. 68711 

Start 1 

Name OJ990528_12 . 0204 . C47 . ol . ts 

Start 473 



Seq. ID OJ990528_12.0204 .C47 

Strand + 

End 681 

Method TBLASTX : Soybean 

End 677 



33234 



GI none Score 187 

Exons 473.-628, 474. .677, 498. .641 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



33134 
68712 



Seq. ID OJ990528_12.0204.C48 



OJ990528_12.0204 .C48 .ol.np 
1 

4733937 
1..293, 1077. .1204 

(AF080245) sesquiterpene synthase [Elaeis oleiferaj 



Strand 
End 

Method 
End 
Score 



1204 
AAT/NAP 
1204 
182 



Seq. No. 


33134 


Seq. ID 


OJ990528_12.0204.C48 


Gene No. 


68712 


Strand 


+ 


Start 


1 


End 


1204 


Name 


OJ990528 12.0204 .C48.ol.gs 


Method 


GENSCAN 


Start 


63 


End 


303 


GI 


none 


Score 


.53 


Exons 


63. .303 






Seq. No. 


33134 


Seq. ID 


OJ990528_12.0204.C48- 


Gene No... .,, . , 


68712 _, ;; _,, v _ r „ . 


... ..S.trand..„ 


..+. .. „ , .. 


Starts. _ 




__EnGU._~_ 


.*. 


Name 


OJ990528 12 .0204 .C48 . o2 . gp"" 


- Method 


AAT/GAP 


Start 


507 


End 


962 


GI 


LIB3432-059-P1-K1-D8 


Score 


763 


Exons 


507. .962 






GI Descrip. 


'5734616/dbj IAP000391.il AP000391 0.0e+00 Oryza sativa genomic 




DNA, chromosome 6, clone : P0538C01 1 





Seq. No. 33134 Seq. ID OJ990528_12 . 0204 . C4 8 

Gene No. 68713 Strand 

Start 359 End 471 

Name OJ990528_12 . 0204 . C4 8 . ol . gp Method AAT/GAP 

Start 359 End 471 

GI ' LIB3477-003-P1-K1-E9 Score 146 

Exons 359.. 471 

GI Descrip. ' 24 98586/sp | Q40638 | MP01_0RYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1' PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] 1 



Seq. No. 33135 • . " Seq. ID 

Gene No. 6871.4 JStrand 

Start - 1 ' - v ' End ' 

Name OJ990528_12 . 0204 . C4 9 . ol . np Method 

Start 1 End 

GI 3776563 Score 

Exons 1 . . 470 

GI Descrip. (AC005388) Strong similarity to gb|L04680 5-epi-aristolochene 
synthase from Nicotiana tabacum and delta cadinene syntase 
gb|U88318 from Gosssypium hirsutum. [Arabidopsis thaliana] 



OJ990528_12.0204.C49 
+ 

485 

AAT/NAP 

470 

199 



Seq. No. 33135 Seq. ID OJ990528_12 . 0204 . C4 9 

Gene No. 68714 Strand + 

Start 1 End 485 

Name OJ990528_12 . 0204 . C4 9 . ol . gs Method GENSCAN 

Start 51 End 485 



33235 



GI 

Exons 



none 
51. .485 



Score 



.71 



Seq. No. 33135 

Gene No. 68714 

Start 1 

Name OJ9.90528_12 . 0204 . C4 9 . ol . tc 

Start 65 

GI none 

Exons 65.. 226, 66.. 449 



Seq. ID OJ990528JL2.0204 .C49 

Strand + 

End 485 

Method TBLASTX : Cress 

End 44 9 

Score 207 



Seq. No. 33135 

Gene No. 68714 

Start 1 

Name OJ990528_12 . 0204 . C4 9 . ol . tm 

Start 161 

GI none 

Exons 161.. 442, 168.. 443 



Seq. ID OJ990528_12.0204 .C49 

Strand + 

End 485 

Method TBLASTX : Mai ze 

End 443 

Score 214 



Seq. No.. 33136 

Gene No. 68715 

...Start, 1594 . _.. ; _.._ s , .... 

.^amii._^^ 

Start - 1594 

GI none 

Exons 1594.. 2034 



Seq. ID OJ990528_12.0204.C50 
Strand - . .. 

.End...... ,..,,20.3.4.. _,.._..,. ri ^..^ .-. 

„^,Me t ho cL^ ..G E N SC AN.,^ r . 



End ■ 
Score 



2034 
.45 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 

gi ; 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 



33137 
68716 
1 

OJ990528_12.0204 .C51.o2.np 
1 

4544372 

1..194, 4513. .5274, 6011. .6061 

(AC006920) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 



Seq. ID OJ990528_12.0204.C51 

Strand + 

End 6061 

Method AAT/NAP 

End 6061 

Score 451 



33137 

68716^ 

1 

OJ990528_12..0204.C51..ol.gs 
" 821 ' \ " '" 

none . . . ■ < 



Seq. ID OJ990528_12.0204.C51 
Strand + 
End 6061 

Method . GENSCAN _ 

End m ■; 537'6 ' ; " ~ ™. 

Score . . 41 - 



821. . 960, ' 1740. .1875, 3928.. 4522, 4811.. 5376 



33137 
68716 
1 

OJ990528_12.0204 .C51.ol.np 
4513 
4544372 
4513. .5274, 6011. . 6061 

(AC006920) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 



Seq. ID OJ990528_12.0204.C51 

Strand + 

End 6061 

Method AAT/NAP 

End 6061 

Score 446 



33137 
68717 



Seq. ID OJ990528_12 .0204 .C51 
Strand 



33236 




Start 


5861 








End 


5980 


Name 


OJ990528 12 


.0204 


.C51.o3 


.tm 


Method 


TBLASTX : Maize 


Start 


743 








End 


4131 


GI 


none 








Score 


205 


Exons 


743. .961, 743. .970, 1743. .1868, 1744., 


. 1872, 3928 . . 4131, 
















Seq. No. 


jji j / 








beq. lu 


OJ990528_12.0204 .C51 


Gene No. 


co 717 
DO f 1 I 








Strand 




otar I 


DO Dl 








_na 


oydu 


Naine 


OJ990528 12 


.0204 


.CSl.ol 


.ts 


Method 


TBLASTX : Soybean 


otart 


4627 








End 


a n n 0 

4 9yz 




none 








Score 


13 J 


Exons 


4 OZ / . . 4 O 0 1 , 


4 0 Do 


. . 4 y yz 








Seq. No. 


^ "5 1 "37 








beq. id 


OJ990528__12.0204 .C51 


Gene No. 


dQ 7 1 7 
Do / 1 / 








Strand 




C +- ~i v- +- 

brarr. 


JO Dl 








T" 1 

bna 


coon 


Name 


OJ990528 12, 


.0204 


.C51.ol, 


. tw 


Method 


TBLASTX : Wheat 


otart 


4789 








End 


5193 


bl 


none 








Score • 


Ol - 


,_Exons. .__ 


_ ...4./.0 y . . 4o 4p ,. 


A 1 C\ A 

.4../ y 4 


A O O C 

. ..4p4 .5, . 


a 0 a r\ 
. 4.0 4 0 v 


.p_i.yi . 4 1 


i 4 8 . v 5 1 50, .4.8 5 2_- . v 5.1.9.3 „. 


Seq. -No. 


JOlj/ 








Seq. ID 


• OJ990528_12.0204.C51 


Gene No. 


Do / 1 / 








Strand 




btart 


JO Dl 








End 


c r\ 0 a 

5980 


Name 


OJ990528 12. 


.0204, 


. CSl.ol. 


.tm 


Method 


TBLASTX : Maize 


btart 


4843 








End 


5108 


bl 


none 








Score 


351 


Exons 


A O A ^ CI A/" 

4 o 4 o . . jIUd, 


A O A 1 

4 843 , 


c A Cl A 

. . ouy4 , 


A O A Q 

4 848. , 


. 5108 




Seq. No. 


jjI J / 








beq. ID 


OJ990528_12.0204 .C51 


Gene No. 


£Q 7 1 7 
DO / 1 / 








Strand 




otart 


JODl 








End 


5980 


XT _ _ 

Name 


OJ990528 12, 


.0204, 


,C51.o2. 


. tm 


Method 


TBLASTX : Maize 


otart 


5110 








End 


5271 


bl 


none 








Score 


O AO 

zUo 


T7 1 V\ 

HiXons 


CI 1 A R071 
3 1 1 U . . 3Z / 1 , 


3 1 1U , 


COCO 
, . 3Z DO , 


dZ 1 1 . , 


.5270 




Seq. No. 


jjIj / 








Seq. ID 


OJ990528__12.0204 .C51 


Gene No... 


DO 1 X i . 








Strand 




btart 


JO Dl 








End 


5980 ."' 


Name 


OJ990528 12. 


0204-. 


C51.o2. 


ts' * 


.Method- 


■ TBLASTX: Soybean 


otart 


5319 








End' 


554 9 " 


C T 
bl 


none 








Score 


85 


Exons 


■ j Jiy . .34 14, 


c yi 1 0 

04 1Z . 


. o4 oU , 


C A 1 O 

54 13 . . 


,5547, 5517. .5549 


Seq. No. 


33137 








Seq. ID 


OJ990528_12.0204 .C51 


Gene No. 


68717 








Strand 




btart 


5861 








End 


5980 


Name 


OJ990528 12. 


0204 . 


C51.o2. 


gs 


Method 


GENSCAN 


Start 


5861 








End 


5980 


GI 


none 








Score 


.81 


Exons 


5861. .5980 












Seq. No. 


33138 








Seq. ID 


OJ990528_12.0204 .C52 


Gene No. 


68718 








Strand 


+ 



33237 



Start 
Name 
Start 
GI 

Exons 



4107 End 7133 

OJ990528_12 . 0204 . C52 . o2 . gs Method GENSCAN 
4107 End 7133 

none Score . 62 

4107. .4174, 5015. .5140, 5170. .5316, 6079. .6243, 6281. .6458, 
6573. .7133 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



33138 Seq. ID OJ990528_12 . 0204 . C52 

68719 Strand + 

8563 End 12852 

OJ990528_12.0204 .C52.ol.gp Method AAT/GAP 
8260 End 12440 

2981_1.R1084 Score 2665 

8260. .8281, 8462. .8616, 9723.-9797, 9891. .9971, 
10478. . 10555, 10661 10786, 10933 .. 11151 , 11622 
11827. .11862, 11959. .124 40 

, 21693/emb|CAA46810| 1.0e-152 (X66012) cathepsin B [Triticum 
aestivum] ■ 



10107. .10265, 
. 11735, 



Seq. No. 33138 Seq. ID 

Gene No. ■ 68719 • Strand 

.Start ... T ^...8563. . T : . ........ .End , 

^ame' : ™.^.-_^.^ 

Start 8563 - ■ End - - - 

GI none Score 
Exons 8563. .8 616, ■ 10661. .10786, 10933. .11151, 11622. .11735, 

11827. .11862, 11959. .12022, 124 35. .12613, 12667. .128 52 



OJ990528_12.0204 .C52 

+ • 

128.52......,, ^ 

GENS.CAN. T __ 

12852- 

.84 



Seq. No. 


33138 


Seq. ID 


OJ990528 


_12.0204 . 


C52 


Gene No. 


68719 


Strand 


+ 






Start 


8563 


End 


12852 






Name 


OJ990528 12.0204.C52. 


, ol.np Method 


AAT/NAP 






Start 


9897 


End 


12066 






GI 


21693 


Score 


1247 






Exons 


9897.. 9971, 10107 .. 10263, 104 76 .. 10555 , 10661.. 


10786, 






10933. . 11151, 11622. . 


,11735, 11827. .11862, 11959 


. . 12066 




GI Descrip. 


(X66012) cathepsin B 


[Triticum aestivum] 






Seq. No. 


33138 


Seq. ID 


OJ990528 


_12.0204 . 


C52 


Gene No. 


68720 


Strand 


+ 






Start,. 


16016 


End 


16238 






Name 


OJ990528 ' 12: 0204 ."C52. 


o3.np Method 


AAT/NAP 






Start " . 


• 16016 ■ .:. " - 


End 


• 1-6238 






GI 


5295951 


• Score 


200 






Exons 


16016. . 16238 










GI Descrip. 


(AB02 62 95) Similar to Herpesvirus papio BRRF2 homolog gene, 




partial cds . (U23857) 


[Oryza sativa] 








Seq. No. 


33138 


Seq. ID 


OJ990528 


_12.0204. 


C52 


Gene No. 


68721 


Strand 


+ 






Start 


19318 


End 


34361 






Name 


OJ990528 12.0204.C52. 


o4 . np Method 


AAT/NAP 






Start 


19318 


End 


25219 






GI 


4567249 


Score 


795 






Exons 


19318. . 19373, 20620.. 


20700, 20778.. 20£ 


146, 21546 


. .21656, 






23287. .23538, 24837.. 


25011, 25097.. 25219 





GI Descrip. (AC007070) hypothetical protein [Arabidopsis thaliana] 



33238 



Seq. No. 


33138 




Seq. ID 


OJ990528_ 


12.0204. 


.C52 


Gene No . 


r o i o i 

68721 




Strand 


+ 






Start 


19318 




End 


34361 






Name 


OJ990528_12 . 0204 . C52 


. 06 . gs 


Method 


GENS CAN 






Start 


O O "7 O O 

227 93 




End 


27571 






GI 


none 




Score 


.6 






Exons 


22793 22866, 24837. 


. 25011 , 


25097. .25248, 27373. 


. 27571 




Seq. No. 


33138 




Seq. ID 


OJ990528_ 


12.0204. 


C52 


Gene No. 


DO / 2 1 




Strand 


+ 






Start 


19318 




End 


34361 






Name 


OJ990528 12.0204.C52 


. 06 . gp 


Method 


AAT/GAP 






Start 


o o c a n 




End 


23903 






GI 


A A 1 A A A -1 

23122 jl 




Score 


576 






Exons 


a a c a a o^nftQ 

2oojy . . Z JyUo 












Seq. No. 


33138 




Seq. ID 


OJ990528_ 


12.0204 . 


C52 


Gene No. 


68721 




Strand 


+ 






Start 


19318 




End 


34361 






Name 


OJ990528 12.0204.C52, 


. o 5 . np 


-Method 


AAT/NAP 






Stuart. _ 


...27 4.5.7.. . 




._. „ : ,End 


_ 2 9900 








34 0 268.4 _ ,.. .... . 




„^._Sc.o.re__- 


,..102., 




, 


Exons- ■ 


27457; .27615, 29831.-, 


^29900 " 










GI Descrip. 


(AC004 697) nodulin-like protein [Arabiciopsis thaliana] 




Seq. No. 


33138 




Seq. ID 


OJ990528_ 


12.0204. 


C52 


Gene No . 


68721 




Strand 


+ 






Start 


19318 




End 


34361 






Name 


OJ990528 12.0204.C52, 


. o7 . gs 


Method 


GENSCAN 






Start 


28231 




End 


34361 






GI 


none 




Score 


.81 






Exons 


28231. .28243, 28296.. 


.28467, 


28730. .28793, 28914. 


.28953, 






30012. .30205, 30474 . . 


.30642, 


30898. .31202, 31654. 


.31840, 






31951. .32104, 32474 . . 


.32536, 


32629..32725, 32829. 


.32909, 






33608. .33783, 34304.. 


.34361 










beq. no. 


33138 




Seq. ID 


OJ990528_ 


12.0204. 


C52 


Gene No. 


68721 




Strand 


+ 






Start 


19318 




End 


34361 






Name 


OJ990528 12.0204.C52.. 


,o7. gp 


Method 


AAT/GAP 






Start 


28385' ■ • 




■ End 


30618 ■ 






•GI ■ ■ : : 


44408.-1.R1084 




,S r core 


1186- ■ - 






Exons 


28385. .28430, 28729. . 


,28793, 


28914. .28953, 29331. 


.29554, 






29963. .30205, 30474.. 


,30618 











GI Descrip. 1 2506139/sp | P4 9661 | C0PD_0RYSA 3.0e-79 COATOMER DELTA SUBUNIT 
(DELTA-COAT PROTEIN) (DELTA-COP) (ARCHAIN) 

>gi__1314 04 9_emb_CAA91901_ (Z67962) archain/delta-COP [Oryza 
sativa] 1 



Seq. No. 33138 Seq. ID 

Gene No. 68721 Strand 

Start 19318 End 

Name OJ990528_12 . 0204 . C52 . 06 . np Method 

Start 28911 End 

GI 2506139 Score 
Exons 



OJ990528_12.0204 .C52 
+ 

34361 
AAT/NAP 
32915 
1872 



28911. .28953, 29331 .. 29554 , 29963 .. 30205, 304 74 .. 30642 , 



33239 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



30892. .31202, 31654 .. 31840, 31951 .. 32104 , 324 74 32536, 
32629.-32725, 32829.. 32915 

COATOMER DELTA SUBUNIT ( DELTA- COAT PROTEIN) (DELTA-COP) 
(ARCHAIN) gi|1314049|emb|CAA91901| (Z67962) archain/delta-COP 
[Oryza sativa] 



33138 Seq. ID 

68721 Strand 

19318 End 

OJ990528_12 . 0204 . C52 . 08 . gp Method 

30898 End 

22086 1.R1084 Score 



OJ990528_12.0204.C52 

34361 
AAT/GAP 
32088 
1170 



30898. .31202, 31654 .. 31840, 31951. .32088 

'2506139/spl P4 9661 |COPD_ORYSA 3.0e-09 COATOMER DELTA SUBUNIT 
(DELTA-COAT PROTEIN) (DELTA-COP) (ARCHAIN) 

>gi_1314 04 9_emb_CAA91901_ (Z67962) archain/delta-COP [Oryza 
sativa] ' 



Seq. No. 33138 
Gene No. 68721 
Start 19318 
, Name, ... ... .. OJ990528_12 . .02.0.4... C52.,p,9. gp 

..atari , -3.110.7.5,™., „_...._ _ 

GI 22086_1 
Exons 31075. . 

GI Descrip. '250613 

(DELTA- 

>gi_131 

sativa] 



Seq. ID OJ990528_12.0204.C52 
Strand + 
End. 34361 

Method . AAT/GAP. , ..„^^,„ 

^_._^.„—^-. ,. ...End. _32.5.3.9 .^^S.^l^^SZ^. 

.R1084 Score ' 915 

31202, 31654. .31840, 31951 .. 32 104 , 32474.. 32539 
9/sp| P4 9661 |COPD_ORYSA 3.0e-09 COATOMER DELTA SUBUNIT 
COAT PROTEIN) (DELTA-COP) (ARCHAIN) 

404 9_emb_CAA91901_ (Z67962) archain/delta-COP [Oryza 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990528_12.0204.C52 
+ 



34361 
AAT/GAP 
33110 
1170 



Seq. No. 33138 
Gene No. 68721 
Start 19318 

Name OJ990528_12 . 0204 . C52 . oil . gp 

Start 31646 
GI 22086_1.R1084 
Exons 31646. .31840, 31951 .. 32104 , 

32829. .33110 

GI Descrip. 1 2506139/sp | P4 9661 | COPD_ORYSA 3.0e-09 COATOMER DELTA SUBUNIT 
(DELTA-COAT PROTEIN) (DELTA-COP) (ARCHAIN) 

>gi_1314 04 9_emb_CAA91901_ (Z67962) archain/delta-COP [Oryza 
sativa] 1 



32474. .32536, 3262 9.-32725, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



33138 
68721 
19318 
OJ99052 
31648 
22086_1 
31648. . 
32829. . 
' 250613 
(DELTA 
>gi 131 
sativa] 



8_12. 

• R108 

31840 

33018 

9/sp| 

COAT 

4049 



Seq. ID OJ990528_12 . 0204 .C52 

Strand + 

End 34361 

0204.C52.ol0.gp Method AAT/GAP 

End 33018 

4 Score 1036 

, 31951. .32104, 32474. .32536, 32629 32725, 

P4 9661 |COPD_ORYSA 3.0e-09 COATOMER DELTA SUBUNIT 
PROTEIN) (DELTA-COP) (ARCHAIN) 

emb CAA91901 (Z67962) archain/delta-COP TOrvza 



Seq. No. 



33138 



Seq. ID OJ990528_12.0204 .C52 



33240 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



68721 
19318 
OJ99052 
32800 
2280555 
32800 
2506139 
( DELTA- 
>gi_131 
sativa] 



8_12.0204.C52.ol2.gp 



Strand + 
End 34361 
Method'" AAT/GAP 
End 33143 
Score 623 

33143 

/sp| P4 9661|COPD_ORYSA 3.0e-09 COATOMER DELTA SUBUNIT 
COAT PROTEIN) (DELTA-COP) (ARCHAIN) 

4049 emb CAA91901 (Z67962) archain/delta-COP [Oryza 



Seq. No. 33138 Seq. ID 

Gene No. 68722 Strand 

Start 12593 End 

Name OJ990528_12 . 0204 . C52 . o2 . gp Method 

Start 12593 End 

GI none Score 

Exons 12593. . 13342 



OJ990528_12.0204.C52 

18815 
AAT/GAP 
13342 
1392 



Seq. No. 33138 Seq. ID OJ990528_12 . 0204 . C52 

Gene No. 68722 - Strand 

.Starts 12593„_. = . _ . „..--.-_,..,-...■ '^.^^ti^^^ABBlb 

...Name._ ^)3:9£Q5l2^ „ 

Start - 12921 - - ■ ■ End --■ 18815 

GI none Score .81 

Exons 12921. . 13669, 14720 .. 14 8 94 , 15972 .. 16269, 17133 .. 17264 , 

17529. .17693, 17830 .. 18335, 18537. .18815 



Seq. No. 


33138 


Seq. ID 


OJ990528_12 


.0204 


.C52 


Gene No. 


68722 


Strand 








Start 


12593 


End 


18815 






Name 


OJ990528 12.0204.C52.o2.np 


Method 


AAT/NAP 






Start 


12999 


End 


14813 






GI 


6957733 


Score 


679 






Exons 


12999. .13669, 14 720. .14 813 










GI Descrip. 


(AC021640) unknown protein 


[Arabidopsis thaliana] 






Seq. No. 


33138 


Seq. ID 


OJ990528_12, 


.0204 


.C52 


Gene No. 


68722 


Strand 








Start 


12593 


End 


18815 






Name 


OJ990528 12.0204..C52.o3.gp 


Method .. 


.AAT/GAP. 






Start 


13363 " . ■ . 


End " 


15078 ' 






GI 


none - ." ■ • 


- < Score . ' . 


' 1^51 






Exons 


13363. .13669, 14720; .15078 










Seq. No. 


33138 


Seq. ID 


OJ990528_12, 


0204 


.C52 


Gene No. 


68723 


Strand 








Start 


34996 


End 


35162 






Name 


OJ990528 12.0204.C52.o5.tm 


Method 


TBLASTX: Maize 




Start 


3070 


End 


3368 






GI 


none 


Score 


68 






Exons 


3070. .3147, 3074. .3154, 3153. .3368, 3170. .3367 







Seq. No. 33138 Seq. ID OJ990528_12 . 0204 . C52 

Gene No. 68723 Strand 

Start 34996 End 35162 

Name OJ990528 12 . 0204 . C52 . o3 . tm Method TBLASTX : Maize 



33241 



Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



9870 
none 
9870. 
10110 
10660 



End 12134 
Score 134 

9974, 9889.. 9969, 9890.. 9970, 10106 .. 10261 , 10107. 



10262, 10478. 

10779, 10663, 

10931. . 11152, 10932. 

11613. .11735, 11621. 

11956. .12078, 11958. 



,10555, 10480. 

10800, 10665. 

11153, 10938. 

11737, 11826. 

12080, 11959. 



.10599, 10659. .10784, 

,10805, 10930. .11151, 

,11153, 11613. .11741, 

,11891, 11827. .11862, 

,12072, 12108. .12134 



33138 
68723 
34996 

OJ990528_12.0204 .C52.o3.ts 
9888 
none 
9888. 
10478 
10733 
11613 



Seq. ID 

Strand 
End 

Method 

End 

Score 



9974, 10109. . 10258, 10113 .. 10262 , 104 7 7 .. 10548 , 



10555, 10480. . 10599, 10651. 

10786, 10752. .10811, 10930. 

11741, 11621. .11743, 11621. 

11826. .11861, 11827. .11862, 11827. 

11958. .12050, 11959. .12051 



,10779, 10660. 

,11151, 10932. 

,11737, 11825. 

,11868, 11956. 



,10800, 
,11153, 
11863, 
12024, 



,10295, 



OJ990528_12.0204 .C52 
35162 

TBLASTX: Soybean 

12051 

102 



^33138^^^^^.^^ 

68723 ' 

34996 

OJ990528_12.0204 .C52.o4 . tc 

10690 

none 



-Strand 
End 

Method 

End 

Score 



35162 

TBLASTX: Cress 

11082 

75 



10690. . 10800, 10733. .10786, 10930 .. 11082 , 10930 .. 110 61, 
10932. .11081 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No . 
Start 
Name-, / 
Start * 
GI 

Exons 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



33138 
68723 
34996 

OJ990528_12 . 0204 . C52 . ol . tw 

10930 

none 



Seq. ID OJ990528JL2.0204 .C52 
Strand 

End 35162 

Method TBLASTX : Wheat 

End 11123 

Score 329 



10930. . 11121, 10931. . 11122, 10932. .11123 



33138 Seq. ID 

68723 . . . ... ..... . Strand. 

34 996" End 
OJ990528_12;0'204 .C52.o3.tc • Method .. 
11085 End 
none Score 



OJ990528_12.0204.C52 

35162 , * ' 

TBLAS-TX : Cress 
12051 ' 
105 



11085. .11153, 11086. . 11151, 11613 .. 11741, 11620 .. 11748, 
11621. .11740, 11827 .. 11862, 11827 .. 11862, 11956. . 12024, 
11958. .12050, 11959. .12051 



33138 
68723 
34996 

OJ990528_12 .0204 .C52.o2.tw 

11696 

none 



Seq. ID OJ990528_12 .0204 .C52 
Strand 

End 35162 

Method TBLASTX : Wheat 

End 12045 

Score 72 



11696. .11743, 11698. .11748, 11698 .. 11742, 11826 .. 11861, 
11827. .11862, 11827. .118 62, 11956. .12042, 11958. .1204 4, 



33242 



11959. .12045 



Seq. No. 33138 Seq. ID 

Gene No. 68723 Strand 

Start 34996 End 

Name OJ990528_12 . 0204 . C52 . ol . ts Method 

Start 13014 End 

GI none Score 

Exons 13014 . .13205, 13266 13583, 13270. 



OJ990528_12.0204.C52 
35162 

TBLASTX: Soybean 

14855 

258 



13563. .13622, 13629 13670, 14718. 



13515, 13561. 
14855 



13623, 



Seq. No. 33138 

Gene No. 68723 

Start 34996 

Name OJ990528_12 . 0204 . C52 . ol . tm 

Start 13051 

GI none 

Exons 13051. .13671, 13052 13162 , 
14 718. .14 816, 14718. .14816 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990528_12.0204.C52 
35162 

TBLASTX: Maize 

14816 

767 



13053. .13670, 13078. . 13671, 



Seq. No. 33138 Seq. ID OJ990528_12 . 0204 . C52 

.Gene ,No..,., ; ... ; .. -68721 .^. v:j ., -. ,.. , .--a-^ , m , Strand. „.,.„ =r _^- 

-SLta r t~. _ _ ^3A33£^^.2J,^..^.^ w . ^r.End Z^.S:^35±62 ^ """ 

Name • ■ • OJ990528_12 . 0204 .C52 . ol . tc • Method : TBLASTX : Cress 
Start 13185 End 14819 

GI none Score 213 

Exons 13185. .13247, 13261 .. 1354 8 , 13263 .. 13547 , 1354 8 .. 13670 , 

13570. .13671, 14718. .14819 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

-Exons 



33138 
68723 
34996 

OJ990528_12.0204 .C52.o4 . tm 
19269 
none 
19269. 
20603. 
20778 . 
21543. 
23441. 
25082. 



.19346, 19328. 

.20701, 20608. 

.20846, 20778. 

.21680, 21546. 

.23557, 23441. 

.25234, 25096. 



. 19372, 
.20709, 
.20846, 
.21653, 
.23539, 
.25152. 



35138 . 
68723 
34996 

OJ990528_12 . 0204 . C52 . o3 . tw 
19328 



Seq. ID OJ990528_12.0204.C52 
Strand 

End 35162 

Method TBLASTX : Mai ze 

End 25234 

Score 70 
19330. . 19368, 20582 .. 20695 , 
20617. .20730, 20777 .. 20845, 
20779. .20865, 2 1538 .. 21 678 , 
21547. .21657, 23395.-23532, 
24834. .25007, 24835 .. 24 996, 



OJ990528 12.0204.C52 



none 
19328, 
20614 . 
20779. 
21547. 



Seq. ID 
Strand ' 
End 

Method 
End 
Score 

20592. .20678, ' 20603. .20701, 
20709, 20777. .20845, 20778 .. 2084 6, 20778 2084 6, 
20859, 21538. .21627, 21543 .. 2 1629, 2154 6 21629, 
21630 



35162 

TBLASTX: Wheat 

21630 

76 



19372, 19330. .19374, 



Seq. No. 33138 Seq. ID 

Gene No; 68723 Strand 

Start 34996 End 

Name OJ990528 12 . 0204 . C52 . o4 . ts Method 



OJ990528 12.0204.C52 
35162 

TBLASTX: Soybean 



33243 



Start 23452 End 25216 

GI none Score 137 

Exons 23452. .23538, 23453 .. 23539, 24835 .. 24 996, 24837 25007, 

24844 . .25014, 25082 .. 25216, 25096.. 25152 



Odor KT/-^ 

o e q . in o . 










beq. ID OJ990528 


_12 . 0204 


Gene No. 


68723 








Strand 




Start 


34996 








End 35162 




Name 


OJ99052 


8 12.0204.C52 


.o2 .tc 


Method TBLASTX: 


Cress 


Start 


29300 








End 32858 




GI 


none 








Score 323 




Exons 


29300. . 


29557, 


29334 . , 


.29570, 


29335. .29505, 29342 


. .29572, 




29957. . 


30196, 


29963. , 


.30208, 


30900. .30965, 30968 


. .31030, 




30969. . 


31061, 


31038. . 


.31205, 


31062. .31208, 31650 


. .31775, 




31672. . 


31776, 


31759. . 


.31839, 


31893. .32105, 31940 


. .32107, 




31953. . 


32102, 


31955. , 


.32116, 


32465. .32536, 32469 


. .32534, 




32639. . 


32728, 


32641. , 


.32727, 


32823. .32858 





Seq. No. 33138 

Gene No. 68723 

Start 34996 
. .Name,., .,,.,.,.. =: ,_,.,OJ.9.905.28^12...02.04 ..C5.2 ..o2. tiru 
_.&ta r i_ ^ „.2SJ.0 r 0^. _ ^.^_1._"_£.,J^J'J 

GI - - none 

Exons 29300. .29557, 2 9329 .. 29505 , 

29963. .30208, 29963 .. 30262, 
30513. .30644, 30884 .. 31201, 
30900. .31202, 30943 .. 31212, 
31654. .31839, 31937 .. 3211 6, 
32469. .32534, 32479 .. 32535, 
32627. .32728, 32808 .. 32918 , 



OJ990528 12.0204.C52 



Seq. ID 
Strand 

End . 35162 

.Method ^.TBLASTX.: Maize. 

_,,.En gC_--^,3 2.9-2.6 

Score ■ - 378 
29342. .29557, 29962 



30468. .30641, 30469. 

30884. .31072, 30897. 

31647. .31838, 31653. 

31950. .32105, 32465. 

32623. .32727, 32624. 

32823. .32918, 32828. 



30204, 
30639, 
31205, 
31838, 
32536, 
32731, 
32920 



Seq. No. 


33138 




Seq. ID 


OJ990528 


_12.0204 


.C52 


Gene No. 


68723 




Strand 








Start 


34996 




End 


35162 






Name 


OJ990528 12.0204.C52 


.o2. ts 


Method 


TBLASTX: 


Soybean 




Start 


■ 29300 




End 


30995 ■ 




GI 


none 




Score 


355 






Exons 


29300. .29557, 29332., 


.29502, 


29342. .29557, 29358 


. .29561, 






29957. .30196, 29963. , 


.30208, 


30884. .30994, 30897 


. .30995 




Seq r No. 


33138 "~ 




Seq. ID 


OJ990528 


_1'2.02'05 


..C52' 


Gene No. 


• : 68723 *• 




. Strand 








Start 


34996 




End 


'35162" 






Name 


OJ990528 12.0204.C52. 


. o5 . ts 


Method 


TBLASTX: 


Soybean 




Start 


30995 




End 


32072 




GI 


none 




Score 


61 






Exons 


30995. .31054, 30996., 


,31055, 


31041. .31205, 31047 


. .31202, 






31654 . .31776, 31680., 


,31775, 


31888. .32043, 31893 


. .32072, 






31899. .32069, 31943., 


.32071 











Seq. No. 33138 Seq. ID OJ990528_12 . 0204 . C52 

Gene No. 68723 Strand 

Start 34996 End 35162 * - 

Name OJ990528__12 . 0204 . C52 . 06 . ts Method TBLASTX : Soybean 

Start 32465 End 32918 

GI none Score 102 



33244 



Exons 



32465. .32536, 32469.-32534, 32620 .. 32733 , 32 627 . . 32737 , 
32724. .32750, 32823.. 32918 



Seq. No. 33138 Seq. ID 

Gene No. 68723 Strand 

Start 34996 End 

Name OJ990528_12 . 0204 . C52 . 08 . gs Method 

Start 34996 End 

GI none Score 

Exons 34996. .35162 



OJ990528_12.0204.C52 

35162 
GENSCAN 
35162 
.57 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



..,ixeq,* v -No^ 

Gene No-. - 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



33139 Seq. ID OJ990528 

68724 Strand + 

1 End 776 

OJ990528_12.0204 .C53.oI.np Method AAT/NAP 
1 End 776 

2506139 Score 403 

1..185, 295. .551, 724. .776 

COATOMER DELTA SUBUNIT (DELTA-COAT PROTEIN) 
(ARCHAIN) gi| 1314049 |emb|CAA91901| (267962) 
[Oryza sativa] 



12.0204 .C53 



(DELTA-COP) 
archain/delta- 



COP 



_ Seq.. ID_.,OJ9a0.5.28„a2-. ? 02.0A^C53.. 



33X3.9. t __„ ; 

68724 ' Strand- + 

1 End 776 

OJ990528_12.0204 .C53.ol.gp Method AAT/GAP 
60. End 486 

22086_1.R1084 Score 436 

60. .185, 295. .486 

? 2506139/sp| P4 9661 |COPD_ORYSA 3.0e-09 COATOMER DELTA SUBUNIT 
(DELTA-COAT PROTEIN) (DELTA-COP) (ARCHAIN) 

>gi__1314 04 9_emb_CAA91901_ (Z67962) archain/delta-COP [Oryza 
sativa] ' 



Seq. No. 


33139 






Seq. ID 


OJ990528_12.0204. 


C53 


Gene No. 


68724 






Strand 


+ 




Start 


1 






End 


776 




Name 


OJ990528 


_12. 


0204.C53.ol.tm 


Method 


TBLASTX: Maize 




Start 


61 






End 


460 




GI 


none 






Score 


214 




Exons . 


61. . 183, 


. 62. 


..184, 281. .460, 


294 . .449. 






Seq. No.- 


" 33139 ' 






Seq*. ID 


OJ990528' 12.02*04. 


C53 


Gene No. 


68724 






Strand 


+ ''■ > 




Start 


1 






End 


776 




Name 


OJ990528 


_12. 


0204.C53.ol.tc 


Method 


TBLASTX: Cress 




Start 


62 






End 


460 




GI 


none ■ 






Score 


68 




Exons 


62. .121, 


104 


. .184, 294. .449, 


297. .446, 


299. .460 





Seq. No. 33139 

Gene No. 68724 

Start 1 

Name OJ990528 12 . 0204 . C53 . ol . ts 

Start 77 

GI none 
Exons 



Seq. ID OJ990528__12.0204 .C53 

Strand + 

End 776 

Method TBLASTX : Soybean 

End 451 

Score 62 



77. .121, 88. .120, 134. .184, 294. .317, 321. .449, 323. .451, 



33245 



326. .451 



Seq. No. 33139 

Gene No. 68724 

Start 1 

Name OJ990528_12 . 0204 . C53 . ol . gs 

Start 295 

GI none 

Exons 295..4S2 



Seq. ID OJ990528_12.0204.C53 

Strand + 

End 776 

Method GENSCAN 

End 452 

Score .84 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name . ... 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



33140 
68725 
128 

OJ990528__12.0204 .C55.ol.gs 

128 

none 

128. .601, 638. .811 

33141 
68726 
400 

..... pJ99.p528_12,.02^ p.l . .gs.,.. 

none 

400. .640, 647. .762 

33142 
68727 
84 

OJ990528_12.0204 .C58.ol.gs 
84 

none 
84. .280 



Seq. ID OJ990528_12.0204.C55 

Strand + 

End 811 

Method GENSCAN 

End 811 

Score .66 



Seq. ID OJ990528_12.0204.C56 

Strand 

End 7 62 

..Method GENSCAN___ . „ . J __ = „ 

-End—.:, ,7 62, , ; . /' " 

Score .61 - 



Seq. ID OJ990528_12.0204.C58 

Strand + 

End 280 

Method GENSCAN 

End 280 

Score . 6 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. ■ 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



33143 
68728 
1 

OJ990528_12.0204.C59.ol.np 
1 

21693 
1..110, 581. .787. 

(X66012)" cathepsin' B ' [Triticum. aestiviim] 



Seq. ID OJ990528_12.0204.C59 
Strand 

End 787 

Method AAT/NAP 

End 787 

Score 355 



33143 
68728 

1 . 

OJ990528_12.0204 .C59.ol.gp 
224 

LIB34 33-034-P1-K1-B6 
224. .627 

'21698/emb|X66013|TACATHBG 1.0e-13 T.aestivum gene for cathepsin 
B (A116) 1 



Seq. ID * OJ990528_12.0204.C59 

Strand 

End 787 

Method AAT/GAP 

End 627 

Score 760 



Seq. No. 33143 

Gene No. 68729 

Start 701 

Name OJ990528 12 . 0204 . C59 . ol . ts 



Seq. ID OJ990528_12.0204.C59 

Strand 

End 787 

Method TBLASTX : Soybean 



33246 



Start 65 End 787 

GI none Score 57 

Exons 65. .112, 66. .119, 67. .111, 579. .785, 581. .787 



beq. No. 


"3 "3 1 A *3 
J Ji4 J 








Seq. ID 


OJ990528 


_12 . 0204 . C59 


Gene No . 


do /zy 








Strand 






otart 


/ U 1 








17 r-J 


/O / 




Name 


uj y y uo z o 




UZU4 . 


Lo y . oi . tin 


Metnoa 


TBLASTX : 


Maize 














707 

/Of 




GI 


none 








Score 


81 




Exons 


66. .119, 


67. 


.111, 


579. .779, 


579. .776, 


581. .787, 


581. .787 


Seq. No. 


33143 








Seq. ID 


OJ990528 


__12.0204 .C59 


Gene No. 


68729 








Strand 






Start 


701 








End 


787 




Name 


OJ990528 


_12. 


0204 . 


C59.ol.tc 


Method 


TBLASTX: 


Cress 


Start 


66 








End 


787 




GI 


none 








Score 


57 




Exons 


66. .119, 


67. 


.111, 


579. .764, 


579. .758, 


581. .787, 


581. .787 



Seq. No. 33143 Seq. ID 

■Gene^ No^. T __._. ,6872.9 ._...... i ....... i - r . , .^_Strand^_ 

-St'a.r.jL-,.-^,-.^,^- J.Oi:^ ___EnoL 

Name OJ990528_12 . 0204,. C59 ..ol . tw ' Method : 

Start 609 End 

GI none Score 

Exons 609. .785, 610. .786, 611. .787 



OJ990528 12.0204.C59 



TBLASTX: Wheat 

787 

215 



Seq. No. 33143 Seq. ID 

Gene No. 68729 Strand 

Start 701 End 

Name OJ990528_12 . 0204 . C59 . ol . gs Method 

Start 701 End 

GI none Score 

Exons 701 . .761 



OJ990528_12.0204.C59 
787 

GENSCAN 
761 
. 42 



Seq. No. 


33144 








Seq. ID 


OJ990528_12 


0204 


.C63 


Gene No. 


68730 








Strand 








Start 


363 








End 


521 






Name 


OJ990528 12 


.0204 


.C63 


. ol . gs 


Method 


GENSCAN 






Start , 


363.. 








End 


521 






GI 


none 








. Score 


,83 * " " ' 






Exons 


■'363/. 521 .. 
















Seq. No. 


33145 








Seq. ID 


OJ990528_12. 


0204 


C64 


Gene No. 


68731 








Strand 








Start 


1 








End 


762 






Name 


OJ990528 12 


.0204 


.C64 


ol . np 


Method 


AAT/NAP 






Start 


1 








End 


762 






GI 


3970689 








Score 


89 






Exons 


1..74, 342. 


.546, 


738. 


.762 











GI Descrip. (Y18484) (+) -delta-cadinene synthase [Gossypium arboreum] 



Seq. No. 33146- Seq. ID OJ990708_07 . 0204 . CI 

Gene No. 68732 Strand + 

Start 1253 End 2386 

Name OJ990708_07 . 0204 . CI . ol . gs Method GENSCAN 



33247 



Start 


1253 




End 


2386 


GI 


none 




Score 


. 99 


Exons 


1253 . . 2386 








Seq. No. 


33146 




Seq. ID 


OJ990708__07.0204.C1 


Gene No. 


68733 




Strand 


+ 


Start 


o o o r 

338 o 




End 


3968 


Name 


OJ990708 07 . 0204 . CI . o2 


gs 


Method 


GEN SCAN 


Start 


338 6 




End 


3968 


GI 


none 




Score 


. 78 


Exons 


3386.. 3509, 3832.. 3968 








Seq. No. 


O O 1 /IT 

3314 / 




Seq. ID 


OJ990708_07.0204 .C2 


Gene No. 


r O H A 

DO / 34 




Strand 


+ 


Start 


4628 




End 


8582 


Name 


OJ990708 07.0204.C2.o2. 


np 


Method 


AAT/NAP 


Start 


4628 




End 


8582 


GI 


5295955 




Score 


493 


Exons 


4628. .4766, 5868. .6003, 


6542. 


.6655, 7337. .7502, 7534. .7641, 




7690.. 7829, 7908.. 7987, 


8027. 


.8582 




GI Descrip. 


(AB026295) Similar to Epstein 


-Barr virus (EBV) genome. (V01555) 




. . [ Or y z a. , sa t i va. ]. r . r: . _ . _ 


.-. 






Seq. • No.- - 


33147 • - -' 




-Seq. ID 


OJ990708_07; 0204 .02 


Gene No. 


f* O 1 o c 

do /35 




Strand 




Start 


385 




End 


9467 


Name 


OJ990708 07 . 0204 . C2 . ol . 


gs 


Method 


GENSCAN 


Start 


385 




End 


9467 


GI 


none 




Score 


.5 


Exons 


OpC A Q O c HHAH TQOO 
Jt)J. . fl^JJ, / / 4 / . . / OJi; 


/ y _ h. . . < 


3038, 8459. .8509, 9379. .9467 


Seq. No. 


33147 




Seq. ID 


OJ990708__07 . 0204 .C2 


Gene No. 


68735 




Strand 




Start 


385 




End 


9467 


Name 


OJ990708 07.0204.C2.ol. 


np 


Method 


AAT/NAP 


Start 


388 




End 


4935 


GI 


4680179 




Score 


6764 


Exons 


388. .4935 








GI Descrip. 


(AF111709) polyprotein 


[Oryza 


sativa subsp. indica] 


Seq. No. 


33147 




Seq. ID 


OJ990708_07.0204.C2 


Gene No. 


68735 " ' 




Strand" 




Start 


385 




End , 


9*4 6.7 ? . - . - 


Name 


OJ990708 07.0204.C2.'o7. 


tm 


Method 


TBLASTX: Maize 


Start 


412 




End 


624 


GI 


none 




Score 


206 


Exons 


412. .624 








Seq. No. 


33147 




Seq. ID 


OJ990708__07.0204.C2 


Gene No. 


68735 




Strand 




OtalL 


385 




End 


9467 


Name 


OJ990708 07.0204.C2.o6. 


tw 


Method 


TBLASTX: Wheat 


Start 


433 




End 


766 


GI 


none 




Score 


107 


Exons 


433. .765, 434. .766 








Seq. No. 


33147 




Seq. ID 


OJ990708_07.0204.C2 



33248 



# • 

Gene No. 68735 Strand 

Start 385 End 9467 

Name OJ990708_07 . 0204 . C2 . ol . tm Method TBLASTX: Maize 

Start 625 * End 1212 

GI none Score 162 

Exons 625. .1053, 626. .886, 956. .1048, 1051. .1212, 1058. .1204, 
.1060. .1206 

Seq. No. 33147 Seq. ID OJ990708__07 . 0204 . C2 

Gene No. 68735 Strand 

Start' 385 End 9467 

Name OJ990708_07 . 0204 . C2 . ol . tw Method TBLASTX : Wheat 

Start 766 End 1392 

GI none Score 379 

Exons 766.. 1392, 767.. 1390 

Seq. No. 33147 Seq. ID OJ990708_07 . 0204 . C2 

Gene No. 68735 Strand 

Start 385 End 9467 

Name OJ990708_07 . 0204 . C2 . o4 . tm Method TBLASTX : Maize 

Start 1261 End 1552 

. GI_„ L . ..^ none . ,. - . --^ .Score.. .257. ..... , 

_Exnris„,^„_-_^Z(^ 



Seq. No. 33147 Seq. ID OJ990708_07 . 0204 . C2 

Gene No. 68735 Strand 

Start 385 End 9467 

Name OJ990708_07 . 0204 . C2 . o2 . ts Method TBLASTX : Soybean 

Start 1351 End 1611 

GI none Score 164 

Exons 1351.. 1611, 1352.. 1606 

Seq. No. 33147 Seq. ID OJ990708J37 . 0204 . C2 

Gene No. 68735 Strand 

Start 385 End 9467 

Name OJ990708_07 . 0204 . C2 . ol . tc Method TBLASTX : Cress 

Start 1375 End . . 1692 

GI none Score 92 

Exons 1375. .1518, 1376. .1516, 1519. .1692 

Seq. No. 33147. . Seq. ID OJ9907 08_07 . 0204 . C2 

Gene No, 68735 , " Strand . - 

Start. 385. \ *•'. "■ 'End "... '''9467 

Name OJ990708_07 . 0204 . C2 . o3 . tw Method TBLASTX : Wheat ' 

Start 1399 End 1878 

GI none Score 261 

Exons 1399. .1878, 1400. .1654, 1435. .1845 

Seq. No. 33147 Seq. ID- OJ990708_07 . 0204 . C2 

Gene No. 68735 Strand 

Start 385 End 9467 

Name OJ9907 08_07 . 0204 . C2 . o2 . tw Method TBLASTX : Wheat 

Start 1882 End 2391 

GI none Score 262 

Exons 1882.. 2391, 1969.. 2349, 1973.. 2383 

Seq. No. 33147 Seq. ID OJ990708_07 . 0204 . C2 



33249 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



68735 
385 

.OJ990708_07. 
1956 
none 

1956. .2279, 

33147 
68735 
385 

OJ990708J37. 

2140 

none 

2140. .2385 



0204 .C2.o2 . tm 



1966. .2319, 1973. 



0204 .C2.o3.ts 



Strand 
End 

Method 
End 
Score 
.2317 



9467 

TBLASTX: Maize 

2319 

238 



Seq. ID OJ990708_07.0204.C2 
Strand 

End 9467 

Method TBLASTX: Soybean 

End 2385 

Score 209 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

. Exons „. : 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



33147 
68735 
385 

OJ990708_07. 

2356 

none 

.23 5 6. ..2691, 

-3314 7 ' - 
68735 
385 

OJ990708_07. 

2392 

none 

2392. .2694, 

33147 
68735 
385 

OJ990708_07. 

2407 

none 

2407. .2766, 
2774 . .2800 



0204 .C2.o3.tm 



Seq. ID OJ990708_07.0204 .C2 
Strand 

End 9467 

Method TBLASTX : Mai ze 

End 2856 

Score 39 



24.02,. ,24 49, : 24 74 ..,.,2 605,,., 2 677 . .2856,. 



0204 .C2.o5.tw 



Seq. - 'ID- OJ990708_07.0204.C2- 
Strand 

End 9467 

Method TBLASTX : Wheat 

End 2694 

Score 243 



2393. .2665, 2401. .2691, 2616. .2693 



0204.C2.ol.ts 
2408. .2674, 2437, 



Seq. ID OJ990708_07.0204.C2 
Strand 

End 9467 

Method TBLASTX : Soybean 

End 2802 

Score 171 

.2754, 2619. .2759, 2770. .2802, 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



33147 . 
68735 
385 ' 

OJ990708JD7. 

2743 

none 

2743. .3225, 

33147 
68735 
385 

OJ990708_07. 

2875 

none 

2875. .3189 



0204 .C2.o4 . tw 



2786. .3121 



0204.C2.o4.ts 



Seq. ID OJ990708_07.0204,C2. 
Strand 

End ■ 94 67 
Method ' TBLASTX: Wheat 
End 3225 
Score 271 



Seq. ID OJ990708_07.0204.C2 
Strand 

End 9467 

Method TBLASTX : Soybean 

End 3189 

Score 183 



Seq. No. 



33147 



Seq. ID OJ990708_07 . 0204 . C2 



33250 




Gene No. 


68735 








Strand 






Start 










End 


A A 

94 67 




Name 


OJ990708 07 


. 0204 


. C2 . o5 


tm 


Method 


TBLASTX : 


Maize 


Start 


2924 








End 


3213 




GI 


none 








Score 


174 




Exons 


z9z 4 . .olio, 


z9zo 


. . JZl j 










Seq. No. 


33147 








Seq. ID 


OJ990708 


_07.0204.C2 


Gene No. 


68735 








Strand 






btart 










End 


9467 




Name 


(jjyyu /Uo U / 


a 0 a a 
.0204 


. Cz . Oo . 


tw 


Method 


TBLASTX: 


Wheat 


Start 


"3 a a a 
J4 00 








End 


3801 




GI 


none 








Score 


54 




Exons 


j^UU . . OO / 0 , 


j4 Jl 




.3 4 O 1 . 


.3540, 3577.. 3801, 


*3 "7 O ^7 

ODOO . . 51 ol 


Seq. No. 


33147 








Seq. ID 


OJ990708 


_07.0204.C2 


Gene No. 


68735. 








Strand 






Start 


00 b 








End 


a a r n 

94 6 / 




Name 


/^TAAATAO A "7 

OJ 990 /0o 07 


A A A /I 

.0204 


. C2 . 08 . 


tm 


Method 


TBLASTX: 


Maize 


Start 


^ a on 
o4 0 / 








End 


3763 . 




GI 


• none 








Score 


78 




Exons . 


o4 y / ..... j i bZ f 


O /T /" O 


O *7 /" O 
. . J /-Dp 








----- - 


Seq. No . ■ 


33147 - 


"*"*'- — ""* ; ~ 






Seq.' ID- 


OJ990708 


_07.0204.C2 


Gene No. 


68735 








Strand 






Start 










End 


9467 




Name 


OJ990708 07 


A O A A 

. 0204 


. C2 . 06 . 


tm 


Method 


TBLASTX: 


Maize 


Start 


4 129 








End 


4461 




GI 


none 








Score 


109 




Exons 


41z9 . . 44ol, 


4z / 4 


. 44 JO 










Seq. No. 


33147 








Seq. ID 


OJ990708 


_07.0204.C2 


Gene No. 


68735 








Strand 






btart 


JOJ 








End 


9467 




Name 


^taaatao n t 
OJ 990 / Ob 0 / 


A O A /I 

.0204 


C2 . 07 . 


tw 


Method 


TBLASTX: 


Wheat 


Start 


a "3 yi 0 
4 J4 Z 








End 


4722 




bl 


none 








Score 


141 




Exons 


4 .34 Z . . 4 / ZZ , 


yfl O /l O 

4 0 4 O 


/I T A O 

. 4 / UZ 










Seq. No. 


33148 








Seq. ID 


OJ990708 


07 . 0204 . C3 


Gene No . 


68736 








.Strand 


+ 




Start 


509 








End 


7165 




Name'' 


. OJ990708 0.7 


0204;. 


**C3,ol". 


gs 


Method 


GENSCAN* 




C \ 1 v-4- 

btart 


509 








End 


•71'65 ' 






none 








Score 


.8 




Exons 


509. .597, 731. ,8£ 


il, 991 


. . 1076, 


2050. .2119, 2216 


. .2311, 




3018. .3221, 


3288. 


. 3371, 


3459. . 


3655, 4120. .4473, 


4 526 . . 5307 , 




5574 . .5755, 


5859. 


. 6069, 


6284 . . 


6521, 6617.. 6770, 


6983 . . 7165 


Seq. No. 


.33148 








Seq. ID 


OJ990708 


_07. 0204 ,C3 


Gene No. 


68737 








Strand 


+ 




Start 


9074 








End 


17490 




Name 


OJ990708 07, 


0204. 


C3.ol. 


np 


Method 


AAT/NAP 




Start 


9047 






End 


17490 




GI 


6686398 








Score 


2443 





Exons 9047. .10319, 104 4 3 .. 10630 , 10882 .. 1 1010, 11095 11305, 

11406. .11643, 11735. .11885, 11972 .. 1227 6, 13938 .. 15127 , 



33251 



! 



GI Descrip. 



15823. . 15960, 16012 .. 16202, 16315 . . 16525, 16629 .. 16866, 
16959. . 17109, 17191.. 17490 

(AC007234) F1E22.15 [Arabidopsis thaliana] 



Seq. No. 33148 Seq. ID 

Gene No. 68737 Strand 

Start 9074 End 

Name OJ990708_07 . 0204 . C3 . o3 . gs Method 

Start 9074 End 

GI none Score 
Exons 



OJ990708_07.0204 .C3 
+ 

17490 
GENSCAN 
17275 
.74 



9074.. 10328, 10650 10751 , 10829 .. 11010, 11095 .. 11305, 
11460. . 11643, 11735. .11822, 11972 .. 12244 , 12601 .. 13026, 
13096. .13457, 138 60 .. 15091 , 16021 .. 16202 , 16315 .. 16525, 
16716. .16866, 17191.. 17275 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

.Exons.. , 



GI Descrip. 



33148 
68738 
25536 

OJ990708_07 . 0204 . C3 . o3 . np 

25536 

6016874 



Seq. ID 
Strand 
End 

Method 
End 

Score 

255.36. . 25614, .25,698. .25835,. .25900..... 2613.2, ....2 6523 ... 26682,.. 

2.7 07 6. .,..2 ^255^213.13. ^2Z112.^aBXBB. . 2 815.8-,,. ,3.0,2.6X^.0252^ _ 
(AP000570)- ESTs C19143 (El 0020)-, D25076 (R3116) correspond to a- 
region of the predicted gene.; Similar to putative AC9 
transposase. (P03010) [Oryza sativa] 



OJ990708_07.0204.C3 
+ 

31881 
AAT/NAP 
30292 
2231 



Seq. No. 33148 Seq. ID 

Gene No. 68738 Strand 

Start 25536 End 

Name OJ990708_07 . 0204 . C3 . o5 . gs Method 

Start 25536 End 

GI none Score 

Exons 25536. .25614, 25698 .. 25835, 

27256. .27712, 28188.. 28371 



0204 .C3 



OJ990708J)7. 
+ 

31881 
GENSCAN 
28371 
. 64 

25900. .26132, 26523 .. 26682, 



Seq. No. 
Gene No. 
Start 
Name 
Start . 
.GI * 
Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



33148 Seq. ID OJ990708_07 . 0204 . C3 

68738 Strand + 

25536 End 31881 

OJ990708_07.0204 .C3.o2.gp Method AAT/GAP 

26225 .... End 267.33 

uC-osf Icypll0c07bl . ' Score '970 

262.25. .26733 • ' ' - , ' . ' " . ^ 

, 4680178/gbiAF111709.1|AF111709 5 . Oe-81 ' Oryza sativa subsp. 

indica Retrosat 1 retrotransposon and Ty3-Gypsy type Retrosat 2 

retrotransposon, complete sequences; and unknown genes' 



33148 Seq. ID 

68738 Strand 

25536 End 

OJ990708_07.0204 .C3.o6.gs Method 

30011 End 

none Score 

30011. .30209, 31868. .31881 



OJ990708_07.0204.C3 
+ 

31881 
GENSCAN 
31881 
. 64 



Seq. No. 
Gene No. 



33148 
68738 



Seq. ID OJ990708_07 .0204 .C3 
Strand + 



33252 



Start 25536 End 31881 

Name OJ990708_07 . 0204 . C3 . o4 . np Method AAT/NAP 

Start 31304 J End 31753 

GI 6069646 Score 412 

Exons 31304 . .31753 

GI Descrip. (AP000616) similar to putative reverse transcriptase (AC005315) 
[Oryza sativa] gi | 69071 12 | dbj | BAA90639 . 1 | (AP001129) Similar to 
Arabidopsis thaliana chromosome II BAC F9013 genomic sequence, 
putative non-LTR retroelement reverse transcriptase. (AC006248) 
[Oryza sativa] 



Seq. No. 33148 
Gene No. 68739 
Start 33441 

Name OJ990708JD7 . 0204 . C3 . o7 . gs 

Start 33441 

GI none 

Exons 33441. .33609, 34630 

36516. .36635, 36982 
39062. .39255, 39360 



Seq. ID OJ990708_07.0204.C3 
Strand + 
End 41136 
Method GENSCAN 
End 39870 
Score .76 ' 
34771, 35612. .35762, 36018 .. 3638 6, 
37025, 37906. .38003, 38370 .. 38413, 
39870 



, Seq -_ r ,Np^ '.^ . 

Start ■ - • - 

Name 

Start 

GI 

Exons 

GI Descrip. 



,33148 ..... ^ _ r .. ^ - Seq. . ID 

iq^^^.^-...^ r . w ^^^Str.andJ* 

33-4 41 - -End * ■ - 

OJ990708_07 . 0204 . C3 . o3 . gp Method 

36815 End 

3106943 Score 

36815. .37014 

1019378/dbj | D17785 | RICNH4 621 1.0e-104 Rice DNA for U3 small 
nuclear RNA, partial sequence 



. PJ?90108„ 07 ..02O4_CA 

r/ ^± .^r—^ 

41136 : - 

AAT/GAP 

37014 

374 



Seq. No. 


33148 


Seq. ID 


OJ990708_07. 


0204 


C3 


Gene No. 


68739 


Strand 


+ 






Start 


33441 


End 


41136 






Name 


OJ990708 07.0204.C3.o4.gp 


Method 


AAT/GAP 






Start 


38202 


End 


38402 






GI 


3106943 


Score 


299 






Exons 


38202.. 38402 










GI Descrip. 


1019378/dbj | D17785IRICNH4 621 


1.0e-104 


Rice DNA for 


U3 small 




nuclear RNA, partial sequence 








Seq. No. 


33148 


Seq. ID 


OJ?90708_07. 


0204'. 


C3 


Gene No. 


68739 • 


Strand 








Start 


33441 


End 


41136 






Name 


OJ990708 07.0204 .C3.o5.np 


Method 


AAT/NAP 






Start 


39023 


End 


41136 






GI 


3269281 


Score 


560 






Exons 


39023. .39906, 41073.. 41136 










GI Descrip. 


(AL030978) putative protein 


[Arabidopsis thaliana] 






Seq. No. 


33148 


Seq. ID 


OJ990708_07. 


0204. 


C3 


Gene No. 


68740 


Strand 


+ 






Start 


57167 


End 


62845 






Name 


OJ990708 07.0204 .C3.o9.np 


Method 


AAT/NAP 






Start 


57167 


End 


62845 






GI 


6562752 


Score 


82 






Exons 


57167. .57193, 59859 .. 6024 5, 


62798. .62845 







33253 




GI Descrip. (AL035475) hypothetical protein, MAL4P2.50 [Plasmodium 
falciparum] 



Seq. No. 


33148 


Seq. ID 


OJ990708_ 


_07.0204 


.C3 


Gene No. 


68741 


Strand 








Start 


240 


End 


550 






Name 


OJ990708 07.0204.C3.ol.gp 


Method 


AAT/GAP 






Start 


240 


End 


550 






GI 


LIB3432-020-P1-K1-H1 


Score 


543 






Exons 


240. .550 










GI Descrip 


. T 2735017 1.0e-40 (U82481) KI domain interacting 


kinase 


1 [Ze 




mays] 1 










Seq. No. 


33148 


Seq. ID 


OJ990708_ 


_07 . 0204 


.C3 


Gene No. 


68742 


Strand 








Start 


7396 


End 


8781 






Name 


OJ990708 07.0204.C3.o2.gs 


Method 


GEN SCAN 






Start 


7396 


End 


8781 






GI 


none 


Score 


.95 






Exons 


7396. .7477, 7847. .8017, 8723. .8781 








..S.eg T . . No..,..,, 


..3.31.4.8.-..- ■. _. . 


Seg . „ ID., 


OJ9 907JDJL 


: Q_7, V 02_04 




JGene^No.*^.. 


ZZ&ZaX^ZZZZIZZZZ.Z, zzz 


.•,_„„SJtxand.. 








Start- 


18547 - - • - - ----- - - - 


- - End 


-2-6034 - 


■ * " - " - ■ ~ 




Name 


OJ990708 07.0204.C3.o4.gs 


Method 


GENSCAN 






Start 


18547 


End 


24307 






GI 


none 


Score 


.62 






Exons 


18547. .18868, 19108 19294, 


21086. .21135, 22093. 


.22235, 






22379. .22432, 22594 22659, 


23099. .23203, 23312. 


.'23819, 






23940. .24307 










Seq. No. 


33148 


Seq. ID 


OJ990708_ 


07.0204 


.C3 


Gene No . 


68743 


Strand 








Start 


18547 


End 


26034 






Name 


OJ990708 07.0204.C3.o2.np 


Method 


AAT/NAP 






Start 


22092 


End 


26034 






GI 


4508068 


Score 


264 






Exons 


22092. .22235, 22588 2265-9, 


22843. .22908, 23099. 


.23158, 






25509. .25550, 25993.. 26034 










GI Descrip. 


(AC005882) 3063 [Arabidopsi 


s thaliana] 








Seq. No.. 


33148 ' ' : " 


Seq. ID 


OJ990708_ 


07.0204 


.C3" * 


Gene ISfo. •. 


68744.' ' . . * - 


Strand 








Start 


41476 ' 


End 


42925 






Name 


OJ990708 07.0204.C3.o8.gs 


Method 


GENSCAN 






Start 


41476 


End 


42925 






GI 


none 


Score 


.78 






Exons 


41476. .41526, 41S41 .. 41617, 


42085. .42337, 42905. 


.42925 




Seq. No. 


33148 


Seq. ID 


OJ990708_ 


07.0204 


.C3 


Gene No . 


68745 


Strand 








Start 


44021 


End 


45510 






Name 


OJ990708 07.0204.C3.o5.gp 


Method 


AAT/GAP 






Start 


43841 


End 


44308 






GI 


76282 1.R1084 


Score 


852 






Exons 


43841. .44308 










GI Descrip. 


M262149/gb|AAD14449| 7 . Oe- 


17 (AC005275) putative xyloglucan 



33254 




endotransglycosylase [Arabidopsis thaliana] ' 



oeq. lno . 


33148 


Seq. ID 


OJ990708 


_07.0204.C3 


Gene No. 


68745 


Strand 






Start 


44021 


End 


45510 




Name 


OJ990708 07.0204.C3.o6.np 


Method 


AAT/NAP 




btart 


44015 


End 


45480 




C T 


4262149 


Score 


787 




Exons 


44015. .44176, 44210 .. 44392, 


44468. .44 


719, 45093 


. .45193, 




45312. .45480 








GI Descrip. 


(AC005275) putative xyloglucan endotransglycosylase [Arabidopsis 




thaliana] 








beq . NO . 


33148 


Seq. ID 


OJ990708 


_07.0204.C3 


Lrene jno . 


68745 


Strand 








44021 


End 


45510 




Name 


OJ990708 07.0204.C3.o9.gs 


Method 


GENSCAN 




btart 


44021 


End 


45471 






none 


Score 


. 62 




Exons 


44021. .44736, 45089. .45193, 


45312. .45471 




„Secj. .No, 


. 3.314.8. „ . . . ...... 


_. ? ... Seq.._..ID. 


,_OJ??0708 


J) 7. .02,0 4^3^ 


. G.ene_JSfa..._. . 


_6 .8-74,5,,. _ _ -.^.;..- r _ ; _ 


^...JStxand. . 






bcaru 


■ 44021 • - • • - - - 


• -End - 


■45510 • ■■■ 




Name 


OJ990708 07.0204.C3.o6.gp 


Method 


AAT/GAP 




btart 


44421 


End 


45510 






71813 1.R1084 


Score 


1010 




Exons 


44421. .44719, 45093 .. 45193, 


45312. .45510 




GI Descrip. 


1 601684 5/dbj | AP000570 . 1 | AP000570 6.0e- 


-28 Oryza 


sativa genomic 




DNA, chromosome 1, clone : P07 11E10 % 






beq . 1NO . 


33148 


Seq. ID 


OJ990708 


_07.0204.C3 


Gene No . 


68746 


Strand 






bear u 


46992 


End 


49579 




Name 


OJ990708 07.0204.C3.ol0.gs 


Method 


GENSCAN 




b tart 


46992 


End 


49579 






none 


Score 


. 69 




Exons 


" 46992. .47074, 47198. .47228, 


48934. .49178, 49507 


.'.49579 


Seq. No. 


33148 


Seq. ID 


OJ990708_ 


_07.0204.C3 


Gene. No . . 


. 68747 


Strand . 








. 50518 


. End 


59202 




Name ■ ■ .■ . 


GJ99070'8- 07;0203.C3.o7.np 


Method '. 


AAT'/tiAP ' 




otart 


50518 ' 


End 


53694 




bl 


3152576 


Score 


608 ' 




Exons 


50518. .50856, 50920 51778 , 


53314 . .53694 




GI Descrip. 


(AC002986) Similar to liver- 


-specific transport protein gb|L27651 




from Rattus norviegicus ."^-[Arabidopsis 


thaliana] 




Seq. No. 


33148 


Seq. ID 


OJ990708_ 


_07.0204.C3 


Gene No. 


68747 


Strand 






Start 


50518 


End 


59202 




Name 


OJ990708 07.0204.C3.oll.gs 


Method 


GENSCAN 




Start 


50538 


End 


59202 




GI 


none 


Score 


.5 




Exons 


50538. .5085 6, 50926 . . 51778 , 


53314 . .53793, 53915 


> .54006, 




55470. .55660, 55837 .. 55960, 


56178. .56391, 56489 


. .56648, 



33255 




57351. .57551, 57736 .. 57 902 , 59082.. 59202 



oeq . jno . 


OQI y| Q 
J jl-tO 


beq. iu 


ojyyu/ub u/.uzU4.C3 


Gene No. 


DO /4 / 


Strand 






DUO 10 


bnd 


59202 


Name 


ujyyu / uo u / . u.tU4 . lj . oo . gp 


Method 


AAT / GAP 


b tar c 


du y o z 




ri O n D 


(~1 T 
OX 


jOO j J / 


Score 


OO / 


Exons 








Seq. No. 


33148 


Seq. ID 


OJ990708_07.0204.C3 


Gene No. 


68747 


Strand 




OLdl L 


50518 


End 


o yzuz 


Name 


OJ990708 07.0204.C3.o9.gp 


Method 


AAi /bAr 


Qf- 3 Y-t- 
O L. ai L 


53625 


End 


JJ / JO 




uC-osflM202039g09bl 


Score 


I/O 


L ' /"V V\ O 


53625. .53758 






Lj± uescnp. 


' 601684 5/dbj I AP000570 . 1 | AP000570 6.0e 


-28 Oryza sativa genomi 




DNA, chromosome 1, clone : P0711E10 1 


■Seq. No. 


33148 


Seq. ID 


OJ990708_07.0204.C3 


.Gene ..No ... .... _ 


, -6874.7..^,: ....... ... 


....Strand. . 




r O.UaIX. „. .^..^ 




7 5.9£dz7.77.[77. . ,7 7". 7.'. ' 


Name - 


■ OJ990708 - 07 : 0204. C3';o8.-np - 


- • Method ■ 


AAT /NAP- - - 


b cart 


55744 


' End 


59199 




1332411 


Score 


455 


Exons 


55744. .55960, 56181 56361, 


56477. .56648, 57351 .. 57551 , 




57736. .57902, 59082. .59199 






GI Descrip. 


(D85102) dihydroflavonol 4-reductase 


[Rosa hybrida] 


Qarr XT ^ 

oeq. LN o . 


33148 


Seq. ID 


OJ990708_07.0204.C3 


bene ino . 


68748 


Strand 






61312 


End 


62579 


Name 


OJ990708 07.0204.C3.ol2.gs 


Method 


GENSCAN 


Of -a >-+- 


61312 


End 


62579 




none 


Score 


.83 


Exons 


61312. .61427, 62405. . 6257 9 






O c q . IN O . 


33148 


Seq. ID 


OJ990708_07.0204.C3 




68749 


Strand 




Of nrf 


62526 


.End 


6284 5. ....... . 


Name 


OJ990708 07.0204.C3'.ol.ts 


Method 


TBLASTX: Soybean 


■Qt- ^ r-f 
OLdl 


355 , . , : { ' * 


End _ 


■17417- ' 




none * 


■ Score 


268 




355. .594, 365. .571, 731. .838 


, 732. .833, 990. .1211, 991. .1215, 




1201.. 1293, 5722.. 5769, 5856 


..6041, 5i 


386. .6011, 5917. .6051, 




5917. .6033, 5918. .6040, 6045 


..6080, 6274. .6519, 6277. .6519, 




6309.. 6521, 6617.. 6736, 6618 


..6719, 6620. .6721, 6862. .7077, 




6866. .7165, 10978 .. 11010, 11056 1127 1 , 110 92 .. 11277 , 




11094. .1127 6, 11384. .11614, 


11389. . 1164 0, 11735. .11842, 




11736. .11837, 11738. .11845, 


11960. .12226, 11962. .12165, 




16170. .16202, 16312. .16491, 


16315. .164 97, 16374. .164 96, 




16501. .16533, 16613. .168 64, 


16613. .16E 


i40, 16627. .16863, 




16933. .17055, 16959. .17063, 


16959. .17054, 17179 174 12, 




1720k:. .17417 






Seq. No. 


33148 


Seq. ID 


OJ990708_07.0204.C3 



33256 



Gene No. 6874 9 

Start 62526 

Name OJ990708_07 . 0204 . C3 . ol . tm 

Start 376 
GI none 

Exons 376.. 546, 377.. 574, 731.. 871 

1065. .1157, 1141. .1194, 5722 
6298.. 6519, 6298.. 6480, 6300 
6618. .6713, 6865. .7047, 6866 
11092. .11361, 11094 . .11216, 
11735. .11875, 11736. .1187 9, 
16095. .16202, 16315 .. 1 6524 , 
16646. .16864, 16648 .. 16866, 
16964. .17077, 17175 17357, 



Strand 
End 

Method 

End 

Score 



62845 

TBLASTX: Maize 

17370 

243 



732. .893, 961. .1155, 990. .1034, 
.5757, 5856. .6092, 5915. .6064, 
.6518, 6306. .6521, 6617. .6724, 
.7048, 10903. .11010, 10958 .. 1101 1 , 
11398. .11643, 11411. .11620, 
11960. .12154, 11971. .12153, 
16365. .16520, 16645 16866, 
16959. .17081, 16960. .17061, 
17179. .17370 



Seq. No. 33148 

Gene No. 68749 

Start 62526 

Name OJ990708_07 . 0204 . C3 . o3 . tw 

Start 377 

GI none 
Exons ..... 



Seq. ID OJ990708_07.0204 .C3 
Strand 

End 62845 

Method TBLASTX : Wheat 

End 16690 

Score 59 



377.. .421, ..5856. .60.7.4, .5915. . 607 6, ..626.5. ..634.5 ,„ .110.92 ... 112E 6., _ . 

ai-0_94;_.113iz / „.ajL35;8,.„.-lli,6.6.^ ±ii9S^.jXLSj^S£293^1l£^Z f 

16315. .16524, 16622 . rl 6690 ' - - ' : " ~ 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



33148 
68749 
62526 

OJ990708_07.0204 .C3.ol.tc 

379 

none 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990708_07.0204.C3 
62845 

TBLASTX: Cress 
17418 
249 

379..S49, 380. .574, 397. .597, 425. .592, 734. .838, 735. .839, 
976. .1203, 5856. .6068, 5915. .6067, 6220. .6519, 6343.-6522, 
6344.-6523, 6617. .6709, 6620. .6724, 6621. .6740, 6866. .7123, 
6937.. 7059, 10870 .. 11010, 10929 .. 11009, 11092 .. 1128 6, 
11094. .11222, 11164 .. 11310, 11399. .11620, 11428 . . 11640, 
11738. .11842, 11739. .11843, 11942 .. 121 69, 16062. .16202, 
16315. .16524, 16365 . . 1 64 54 , 16622 .. 16864, 16636 .. 16866, 
16648. .16863, 16963 .. 17055, 1 6965 .. 170 66, 17200 .. 174 18 , 
17265. .17402 



Seq. No. 
Gene • No. 
Start- 
Name 
Start 
GI 

Exons 



33148' 

68749 ' . • 
62526 ' 

OJ990708_07.0204 .C3.ol.tw 

422 

none 



Seq. ID. OJ990708_07.0204 .C3 
' Strand • - 
End 62845 
Method TBLASTX : Wheat 
End 17109 
Score 208 



422.. 574, 424. .594, 425. .595, 477.-596, 731. .838, 732.. 
6346. .6519, 6348. .6518, 6617. .6724, 6618. .6740, 11468.. 
11470. .11640, 11471. . 11641, 11735 .. 11857 , 11736 .. 11885 , 
11954 . .12013, 16691. .16864, 1 6693 .. 168 63, 16694 .. 168 64 , 
16959. .17090, 16960. .17109 



842, 
11620, 



Seq. No. 33148 Seq. ID 

Gene No. 68749 Strand 

Start 62526 End 

Name OJ990708 07 . 0204 . C3 . 06 . tw Method 



OJ990708_07.0204.C3 
62845 

TBLASTX: Wheat 



33257 



Start 
GI 

Exons 



976 End 17396 

none Score 171 

976. .1152, 991. .1194, 1071. .1193, 6866. .7069, 6943. .7071, 

12014. .12169, 17191. .17394, 17268. .17396 



Seq. No. 33148 

Gene No. 68749 

Start 62526 

Name OJ990708_07 . 0204 . C3 . 08 . tm 

Start 3093 

GI none 
Exons 



Seq. ID OJ990708_07.0204 .C3 
Strand 

End 62845 

Method TBLASTX: Maize 

End 27673 

Score 60 



3093. .3137, 3141. .3209, 3174. .3371, 3200. .3370, 3287. .3373, 
3340. .3372, 3449. .3502, 3450. .3500, 27557. .27673 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

!:li, w S.e.q_Na.. 
'Gene No. 
Start 
Name 
Start 
GI 

Exons 



33148 
68749 
62526 

OJ990708_07.0204.C3.o8.ts 

3222 

none 

3222. .3404, 3224. .3361, 3450. 

.._...3ai r 4a ....... — 



Hi 

fi! 

o 



m 
o 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



68749" - 
62526 

OJ990708_07. 0204 .C3.o4 . tm 

4264 

none 

4264. .4389, 4265. .4393, 4271. 
4481. .4507, 4536. .4646, 9274. 
9297. .9335, 9322. .9402, 9404. 
9635.. 9700, 9637.. 9696, 14041 
14431. .14523, 14446. .14493 

33148 
68749 
62526 

OJ9907 08_07.0204.C3.b3.tc 

4265 

none 



Seq. ID OJ990708_07.0204 .C3 
Strand 

End 62845 
Method TBLASTX : Soybean 
End 3482 
Score 176 
.3482 

jsBq.JlbV.-G.^ 

Strand " - ' * - - 

End 62845 

Method TBLASTX: Maize 

End 14523 

Score 154 
.4393, 4442. .4483, 4456 
.9357, 9278.. 9454, 9280 
.9652, 9425.. 9610, 9463 
. .14439, 14049. .14417, 



4506, 
9333, 
9630, 



Seq. ID OJ990708_07.0204 .C3 
Strand 

End 62845 

Method TBLASTX : Cress 

End 14814 

Score 68 



.4265. .4381, 4442. .4513, 4563. ..4625, 4647. .4715, 47.91-. . 4 931 , 

4956. .4982, 9146. .'9295, '9286. .9369, 9287.. 9433, 9434.. 9544, ' 
. 9-455.. 9544, 9590... 965-1, 9607 .. 9690,. 13978 .. 1*208 k 14254-. . 14 34 6,' 

' 14298*. '.14345, 14380 .. 1451 1 , 14403 . .14513, 14 629 . . 147 69, 
14767. .14814 



Seq. No. 33148 Seq. ID 

Gene No. 68749 Strand 

Start 62526 End 

Name OJ9907 08_07 . 0204 . C3 . o7 . ts Method 

Start 4265 End 

GI none Score 
Exons 



OJ990708_07.0204.C3 
62845 

TBLASTX : Soybean 

14427 

119 



4265. .4381, 9134. .9244, 9282. .9323, 9284. .9385, 9344. .9424, 
94 97. .9631, 94 99. .9627, - 13969 .. 14 034 , 14 014 14274 , 
14 04 4.. 14 118, 14292.. 14423, 142 93.. 14 427 



Seq. No. 



33148 



Seq. ID OJ990708_07.0204.C3 



33258 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



68749 Strand 
62526 End 
OJ990708_07 . 0204 . C3 . o4 . tw Method 
4 651 End 
none Score 
4651. .4704, 53493. .53645, 53498. .53644 



62845 

TBLASTX: Wheat 

53645 

172 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



33148 
68749 
62526 

OJ990708_07.0204 .C3.o9. tm 
5041 



OJ990708 07. 0204. C3 



62845 

TBLASTX: Maize 

15078 

226 



Seq. ID 
Strand 
End 

Method 
End - 

none Score 
5041. .5184, 5043. .5198, 5056. .5211, 5057. .5200, 5187. .5261, 
5202. .5246, 5203. .5262, 10081 .. 10227 , 10082 .. 10228 , 
10114. .10233, 10116. .10232, 10215 10283 , 10229 .. 10282 , 
10240. .10287, 10240. .10287, 14876. . 15010, 14879 .. 15007 , 
14880. .15032, 14880 .. 15008 , 14881 .. 15036, 1488 1 .. 15027 , 
14998. .15078, 15009 .. 15068 , 15025. .15078 



■,f!';'- 



Seq. No. 33148 

Gene, No,.. ..... ... 6874^9, ^ .... 

_ .Start., ^_^.£252.6r,_ll_. 1 ZZ-.l 

Name " ' OJ99'0708_07 . 0204". C3 . o7 . tm 
Start 25884 
GI none 

Exons 25884. .25970, 25955 .. 26164 , 

26292.. 26330 



Seq. ID OJ990708_07.0204 . C3 

.Strand - . ™ iJr -=_. 

.^.End^^^^eZSlS-.^ZZ^.^J 1- 

Method ' TBLASTX: Maize-" - : 
End 26330 
Score 69 
25956. .26204, 2624 1 .. 26297 , 



Seq. No. 33148 

Gene No. 68749 

Start 62526 

Name OJ990708_07 . 0204 . C3 . olO . tm 

Start 26424 

GI none 

Exons 26424 . .26498, 2 6511 .. 2 6738 , 

Seq. No. 33148 

Gene No. 68749 

Start 62526 

Name. . . . OJ990708_07 . 0204 . C3 .ol2 . tm 

Start 26943 * - 

Gl ' none : 

Exons" 26943. .27224', 2 6954. . 27295 , 

Seq. No. 33148. 

Gene No. 68749 

Start 62526 

Name OJ990708_07 . 0204 . C3 . o3 . tm 

Start 39043 

GI none 

Exons 39043. . 39327, 3904 4 .. 39322 , 
39384. .39491, 39396. .39488 



Seq. ID OJ990708_07.0204.C3 
Strand 

End 62845 

Method TBLASTX : Maize 

End 26738 

Score 65 
26519.. 26737 - 

Seq. ID OJ990708_07.0204.C3 
Strand 

End 62845 
.Method . TBLASTX: Maize 
End 27427 
Score .2311 
27 338.. 27 4 27 

Seq. ID OJ990708_07.0204.C3 
Strand 

End 62845 

Method TBLASTX : Mai ze 

End 39491 

Score 289 
39049. .39324, 39334 .. 394 8 9, 



Seq. No. 
Gene No. 
Start 



33148 
68749 
62526 



Seq. ID OJ990708_07.0204.C3 
Strand 

End 62845 



33259 




Name 


OJ990708 07. 0204. C3 


. o2 . tw 


Method 


TBLASTX: Wheat 




C" 4- — , 4- 

otart 


39044 






End 


39432 




bl 


none 






Score 


121 




Exons 


39044 


.'.39163, 39175 


. . o y oz i , 


39176. .39322, 39346.. 39432 




Seq. No. 


33148 






Seq. ID 


OJ990708_07.0204 


.C3 


Gene No. 


68749 






Strand 






otarc 


62526 






End 


62845 




Name 


OJ990708 07. 0204. C3 


. o4 . t s 


Method 


TBLASTX: Soybean 




Of *iy«f 


39197 






End 


39792 




bl 


none 






Score 


89 




Exons 


39197 


.39334, 39217 


. . j y oio , 


39379. .39792, 39396. .39785 




Seq. No. 


33148 






Seq. ID 


OJ990708JD7.0204 


.C3 


Gene No. 


68749 






Strand 






o tar L 


62526 






End 


62845 




Name 


OJ990708 07. 0204. C3 


06 . tm 


Method 


TBLASTX: Maize 




btart 


39499 






End 


39834 




C T 

bl 


none 






Score 


302 




Exons 


39499. 


.39792, 39499 


. jy / yz , 


39793. .39834 




be.q t ....jNO..._ 


.... .331.4.8- 




-:■ -=u v 


TOr S.eg...... ID . 


, . 0 J990ip^02_.,02 04 


,.-C3_ 


.Gene-No.-.,. 








_,_Strajid_. 






•Start" • ■ 


- 62526' 






End - 


62845- - - - 


_ .. ■ 


Name 


OJ990708 07. 0204. C3 


oz . tm 


Method 


TBLASTX: Maize 




otart 


43963 






End 


44545 




bl 


none 






Score 


498 




Exons 


43963. 


.43983, 44021. 


. 4 4 ODD , 


44025. .44366, 4 4 4 47 .. 44 4 61 , 






44486. 


.44545 










oeq . no . 


33148 






Seq. ID 


OJ990708_07.0204 


. C3 


Gene No. 


68749 






Strand 






Start 


62526 






End 


62845 




Name 


OJ990708 07. 0204. C3 . 


rt O 4- rt. 

oz . tc 


Method 


TBLASTX: Cress 




Of -i v~ 4- 

otart 


44033 






End 


45402 




C T 
bl 


none 






Score 


108 




Exons 


44033. 


.44170, 44249. 


A A O £T C 

. 4 4 ODD , 


4 4280. .4-4366, 4 448 6 .. 447 19, 






44487. 


.44717, 45087. 


yi r o "3 n 


45094. .45195, 45310.. 45402 




oeq . no . 


33148 






Seq. ID 


OJ990708_07.0204 


. C3 


Gene No . 


68749 






Strand 






Start 


62526 






End 


62845 




■Name. 


' OJ990708 07.O204-.C3. 


o2:ts 


- Method- 


TBLASTX: Soybean 


* 




44033 






End' 


45402" 




C T 
bl 


none 






Score 


123 




Exons 


44033. 


.44170, 44034. 


.441/1, 


44249. . 44365, 4 4277 .. 44 366, 






44484 . 


.44717, 44486. 


.44 / 1 y , 


4.5087. .45197, 45094 .. 45195, 






45310. 


.45402 










O rt rt- M rt 

beq , no . 


33148 






Seq. ID 


OJ990708JD7.0204 


. C3 




68749 






Strand 






Start 


62526 






End 


62845 




Name 


OJ990708 07. 0204. C3 . 


o5 . tm 


Method 


TBLASTX: Maize 




Start 


44546 






End 


45403 




GI 


none 






Score 


290 




Exons 


44546. 


.44719, 44547. 


.44717, 


44585. .44731, 4 5087 .. 4 5236, 






45093. 


.45194, 45094. 


.45195, 


45310. .45402, 45353. .45403 





33260 



Seq. No. 


33148 






Seq. ID 


OJ990708_07.0204 


.C3 


t^ene no . 


68749 






C4- -i» , _ _J 

brrana 






Of v-f 

otarc 


62526 






T-l _ _J 

End 


6284 5 




Name 


OJ990708 07. 0204. C3 


ob . ts 


Method 


TBLASTX : Soybean 






50811 














none 






Score 


z by 




Lxons 


50811. 


.50858, 50925 


ci one 








Seq. No. 


33148 






Seq. ID 


OJ990708_07.0204 


C3 


n o n o NT ^ 


68749 






Strand 






Of ^ rf 


62526 






End 


62845 




Name 


OJ990708 07. 0204. C3. 


OJ.tS 


Method 


TBLASTX: Soybean 






51312 






End 


51758 




C T 


none 






Score 


59 




Exons 


51312. 


.51479, 51313. 


.51453, 


51480. .51758, 51496.. 51756 




Seq. No. 


33148 






Seq. ID 


OJ990708_07.0204 


C3 


Gene No. 


68749 






Strand 






Start 


62526 






End 


62845 




Name 


OJ990708 07. 0204. C3 . 


o4 . tc 


Method 


TBLASTX : Cress 




Start .... 


^.-,5144 8. 






: _JSnaL_,. r . 


,53407 ,.__„.„,^„.„ „„ 




_G.I „ 


none 






Snare* 


1 4 1 




Exons 


■' 51448. 


.51786,- 515-25: 


.51785,- 


-53312. .534 0T -' • 





Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



33148 
68749 
62526 

OJ990708_07.0204 .C3.o5.ts 
53312 
4397580 



OJ990708 07. 0204. C3 



Seq. ID 
Strand 
End 

Method 
End 
Score 

53312. .53428, 53313 .. 534 11 , 534 93 .. 53636, 53504. .53644 
3152576 6.0e-14 (AC002986) Similar to liver-specific transport 
protein gb_L27651 from Rattus norviegicus . [Arabidopsis 
thaliana] 



62845 

TBLASTX: Soybean 

53644 

85 



Seq. No. 33148 

Gene No. 68749 

Start 62526 

Name OJ990708_07 . 0204 . C3 . o5 . tw 

Start 57438. 

GI none 

Exons- . 57438... 57,554, .57441'. ..57554>, 
59081. .59152, " 59083. .59169, 

Seq. No. 33148 

Gene No. 68749 

Start 62526 

Name OJ990708_07 . 0204 . C3-. oil . tm 

Start 57474 

GI none 

Exons 57474 . .57578, 57734 .. 57919, 
57736. .57903, 59083 .. 59190, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990708 07. 0204. C3 



62845 

TBLASTX: Wheat 
59170 
114 

57727. .5790-3,^ 57754\ . 57 903, 
59084.\59170* 



Seq. ID 

Strand 

End 

Method 

End 

Score 

57735 

59084 



57902, 
59215 



OJ990708_07.0204.C3 
62845 

TBLASTX : Maize 

59215 

185 

57736. .57924, 



Seq. No. 
Gene No. 
Start 



33148 
68749 
62526 



Seq. ID 

Strand 

End 



OJ990708 07. 0204. C3 



62845 



33261 



Name OJ990708_07 . 0204 . C3 . olO . np Method AAT/NAP 

Start 62526 End 62845 

GI 5042454 Score 71 

Exons 62526. . 62579, ' 62777. .62845 

GI Descrip. (AC007789) putative polyprotein [Oryza sativa] 



Seq. No. 

Gene No. . 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



33148 Seq. ID 

68749 Strand 
62526 End 
OJ990708_07. 0204. C3. oil. np Method 
62701 End 
6721562 Score 
62701. .62845 

(AP001073) Similar to Zea mays 22-kDa alpha zein gene cluster; 
hypothetical protein. (AF031569) [Oryza sativa] 

gi I 6815087 | dbj IBAA90373.il (AP001081) Similar to Zea mays 22-kDa 
alpha zein gene cluster; hypothetical protein. (AF031569) [Oryza 
sativa] 



OJ990708_07.0204 .C3 

62845 
AAT/NAP 
62845 
85 



.Seq.. No. 33149 

Gene No. 68750 

. Start,., . r ,_. ^.;,797_ .,., v ...,. 

.Jame .. _OJ 9SOlo&J).1^02.0. L CAZoL.gs^ 

Start • - 797 •■ - - ■ ■ • V • ■ 

GI none 

Exons 



Seq. ID OJ990708_07.0204..C4 

Strand + 

r . End,., , r _722X.._ _ 

_ Methods, ...i3ElS^CM~^-l.l--^.^II 
- End 72"27 ' - 

Score . 6 



797. .850, 1745. .1945, 2109. .2248, 3847. .3875, 4162. .5227, 
5325. .7227 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 
Start 

Exons 

GI Descrip. 



33149 Seq. ID 

68750 Strand 

797 End 

OJ9907 08_07 . 0204 . C4 . ol . np Method 

797 End 

5803259 Score 



OJ990708J)7.0204 .C4 
+ 

7227 
AAT/NAP 
7224 
4754 



797. .950, 4120. .5227, 5325. .7224 

(AP000399) hypothetical protein [Oryza sativa] 



33150 Seq. ID 

68751 Strand 

1 End 

OJ990708_07 . 0204 . C5 . ol . np Method 

1 .. ." '. ... End 

64 9R4 41 • .. ' ' -.Scgre. 

1..244, 338.". 1735, 1907 ..2203, 2396 



OJ990708_07.0204.C5 

7076 
AAT/NAP 
.5610 
6820. . 
2822, 2997. '. 3131, 



3315. .3688, 3752. .4215, 4546. .5610 
(AP000815) EST C7278 6 (E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



Seq. No. 33150 Seq. ID 

Gene No. 68751 Strand 

Start 1 End ' 

Name OJ990708_07 . 0204 . C5 . 06 . tw Method 

Start 17 End 

GI none Score 

Exons 17. .97, 272. .574, 291. .569 



OJ990708_07.0204.C5 
7076 

TBLASTX: Wheat 

574 

168 



33262 



Seq. No. 33150 

Gene No. 68751 

Start 1 

Name OJ990708_07 . 0204 .C5.ol.gs 

Start 76 

GI none 
Exons 



Seq. ID OJ990708_07.0204 .C5 
Strand 

End 7076 

Method GEN SCAN 

End 6710 

Score .57 



76. .406, 416. .3487, 3506. .3688, 3767. .6133, 6190. .6294, 
6654. .6710 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



33150 
68751 
1 

OJ990708_07.0204 .C5.o4 . tw 

575 

none 



Seq. ID OJ990708_07.0204.C5 
Strand 

End 7076 

Method TBLASTX : Wheat 

End 5204 

Score 169 



575. .955, 606. .854, 614. .955, 900. .956, 5124. .5204 



Seq. No. 
Gene No, 
Start 
Name 
.Start. 

in,. 

Exons • ■ - 



33150 
68751 
1 

OJ990708JD7. 0204 .C5.o3.tm 
..^nonia^^.^^..;.^...:; 



7-31;-. 778', 770.-. 1093, 783-. .1064 



Seq. ID OJ990708_07.0204.C5 
Strand 

End 7076 

Method TBLASTX: Maize 

-EncL r . v ». 1Q93 ... , , = . 

Sjc o re e ., IS) Z„^ ; _ 



Seq. No. 33150 

Gene No. 68751 

Start 1 

Name OJ990708_07 . 0204 . C5 . 08 . tw 

Start 1286 

GI none 

Exons 1286.. 1546, 1500.. 1598 



Seq. ID OJ990708JD7 . 0204 ,C5 
Strand 

End 7076 

Method TBLASTX : Wheat 

End 1598 

Score 60 



Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



33150 
68751 
1 

' OJ990708_07.0204.C5.o5.tw 
1601 
none 



Seq. ID OJ990708_07.0204.C5 
Strand 

End 707 6 

Method TBLASTX : Wheat 

End 2163 

Score 88 



1601. .1750, 1602. .1739, 1604. .1741, 1785. .1970, 1811. .2020, 
1811. .2035, 2143. .2163 



'33150 - . ' * Seq. ID 

68751' ' Strand' 

1 End 

OJ990708_07 . 0204 .C5.ol.ts Method 

2660 End 

none Score 

2660. .3031, 2871. .3014 



,OJ990708_07. 02.04. C5- 
7076 

TBLASTX : Soybean 

3031 

89 



Seq. No. 33150 

Gene No. 68751 

Start 1 

Name OJ990708_07 . 0204 . C5 . o2 . tw 

Start 2690 

GI none 

Exons 2690.. 3109, 2697.. 3110 



Seq. ID OJ990708_07.0204.C5 
Strand 

End 7076 

Method TBLASTX: Wheat 

End 3110 

Score 310 



33263 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start . , 

Exons • • 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. ' No. 
Gene No. 
'Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



33150 
68751 
1 

OJ990708_07 . 0204 . C5 . o2 . tm 

2783 

none 

2783.. 3166, 2802.. 3167 



33150 
68751 
1 

OJ990708_07, 

3194 

none 

3194. .3499, 



0204 .C5.ol.tm 
3194.. 3550, 3204, 



33150 
68751 
1 

OJ990708_07.-0204 .C5.ol.tw 

,32 L8,,... _ T v . c _ _ . r ... :: 

,jiDne^^„ .^.^ - ... , 

-3218.-'. 367 9y 3224 v .367*9,- 3225-. 



33150 
68751 
1 

OJ990708_07, 

3275 

none 

3275. .3409, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.3515 

Seq. ID 
Strand 
End 

Method 
..End 



OJ990708_07.0204.C5 
7076 

TBLASTX: Maize 

3167 

226 



OJ990708_07.0204.C5 
7076 

TBLASTX: Maize 

3550 

133 



OJ990708 07. 0204. C5 



7076 

TBLASTX: Wheat 
,3.68.1 

.Score^ 2J..SU—.— - - 

.-3680, - 3238. .3681 - 



33150 
68751 
1 

OJ990708_07. 

3872 

none 

3872. .4330, 

33150 
68751 ■ 
1 

OJ990708_07. 

5171 

none 

5171. .5419, 

33150 
68751 
1 

OJ990708JD7. 

5205 

none 

5205. .5342, 



0204 .C5.o2.ts 
3416. .3640 

0204.C5.o3.tw 
3876. .4136, 4194. 

0204.C5.o4.tm 
5172. .5456 

0204.C5.o7.tw 
5207. .5326, 5309. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

-Method 

End 

Score 
.4331 

Seq. ID 
. Strand 
End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990708_07. 0204 .C5 
7076 

TBLASTX: Soybean 

3640 

111 



OJ990708_07.0204.C5 
7076 

TBLASTX: Wheat 

4331 

175 



OJ990708_07.0204.C5 
7076 

TBLASTX: Maize 

5456 

108 



OJ990708_07.0204.C5 
7076 

TBLASTX: Wheat 

5461 

77 



,5407, 5310. .5402, 5414. .5461 



33264 



Seq. No. 


J 3150 


Seq. ID 


OJ990708 07. 0204. C5 


Gene No. 


68751 


Strand 




Start 


1 


End 


7076 


Name 


OJ990708 07.0204 .C5.o2.np 


Method 


AAT/NAP 


Start 


6347 


End 


7076 


GI 


5042454 


Score 


196 


Exons 


6347.. 6400, 6654.. 6829, 7055 


. .7076 




GI Descrip. 


(AC007789) putative polyprotein [Oryza 


sativa] 


O a XT 

beq. no. 


33151 


Seq. ID 


OJ99U 708 07. 0204. Co 


Gene No . 


68753 


Strand 




Of 1 v-f 


77 


End 


qua 
o 1 1U 


Name 


OJ990708 07.0204 .C6.ol.np 


Method 


AAT/NAP 


Start 


77 


End 


3356 


C T 
bl 


5732928 


Score 




Exons 


77. .118, 1365. .1485, 1603. .1776, 1951. 


.<c±ZZf ZZbl.. 2454, 




2631. .2797, 3239. .3356 






GI Descrip. 


(AF1 69801) dihydroflavonol-4 


-reductase 


[Lilium hybrid cultivar 




VII cv. f Acapulco f ] 






Seq. No. 


33151 


Seq. ID 


OJ990708_07.0204 ,C6 


Gene No 


.. .687 53, v .,,. 


„ .Strand. 






.' 17 . _ . . 1 " - 


._£nd_- 




Name 


^OJ990708 07-. 020-4. e6.-o2.np-- ' 


'■Method 


AAT/NAP ' - r- - 


Start 


1298 


End 


3380 




2960364 


Score 


289 


Exons 


1298. .1481, 1593. .1776, 1954 


..2122, 2260. .2450, 2639. .2787, 




3232. .3380 






GI Descrip. 


(AJ224986) cinnamoyl CoA reductase [Populus balsamifera subsp. 




trichocarpa] 






beq. no. 


33151 


Seq. ID 


OJ990708_07.0204 .C6 


Gene No . 


68753 


Strand 




Start 


77 


End 


8110 


Name 


OJ990708 07.0204 .C6.o2.gs 


Method 


GENSCAN 


btart 


1331 


End 


7853 


bl 


none 


Score 


. 9 


Exons 


1331. .1478, 1593. .1806, 1963 


..2122, 2251. .2454, 2631. .2797, ■ 




3239. .3424, 5392. .5516, 6198 


..6311, 6408. .6645, 6947. .7106, 




7653. .7853 






beq . no . 


33151 ' 


Seq. ID 


OJ990708_07.0204 .C6 


Gene No . 


6875-3 ' ' ; 


• "Strand ■ ■ 




Start 


77'' " : • ' ' * " 


End - 


; 8110 


Name 


OJ990708 07.0204 .C6.ol.tw 


Method 


TBLASTX: Wheat 


otart 


2339 


End 


8042 


bl 


none 


Score 


109 


Exons 


2339. .2446, 2344. .2457, 2344. 


.2457-/ 2450.. 2488, 2634.. 2798, 




2649..2798, 3234. .3326, 3235, 


.3327, 7741. .7836, 7741. .7824, 




7743. .7856, 7959. .8042, 7991. 


.8041 




Seq. No. 


33151 


Seq. ID 


OJ990708_07.0204 .C6 


Gene No. 


68753 


Strand 




Start 


77 


End 


8110 


Name 


OJ990708 07.0204 .C6.ol.tm 


Method 


TBLASTX: Maize 


Start 


2377 


End 


8042 


GI 


none 


Score 


68 



33265 




Exons 2377.. 2457, 2378.. 2452, 

2631. .2798, 3231. .3344, 
7777. .7842, 7965. .8042, 




2629. .2814, 2630. .2797, 2631. .2819, 
3231. .3344, 3232. .3345, 7776. .7856, 
7967. .8041 



Seq. No. 


33151 




Seq. ID 


OJ990708_07.0204.C6 


bene No. 


68753 




Strand 




Start 


77 




End 


8110 


Name 


OJ990708 07.0204 .C6.o3. 


np 


Method 


AAT/NAP 


Start 


6158 




End 


8110 


bl 


6689826 




Score 


476 


Tj 1 v y"\ 


6158. .6311, 6411. .6645, 


6947 


..7106, 7653. .7853, 7967. .8110 


GI Descrip. 


(AF092912) DFR-like protein 


[Arabidopsis thaliana] 


beq. no. 


33151 




Seq. ID 


OJ990708_07.0204.C6 


Gene No. 


68753 




Strand 




o tar c 


77 




End 


8110 


Name 


OJ990708 07.0204.C6.o2. 


gp 


Method 


AAT/GAP 




7813 


End 


8042 


bl 


17023 1.R1084 




Score 


154 


EjXOIIo 


7813. .7853, 7967. .8042 








GI Descrip. 


, 4 508073/gb|AAD21417.1 | 


l.Oe 


-15 (AC0058 


82) 43220 [Arabidopsis 




... thaliana] v:w .. r >. ; _,-,. 








Seq.- No. 


33152 - - ' • 




Seq. ID. 


OJ990318_06.0228.C5 ■ 


Gene No. 


68754 




Strand 




Start 


141 




End 


833 


Name 


OJ990318 06.0228.C5.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


141 




End 


833 


GI 


none 




Score 


414 


Exons 


141. .314, 142. .627, 336 


..623, 768. .833 





Seq. No. 33153 Seq. ID OJ990318_06 . 0228 . C6 

Gene No. 68755 Strand + 

Start 435 End 765- 

Name OJ990318_06 . 0228 . C6 . ol . gp Method AAT/GAP 

Start 435 End 765 

GI none Score 537 

Exons 435 . . 765 



Seq. No. 33154 Seq. ID OJ990318_ 

Gene. No.. 68756 ..... Strand + 

Start 531 . ' . End ■ 1257 " - 

Carrie ' \ OJ99-0318_06 . 0225 . C7 . ol .qp • ■ Method AAT/GAP - * 

Start" • '531 - ■ ' - * ' * End - 1257' 

GI 92707_1.R1084 Score 1149 

Exons 531.. 670, 787.. 1257 

GI Descrip. ' 4 580513/gb | AAD24 4 03 . 1 | AF036300_1 2.0e-39 (AF036300) 
scarecrow-like 1 [Arabidopsis thaliana] 1 



06. 0228. C7 



Seq. No. 33154 Seq. ID 

Gene No. 68757 Strand 

Start 1352 End 

Name OJ990318_06 . 0228 . C7 . ol . tm Method 

Start 28 End 

GI none Score 
Exons 



OJ990318_06.0228.C7 
1749 

TBLASTX: Maize 

676 

183 



28. .318, 34. .345, 44. .343, 72. .344, 508. .672, 513. .671, 
513. .674, 593. .676 
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Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



33154 Seq. ID 

68757 Strand 

1352 End 

OJ990318_06. 0228 .C7.ol. ts Method 

4 3 End 

none Score 

43. .348, 44. .349, 513. .569, 570. .626 



OJ990318_06.0228.C7 
1749 

TBLASTX : Soybean 

626 

378 



Seq. No. 


33154 






Seq. ID 


OJ990318_06.0228 


.C7 


Pen a HI /*\ 

bene ino . 


DO / D 1 






Strand 






bear u 


1 -ico 
1 J 






Lna 


1 1 VI ft 

1/4 9 




Name 


uj yyu j i o 


nc nooo en 
Ub.Uz^o.C/. 


Ol . tw 


Method 


TBLASTX : Wheat 




Q t- a r-+- 


A A ~ 












P T 


none 






Score 


o o *3 

zoo 




Exons 


A A "3 A "3 


OC OTJ no 










Seq. No. 


33154 






Seq. ID 


OJ990318_06.0228 


.C7 


Gene No. 


68757 






Strand 






Start 


1352 






End 


1749 




Name 


OJ990318 


06. 0228. C7. 


ol.tc 


Method 


TBLASTX: Cress- 




Start . L . 


.,..128 ....... , 






^End,., 


.985 




-GI 


none „-_;..„ 






^Sc.oxe T ._^ 


216 ^ 




Exons - - 


128^.349, 


■■i 36 3-4-57 ' 


507.T671, 


513.-. 665, 


785". .985," 790/.- 


9-12" 


Seq. No. 


33154 






Seq. ID 


OJ990318_06.0228 


.C7 


Gene No. 


68757 






Strand 






Start 


1352 






End 


1749 




Name 


OJ990318 


06. 0228. C7. 


o2.ts 


Method 


TBLASTX : Soybean 




Start 


800 






End 


994 




GI 


none 






Score 


90 




Exons 


800. .886, 


802. .876, 


881. . 994, 


887. .982 







Seq. No. 


33154 




Seq. ID 


OJ990318_06.0228.C7 


Gene No. 


68757 




Strand 




Start 


1352 




End 


1749 


Name 


OJ990318 06. 0228. C7 


.o2.gp 


Method 


AAT/GAP 


Start 


1352 




End 


1749 


GI 


none 




Score 


612 


Exons 


1352.. 1749 








Seq'. No. 


33155 




Seq. ID 


OJ990318_06.0228.C8~ 


Gene No. . 


68758- ■ 




Strand- ' 




Start 


•131 ' 




End 


315 ' 


Name 


OJ990318 06. 0228. C8 . 


. ol . tm 


Method 


TBLASTX: Maize 


Start 


131 




End 


315 


GI 


* none 




Score 


93 


Exons 


131. .199, 139. .204, 


140. .232, 


189. .314, 


190. .315 


Seq. No. 


33155 




Seq. ID 


OJ990318_06.0228.C8 


Gene No. 


68759 




Strand 




Start 


670 




End 


1080 


Name 


OJ990318 06. 0228. C8 . 


. ol . tw 


Method 


TBLASTX: Wheat 


Start 


670 




End 


1080 


GI 


none 




Score 


70 


Exons 


670. .726, 671. .727, 


731. .778, 


739. .780, 


867. .923, 960. .107! 




961. .1080 
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Seq. No. 33156 

Gene No. 687 60 

Start 1 

Name OJ990318_06 . 0228 . C9 . ol . gp 

Start 1 

GI 12151_2.R1084 

Exons 1..824, 954.. 1006 

GI Descrip. ? 487298/dbj | D29997 | RICEN265 0.0e+00 Rice mRNA EN26, partial 
sequence ' 



Seq. ID OJ990318_06.0228.C9 
Strand 

End 1138 

Method AAT/GAP 

End 1006 

Score 1602 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



•33156 
68760 
1 

OJ990318_06.0228.C9.ol.tm 
5 

none 



Seq. ID OJ990318_06.0228.C9 
Strand 

End 1138 

Method TBLASTX: Maize 

End 1138 

Score 77 



5. .70, 13. .69, 556. .738, 615. .743, 986. .1138, 987. .1130 



Seq. No. 33156 

Gene No. 68760 

.Start. ... . 1 ... . „ . . 

_,Name___,^„_G^ 

Start ' " —-*■ 615 ' 

GI none 

Exons 615.. 743, 619.. 738 



Seq. ID OJ990318_06.0228.C9 
Strand 

,-,End . 1138.. i ,., r _,.., r 

^.Me±hQd..__TBLASix.:iices.s_„_^^ 



End- ■ 
Score 



74 3 
112 



Seq. No. 33157 

Gene No. 68761 

Start 626 

Name OJ990318_06 . 0228 . C10 . ol . gp 

Start 626 

GI 12151_1.R1084 

Exons 626.. 724, 1158. .1194, 1406 
GI Descrip. 



Seq. ID OJ990318_06. 0228 .C10 
Strand 

1579 
AAT/GAP 
1579 
541 



End 

Method 
End 
Score 
1579 

, 4455244/emb|CAB36743.1| 2.0e-39 (AL035523) MtN3-like protein 
[Arabidopsis thaliana] ? 



Seq. No. 
Gene No. 
Start 
Name 
Start.. 

GI . : 
Exons 



33158 
68762 
52 

OJ990318_06.0228.C12.ol..tm 

52 ' 

•none " ■ ■ 



Seq. ID OJ990318_06.0228.C12 
Strand 

End 691 

Method... TBLASTX : Maize . 

End , 68 9 ' 

Score -169 ' " / . 



52. .195, 57. .194, 113 .' .196,' 311 . . 4 42 , ■ 311 . . 31 9, 343. .441, 
509. .685, 527. .688, 528. .689, 528. .689 



Seq. No. 33158 

Gene No. 68762 

Start' 52 

Name OJ990318_06 . 0228 . C12 . ol . ts 

Start 129 

GI none 
Exons 



Seq. ID OJ990318_06.0228.C12 
Strand 

End 691 .j 

Method TBLASTX : Soybean 

End 691 

Score 63 



129. .194, 139. .195, 343. .438, 515. .691, 518. .688, 525. .689 



Seq. No. 
Gene No. 
Start 



33158 
68762 
52 



Seq. ID OJ990318_06.0228.C12 
Strand 

End 691 
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# # 



Name 




. ol . tw 


Method 


TBLASTX : Wheat 




C 4- -> >- +- 


X 4 1 




End 


c o o 
boo 




C T 
O X 


none 




Score 


DO 




Exons 


1/tl 1Q/1 "511 /Ol 
14X..Xy4, Jll . . fIZ / , 


524. .688, 525. .683 






O rt rtf Ma 

Octj. IN O . 


jjIj y 




Seq. ID 




. C15 


UCllC L\U • 






Strand 


+ 




Start 


1 




End- 


398 




Name 


OJ990318 06.0228.C15 


.ol.gp 


Method 


AAT/GAP 




Of a r-f- 


1 




End 


398 




PT 

o X 


4878407 




Score 


577 




Exons 


1. .398 










(ai uescrxp. 


6069643/dbj IAP000616 


.1IAP000616 1.0e-152 Oryza sativa genomi 




DNA, chromosome 6, clone : P0514G12 






Seq. No. 


33160 




Seq. ID 


r\TQQmi q c\c nooQ 

ujyyuoxo Ub.uzzo 


. CzU 


Gene No. 


68764 




Strand 






c:-}- a -r +- 


DO 




Hina 


o y 4 




iNaiue 


OJ990318 06.0228.C20 


.ol.ts 


Method 


TBLASTX : Soybean 




OLclI L 


63 




End 


394 




CI 


none 




Score 


Zo / 




Exons .. ... _ 


-.63... 365^ 65.. ,. 3 94, .69 


. -377,,. 


.137.. ?: 382,, TO 






Seq. No. 


' 33160 • - ' 


,. 


■ Seq. ID ■ 


ujyyujxo uo.vZZo 




Gene No. 


68764 




Strand 






O Lai L 






jjiia 


oy 4 




Name 


OJ990318 06.0228.C20 


. ol . tw 


Method 


TBLASTX: Wheat 




OLalt 


68 




End 


262 






none 




Score 


Q 9 

y z 




Exons 


68. .262, 116. .262 










Seq. No. 


33160 




Seq. ID 


vjjyyujxo ub.Uzzo 


Cz u 


Gene No. 


68764 




Strand 






o Lai u 


63 




End 


on/ 

jy 4 




Name 


OJ990318 06.0228.C20 


.ol . tc 


Method 


1 DXj£\o 1A . LlcSS 




uLdl L 


83 




End 


382 




CI 


none 




Score 


120 






83. .382, 90. .374 










Seq. No. 


33160 




Seq. ID 


OJ990318_06.0228. 


C20 


Gene No.. 


68764 




Strand 






o Lai L 


63 




End ," 


394 




Name 


"OJ9903-18 06.0228.C20 


,-.ql ; tm 


Method 


-TBLASTX : Maize . - 




Of a r-t- * 


116 1 ' 




End 


388 - 




CI 


none 




Score 


129 




Exons 


116. .388, 120. .383 










Q o /-» KTrt 


33161 




Seq. ID 


OJ990318_06.0228. 


C28 


Gene No. 


68765 




Strand 






Start 


139 




End 


1236 




Name 


OJ990318 06.0228.C28 


ol.gp 


Method 


AAT/GAP 




Start 


139 




End 


1035 




GI 


uC-osflM202123g02bl 




Score 


369 




Exons 


139. .301, 986. .1035 











GI Descrip. 1 6094303/ sp| P56707 | SMTA_ASTBI 1.0e-22 SELENOCYSTEINE 

METHYLTRANSFERASE ( SECYS-METHYLTRANSFERASE) ( SECYS-MT ) 
>gi_400684 8_emb_CAA10368_ (AJ131433) selenocysteine 
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methyltransferase [Astragalus bisulcatus] ' 





33161 






Seq. ID 


PiTQQn^lP fl£ H99Q 
UJ JJ.O UD . U^ZO 


. O 




68765 






Strand 








139 






End 


1 9 "5 £ 




Name 


OJ990318 06.0228 


.C28.ol 


.tc 


Method 


1 DLHO 1 A . Lie S S 




o Lai l 


142 






End 






CI 


none 






Score 


D 0 




Exons 


142. .300, 997. .1203, 1009. .1179 






OCIJ • 1NU • 


33161 






Seq. ID 


n.TQqnTi Q flfi H99P. 
Uu JlO UD.UZZO 


poo 


UCIlC LNVj • 


68765 






Strand 






u Lai L 


139 






End 






Mannd 
LN aulc 


OJ990318 06.0228 


.C28.o2 


. tm 


Method 


TRT Zi QTY • Ma -1 7c 




Start 


143 






End 


312 




r- t 


none 






Score 


9 1 R 
c. L 0 




Exons 


143. .304, 143. .307, 144 


. .305, 


145. .309, 


145. .312 




JCLj. Vi \J t 


33161 






Seq. ID 




poo 


/~\ r*i £2i \1 /™\ 


68765 






Strand 






C •)- 3 

olalL 


139 






End 


1 Z J O 




Narne . 


s . OJ990318 06.0228 


• C28 . ol 




, Method 


tot actv.m-i-; t ^ 




_jD.L.cLX.X r — . 


. _ „aa2 . „ . . 






F.ncL..'.._!_. 


1 ooc 

_,J-,Z.JJ0 — rv ... ... 






- '* none 






Score - 


1 jj 




Exons 


982. .1167, 986.. 


1231, 988.. 1236 






Oc4« IN u • 


33162 






Seq. ID 


r>TQQmi q nc nooQ 
uuyyuoio uo.uzzo 




bene fsio . 


68766 






Strand 






OLalt 


5016 






End 


t= c O yi 
3 0 J H 




Name 


OJ990318 06.0228 


.C30.O4 


.tw 


Method 


TRT TiCTV • TaTVi a ■= 4- 

1 nijAo 1 a . wneat 




q+- -a r 4- 


5016 






End 


jjy / 




CI 


none 






Score 


1 DO 




Exons 


5016.. 5396, 5047 


. .5295, 


5341. 


.5397 






OC^i l\vj • 


33162 






Seq. ID 


OTQQmi fi 0£ H99P. 

uuyyu Jio ud.uzzo 


. Lou 




68766 






Strand 








5016 






End 


J JJ4 




Name 


OJ990318 06.0228 


1C30.O2 


. tm 


Method 


1 dLiAo 1a; iyia 1 z e 




O Ldl L 


5211 






End 


C C T /I 

JJJ^ 






none 






Score 


1 QQ 

1 y 0 




Exons 


5211... 5534, . 5224 


. .5517 










Q art Kin 


- 33162 






Seq. -ID- 


atq qTi 01 0 r\c nOOQ 


.LjU 


Con d Vln 
ucUc IN (J. 


687 67 






Strand 






Cf a -r-J- 
O LctX. L 


5727 






End 


youz 




Name 


OJ990318 06.0228 


.C30.O7 


. tw 


Method 


1 oJjAo 1 a : wneat 




Qj- a v-f- 
oLdZ L 


5727 






End 


bUoy 




CI 


none 






Score 


30 




F.von 


5727.. 5987, 5838 


. . 6026, 


5863. 


.6039 . } 






Seq. No. 


33162 






Seq. ID 


OJ990318_06.0228 


.C30 


Gene No. 


68767 






Strand 






Start 


5727 






End 


9502 




Name 


OJ990318 06.0228 


.C30.o2 


.ts 


Method 


TBLASTX : Soybean 




Start 


5787 






End 


6353 




GI 


5666795 






Score 


68 




Exons 


5787.. 5987, 6042 


. .6179, 


6255. 


.6353 
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GI Descrip. 4206306 2.0e-10 (AF049110) prpol [Zea mays] 



Seq. No. 


33162 








Seq. ID 


OJ99031E 


MJ6.0228 


.C30 


Gene No . 


con an 
bo / b / 








Strand 








Start 


0/2/ 








End 


9502 






Name 




A O O O 

. U22o 


CoU . Ob 


. tw 


Method 


TBLASTX: 


Wheat 




O 4 1 -w- +- 


bU4 Z 








End 


9502 






C* T 

bl 


none 








Score 


92 






Exons 


bU4 z . . bloz , 


bU4 o 




bz Jo . 


.6411, 6252. . 6500, 


6252. . 6476, 




9449. . 9502 
















O r\ r~r Ma 

beq . NO . 










Seq. ID 


OJ99031E 


_06.0228 


.C30 


Gene No . 


£Q *7 £*7 

bo / b / 








Strand 








b Lai t 


0 / c. I 








hnd 


9502 






Name 


OJ990318 06 


.0228. 


C30.ol 


. ts 


Method 


TBLASTX : 


Soybean 




bt art 


7101 










7472 






none 








Score 


90 






Exons 


7101. .7472, 


7312. 


.7455 












oeq . no . 


33162 








Seq. ID 


OJ990318 


_06.0228 


.C30 


Gene No . 


68767 








otrana 








C 4 , v\- 

btart.... . . . 


. .5727, ■ 








T End. _ . v ... 


; ,9502„_^ 






„.N.anie„, 


_.-. w QJaap31^.&^0228-X3.0...aZ.±.w- w .-, 


- Method,. ~, 


..TBLASXX-LW.he.at,.. ~_ 


--- 


otart 










T7> ,~ ■ 

•■ End- 


'7550 






bl 


none 








Score 


328 






Exons 


Til/" 1 a A c 

712 6. .7545, 


7131 . 


. 7550 












beq . no . 


33162 








Seq. ID 


OJ990318 


_06. 0228 


.C30 


Gene No . 


68767 








Strand 








btart 


5727 








hnd 


9502 






Name 


OJ990318 06 


0228. 


C30.o3 


tm 


Method 


TBLASTX: 


Maize 




C< , v~ 4- 

b tar t 


7224 










7608 






C T 

bl 


none 








Score 


221 






Exons 


7224. .7607, 


7243. 


.7608 












oeq. in o . 


33162 








Seq. ID 


OJ990318 


_06.0228 


C30 


Gene No . 


68767 








Strand 








C4- -i v4- 

btart 


5727 








Lna 


9502 






Name 


OJ990318 06. 


0228. 


C30.ol. 


tm 


Metnod 


TBLASTX: 


Maize 




b t art 


7635 








hnd 


7991 






C T 

bl . 


none 








Score 


115 






Exons 


7635.. 7940, 


7635'. 


.7991, 


7645. 


. /yob 








beq . no . 


33162 ■ 








Seq. ID 


OJ990318 


_06.0228. 


C30 


Gene No. 


68767 








Strand 








bt art 


5727 








End 


9502 






Name 


OJ990318 06. 


0228. 


C30.ol. 


tw 


Method 


TBLASTX: 


Wheat 




Of -iv«+- 

bt art 


7659 








End ' 


8121* 






bl 


none 






j 


Score 


400 






Exons 


7659. .8120, 


7660. 


.8121 












Seq. No. 


33162 








Seq. ID 


OJ990318 


_06.0228.. 


C30 


Gene No. 


68767 








Strand 








Start 


5727 








End 


9502 






Name 


OJ990318 06. 


0228. 


C30.o3. 


ts 


Method 


TBLASTX: 


Soybean 




Start 


7716 








End 


8081 




GI 


none 








Score 


117 
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Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



7716. .7850, 7857. .8081 

33162 
68767 
5727 

OJ990318_06.0228.C30.o3.tw 
8286 
none 

8286. .8771, 8290. .8577, 8599. .8772 



Seq. ID OJ990318_06.0228.C30 
Strand 

End 9502 

Method TBLASTX : Wheat 

End 8772 

Score 166 



Seq. No. 33162 

Gene No. 68768 

Start 9510 

Name OJ990318JD6 . 0228 . C30 . 06 . tw 

Start 9510 

GI none 
Exons 



Seq. ID OJ990318_06.0228.C30 
Strand 

End 9824 

Method TBLASTX : Wheat 

End 9824 

Score 88 



9510. .9767, 9544. .9783, 9750. .9824, 9751. .9822 



Seq. No. 33163 

Gene No. 68769 

Start 94 

,^ar±_„^_.„34^_,._..., r -_.. ,-... T .„^_ i _.„.. w . 

GI " none 

Exons 94.. 291, 95.. 256 

Seq. No. 33164 

Gene No. 68770 

Start 177 

Name OJ990318_06 . 0228 . C37 . ol . tc 

Start 45 

GI none 
Exons 



Seq. ID OJ990318_06.0228.C36 
Strand 

End 291 

: Me t hod. , _ .TBLASTX : Ma i z e ^ „ 

/End-...,-... _ 2ai__'.v^^_ 
Score- - 229 ' - - 



Seq. ID OJ990318_06. 0228 .C37 
Strand 

End 1102 

Method TBLASTX : Cress 

End 883 

Score 669 



45. .557, 55. .561, 56. .562, 359. .568, 812. .883 



Seq. No. 33164 

Gene No. 68770 

Start 177 

Name OJ990318_06 . 0228 . C37 . ol . ts 

Start 45 

GI none 
Exons 



Seq. ID OJ990318_06.0228.C37 
Strand 

End 1102 

Method TBLASTX : Soybean 

End 1102 

Score 683 



45. .557, . 55. .561, 56. .562, 359.. .568, 783. .956, 797. .955, 
974.. 1102 



Seq. No. 33164 

Gene No. 68770 

Start 177 

Name OJ990318_06 . 0228 . C37 . o2 . tm 

Start 93 

GI none 

Exons 93. .260, 94. .261, 94. .258 

Seq. No. 33164 

Gene No. 68770 

Start 177 

Name OJ9 90318_0 6 . 0228 . C37 . ol . gp 

Start 177 

GI uC-osflM202092b08bl 



Seq. ID OJ990318_06.0228.C37 
Strand 

End 1102 

Method TBLASTX : Maize 

End 2 61 

Score 284 



Seq. ID OJ990318_06.0228.C37 
Strand 

End 1102 

Method AAT/GAP 

End 618 

Score 831 



33272 



Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



177. .618 

' 118048/sp| P07888 | CYF_ORYSA 5.0e=r.65 APOCYTOCHROME F PRECURSOR 

>gi_65615_pir CFRZ plastoquinol — plastocyanin reductase (EC 

1.10.99.1) cytochrome f precursor - rice chloroplast 
>gi_12000_emb_CAA33961_ (X15901) cytochrome f [Oryza sativa] 
>gi_226621_prf 1603356AU cytochrome f [Oryza sativa] ' 



33164 
68770 
177 

OJ990318JD6 . 0228 . C37 . ol . tm 

261 

none 



Seq. ID OJ990318_0'6.0228.C37 
Strand 

End 1102 

Method TBLASTX : Mai ze 

End 752 

Score 586 



261. .704, 261. .701, 262. .705, 359. .706, 695. .739, 703. .741, 
705. .752 



Seq. No. 
Gene No. 
Start 
Name 
Start 
,GI_. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



33164 
68770 
177 

OJ990318_06.0228.C37.ol.tw 

367 

none._ r „ . 



Seq. ID OJ990318_06.0228.C37 
Strand 

End 1102 

Method TBLASTX : Wheat 

End 7 63 

.Score . . . 1.95 ... , 



_3J5X. *..43.2.,_. 3.6.a..,.J RX, ■ „3X0 r . 4.8.9, _4 3 43.4. ._6.a2„, -4.9.5. .,.7DZ, 

496. . 687,-643. .759,- 69-0.. 743>- 692.. 763 ■ - ' ■- --/- ' 



33165 Seq. ID 

68771 Strand 

1 End 

OJ990318_06.0228.C38.ol.gp Method 

1 End 

25929 1.R1084 Score 



OJ990318_06.0228.C38 

3896 
AAT/GAP 
3896 
2668 



1..521, 929. .1070, 1136. .1484, 2466. .2770, 3790. .3896 
'2829911 1.0e-108 (AC002291) Unknown protein [Arabidopsis 
thaliana] 1 



Seq. No. 

Gene No.. 

Start 

Name 

Start 

GI. 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 



33165 Seq. ID 

68771 Strand 

1 End 

OJ990318_06 . 0228 . C38 . ol . tm Method 

133 End 

none . Score 



OJ990318_06.0228 .C38 
3896 

TBLASTX: Maize 

1294 

260 



133. .339, 137. .331, 231. .338, 379. .420, 401. .526, 409. .528, 
540/.1035, 948.. 1037, 98'1._.1070, 1205... 1294: ■ 1 ' 



33165 
68771 
1 

OJ990318_0 6.0228.C38.ol.tc 

169 

none 



Seq. ID OJ990318_06.0228.C38 
Strand 

End 3896 

Method TBLASTX : Cress 

End 1070 

Score 111 



169. .339, 188. .331, 421. .519, 422. .520, 984. .1070 



33165 
68771 
I 

OJ990318_06.0228.C38.ol.ts 
169 



Seq. ID OJ990318_06.0228.C38 
Strand 

End 3896 

Method TBLASTX : Soybean 

End 2602 



33273 




GI none Score 195 

Exons 169.. 339, 170.. 331, 391.. 522, 392.. 523, 421.. 522, 424.. 525, 

924. .1073, 924. .1076, 925. .1056, 926. .1057, 930. .1082, 
930. .1067, 931. .1074, 939. .1067, 984. .1070, 1111. .1272, 
1134. .1472, 1135. .1473, 1136. .1483, 1142. .1486, 1208. .1294, 
1324. .1485, 2463. .2555, 2465. .2554, 2537. .2602 



Seq. No. 33165 

Gene No. 68771 

Start 1 

Name OJ990318_06 . 0228 . C38 . o2 . tm 

Start 1074 

GI none 

Exons 1074.. 1172, 1113.. 1202, 1126. 

2463. .2729, 2463. .2615, 2465. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990318 06.0228.C38 



3896 

TBLASTX: Maize 
2729 
65 

.1203, 1295. .I486, 1352. .1483, 
.2704, 2664. .2711 



Seq. No. 
Gene No. 
Start 
Name 
Start 

^Exons 



33166 Seq. ID 

68772 Strand 
21 End 
OJ990318_06.0228 .C42.ol.tc Method 
21 - End 

.none-™. ■.. _ „ -_.-.„.._ .. .. .. Score.-... _ 

~ 21. . \izii^eillzlLl , .65 V.3.9.5. \Z aSUlj 6 i„ .3A6 ~, 32Ll'S5n£,ZlIZ 

329. .472, -359.;535, 359. .535,- -446. .631-, -452. -.613, '545.-. 634, 

638.. 763, 644. .997, ''719. .'1006, 831.. 914 



OJ990318_06.0228.C42 
1006 

TBLASTX: Cress 
1006 

...5.6 ..... 



Seq. No. 


33166 






Seq. ID 


OJ990318_06.0228.C42 


Gene No. 


68772 






Strand 




Start 


21 






End 


1006 


Name 


OJ990318 


_06.0228.C42.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


65 






End 


907 


GI. 


none 






Score 


100 


Exons 


65. .223, 


146. .610, 267. 


.581, 


452. . 619, 


644. .904, 836. .907 


Seq. No. 


33166 






Seq. ID 


OJ990318_06.0228.C42 


Gene No. 


68772 






Strand 




Start 


21 






End 


1006 


Name 


OJ990318 


06.0228.C42.ol 


. ts 


Method 


TBLASTX: Soybean 


Start 


65 






End 


874 


GI 


none 






Score 


58 


Exons 


65. .193, 


113. .496, 453. 


.584, 


461. .583, 


782. .844., 785. .874 


Seb_.' No,. 


33166 






■ Seq. ID 


OJ990313_06.02-28.C42" 


Gene No. 


68772 : 






Strand 




Start 


21 






End 


1006 


Name 


OJ990318 


06.0228.C42.ol 


. tw 


Method 


TBLASTX: Wheat 


Start 


116 






End 


997 


GI 


none 






Score 


387 


Exons 


116. .499, 


117.. 503, 117 


. .500, 


419. .538, 


461. .595, 512. .604, 




562. .630, 


644. .787, 782 


. .880, 


797. .916, 


797. . 997 


Seq. No. 


33166 






Seq. ID 


OJ990318_06.0228.C42 


Gene No. 


68773 






Strand 




Start 


935 






' End 


1173 


Name 


OJ990318 


06.0228.C42.o2 


. tm 


Method 


TBLASTX: Maize 


Start 


935 






End 


"1173 


GI 


none 






Score 


128 



33274 



Exons 


qqc; i m Qcn i no line 
yoo . .11/1/ yo/.-ii/Z/ i i uo . . 


i no 

11 16 




Seq. No. 


33167 


Seq. ID 


OJ990318_06.0228.C44 


Gene No. 


68774 


Strand 




Q-t- a r-+- 
o Ldi t 


79 


ttTLO. 


Q1 Q 
O 1 0 


Nsine 


uuyyujio u o . uzz o . 4 . 01 . lc 


Method 


i bLAb i x : cress 






_jnct 


9 CL o 


o J. 


none 


„ Score 


9 m 
z u o 


von c: 


7 9 ^ 






Seq. No. 


33167 


Seq. ID 


OJ990318_06.0228.C44 


Gene No. 


68774 


Strand 




O Lai L 


7 9 




r i ft 

0 1 0 


Name 


uuyyujio ud.uzzo.L/44 . oi . cm 


Method 


TOT 7\CTV.y-i-! „ 

i bL/ib i a : Ma i z e 




7 9 




o lo 




none 


Score 


1 9 Q 

izy 


JjAUII O 


79 M Q ^7fi Sfifi 7Qft 


fii ft fti ft 

O 1 O . .0X0 




Seq. No. 


33167 


Seq. ID 


OJ990318__06.0228.C44 


Gene No. 


68774 


Strand 




O Lai U 


7 9 


i^na 


0 1 o 


„ Name . .. 


. . -UJ .yy u o i .p, - u a u/z.o .LM^oi . c s . ._„ „ 


4- K ^ ^1 

...._Mepnoa,.,. 


T. B LAST X. : S o yD.e an, 




546 


^ hna.. r . 


—.0.1-0 : ., 




none * ... ... 


" Score 


C C . . 

OO * 


Exons 


0 4 O . .0/0, DUU. . / o4, 0 1 U . . oU4 


a i q QTc 
, bio. . olb 




oeq . emo . 


jj1 DO 


beq. ID 


ojyyuoio Ud.uzzo.Co0 


f2on^ NJo 

uCllC IN*J • 




Strand 




Start 


189 


End 


319 


Name 


OJ990318 06.0228.C50.ol.gp 


Method 


AAT/GAP 


O LaX C 




End 


319 


(ZT 


1 ft Q £ 9 9 D1 nQyi 

loyoz z.Kiuoft 


Score 


189 


Exons 


IRQ "^1 Q 

i o y . . oiy 






oi uescnp < 


J/fiOooZ z.ue ID [Ar UoD / Uo J 


26S proteasome subunit 11 [Homo 




Sapiens j 










Seq. ID 


OJ990318_06.0228.C52 


Gene No. 


68776" 


Strand 


+ 


Start 


903 


End 


961 


Name 


OJ990318 06.0228.C52.ol.gp 


Method 


AAT/GAP 


Start 


.903. . 


End 


961 


GI 


LIB3.477-003-P1-K1-E9, . . 


. Score 


79 


. Exons 


90.3. ."96L - • ' . • . 


* 





GI Descrip. 



*2498586/sp|'Q40638 |MP01_0RYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 ' (U31771) Ory s 1 [Oryza 
sativa] 1 



Seq. No. 33169 

Gene No. 68777 

Start 1837 

Name OJ990318 J)6 . 0228 . C52 . o2 . gp 

Start 1837 

GI none 

Exons 1837.. 2120 



Seq. ID OJ990318_06.0228.C52 

Strand + 

End 2120 

Method AAT/GAP 

End 2120 

Score 476 



Seq. No. 
Gene No. 



33169 
68778 



Seq. ID OJ990318_06.0228.C52 
Strand + 



33275 



Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

.,Se.q.^.N.p.. 
■Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start- 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 
Seq. No. 



2403 

OJ990318_06.0228.C52.o3.gp 

2403 

none 

2403. .2568, 2607. .2625 

33170 
68779 
1 

OJ990318_06.0228.C53.ol.gp 
1 

none 
1. .508 

33170 
68780 
1591 

OJ990318_06.0228.C53.ol.tm 

1591 

none 

1591.. 1647, 1741.. 1965, 1742. 



^3.1J.0,^.- 
-68781- 
11586 ■ 



End 

Method 

End 

Score 



2625 
AAT/GAP 
2625 
288 



Seq. ID OJ990318JD6.0228 .C53 

Strand 

End 50 ; 8 

Method AAT/GAP 

End 508 

Score 909 



Seq. ID OJ990318_06.0228 .C53 
Strand 

1966 

TBLASTX : Maize 
1966 
42 



End 

Method 
End 
Score 
.1966 



OJ990318__06.0228 .C53.o2. tm 
11586 
none 

11586. .11843, 11618. .11761, 11619 .. 11792, 11865 .. 11912, 
11923. .12000 



Se.q_._I D,_ O. J_a9,0.318._.CXj6^. 02 2 8_C53. 
Strand- -' : -' - - 

End 12069 
Method TBLASTX : Maize 
End 12000 
Score 154 



33170 
68781 
11586 

OJ990318_06.0228 .C53.ol.tw 

11720 

none 



Seq. ID OJ99031 8^0 6.0228 .C53 
Strand 

End 12069 

Method TBLASTX : Wheat 

End 12069 

Score 226 



11720. .11911, 11721. . 11912, 11919 .. 12062, 11925 .. 12062, 
11926. .12069 



3317.1 . .. 
68782 
274 ' 

'OJ990318_06 . 0228 . C56 . ol . tm 
274 
none 



Seq. ID OJ990318JD6. 0228 .C56. 
Strand 

End ' : * 74 5 . . ' / 

Method* TBLASTX :Maize - 
End " 745 
Score 416 



274. .618, 279. .740, 665. .742, 671. .745 



33171 
68782 
274 

OJ990318_06.0228.C56.ol.tw 

487 

none 



Seq. ID OJ990318_0 6. 0228 .C5 6 
Strand 

End 745 

Method TBLASTX : Wheat 

End 638 

Score 109 



487. .618, 4 87. .633, 4 8 9. .638, 4 98. .623 

33172 Seq. ID OJ990318_0 6 . 0228 . C57 

33276 



Gene No. 68783 

Start 1 

Name OJ990318_06 . 0228 . C57 . ol . gp 

Start 1 

GI uC-osroM202025cllal 

Exons 1 . . 433 

GI Descrip. '2258469 0.0e+00 (AF009179) 
sativa] ' 



Strand 
End 

Method 

End 

Score 



+ 

433 

AAT/GAP 

433 

767 



replication protein Al [Oryza 



Seq. No. 33173 Seq. ID 

Gene No. 68784 Strand 

Start 1362 End 

Name OJ990318_06 . 0228 . C59 . ol . gp Method 

Start 1362 End 

GI 3760033 Score 

Exons 1362.. 1607 



OJ990318_06.0228.C59 
+ 

1607 
AAT/GAP 
1607 
391 



Seq. No. 33174 Seq. ID 

Gene No. 68785 Strand 

Start 7134 End 

Name • OJ990318JD6 . 0228 . C60 . ol . gp Method 

Star±__ v .,..^ 7.13.4 -. 4 ..„-„ 4 .„ . „„- r ,. ; .,-_...,.End__ 

...GJ_ . __.,_2 34 2_1 .1.1.08.4 Sao.re_„-... 

Exons - - ■■ 7134. .7515, -7642. .7731, 8209. .8361 ■ - • - 
GI Descrip. '3426051 4.0e-25 
thaliana] 1 



OJ990318 06.0228.C60 



8361 
AAT/GAP 
.8361,. 
,11.82 



(AC005168) hypothetical protein [Arabidopsis 



Seq. No. 33174 

Gene No. 68786 

Start 8547 

Name OJ990318_06 . 0228 . C60 . o2 . gp 

Start 8547 

GI 9200JL.R1084 

Exons 8547.. 8700, 8792.. 8843, 

GI Descrip. '3426051 9.0e-41 
thaliana] 1 



Seq. ID 
Strand 
End 

Method 
End 
Score 
8936. .9017 



OJ990318_06.0228.C60 

9017 
AAT/GAP 
9017 
349 



(AC005168) hypothetical protein [Arabidopsis 



Seq. No. 33174 
Gene No. 68787 
Start 11310 

Name. OJ990318_06 . 0228 . C60 . o2 . tc . 

' Start ^ 7438" 
GI-'. ' " .none • ♦ . 

Exons " 7438. .7497,.. 7439. .7510, 7640. 

8209. .8259, 8210. .8260, 8258. 

8600. .8701, 8604. .8702, 8793. 

Seq. No. 33174 

Gene No. 68787 

Start 11310 

Name OJ990318_06 . 0228 . C60 . o3 . tc 

Start 10344 

GI none 

Exons 10344 .. 10475, 1034 4 .. 104 57 , 
11311. . 11373 



Seq. ID 
Strand 
End 

Method. 
End 
Score 



OJ990318 06.0228.C60 



11538 

. TBLASTX : Cress 
9020 
66. 

.'7732-, -7643. '.7732, 7681. 
,8371, 8260. .8370, 8261. 
,8843, 8928. .9020, 8936. 



.7734", 
,8374, 
, 9019 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990318_06. 0228.C60 
11538 

TBLASTX: Cress 

11373 

182 



1034 6. . 104 98, 11304 . .11372, 



Seq. No. 



33174 



Seq. ID OJ990318_06.0228.C60 



33277 




uene no . 


68787 




Strand 






Start 


11310 




End 


11538 




Name 


OJ990318 06.0228.C60 


. o3.gp 


Method 


AAT/GAP 




btart 


11310 




End 


11538 




bl 


9200 1.R1084 




Score 


144 




Exons 


11310. .11372, 11480. 


. 11538 








GI Descnp. 


'3426051 9.0e-41 (AC005168) 


hypothetical protein [Arabidops 




tnaiiana j 










beq . no . 






Seq. ID 


OJ990318_06.0228 


. C60 


Gene No. 


c q 7 qq 
Do / bo 




Strand 






Start 


11477 




End 


11976 




Name 


OJ990318_06.0228.C60 


.ol. tc 


Method 


TBLASTX: Cress 




otart 


11/177 
114 / / 




End 


11976 




ol 


none 




Score 


138 




Exons 


114 / / . . lloyo, 11478 . 


1 1 r A/ 

. 11594 , 


11676. .11735, 11846. .11968, 






1 1 QC1 1 1 QTC 

liooi. .liy/o 










Seq. No. 


331 /4 




Seq. ID 


OJ990318_06.0228 


.C60 


Gene No. 


68789 




Strand 






o tart 


15457 




TP /~i 


1 0 0 fc>4 




Name 


ujyyuoio ud.uzzo.ldu 


. o3 . tw 


Metnoa 


TBLASTX : Wheat 




O 4- -i -k~ "f 

otart 


154 5 / 




End 


1 a 0 c a 






none 




Score 


ICC 

loo 




Exons 


15457 .. 15612 , 15661. 


15864 








Seq. No. 


33174 




Seq. ID 


OJ990318_06.0228 


,C60 


Gene No. 


68790 




Strand 






O LqIL 


16255 




End 


17449 




Name 


ATQQmi Q fl C aooq ^cn 

ujyyujio uo.uzzo.cou 


o4 . tw 


Method 


TBLASTX: Wheat 




btart 


16255 




End 


16443 






none 




Score 


101 




Exons 


1 C O R Q 1 C /I vl "3 1 COCO 

IdZjj . . 1 o4 4 o , 1 6z OZ . . 


164 Uz 








Seq. No. 


331 /4 




Seq. ID 


OJ990318_06.0228 


. C60 


Gene No. 


68790 




Strand 






O Lail 


16255 




End 


.17449- 




Name 


OJyyUJlo U6.U22o.C60. 


ol . tm 


Method 


TBLASTX: Maize 




Of -, yf 

b tar l 


1 c o n >i 

1 63U4 




End 


16653 






none 




Score 


144 




Exons 


1 C "2 A ^ 1 C C *3 Q 1 /"Oi o 

163U4 . . 16639, 16312.. 


T C C C "3 

16653 








Seq. No. 


331 /4 




Seq. ID 


OJ990318__06.0228 


. C60 


Gene No. 


do / y u 




Strand 






Of 3 yf 

buar l 


16255 




End 


17449 




Name 


OJ990318 06.0228.C60. 


Ol. ts 


Method 


TBLASTX: Soybean 




Of y-f 

otart 


16321 




End 


16740 






none 




Score 


106 




Exons 


16321. . 16539, 16322.. 


16522, 


16537. .1674 0, 16541. .16657 






33174 




Seq. ID 


OJ990318_06.0228 


.C60 


Gene No. 


68790 




Strand 






Start 


16255 




End 


17449 




Name 


OJ990318 06.0228.C60. 


o2.tw 


Method 


TBLASTX: Wheat 




Start 


16444 




End 


16861 




GI 


none 




Score 


147 




Exons 


16444. .16506, 16459. . 


16773, 


164 77. .168 60, 164 78. .168 61 





33278 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



33174 
687 90 
16255 

OJ990318_06.0228.C60.o2.tm 
16660 



none 

16660. 

17285. 



Seq. ID OJ990318_06.0228.C60 
Strand 

End 17449 

_ Method TBLASTX : Maize 

End 17449 

Score 99 

16743, 16825. .16965, 17023 .. 17205, 17213 .. 17302 , 
17449 



Seq. No. 33174 

Gene No. 68790 

Start 16255 

Name OJ990318_0 6 . 0228 . C60 .ol . tw 

Start 17035 

GI none 
Exons 



Seq. ID OJ990318_06.0228.C60 
Strand 

End 17449 

Method TBLASTX : Wheat 

End 17405 

Score 169 



17035. .17199, 17036. .17206, 17051 .. 17200, 17213 .. 17 4 04 , 
17214. .17405 



Seq. No. 33175 
Gene No. 68791 * 

-..Name-, ^^jSaqjl 

Start- 164 

GI none 

Exons 164.. 582, 1784.. 2114 



Seq. ID OJ990318_06.0228.C64 
Strand 

„Met5orL- AAT71GAE,, , 



End 
Score 



2114' 
1392 



Seq. No. 


33176 


Seq. ID 


OJ990318_06.0228 .C66 


Gene No. 


68792 


Strand 


+ 


Start 


31 


End 


3320 


Name 


OJ990318 06.0228.C66.ol.gp 


Method 


AAT/GAP 


Start 


31 


End 


285 


GI 


uC-osflm202112e03bl 


Score 


438 


Exons 


31. .285 






GI Descrip. 


■2104949 4.0e-53 (U96716) MAP kinase- 


like protein [Selaginella 




lepidophylla] 1 






Seq. No. 


33176 * 


Seq. ID 


OJ990318_06.0228.C66 


Gene No. 


68792 


Strand 


+ 


Start 


31 


End 


3320 


Name 


. OJ990318 06..Q228..C66.ol...ts 


Method. . 


TBLASTX: Soybean . _ 


Start" , 


;4 0~ ; " * ; 


-End 


* 588 ** *". 


GI • „ . : ; 


■none ' . 


. -"Score ' 


553 ' " ■ * ' - 


Exons 


40. .198, *46. .423, 105. ".425, 


535. .588, 


'536.. 580" 


Seq. No. 


33176 


Seq. ID 


OJ990318_06.0228.C66 


Gene No. 


68792 


Strand 


+ 


Start 


31 


End 


3320 


Name 


OJ990318 06.0228.C66.ol.tc 


Method 


TBLASTX: Cress 


Start 


46 


End 


413 


GI 


none 


Score 


517 


Exons 


46. .411, 54. .146, 207. .413 






Seq. No. 


33176 " 


Seq. ID 


OJ990318_06.0228.C66 


Gene No. 


68792 


Strand 


+ 


Start 


31 


End 


3320 


Name 


OJ990318 06.0228.C66.ol.tm 


Method 


TBLASTX: Maize 
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Start 
GI 

Exons 



46 End 3320 

none Score 542 

46. .423, 54. .425, 526. .591, 536. .580, 827. .985, 828. .989, 

2479.-2634, 2480. .2635, 2730. .2876, 2941. .3024, 3195. .3320, 

3215. .3316 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

..Seq-.^NQ,. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 



33176 
68792 
31 

OJ990318__06.0228.C66.ol.tw 
73 

none 



Seq. ID OJ990318_06.0228.C66 

Strand + 

End 3320 

Method TBLASTX : Wheat 

End 417 

Score 69 



73. .198, 75. .221, 103. .300, 105. .287, 291. .416, 292. .417 



33176 
68792 
31 

OJ990318_06.0228.C66.o2.tc 

535 

none 



Seq. ID OJ990318_06.0228.C66 

Strand + 

End 3320 

Method TBLASTX : Cress 

End 1001 

Score 89 



535. .591, 536. .580, 725. .748, 824. .988, 828. .1001, 839. .1000 



_33L1£._ 
68792„- ' 
31 



~Seq I.D^_O.J9^Q3.L8_ : J0 6..„a2Z8-^C6.6^ 

Strand + 
End 3320 
Method TBLASTX : Soybean 
End 3320 
Score 142 



OJ990318_06.0228.C66.o2.ts 
824 
none 

824. .988, 828. .989, 836. .988, 847. .990, 2480. .2635, 2482. .2634, 
2730. .2876, 2953. .3024, 3216. .3275, 3288. .3320 



Seq. No. 


33176 




Seq. ID 


OJ990318 


_06.0228.C66 


Gene No. 


68792 




Strand 


+ 




Start 


31 




End 


3320 




Name 


OJ990318 06.0228 


.C66.o4 . tc 


Method 


TBLASTX; 


Cress 


Start 


2479 




End 


2634 




GI 


none 




Score 


201 




Exons 


2479. .2634, 2480 


. .2629 








Seq. No. 


33176 




Seq. ID 


OJ990318 


_06.0228.C66 


Gene No. 


68792 




Strand 


+ 




Start 


31 ' ' 


.fc6.6..63. tc 


End. 


'3320 




Name 


OJ990318..06.0228 


Metho'd 


TBLASTX: 


Cress 


Start' 


.2733 




End 


3320 




GI 


none 




Score 


187 




Exons 


2733.. 2876, 2941 


..3024, 3204 


. .3320 






Seq. No. 


33177 




Seq. ID 


OJ990318 


_06.0228.C70 


Gene No. 


68793 




Strand 


+ 




Start 


36 




End 


412 




Name 


OJ990318 06.0228 


.C70.ol.gp 


Method 


AAT/GAP 




Start 


36 




End 


412 




GI 


31975 1.R1084 




Score 


709 




Exons 


36. .412 










GI Descrip. 


'3b40195 1.0e-35 


(AC004260) 


Unknown protein [Arabidopsis 



thaliana] 1 
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# • 

Seq. No. 33177 Seq. ID OJ990318_06 . 0228 . C70 

Gene No. 68793 Strand + 

Start 36 End 412 

Name OJ990318_06 . 0228 . C7 0 . ol . tm Method TBLASTX: Maize 

Start 37 End 286 

GI none Score 207 

Exons 37. .165, 38. .178, 234. .284, 235. .285, 236. .286 

Seq. No. 33177 Seq. ID OJ990318J36 . 0228 . C70 ' 

Gene No. 68793 Strand + 

Start 36 End 412 

Name OJ990318_06 . 0228 . C70 . ol . tw Method TBLASTX : Wheat 

Start 38 End 196 

GI none Score 184 

Exons 38. .190, 39. .122, 49. .126, 134. .196 

Seq. No. 33178 Seq. ID OJ990318__06 . 0228 . C75 

Gene No. 68794 Strand + 

Start 1 End 590 

Name OJ990318_06 . 0228 . C75 . ol . gp Method AAT/GAP 

Start 1 End 333 

, GI..-.,. 67.7.83^.1.. R1084..., 5 ....,„™ ; . ...^Score,.,. 4 4 9 ... :i . _.. T -^.,.. ,_ 5= ...,.. - ... 

GI Descrip. ' 4 680203/gb | AAD27566 . 1 | AF114 171_7 1.0e-39 (AF114171) TNP2-like 
protein [Sorghum bicolor] 1 

Seq. No. 33178 Seq. ID OJ990318_06 . 0228 . C7 5 

Gene No. 68794 Strand + 

Start 1 End 590 

Name OJ990318_06 . 0228 . C7 5 . ol . tc Method TBLASTX : Cress 

Start 113 End 590 

GI none Score 156 

Exons 113. .262, 118. .252, 185. .388, 283. .360, 422. .589, 447. .590 

Seq. No. 33178 Seq. ID OJ990318JD6 . 0228 . C75 

Gene No. 68794 Strand + 

Start 1 - End 590 

Name ' OJ990318_06 . 0228 . C75 . ol . tw Method TBLASTX : Wheat 

Start 113 End 265' 

GI none Score 17 4 

Exons . 113. .265, ,133. .258 . . . ..... 



Seq.; No."* 33178 sfeg/ ID OJ990318__06 . 0228 . C75 

Gene No. ' 68794 ' Strand + " 

Start 1 End 590 

Name OJ990318_06 . 0228 . C75 . ol . tm Method TBLASTX : Maize 

Start 113 End 590 

GI none Score 168 

Exons 113. .274, 118. .258, 191. .388, 304. .369, 434. .589, 447. .590 

Seq. No. 33178 Seq. ID OJ990318_06 . 0228 . C75 

Gene No. 68794 Strand + 

Start 1 End 590 

Name OJ9903 18^06 . 0228 . C7 5 . ol . ts Method TBLASTX : Soybean 

Start 113 End 590 

GI none Score 165 

Exons 113. .268, 118. .258, 293. .388, 304. .369, 437. .589, 447. .590 
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# • 



Seq. No. 


33178 




Seq. ID 


OJ990318_06 . 0228 .C75 


Gene No. 


r o "7 c\ c 

oo / 95 




Strand 




Start 


1375 




End 


■ T743 


Name 


OJ990318 06 . 022o . C lb . o2 . 


tc 


Method 


TBLASTX: Cress 


Start 


13/5 




End 


1743 


bl 


none 




Score 


71 


Exons 


Ij / D. . 1040, 14Uy..lOJ4, 


1 Die 


. .1735, 1618. .1743 


Seq. No. 


33179 




Seq. ID 


OJ990318__06.0228.C80 


Gene No . 


do / y 0 




Strand 




Start 


lib 




End 


321 


Name 


ojyyuoio Uo.U2zo.CoU.oi. 


tm 


Method 


TBLASTX: Maize 


Start 


lib 




End 


321 


GI 


none 




Score 


209 


Exons 


116. .268, 125. .316, 126. 


.317 


, 127.. 321, 


133. .321 


oeq • no . 


33180 




Seq. ID 


OJ990318_06.0228.C81 


Gene No. 


68797 




Strand 




Start 


481 




End 


651 


Name 


OJ990318 06.0228.C81.ol. 


gp 


Method 


AAT/GAP 


■Start „ ._. 


. 4.8.1 .. 




...EncL. .... . 


.651 


_G.L,_— .,_ , 


. „..uC-os.f lM2n2.0,62.f:6.5bl™__. 




-S.CQr.e,. . r „ 


-25l4„ „ „ 


Exons 


• " 481. .651 - - 








GI Descrip. 


'3540195 1.0e-35 (AC004260) 


Unknown protein [Arabidopsis ■ 




thaliana] 1 








beq. jno . 


33180 




Seq. ID 


OJ990318_06.0228.C81 


Gene No. 


68798 




Strand 




Start 


1175 




End 


1346 


Name 


OJ990318 06.0228.C81.o2. 


gp 


Method 


AAT/GAP 


Start 


1175 




End 


1346 




uC-osflM202062f05bl 




Score 


233 


Exons 


1175. . 1346 








GI Descrip. 


'3540195 1.0e-35 (AC004260) 


Unknown protein [Arabidopsis 




thaliana] 1 








Seq. No. 


33181 




Seq. ID 


OJ990318_06.0228.C86 


Gene No . 


. 68799 




Strand 




Start 


1407 




End 


1767 


Name 


OJ990318 .06.0228.C86.ol. 


t s . 


. Method 


TBLASTX: Soybean . . 


otart 


. .121 ' ' ' V .' . 




End; ' 


507 




hone - 




Score 


17 6. ;■ ' 


Exons 


121. .315/ 346. .507 








Seq. No. 


33181 




Seq. ID 


OJ990318_06.0228.C86 


Gene .No . 


68799 




Strand 




Start 


1407 




End 


1767 


Name 


OJ990318 06.0228.C86.o2. 


tc 


Method 


TBLASTX: Cress 


Start 


139 




End 


471 


GI 


none 




Score 


151 


Exons 


139. .291, 144. .290, 346. 


.471 


, 366. .470 




Seq. No. 


,^33181 




Seq. ID 


OJ990318_06.0228.C86 


Gene No. 


.'^8799 




Strand 




Start 


1407 




End 


1767 


Name 


OJ990318 06.0228.C86.o2. 


tm 


Method 


TBLASTX: Maize 
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Start 


142 






End 


477 


GI 


none 






Score 


185 


Exons 


142. .324, 142. .297, 346. .477 






Seq. No. 


33181 






Seq. ID 


OJ990318 06.0228.C86 


Gene No . 


68799 






Strand 




Start 


1407 






End 


1767 


Name 


OJ990318 06. 


0228. 


C8 6.ol.gp 


Method 


AAT/GAP 


Start 


1407 






End 


1744 


GI 


487298 






Score 


543 


Exons 


1407. .1744 










GI Descrip. 


487298/dbj ID29997 IRICEN265 0. 


.Oe+00 Rice mRNA EN26, partial 




sequence 










Seq. No. 


33181 






Seq. ID 


OJ990318_06.0228.C86 


Gene No. 


687 99 






Strand 




Start 


14 07 






End 


1767 


Name 


OJ990318 06. 


0228 . 


C86 . ol . tm 


Method 


TBLASTX: Maize 


Start 


1477 






End 


1758 


GI 


none . 






Score 


163 


Exons 


1477 . . 1524 , 


1478 . 


tic/" i r n r 

.1756, 1585. 


.1758 




„Se,q — No-.^...._. 


33L8J 




•-v-t.t=: 

„ — 


ID... 


,„QJ3 903L^£,D.22^ ) Hj5I 


Gene No. 


68799 






-Strand • 




Start 


1407 






End 


1767 


Name 


OJ990318 06. 


0228 . 


C8 6 . o2 . ts 


Method 


TBLASTX : Soybean 


Start 


1489 






End 


1767 


GI 


none 






Score 


103 


Exons 


1489 . .1518, 


1585 . 


.1635, 1639. 


.1767, 1652.. 1765 


Seq. No. 


33181 






Seq. ID 


OJ990318_06.0228.C86 


Gene No. 


687 99 






Strand 




Start 


1407 






End 


1767 


Name 


OJ990318_06 . 


0228 . 


C86.0I. tw 


Method 


TBLASTX: Wheat 


Start 


1570 






End 


1767 


GI 


none 






Score 


49 


Exons 


1570. . 1635, 


1585. 


1 /-TP 1 £ O ("i 

. looo,. 1 o39 . 


.1767, 1652. .1765 


Seq. No. 


33181 






Seq. ID 


OJ990318_06.0228.C86 


Gene No. 


68799 






Strand 




Start 


. 1407 . . 






End 


.1767 . .... 


Name 


"OJ990318 06." 


0228. 


C8 6.pl, tc 


Method 


TBLASTX: Cress 


Start . 


, .1585 






End . 


1767- ; 


GI 


none 






Score 


97 


Exons 


1585. . 1767, 


1652. 


.1765 






Seq. No. 


33182 






Seq. ID 


OJ990318_06.0228 .C87 


Gene No . 


68800 






Strand 


+ 


b tar l 


2776 






End 


3013 


Name 


OJ990318 06. 


0228. 


C87.o2.gp 


Method 


AAT/GAP 


Start 


2776 






End 


3013 


GI 


5867 1.R1084 






Score 


138 


Exons * 


2776. .2804, 


2918. 


.3013 






GI Descrip. 


1 464986/sp| P35132 


IUBC9 ARATH 


5.0e-58 UBIQUITIN-CONJUGATING 




ENZYME E2-17 


KD 9 


(UBIQUITIN- 


PROTEIN LIGASE 9) {UBIQUITIN 



CARRIER PROTEIN 9) (UBCAT4B) >gi_421857_pir S32674 

ubiquitin--protein ligase (EC 6.3.2.19) UBC9 - Arabidopsis 
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GI ■ . 
Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



# 



thaliana >gi_297884_emb_CAA78714_ (Z14990) ubiquitin conjugating 





enzyme homolog [Arabidopsis 


thaliana] 


>gi 349211 (L00639) 




ubiquitin conjugating enzyme 


[Arabidopsis 1 


Seq. No. 


33183 




Seq. ID 


OJ990318_06.0228.C88 


Gene No . 


68801 




Strand 


+ 


Start 


2894 




End 


3376 


Name 


OJ990318 06.0228.C88.ol 


tm 


Method 


TBLASTX: Maize 


Start 


635 




End 


884 


GI 


none 




Score 


331 


Exons 


635. .871, 636. .884, 798. 


.884 






Seq. No. 


33183 








Gene No . 


68801 




Strand 


4- ~~ 


Start 


2894 




End 


3376 


Name 


OJ990318 06.0228.C88.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


647 




End 


874 


GI 


none 




Score 


115 


Exons 


647. .874, 650. .859, 651. 


.860 






Seq. No. 


33183 




Seq. ID 


OJ990318__06.0228.C88 


.Gene-No. _ 


.68801 _ 




•...Strand... 


_ + ._ . . „ . . . 


^.S.tar.t™ _^ . 


2&9_4-„ „ „ r .. , , 




End_. _ 




Name 


OJ990318 06.0228-.C88.ol. 


ts - 


Method - 


: TBLASTX: Soybean- - 


Start 


710 




End 


863 


GI 


none 




Score 


189 


Exons 


710 .. 8 62, 711 .. 863 








Seq. No. 


33183 




Seq. ID 


OJ990318_06.0228.C88 


Gene No. 


68801 




Strand 


+ 


Start 


2894 




End 


3376 


Name 


OJ990318 06.0228.C88.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


2547 




End 


2918 


GI 


none 




Score 


82 


Exons 


2547. .2642, 2553. .2624, 


2675 


..2791, 2702. .2803, 2707. .2802, 




2788. .2904, 2789. .2917, 


2796 


..2918, 2805. .2918 


Seq. No. 


33183. - : 




Seq. ID 


OJ990318_06.0228.C88 


Gene No. 


68801 




Strand 


+ 


Start 


2894 




End 


3376 " 


Name 


. .OJ990318. 06. 022.8. C88.0I. 


gp 


Method 


. AAT/GAP . . 


' Start 


2894 




End 


3376 ~" 



•Score 



913 



uC-osroM202008e08al 
2894. .3376 ' 

1 60 6964 3/dbj | AP000616 . 1 1 AP000616 2.0e-09 Oryza sativa genomic 
DNA, chromosome 6, clone: P0514G12 1 



OJ990318 06.0228.C89 



33184 
68802 
309 

OJ990318_06.0228.C8 9.ol.gp 
309 

uC-osroM202008e08bl 
309. .648 

'2459424 5.0e-13 (AC002332) unknown protein [Arabidopsis 
thaliana] 1 



Seq. ID 

Strand 

End 

Method 

End 

Score 



648 

AAT/GAP 

648 

668 
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# 



Seq. No. 33184 

Gene No. 68802 

Start 309 

Name OJ990318_06 . 0228 . C8 9 . ol 

Start 388 

GI none 

Exons 388.. 537, 395.. 481, 537 

Seq. No. 33185 

Gene No. 68803 

Start 249 

Name OJ990318_06 . 0228 . C90 . ol 

Start 249 

GI none 

Exons 249.. 365, 250.. 366, 253 






Seq. ID 


OJ990318 06.0228.C89 




Strand 






End 


648 


tm 


Method 


TBLASTX: Maize 




End 


590 




Score 


108 


. 572, 


537 . . 590 






Seq. ID 


OJ990318 06.0228.C90 




Strand 






End 


695 


tc 


Method 


TBLASTX: Cress 




End 


695 




Score 


138 


.381, 


448. .507, 


618. .695, 623. .694 



Seq. No. 33186 Seq. ID 

Gene No. 68804 . Strand 

Start 1 End 

Name OJ990318_06 . 0228 . C96 . ol . gp Method 

Start - 1 End 

V .GI, . , r --,.,_. : . Z1335_l.R108.4.. i .,.... r . r ,.. ; ..„.. .. ^ ^ Scor r €L_._. 

r „Exon^ .„! 18,9^ . ^ _ X~i'. ~~rZ-~ ~ . _ . 

GT Descrip.- 1 4914451/emb | CAB43691 . 1 |- 9 . 0e-ll-' {AL050398 ) dime thyYani line 

monooxygenase-like protein [Arabidopsis thaliana] ' 



OJ990318__06. 0228.C96 
+ 

189 

AAT/GAP 
189 

.325 , 



Seq. No. 33187 Seq. ID 

Gene No. 68805 Strand 

Start 437 End 

Name OJ990408_09 . 02 11 . CI . ol . gs Method 

Start 437 End 

GI none Score 

Exons 437. .495 



OJ990408_09.0211.C1 
+ 

495 

GENSCAN 

495 

.49 



Seq. No. 


33188 






Seq. ID 


OJ990408_09. 02 


Gene No. 


68806 






Strand 




Start 


228 






End 


3113 


Name 


OJ990408 


09. 0211. C3. 


o4 . tm 


Method 


TBLASTX: Maize 


Start 


216 






End 


573 


GI 


none 






Score 


185 


Exons, ...... 


_ . 216. .266, 


285.... 434 , . 


3 04,. 57 3,, 


4 8.9, .572 




Seq. No. ' 


' - 33188 . 






Seq. ,,ID 


OJ9904 08__09.02 


Gene No. 


' '68806 






Strand 




Start 


228 






End 


3113 


Name 


OJ990408 


09. 0211. C3. 


ol . gs 


Method 


GENSCAN 


Start 


228 




End 


2233 


GI 


hone 






Score 


.87 


Exons 


228. . 64 6, 


668. .847, 


958. .2233 







Seq. No. 33188 Seq. ID 

Gene No. 68806 Strand 

Start 228 End 

Name OJ9904 08JD9 . 0211 . C3 . ol . np Method 

Start 231 End 

GI 3236253 Score 

Exons 231.. 2196, 3080.. 3113 



OJ990408_09.0211.C3 

3113 
AAT/NAP 
3113 
1629 
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# 



GI Descrip. 



(AC004684) putative receptor-like protein kinase [Arabidopsis 
thaliana] 



Seq. No. 


33188 


Seq. ID 


OJ990408_09.0211 


.C3 


Gene No . 


68806 


Strand 






Start 


228 


End 


3113 




Name 


OJ990408 09.0211.C3.ol. tc 


Method 


TBLASTX: Cress 




Start 


342 


End 


2128 




bl 


none 


Score 


72 




Exons 


342. .434, 352. .561, 504. .587, 


555. .815 


, 595 . .816, 756 . . 


917 




806. .913, 932. .1708, 939. .1127, 941. .1 


402, 1398 . . 1703, 






1404. . 1 / zU, loy / . . zlzo , 1/U1. 


. i yji 




o e q * in o . 


33188 


Seq. ID 


/"\ *r O O A A AO Art A O 1 1 

OJy9040o 09.0211 


. C3 


Gene No . 


OODUD 


Strand 






G-t — i -k~ 4- 

b car z 


TOO 

z z o 


End 


3113 




Name 


ujyyu4Uo u y . uz 1 1 . bo . oi . tin 


Method 


TBLASTX : Maize 




olarl 


Do 0 


End 


1 1 f T 

1161 




C T 


none 


Score 


224 




Exons 


CQC QIC COC Q1C Q C\ A QTC 


o0d. .94 3 


, 903 . . 1133, 917 . 


..11- 




943. .1161 








— be q~* ^.Np . ^ ,. 




_S_eq-- TD.. . 


,rQJ39J)A.QB„ 03..D ?. 1 1 




- Gene No . - 


£ Q O A C. 








Start 


zzo 


End 


3113 




Name 


ujyyu4Uo u y . Uz i i . b j . oi . t s 


Method 


TBLASTX : Soybean 




0 4--, 4- 

b rare 


1 uz 


End 


1210 




bl 


none 


Score 


72 




Exons 


702. .815, 703. .798, 795. .917, 


806. .922 


, 932.. 1210, 933. 


.11: 




941. . 1198 








Seq. No. 


JJiOO 


Seq. ID 


OJ990408 09.0211 


.C3 


Gene No . 


dooUd 


Strand 






btart 


OOP. 
ZZO 


End 


3113 




Name 


HTQQO/inQ HQ HOI! Ci /-nO 4-tt 

uuyyu^uo u y . Uz i i . b J . oz . rw 


Method 


TBLASTX: Wheat 




otart 


ICO 

/ JJ 


End 


1078 




GI 


none 


Score 


198 




Exons 


753. .815, 806. .1078 








beq. no. 




Seq. ID 


tA A A J( A A /"V /-\ a /\ ^ ^ 

OJ990408_09 . 0211 


.C3 


Gene No. 


68806 


Strand 






otart 


228 • - - ■ - ■ 


End 


3113 




Name 


QJ990408 a9.02jr.C3.dl.tw.-.. *' 


Method 


■ TBLASTX : Wheat 




OJ . 4- 

btart 


1214 


End 


1544 




GI 


none 


Score 


178 




Exons 


1214. .1255, 1259. .1537, 1341. 


. 1544 






Seq. No. 


33188 


Seq. ID 


OJ990408_09. 0211 


,C3 


Gene No. 


68806 


Strand 






Start 


228 


End 


3113 




Name 


OJ990408 09.0211.C3.o2.tm 


Method 


TBLASTX : Maize 




Start 


1379 


End 


1787 




GI 


none 


Score 


276 




Exons 


1379. .1786, 1398. .1787 








Seq. No. 


33188 


Seq. ID 


OJ990408_09.0211, 


.C3 


Gene No. 


68806 


Strand 







33286 



O talL 






End 


3113 




Nam© 




noil 


.C3.o2.ts Method 


TBLASTX : Soybean 




Of 3 v-f- 

o car l 


ID jj 




End 


2149 




P T 
b± 


none 




Score 


101 




TP v /"v c 


1 J jO . . 1 jOZ/ 


1 / UO 


..1888, 1733. .1882, 1895. .2149 




Seq. No. 


33188 




Seq. ID 


OJ990408_09.0211. 


C3 


Gene No. 


68806 




Strand 


- 




otail 






End 


3113 




Name 


nTQQndnft dq 


H91 1 
UZll 


.C3.o3.tw Method 


TBLASTX: Wheat 




otalL 


It// ~~ 
1 O *± fi 




End 


1787* 






none 




Score 


54 




Exons 




1 

1 JJZ 


. .1641, 1554. .1787 






Seq. No. 


33188 




Seq. ID 


OJ990408_09.0211. 


C3 


Gene No. 


68806 




Strand 








99ft 




End 


3113 




Name 


r> TQQ04 Dft HQ 


091 1 

UZll 


C3.o3.tm Method 


TBLASTX: Maize 




OLdiC 


i / yu 




End 


2212 




b X 


none 




Score 


55 




Exons 


1 7QH 9009 


1 0 U J 


.1991, 1997. .2212, 2028. .2195 




o£CJ.. s , LNO_. 




- 


— v ^.^^Seq^J.D.. 


..QJ.9.90.4.0 JD.2.iL. 


P A 


Gene No. 


68807 




Strand - 


■ + " - - 




Start 


1 




End 


1623 




Name 


OJ990408 09. 


0211. 


C4.ol.np Method 


AAT/NAP 




o car l 


1 




End 


1623 




p t 


1418331 




Score 


1520 




U 1 /"N t^i c 


1. .1623 










bl UcbCIip . 


(X95909) receptor like protein kinase 


[Arabidopsis thaliana 


Seq. No. 


33189 




Seq. ID 


OJ990408J39.0211. 


C4 


Gene No. 


68807 




Strand 


+ 




O Lai C 


1 




End 


1623 




Name 


OJ990408 09. 


0211. 


C4.o2.ts Method 


TBLASTX : Soybean 






1 




End 


458 




PT 
bl 


none 




Score 


71 




XT' v /^i t-\ o 


1..66, 168.. 


3'62, 


173. .340, 208. .345, 354. .458 




oeq. in o . 


33189 




Seq. ID 


OJ990408_09.0211. 


C4 


bene ino . 


68807 




Strand 


.+ 




Start. 


"1 




End 


1623 




■Name ^ . - 


QJ990408 09. 


0211. 


C4.61.tc : Method ■ 


TBLASTX: Cress ; 




Of a r f 


16 




''End" 


1622 




PT 


none 




Score 


48 




Exons 


16. .81, 69.. 


122, 


125. .340, 126. .359, 174. .341, 348. .1121 


r 




380. .679, 537. .698, 755. .1120, 942. .1121, 1045. .1131, 






1143. .1469, 


1175. 


.1465, 1494. .1622, 1496. .1621 




Seq. No. 


33189 




Seq. ID 


OJ990408_09.0211. 


C4 


Gene No. 


68807 




Strand 


+ 




Start 


1 




End 


1623 




Name 


OJ990408 09. 


0211. 


C4.o2.tm Method 


TBLASTX: Maize 




Start 


269 




End 


677 




GI 


none 




Score 


441 





Exons 269. .340, 270. .677, 270. .602, 380. .655 



33287 



* 



Seq. No. 


33189 


Seq. ID 


OJ990408_09.0211, 


C4 


Gene No. 


68807 


Strand 


+ 






x 


tna 


i a o "3 




Name 


mQQriAnQ og 0911 c*a 


o3 . tw Method 


TOT 7\ O T 1 V • TaTV. --,4. 

I BLiAb 1 a : wneat 






9 £ Q ~ 




CI c 

jIj 




fir 
oX 


none 


Score 


9 9 7 




Exons 


9fiQ "39ft 970 SI S 


4 01 S1 4 
fl U 1 . . 3 X *i 






Seq. No. 


33189 


Seq. ID 


OJ990408_09.0211. 


C4 


Gene No. 


68807 


Strand 


+ 




o Lai L. 




PnH 

Olid 


1 COT 




Name 


OTQQn^OP HQ 0911 P4 
VJU_7_7UfiUO UZ7.UZXX.Ufi. 


oi . tw Pdetnoa 


i tiLtPio i a : wneat 




Q +- -a v-+- 


JlD 


Cjna 


Q A 9 
o 4t __. 




VJ J. 


none 


Score 


9 ft Q 

z o y 




Exon s 


SI f\ 7Q7 SI ft 7G£ 


7 ft S ft ^ S ft01 ft49 
/0 J . . 0 JJ; O U X . .OfiZ 






Seq. No. 


33189 


Seq. ID 


OJ990408 09.0211. 


C4 


Gene No. 


68807 


Strand 


+ 




Start 


1 








Name 


n,TQQ040ft HQ 0911 CA 


ox. us LYietnou. 


i tsLiAb i a . boyoean 




Cf a -rf- 

OLdl L 


ft A S ~ 

0 4 J • 


Ejna 


i *3 tz 






.. none. . _ . _ „. „ 


^ S c ore . _ 






.- ^Cj A LJ 1 J. O, — 

: 


ft 4 S 1117 ft 4 6 1191 

. . pjD H,~jl ... . 1X1, /.,, CLft D ...... -X.X_-_.-X 


1 1 *34 1 ^SS 1 1 


1 ^ S 4 




i Seq. No. 


33189 


Seq. ID 


OJ990408 09.0211. 


C4 


i Gene No. 


68807 


Strand 






: OLdlL 


i 

X 


J7r-» H 

tina 


1 CO *z 




Name 


nTQQn^OQ OQ 0911 HA 


o__. . tw ixie liioq 


i dlAo i a : wnea l 






ft £7 _ 










none 


Score 


9 14 
Z 1 fl 






ft67 1149 ft 7 S Q1^ 


Q £ C 1 1 CI 114*3 
27 O O . . X X 3 X , X X f_ O . . 


1 9 Qft 1 1 i onn 
IZyo, HDD. .lOUU 




Sea. No 


33189 


Spa TD 


O.TQQ040R DQ 091 1 


P4 


Gene No. 


68807 


Strand 






! Start 


1 


End 


1623 




Name 


OJ990408 09. 0211. C4 . 


ol.tm Method 


TBLASTX: Maize 




Start 


896 


End 


1472 




! GI 


none 


Score 


348 




Exons 


896. .1153, 897. .1148 


, 1127. .1453, 1130 


..1462, 1143. .1472 





Seq, ID OJ990408J)9.0211.C4 

Strand + v 

End 1623 " ? 

Method AAT/GAP 

End 1623 

Score 774 



Seq. No. . 33189. ...... 

Gene No.! 68807* 
Start 1 ; 

Name " OJ9904 08_09 . 021l'. C4 . ol gp 

Start 1233 
GI uC-osflcyp033al2bl 
Exons 1233.. 1623 

GI Descrip. 1 3193290 8.0e-45 (AF069298) contains similarity to a protein 
kinase domain (Pfam: pkinase . hmm, score: 165.48), to legume 
lectins beta domain (Pfam: lectin_legB . hmm, score: 125.64) and 
legume lectins alpha domain (Pfam: lectin_legA. hmm, score: 
16.72) [Arabido 1 



Seq. No. 33189 t Seq. ID 

Gene No. 68807 Strand 

Start 1 End 

Name OJ990408 09 . 0211 . C4 . o3 . ts Method 



OJ990408_09.0211.C4 

+ 

1623 

TBLASTX : Soybean 



33288 



p t 

Start 1371 End 1621 

GI none Score 213 

Exons 1371. .1619, 1373. .1621 

Seq. No. 33190 Seq. ID OJ990408JD9 . 021 1 . C6 

Gene No. 68808 Strand 

Start 470 End 2036 

Name OJ9904 08_09 . 02 11 . C6 . ol . gs Method " GENSCAN 

Start 470 End 2036 

GI none Score .59 

Exons 470.. 598, 639.. 722, 1601.. 1768, 1770.. 2036 

Seq. No. 33191 Seq. ID OJ990408_09 . 0211 . C7 

Gene No. 68809 Strand + 

Start 771 End 1152 ■ 

Name OJ990408_09 . 0211 . C7 . ol . gs Method GENSCAN 

Start 771 End 1152 

GI none Score . 58 

Exons 771. .909, 992. .1152 

. Seq. No-.- -33191 - _ - --. Seq. ID OJ990408_£>9 . 0211, C7 • - - 

^...GeneJia.^^^ M^Q.^^^,^^^^^ .Strand „.„_ = -^ J= ,_ ,-„■ , 

Start.- .^-.^ ■..l-'- 1" .'--ZJLJ_.„.1...7r...' ""7' '"" .." Rnd.. ".. 4 4 6rT~~ . ",_ ""'"V " „ 

• ^ - • - Name - OJ9904 08_09 .- 0-2 11.C7 . ol . np ; - Method .-AAT/NAP ~ . 

•iJ Start 1 End '-4460 

l!f! GI 133416 Score 302 

fl! Exons 1..27, 2662.. 2750, 2969.. 3171, 4432.. 4460 

^| GI Descrip. DNA- DIRECTED RNA POLYMERASE BETA CHAIN gi | 66970 | pir | | RNRZB 

: rl DNA-directed RNA polymerase (EC 2.7.7.6) beta chain - rice 

chloroplast gi | 11971 | emb | CAA33986 | (X15901) RNA polymerase beta 

w subunit [Oryza sativa] 

Seq. No. 33191 Seq. ID OJ990408_09 . 0211 . C7 

i«. Gene No. ' 68811 Strand 

i"! Start 4463 End 6023 

Name OJ990408_09 . 0211 . C7 . o3 . tm Method TBLASTX: Maize 

h : Start 2668 End 3160 

ill GI none Score 105 

Exons 2668.. 2748, 2670.. 2750, 2674.. 2751, 2675.. 2749, 2957.. 3115, 
:==: 2968.. 3105, 2974. .3123, 2975. .3109, 2979.. 3116, 3092.. 3160, 
; . 310.8. .3149, ,3109. .3159 .. , . .... 



'Seq. .No, ■ .33191 . ■ ~* . ' Seq. JD OJ9904 08JD9 . 0211 . C7 ' 

Gene No. 68811 "' * ' ' Strand 

Start 4463 " " End 6023 

Name OJ990408_09 . 0211 . C7 . o2 . tc Method TBLASTX : Cress 

Start 2.972 End 3175 

GI ' none Score 101 

Exons 2972.. 3079, 2972.. 3079, 2973.. 3083, 2974.. 3090, 2979.. 3089, 

3089. .3175, 3108. .3173 

Seq. No. 33191 Seq. ID OJ990408_09 . 0211 . C7 

Gene No. 68811 Strand 

Start 4463 End 6023 

Name OJ990408_09 . 0211 . C7 . ol . tc Method TBLASTX : Cress 

Start 3618 End 5845 

GI none Score 152 



33289 



Exons 


Jblo . . JooU, 


4 955 


. .5116, 


5177 . 


.5248, 5360. .5446, 5426. .5554, 




ooy / . . oo 4 5 












Seq. No. 


33191 








Seq. ID 


OJ990408_09.0211.C7 


Gene No. 


68811 








Strand 




b tart 


/I/I f Q 

■I 4 b j 








End 


6023 


Name 




. Uz 1 1 


. C7 . ol . 


tm 


Method 


TBLASTX : Maize 


otart 


*3 £ £ £ 








End 


4561 


C T 

hi 


none 








Score 


81 


Exons 


O ODD . . JO f Z , 


n o o q 


. . 4U11 , 


/i n o 


.4338, 4454 . . 4561 


beq. no. 










Seq. ID 


OJ990408_09.0211.C7 


bene inu . 


DOOll 








Strand 




Start 


4463 








End 


6023 


Name 


OJ990408 09. 


0211 


.C7.ol. 


ts 


Method 


TBLASTX: Soybean 


Start 


4372 








End 


5470 


GI 


none 








Score 


105 


Exons 


4372. .4479, 


4457 


. .4624, 


4520. 


.4654, 4646. .4939, 4955. .5326, 




4965. .5321, 


5381 


. .5470, 


5382. 


.5444 





Seq. No. 

..Gene-JJo ..^ ^ 
.itart^_-_ 

Name — 

Start 

GI 

Exons 

GI Descrip. 



33191- 
.,68.811^ 



Seq. ID OJ990408_09.0211.-C7 

.Strand _ ^^^^ 

^nci^.^J!j6Q2321^ ...... ..Z^- - 



OJ9904 08_09~. 0211 .G7 ;-o2 . rip - -Method : 

4 4 63 End 
5669782 Score 
4463. .6023 

(AF108010) HvlLRR2 [Hordeum vulgare] 



AAT/NAP- 

6023 

790 



Seq. No. 


33191 








Seq. ID 


OJ990408_09.0211 


.C7 


Gene No. 


68811 








Strand 






Start 


4463 








End 


6023 




Name 


OJ990408 09 


.0211 


.C7.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


4721 








End 


5056 




GI 


none 








Score 


79 




Exons 


4721. .5056, 


4877 


. .5038, 


4938. 


.5054 






Seq. No. 


33191 








Seq. ID 


OJ990408JD9.0211 


.C7 


Gene No. 


68811 








Strand 






Start 


44 63 








End 


6023 




Name ,. . 


OJ990408 09 


0.211 


.C7.ol. 


tw 


Method . 


TBLASTX: Wheat .. 




Start 


*""4 9'7'i * 








"End 


"52'94" • ~~ 




■ GI 


' none. ■ . 








.Score* ■ 


100 ■ • ■ 




Exons 


4971. .5132, ' 


4972 


.5280, 


4973. 


.5275, 5087.:5284, 5157. .5294 


Seq. No. 


33191 








Seq. ID 


OJ990408_09.0211 


C7 


Gene No. 


68811 








Strand 




Start 


4463 








End 


6023 




Name 


OJ990408 09. 


0211 


C7 .o2. 


ts 


Method 


TBLASTX: Soybean 




Start 


5474 








End 


5833 




GI 


none 








Score 


167 




Exons 


5474. .5572, 


5597 


.5833 










Seq. No. 


33192 








Seq. ID 


OJ990408_09.0211. 


C8 


Gene No . 


66812 








Strand 


+ 




Start 


18254 








End 


19722 




Name 


OJ990408 09. 


0211. 


C8.o2. 


gp 


Method 


AAT/GAP 





33290 



1 



f 



t 



Start 


18076 


End 


18574 


GI 


none 


Score 


880 


Exons 


loU / 0 . . lo5 /4 






Seq. No. 


33192 


Seq. ID 


OJ990408_09.021 


Gene No. 


68812 


Strand 


+ 


Start 


1o2o4 


End 


19722 


Name 


ojyyu4Uo uy . U2ii . Co . 02 . gs 


Method 


GENSCAN 


Start 




End 


19722 


GI 


none 


Score 


.85 


Exons 


1QOC/1 ioot/i idoc/i inoTO 
lozo4 . . loo /4 , 1 yzo4 . . 1 3Z12 , 


19340. .19722 


Seq. No. 


oil 92 


Seq. ID 


OJ990408_09.021 




68812 


Strand 


+ 


Start 


18254 


End 


19722 


Name 


OJ990408 09.0211.C8.o3.np 


Method 


AAT/NAP 


Start 


18313 


End 


18883 


GI 


4585996 


Score 


310 


Exons 


18313. .18883 






GI Descrip. 


(AC005287) Hypothetical protein [Arabidopsis thaliana] 



..Seq.,. No... . , 3.3 1 9 2 ._, ^ ^ ^ 

jGeae. JSI.o,.,___.6.8 82 3____^..__, _ 

Start - -20854 - - *- -= - - 

Name OJ990408_09 . 0211 . C8 . o3 . gs 

Start 20854 

GI " none 

Exons 



„Seq. _ID. 0J9 9 0403^0.9^0 21 L.CEL 
..Strand P ±-™ „ t . 



End 

Method 

End 

Score 



21951- - 
GENSCAN 
21951 
.47 



20854. .20908, 20910. .21413, 21506. .21951 



Seq. No. 33192 Seq. ID 

Gene No. 68814 Strand 

Start 33111 End 

Name OJ9904 08_0 9 . 02 1 1 . C8 . o4 . np Method 

Start 33111 End 

GI 4680179 Score 

Exons 33111.. 33193, 33829.. 34817 

GI Descrip. (AF111709) polyprotein [Oryza sativa subsp. indica] 



OJ990408_09.0211.C8 
+ 

34817 
AAT/NAP 
34817 
689 



Seq. No. 


33192 






Seq. ID 


OJ990408 


_09.0211.C8 


Gene No. 


68815 






Strand 






.Start 


.9.9.0 ... 






End ... 


14 957 




Name ------ 


OJ9904 


ot_6~9;. "021 r. cavoi 


.gs 


~ - Method " 


"GENSCAN" 




Start'-' 


"990- ' 






End • - 


14 9.57 ' 




GI 


none 






Score 


. 61 




Exons 


990. .1 


022, 1192. .1353, 


1872. 


.1961, 2899.. 2983, 


3833. .3897, 




4408.. 


4503, 4590. .4704 


, 4810 


. .4901, 4982. .5067, 


5219. .5318, 




5504. . 


5610, 6007. .6181 


, 7910 


..8092, 8180. .8436, 


8563. .8761, 




8871.. 


9395, 10192.. 104 


13, 11479. .11662, 


12138. . 


12262, 




12538. 


.12650, 14091. .1 


4201, 


14293. .14517, 14633 


. .14790, 




14881. 


.14957 










Seq. No. 


33192 






Seq. ID 


OJ990408 


_09.0211.C8 


Gene No. 


68815 






Strand 






Start 


990 






End 


14957 




Name 


OJ9yU4Ub U9.0211.C8.ol 


.gp 


Method 


AAT/GAP 




Start 


2650 






End 


6325 




GI 


15879 


1.R1084 




Score 


2116 





33291 



Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons ._. 

Seq. NoV-.: 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2650. .2983, 4308. .4503, 4590. .4704, 4810. .4901, 4982. .5067, 
5219. .5318, 5504 . .5610, 6182. . 6325 

'3687235 3.0e-49 (AC005169) putative copia-like transposable 
element [Arabidopsis thaliana] * 



33192 
68815 
990 

OJ990408_09.0211.C8.ol.np 

4315 

4972062 



Seq. ID OJ990408_09.0211.C8 
Strand 

End 14957 

Method AAT/NAP 

End 5581 

Score 695 



4315. .4503, 4590. .4704, 4810. .4901, 4982. .5067, 5219. .5318, 
5504. .5581 

(AL078470) putative protein [Arabidopsis thaliana] 



33192 
68816 
23725 

OJ990408JD9. 0211. C8 .o4 . gs 
23725 

none - ■ ■ 



Seq. ID OJ990408_09.0211.C8 
Strand 

End 26037 

Method GEN SCAN 

End 26037 

Score . 57 - 



r .. 23725 .... 23787, ... 24 4 4 4..,. .2,4 565 r, .24 854... 2,4.927 x ...26012... 26047,.-,.^. 



•33192 ' • •• • 

68817 ' 
28461 

OJ990408_09.0211.C8.ol.ts 

4276 
none 

4276. .4416, 4290. .4415, 4440, 
4590. .4703, 4625. .4717, 4810, 
4979. .5068 



Seq. -ID- 
Strand 
End ' 
Method 
End 
Score 

.4505, 

.4851, 



OJ990408-0-9.-0211 ,C8 
28707 

TBLASTX: Soybean 
5068 
111 

4589. .4702, 4590. .4703, 
4842. .4904, 4979. .5008, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ; No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



33192 
68817 
28461 

OJ9904 08_09.0211.C8.ol.tw 

4305 

none 

4305.. 4406, 4308.. 4505, 4309. 
4590.. 4703, . 4590 f . 4703,.. 4622, 

33192. . ' : - .... - . • . " • 

68817 
28461 

OJ9904 08_09 . 02 11 . C8 . o2 . tm 
4305 
none 
4305. 
4590, 
4979. 
5504. 



,4505, 
,4703, 
,5068, 
,5599 



4306. .4455, 4588, 
4622. .4717, 4810, 
4979. .5068, 4984. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990408 09. 0211. C8 



28707 

TBLASTX: Wheat 
4830 
123 

4455, 4588. .4683, 4589. .4702, 

4.717, 4810.. .4830. . . .. _ _ 



•Seq". --ID OJ990408_09. 0211/C8 
Strand - 
End 28707 
Method TBLASTX : Maize 
End 5620 
Score 188 

.4683, 4589... 4699, 4590.. 4703, 
.4896, 4810. .4905, 4818. .4904, 
.5070, 5221. .5319, 5504. .5620, 



Seq. No. 33192 -± ■ Seq. ID 

Gene No. 68817 Strand 

Start 28461 End 

Name OJ990408 09 . 0211 . C8 . o3 . tc Method 



OJ990408_09.0211.C8 
28707 

TBLASTX: Cress 



33292 



Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. -No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No] 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 
Seq. No. 



4590 End 5605 

none Score 93 

4590. .4703, 4590. .4703, 4810. .4896, 4818. .4904, 4842. .4904, 

4976. .5011, 4979. .5068, 5504. .5554, 5540. .5605 



33192 
68817 
28461 

OJ990408_09 . 0211 . C8 . o7 . tm 

7015 

none 



Seq. ID OJ990408_09.0211.C8 
Strand 

End 28707 

Method TBLASTX : Maize 

End 7973 

Score 39 

7015. .7056, 7157. .7285, 7163. .7285, 7215. .7289, 7216. .7326, 
7907. .7972, 7911. .7973 



33192 
68817 
28461 

OJ990408_09.0211.C8.o2.ts 

11234 

none 



Seq. ID OJ990408_09.0211.C8 
Strand 

End 28707 

Method TBLASTX : Soybean 

End 11590 

Score 93 



11234 11344, 11235. .11336, 11237 11350, 114 61 .. 1158 9, 
11.4 8.9. . 1159.0 . . .. . 



33192 ■ 

68817 

28461 

OJ990408_09.0211.C8.o3.tm 

11576 

none 



Seq-. ID OJ990408_09 . 021-1. C8 
Strand 

End 28707 

Method TBLASTX : Maize 

End 12621 

Score 250 



1157 6. . 1174 0, 11578. . 117 96, 11578. . 11742, 124 60. . 12621, 
124 94. .12619, 12523. .12621 



33192 
68817 
28461 

OJ9904 08_09.0211.C8 .ol.tc 

11587 

none 

11587. .11739, 11588.. 11743 
33192 

' 68~ST7 " " " 
28461 , - -• /' • ... . \ 
OJ9904 08_0'9 . 0211 . C8 . o2 . t'c 
12536 
none 



Seq. ID OJ990408_09.0211.C8 
Strand 

End 28707 

Method TBLASTX : Cress 

End 11743 

Score 161 



Seq. ID OJ990408_0.9.0211_CS 
Strand ' " - " 
End .... ■ ' 28707 - ■• * 

Method TBLASTX : Cress 
End 14441 
Score 79 



12536. .1264 9, 12538. .12651, 14291 .. 14 4 4 0, 14 301. .144 41 



33192 
68817 
28461 

OJ9904 08JD9. 0211.C8 .ol. tm 

18067 

none 



-Seq. I'D OJ990408_09.0211.C8 
Strand 

End 28707 

Method TBLASTX : Maize 

End 18825 

Score 56 



18U67. .18165, 18254. .1828 9, 18313. .18825, 18398. .18817 
33192 Seq. ID OJ990408_09 . 0211 . C8 



33293 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



68817 Strand 

28461 End 

OJ9904 08_09 . 0211 . C8 . o4 . tm Method 

21610 End 

none Score 



28707 

TBLASTX: Maize 

22089 

89 



21610. .21819, 21678. .21818, 21687 .. 21833, 21688 .. 21834 , 
21818. .21877, 2 1877 .. 2194 5, 21880 .. 21933, 21881 21979, 
21979. .22089, 21985.. 22089 



Seq. No. 33192 

Gene No. 68817 

Start 28461 

Name OJ9904 08_0 9 . 0211 . C8 . 08 . tm 

Start 23791 

GI none 

Exons 23791. .23895, 23813 
23897. .23962, 24079 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990408 09. 0211. C8 



23860, 23855. 
24141, 24080. 



28707 

TBLASTX: Maize 
24146 
50 

23893, 23896. .23967, 
24142, 24081.. 24146 



Seq. No. 

Gene No. 

Start 
_Name 
7star±.._L 
-GI- - - 

Exons 



33192 
68817 
28461 

OJ990408 .09.. 021.1. C8,o5..tm .. 



-.2.631.8, 

none - - - 



Seq. ID OJ990408_09.0211.C8 
Strand 

End 28707 

Method TBLASTX: Maize 



, f: , End _ _.. „. ..2.6 7.93_ v ™ 

- Score '76 - - - ■■ ■ 



26318. .26395, 2 631 9 .. 26387 , 2 6537 .. 2 6587 , 26552 .. 26587 , 
26598. .26696, 2 6602 .. 26697 , 2 6606 .. 2 6737 , 26607 .. 26693, 
26672. .26788, 26692 .. 26793, 26692. .26793 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name* 

Start 

GI 

Exons 



33192 * Seq. ID OJ990408_09 . 021 1 . C8 

68817 Strand 

28461 End 28707 

OJ9904 08_09. 0211 . C8 . o3 . gp Method AAT/GAP 

28461 End 28707 

101153_1 .R1084 Score 337 

28461. .28707 

, 5852170/emb|AL117265.1|OST17804 1.0e-115 Oryza sativa 
indica(GLA4) genomic DNA, chromosome 4, BAC clone : tl7804 1 



33192 Seq. ID 

68818 Strand 

33992. . End 

OJ990408_09."0"21i.C8'.o2.tw " Method ' 

•33992 ' ••. - • / ■ End 

none Score 

33992. .34348, 34018 34092, 34037 .. 34165, 34199 .. 34336, 
34207. .34347 



OJ990408_09.0211.C8 

34522 . . 
TBLASTX : Wheat 
34348 .'V / ' 
'263 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



33192 

68818 •} 
33992 

OJ9904 08_09.0211 .C8.o6.tm 
34229 
none 

34229. .34492, 34 252 .. 34 4 10, 34457. .34522 



Seq. ID OJ990408_09.0211.C8 



Strand 
End 

Method 

End 

Score 



34522 

TBLASTX: Maize 
34522 
198 



33193 
68819 



Seq. ID OJ990408_09.0211.C9 
Strand + 



33294 



Start 


1 


End 


693 


Na.ni© 


OJ990408 09.0211.C9.ol.np 


Method 


7\ 7\ T /MID 


O UclX C 


1 


End 


£ Q "3 

d y O 




6815109 


Score 


1 on 
1 0 U 




1..296, 363..693 








(AP001081) hypothetical protein [Oryza 


baClvd J 


Seq. No. 


33193 


Seq. ID 


OJ990408 


Gene No. 


68820 


Strand 




O LCII L 


43 


End 




Name 


OJ990408 09.0211.C9.ol.gs 


Method 


O Ej IN O^ri IN 




43 


End 


£n A 




none 


Score 


a 
. o 


LiXUIlb 


43. .453, 546. .604 






O S CJ . LN U • 


33194 


Seq. ID 




Gene No . 


68821 


Strand 




Start 


1 


End 


1705 


Name 


OJ990408_09.0211.Cll.ol.np 


Method 


AAT/NAP 


o LciL t. 


X 


End 


1705 




6523547 


Score 


113 


T7* v /"N r^i 

HjXons 


. i. .^a^^ieBa^iTos,...,...^ . ,_ . 








(AJ2A25A0) ,.hydroxyproiiue- 


ra.ch._ ; gXycoprp.te ln.^D2 - 




carteri-f .---nagariensls] ■ - 






Seq. No. 


33195 


Seq. ID 


OJ990408 


Gene No. 


68822 


Strand 






924 


End 


1795 


Name 


OJ990408 09.0211.C12.ol.gs 


Method 


GENSCAN 


Q +- a y-f- 

otait 


924 


End 


1795 


PT 


none 


Score 


.54 




924. .1058, 1604. .1795 






beq. no. 


33195 


Seq. ID 


OJ990408 


Gene No. 


68823 


Strand 




Start 


2136 


End 


2247 


Name 


OJ990408 09.0211.C12.ol.gp 


Method 


AAT/GAP 


Start 


2136 


End 


2247 


GI 


LIB3477-003-P1-K1-E9 


Score 


143 


Exons 


2136. .2247 







GI Descrip.. ' 24 9858 6/sp | Q40638J MP01_0RYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY," S I) >gi_1173557 (U31771) "Or^'s T [Oryza - 
\ .. sat-iva] 1 - •. '.. ... "'' , • . . ■ 



Seq. No. 


33196 








Seq. ID 


OJ990408 


Gene No. 


68824 








Strand 




Start 


29 








End 


1028 


Name 


OJ990408 


_09. 


0211.C13.ol, 


.gs 


Method 


GENSCAN 


Start 


29 








End 


1028 


GI 


none 








Score 


.88 


Exons 


29. .187, 


481 


..553, 655.. 


. 1028 






Seq. No. 


33197 








Seq. ID 


OJ990408 


Gene No. 


68825 








Strand 


+ 


O J — X. 

i_j i, a. j_ u 


7110 








End 


8689 


Name 


OJ990408 


_09. 


0211.C14.ol. 


• gp 


Method 


AAT/GAP 


Start 


7110 








End 


8689 



33295 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



none Score 922 

7110. .7204, 7291. .7537, 7616. .7717, 8623.-8689 



33197 
68826 
1 

OJ990408_09.0211 .C14 .ol .np 
1 

4680204 
1..1069, 1161. .2552 

(AF114171) hypothetical protein [Sorghum bicolor] 



Seq. ID OJ990408_09.0211.C14 
Strand 

End 2552 

Method AAT/NAP 

End 2552 

Score 852 



Seq. No. 33197 

Gene No. 68826 

Start 1 

Name OJ9904 08_09 . 0211 . C14 . o2 . np 

Start 567 

GI 4680204 

Exons 567.. 1069, 1161.. 2552 

GI Descrip. (AF114171) hypothetical protein [Sorghum bicolor] 



Seq. ID OJ990408_09.0211.C14 
Strand 

End 2552 

Method AAT/NAP 

End 2552 

Score 815 



.Seq.. No .^33197. . ... ....... <: . 

..Geae. .No... ,688 22 „ 

Start - 3678 ■ - - ' - - 

Name . OJ9904 08_09 . 0211 . C14 . o2 . tw 

Start 1551 

GI none 

Exons 1551.. 1655, 1551.. 1721, 1552. 

1758. .1952 



..Seq.., ,ID, JOJ99p.4.Q^ 

. .S tr .a nd.; r „ . ,. • 

End 7214-"--. -- 

Method TBLASTX : Wheat 

End 1952 

Score 39 

.1668, 1711. .1893, 1716. .1952, 



Seq. No. 


33197 










Seq. ID OJ990408 


09.0211.C14 


Gene No. 


68827 










Strand 






Start 


3678 










End 7214 






Name 


OJ990408 09 


.0211. 


C14.o2 


.gs 


Method GENSCAN 






Start 


3678 










End 7214 






GI 


none 










Score .74 






Exons 


3678. 


3795, 


3878. 


.3968, 


4757. 


.4952, 5016. .5672, 


5853. 


.5987, 




6119. 


6264, 


6893. 


.7214 










Seq. No. 


33197 










Seq. ID OJ990408 


09.0211.C14 


Gene No . 


. 68827 










Strand ..- 






Start ; 


* . 3678 










End ' 7214 '* 






Name ■ 


OJ9904 0'8' 09 


021.1. 


C14.ol 


. tw 


Method TBLASTX: 


Wheat 




Start 


4755' 










End y 6080 






GI 


none 










Score 4 8 






Exons 


4755. . 


4847, 


4756. 


.4821, 


4757. 


.4843, 4836. .4916, 


4879. 


.4917, 




4921. . 


5040, 


4923. 


.5039, 


4930. 


.5070, 4941. .5069, 


4999. 


.5112, 




5049. . 


5108, 


5114 . 


.5161, 


5118. 


.5159, 5119. .5160, 


5154. 


.5606, 




5170. . 


5649, 


5642. 


.5806, 


5653. 


.5817, 5654. .5836, 


5806. 


.6066, 




5808. . 


6065, 


5886. 


.6080, 


5965. 


.6066 







Seq. No. 33197 Seq. ID OJ990408J39 . 021 1 . C14 

Gene No. 68827 Strand 

Start 3678 End 7214 

Name OJ990408_09 . 0211 . C14 . o3 . np Method AAT/NAP 

Start 5239 End 6367 

GI 6742729 Score 1644 



33296 



Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5239. .6367 

(AF121139) RIM2 protein [Oryza sativa] 



33197 
68827 
3678 

OJ9904 08_09. 0211.C14 .ol.tc 

5337 

none 



Seq. ID OJ990408_09.0211.C14 
Strand 

End 7214 

Method TBLASTX : Cress 

End 5782 

Score 99 



5337. .5486, 5337. .5606, 5341. .5649, 5642. .5773, 5653. .5778, 
5654. .5782 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

•Seq. No. 
Gene .No . 

-S.ta~r.t-,. . 
Name 
Start 
GI 

Exons 



33197 
68827 
3678 

OJ9904 08_09. 0211.C14 .ol.tm 

5680 

none 

5680. .5814, 5808. .6152 

33197 

68827 .. . • 

3.6Z8_ „. , 



Seq. ID OJ990408_09.0211.C14 
Strand 

End 7214 

Me t hod TBLAS TX : Ma i z e 

End 6152 

Score 189 



Seq. ID OJ990408_09.0211.C14 

: Strands. ... -r ■ . . •_. 



0 J9 90 4 08_O9 . 0211 . C-l-4 . o3 . tw 

6081 

none 



Method 
End 
Score 

6081.. 6155, 6082.. 6156, 6107.. 6160, 6158.. 6352, 6215.. 6352, 
6219. .6353, 6229. .6354 



TBLASTX - : Wheat 

6354 - 

61 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 
Start 

GI " ' ' 
Exons 



33198 
68828 
1436 

OJ990408_09.0211.C15.ol.np 

1436 

4680179 



Seq. ID OJ990408_09.0211.C15 

Strand + 

End 4493 

Method AAT/NAP 

End 4 4 93 

Score 1139 



14 36. .14 60, 2701. .34 94, .3591. .4493 

(AF111709) polyprotein [Oryza sativa subsp. indica] 



33198 
68829 

1 ... 
"O J 9 90 4~0 8_0 9 .' 0'2 1 1 . C 1*5 . o 1 . gp 

■ 1 ' " ' : ' ■ ; 

none 

1. .330 



Seq. ID OJ990408_09. 0211 .C15 

Strand 

End . 330 

Mat hod" " AAT/GAP 

End . 330.-. * • 

Score 587 * 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



33198 
68830 
2706 

OJ9904 08_09.0211.C15.o2. tw 

2706 
none 

2706. .3062, 2733. .3023 

33198 
68831 
3618 



Seq. ID OJ990408_09. 0211 .C15 
Strand 

End 3062 

Method TBLASTX : Wheat 

End 3062 

Score 270 



Seq. ID OJ990408_09.0211.C15 
Strand 

End 4037 



33297 



Name 

Start 

GI 

Exons 



OJ990408_09.0211.C15.o3.tw * Method TBLASTX : Wheat 
3618 End 4037 

none Score 150 

3618. .3839, 3635. .3742, 3705. .3767, 3852. .4037, 3878. .3985 



Seq. No. 33198 

Gene No. 68832 

Start 4167 

Name OJ990408_09 . 0211 . C15 . ol . tw 

Start 4167 

GI none 

Exons 4167.. 4493, 4235.. 4474 



Seq. ID OJ990408_09.0211.C15 
Strand 

End 4 4 93 

Method TBLASTX : Wheat 

End 4 4 93 

Score 388 



Seq. No. 33198 

Gene No. 68832 

Start 4167 

Name . OJ990408_09 . 0211 . C15 . ol . tm 

Start 4176 

GI none 

Exons 4176.. 4466, 4178.. 4465 



Seq. ID OJ990408_09.0211.C15 
Strand 

End 4 4 93 

Method TBLASTX : Mai ze 

End 4 4 66 

Score 325 



Seq., No..„-.. 
.^Gene-No.—— ... 
Start- 
-Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



.. 33199,... 



,S eq ,_• I.D„ , 0 J.9 9,0 40 8_0,9. r 0 2 1 1 _C1 JL 



OJ9904 08_09.0211.C16.ol.np 
1 

4680179 
1. .2540 

(AF111709) polyprotein [Oryza sativa subsp. indica] 



End - - 
Method 
End 
Score 



2540 
AAT/NAP 
2540 
3111 



33199 
68833 
1 

OJ990408_09.0211.C16.o6. tw 
2 

none 



Seq. ID OJ990408_09.0211.C16 

Strand + 

End 2540 

Method TBLASTX : Wheat 

End 236 

Score 70 



2. .58, 12. .62, 62. .187, 66. .236 



Seq. No. 33199 

Gene No. 68833 

Start. .1 

Name OJ990408_09*. 0211 . C16 ..o3 . tm 

Start^ " 75 " 

GI * none 
Exons 



Seq. ID OJ990408_09.0211.C16 

Strand + 

End 2540 

Method TBLASTX: Maize 

End- ' 575 ' , .-. 

Score 161 * 



75. .254, 240. .575, 284. .460, 507. .566 



Seq. No. 33199 

Gene No. 68833 

Start 1 

Name OJ9904 08_09 . 0211 . CI 6 . ol . ts 

Start 129 

GI none 

Exons 129.. 161, 165.. 524, 230. .523 



Seq. ID OJ990408_09.0211.C16 

Strand + 

End 2540 

Method TBLASTX : Soybean 

End 524 

Score 54 



^eq. wo. 
Gene No. 
Start 



68833 
1 



Seq. ID OJ990408_09.0211.C16 
Strand + 
End 2540 



33298 




Name 


P)TQQ040ff OQ 0911 PI fi 


. gs 




O Ei LN O Lyi-VLN 






o tar u 


1 ^R ~~ 
X J 0 




FnH 


9 R 1 0 
Z JlU 






P T 


none 




Score 


R 1 
. Jl 






Exons 


i -jo o c i n 












Seq. No. 


33199 




Seq. ID 


OJ990408 


_09.0211 


.C16 


Gene No. 


68833 




Strand 


+ 






OLdrL 


i 

X 




FnH 

EjI iu 


9S40 

t, J 1 u 






Name 


Pi.TQQ040ft OQ 0911 PI fi r>4 




L JC L I1UU 


1 DltrtO 1 A. . 


wi ic a u 




Q +- a t~+- 
OLalt 


9^7 ~~ 






j jo 






P T 

\3 1 


none 




Score 


^R A 






Exons 


9^7 S^fi 9?ft "3"3fi 9R1 


. . JJO 










Seq. No. 


33199 




Seq. ID 


OJ990408 


_09.0211 


.C16 


Gene No. 


68833 




Strand 


+ 








X 




FnH 


9^4 0 

Z J4U 






Name 


O.TQQ040R OQ 0911 fi fi n9 


. LW 


Mo f hriH 

UC LI1UU 


1 DLinO 1 A . 








r a o — 

O fl u 




FnH 


1 04 Q 
X U H .7 






flT 


none 




Score 


fi9 S 

D ^ J 






HjXOIIo 


R4 0 1 04 Q RR 1 Q7 fi 












Seq. ..No.. 


_ 33199. , 




, Seq . . ..ID„ 


-OJ99Q40.8 


. .0.9... 02 1.1 


...CI 6. 


„Gene~._No-.., .... 


... : T 6LS 8.33 K _ ^ 




„&txan.dL^_ 


.J- 






o Lai C 


1 " 




- -FnH ' 

Hil ILA 


9 R4 0 






Name 


PiTQQ040R OQ 0911 PI fi n7 


■ 15 




TRT QCTY • 
1 Dlji-lO i A . 


oOyXJcd.Il 






C/l Q _ 

o fi y 




FnH 


7 Q1 
/ .? X 






P T 


none 




Score 


9 07 
z u / 






TT 1 v t~\ t~\ o 


R 4 Q 7Q1 fil 9 740 

J 4 .7 . ■ / J X f Oil • . i H\J 












Seq. No. 


33199 




Seq. ID 


OJ990408 


_09.0211 


.C16 


Gene No. 


68833 




Strand 


+ 








i 
i 




FnH 


9 R4 0 

1 J4U 






Name 


HTQQ040R 0Q 0911 PI fi r*9 
UU J^Uft UO UU.UZIl.LlD.Ui 


• u. ILL 


Kj4 +■ Vi /"\ /H 
IMfc; 1_ 1 ItJvJ 


X DXnO X A . 


L v l d 1 Z. C 




Cf 2 V+- 

o Lai L 


fill ~~ 
Oil 




FnH 
IL 11 LI 


Qfi7 
-7 0/ 






P T 
oX 


none 




Score 


A R0 

4 JU 






Ju AvJllo 


fill Qfi7 fil 9 Qfi s 
oil. * y \j f f ui6 i . jdj 












Seq. No. 


33199 




Seq. ID 


OJ990408 


_09.0211 


.C16 


Gene No. 


68833 




Strand 








OLdlt 


i 
i 




FnH 


9 S4 0 

l J4U 






Name 


HTQQ040R 0Q 0911 PI fi r>^ 


. LW 


ric u iiuu 


1 DXnO 1 A . 


T/Jh oaf 




jldl L 


1U JJ 




FnH 

Hi 11 LA 


1 S^9 
1 J Jl 






P T : 
yj X 


none ■ * * 




Score 


4 7*4 






Exons 


1 0 R ^ 1^9 1 0RH ' 1 R 9 R 
IUjj. . IjjZ, .1ZOU. . iJiO 












Seq. No. 


33199 




Seq. ID 


OJ990408 


_09.0211 


.C16 


Gene No. 


68833 




Strand 


+ 






O L art. 


i 

X 




FnH 


9 S40 

Z 3 fi U 






Name 


HTQQ040R 0Q 0911 PI fi r»9 




LYie l no a 


X DLno 1 A • 


oOyXJ trail 




Cf n v"i- 
O taiTL. 


1 "390 _ 




una 


1 RR0 
1 D 0 U 






P T 


none 




Score 


9 fi 






Exons 


1320. .1580, 1383. .1571 












Seq. No. 


33199 




Seq. ID 


OJ990408 


_09.0211 


.C16 


Gene No. 


68833 




Strand 


+ 






Start 


1 




End 


2540 






Name 


OJ990408 09.0211.C16.o4 


. tm 


Method 


TBLASTX: 


Maize 





33299 



OLdX C 


1 77 Q 
x J f ^ 








T7-n H 
JjUQ 


1 £70 






none 








Score 


7^7 




IT -v /-\ 70 o 


1 77Q 1 fififi 


1 7ft0 


1 £70 

. ID / U 










Seq. No. 


33199 








Seq. ID 


OJ990408 


_09.0211.C16 


Gene No. 


68833 








Strand 


+ 




Start 










L-iLlKJ. 


9S40 

^ *i \J 




Manner 


D.TQQ04 Off 0 Q 


091 1 


n 6 oi 

LID . Ul 


. L W 




1 Dlirio 1 A . 


TaTVi oaf 

wnea u 


O U cl J. t_ 


1 S^Q _ 

J. *J *J _7 








Hi I LUi 


91 fiR 




-L 


I l^jllt; 








Score 


70ft 




P 1 von q 


1 S^Q 916^ 


1 S4 1 


. X O U X , 




9169 If 

1 liOl/ XC 


*Qft 91 £4 




Con Kin 


7?1 QQ 








Seq. ID 


OJ990408 


no noii ci £ 
uy. UZll .LID 


Gene No. 


68833 








Strand 


+ 




Start 


1 








End 


2540 




Name 


O l T99040ft 0 Q 


091 1 

\J X X . 


P1 n1 

X U • KJ X 


* LIU 


Method 


TBLASTX: 




Start 


1718 








End 


2312 




(IT 
\J X 


1 it; 








Score 


189 




LAUllO 


± f ±0 m . X Q U X , 


1 7 1 Q 


1 ftftO 


1 798 


.1877, 1729. .1884, 


1ft££ 9 1 £9 
±000. .ZlDZ, 




1 ft 7ft 9 719 


1 ft Q9 

X O J £ • 


9 709 










: Seq. v ,No.. v ,^ 


... 33199. . . , _ 








.._Seq... -ID, 


,,QJ9904 08 


^P.9..„021.L J X1_6_. 


^Gene.^No ......... 


_.. v ,6.8.a33^_^,.„ 








SLtxand.^ 


_ -L . 




O l_ a. X C 


1 

X 


"~ 


----- — -~ 




End r 


2540 ■•- 




Name 


O TQ Q04 Oft HQ 


091 1 
UZ x x . 


LIO . OO 


tw 


Method 


TBLASTX: 


wnea z 


O Uclx U 










End 


2501 






none 








Score 


382 




Exon s 


91 fiR 97fiR 

^lDJ . . £ JO J ^ 


91 fifi 


9 RO 1 


9 777 
ZOO/. 


.2480 






Seq. No. 


33200 








Seq. ID 


OJ990408 


_09.0211.C17 


Gene No. 


68834 








Strand 


+ 




0 Ldl i_. 


70ft 








End 


394 




iNciii.lt: 


O,7QQ040ft 0Q 


0911 


m 7 oi 
/ .ox 


gs 


Method 


GENSCAN 




Cf art 
O l_ Cl J- l_ 


70ft _ 

JUO 








End 


394 




v3 X 


none 








Score 


.42 






70ft 7Q4 














C cirr Kin 


77901 








Seq. ID 


OJ990408 


no ooii n q 


Gene No . 


68835 








Strand 


+ 




Start 


3541 








End 


15079 




Name 


OJ990408 09. 


0211. 


C18.o2. 


gs 


Method 


GENSCAN. 




Start 


3541 . 








End 


15079 




GI .V 


none ' 








Score - 


. .53 ' • 




Exons' 


3541'. .3599, 


4487. 


."4733, 


6956. 


.7009, 9166. .9581, 


10174. .10372 




10541. . 10714 


, 10806. .10E 


177, 1' 


1277. . 14365, 14988 


. . 15079 



Seq. No. 33201 

Gene No. 68836 

Start 1 

Name OJ9904 08_09 . 0211 . C18 . ol . np 

Start 1 

GI 4680203 

Exons 1..84, 571.. 2222, 3478.. 3501 
GI Descrip. (AF1141.71) TNP2-like protein 

Seq. No. 33201 

Gene No. 68836 



Seq. ID OJ990408_09.0211.C18 
Strand 

End 10392 

Method AAT/NAP 

End 3501 

Score 1856 

[Sorghum bicolor] 

Seq. ID OJ990408_09.0211.C18 
Strand 



33300 



Start 
Name 
Start 
GI 

Exons 



OJ990408_09.0211.C18 .ol.gp 
62 

none 
62. .354 



End 

Method 

End 

Score 



10392 
AAT/GAP 
354 
503 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 

rQI -.,_-»..-,>. 
..Exons,. . 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip . 



33201 
68836 
1 

OJ9904 08_09.0211.C18.o2.gp 
571 

342_1.R1084 
571. .2218 

? 4574406/gb|AAD24042.1| 0.0e+00 (AF121139) RIM2 protein [Oryza 
sativa] 1 



Seq. ID OJ990408_09.0211 .C18 
Strand 

End ' 10392 

Method AAT/GAP 
End 2218 
Score 2558 



33201 
68836 
1 

OJ9904 08_09.0211.C18.ol.gs 

682 

none. . „■ . _ 



Seq. ID OJ990408_09.0211.C18 
Strand 

End 10392 

Method GENSCAN 

End 1988 

Score ... . 54. . _ ... 



33201 
68836 
1 

OJ9904 08_09.0211.C18.o2 .np 

2722 

81286 



Seq. ID OJ990408_09.0211.C18 
Strand 

End 10392 
Method AAT/NAP 
End 10392' 
Score 135 

2722. .2856, 4710. .4821, 9197. .9388, 9487. .9588, 10189. .10392 
extensin - Volvox carteri (fragment) gi | 2 1992 | emb | CAA4 6283 | 
(X65165) extensin [Volvox carteri] 



Seq. No. 


33201 




Seq. ID 


OJ990408_09.0211 


.C18 


Gene No. 


68837 




Strand 






Start 


14206 




End 


14262 




Name 


OJ990408 09.0211.C18. 


o2.ts 


Method 


TBLASTX: Soybean 




Start 


748 




End 


972 




GI 


none 




Score 


189 




Exons 


748. .972 










Seq. No-; 


•33201 




Seq. ID 


OJ990408_0 9 --° 211 


C18 


Gene No. 


68837 




Strand 






Start 


14206 




End 


14262 




Name 


OJ990408 09.0211.C18. 


ol . tm 


Method 


TBLASTX: Maize 




Start 


802 




End 


1260 




GI 


none 




Score 


81 




Exons 


802. .996, 1006. .1260, 


1006. 


.1248 






Seq. No. 


33201 




Seq. ID 


OJ990408_09.0211. 


C18 


Gene No . 


68837 




Strand 






Start 


14206 




End 


14262 




Name 


OJ990408 09.0211.C18. 


ol . tw 


Method 


TBLASTX: Wheat 




Start 


yb4 




End 


1305 




GI 


none 




Score 


252 




Exons 


964. .1305, 964. .1305 











33301 




Seq. No. 


33201 




Seq. ID 


OJ990408_09.0211. 


C18 


oclltr IN (J . 


6 P. P. Q*7 
DOO J / 




Of v-anH 






OLdLt 


1 A 906 






i ji OCT 

14 Z OZ 




Name 


OTQQfl/infi HQ 0911 PI ft ^1 


f 


L v jer,noa 


1 biiAo lAitress 




Qf => r~f 






bna 


1^16 
1 4 1 o 






none 




S core 


6 ^ 




Exons 


1 fiQ^ 141c 1119 1999 


1 9PQ 

izoy . 


1 A 0 
. 1 4 U 0 






Seq. No. 


33201 




Seq. ID 


OJ990408_09.0211. 


C18 




6ft ft ^7 

D O O O / 




Strand 






OLait 


1 /i 9 n (T 

J. fi Z U D 




End 


14262 




Name 


nTQQn^inp no 091 1 pip r\i 


. L S 


Method 


TBLASTX: Soybean 




Of -3 y-f 


117 4 




End 


1601 




PT 


none 




Score 


89 




Exons 


1174. .1416, 1192. .1416, 


1464 . 


.1526, 1527. .1601 




Seq. No. 


33201 




Seq. ID 


OJ990408_09.0211. 


C18 


Gene No. 


68837 




Strand 








1 4 906 




End 


14262 




Name 


f\ TQQO/1 HQ HQ 0911 PI Q 


f 


Method 


TBLASTX: Wheat 




Of 5 rf 

Pi- , ..t^ -„r 


1 CI p 






...19L9... 




GI 


,. ( none , ,. ,. 






1 4^ 




Exons 


-1R1Q mc . i CO') ,i i/fc 
l3lo..l//3, 1DZJ. .1 /DD, 




.1784 r - 1534 . -. 177 6,- 17 67 1919, 




i / oil . iyuu 










Seq. No. 


33201 




Seq. ID 


OJ990408_09.0211. 


C18 


bene ino . 


coo ~>n 
DOO J / 




Strand 






Otdi L 


i / one 

14 Z U 0 




End 


14262 




Name 


PTQQ040Q HQ 0911 PI Q r\A 


. gp 


Method 


AAT/GAP 




OtalL 


14 906 ~~ 
14ZUO 




End 


14262 






on 6 10 6 9 




Score 


63 




Lxons 


IfiZUD. . lflZDZ 










Seq. No. 


33202 




Seq. ID 


OJ990408_09.0211. 


C19 


bene lno • 


6ft ft "3 ft 

D O O O O 




Strand 


+ 




Of 3 r»f 

ouar c 


116 
11D 




End 


18314 




Name 


PTGQ040Q OQ 0911 pi Q ^1 


gs 


Method 


GENSCAN 




Of a y-4- 


116 ~ 
X X D 




End 


2504 




oX 


none 




Score 


.64 




Lxons 


116 1 Qc; 901*5 9^0/1 
110..100,. Z U 1 J ... Z pU'i 










Seq. No\ 


33202 




Seq. ID 


OJ990408_09.0211. 


CI 9* 


Gene No. 


68838 




Strand 


+ 


O 4- a y*f 


116 




End 


18314 




Name 


OJ990408 09.0211.C19.ol. 


np 


Method 


AAT/NAP 




Of a y~4- 


805 




End 


4225 




P T 
bl 


3252807 




Score 


502 




Exons 


805. .941, 1980. .2390, 3198. .3398, 3432 


. .3946,.. 4030. .4225 




GI Descr ip . 


(AC004705) hypothetical 


protein [Arabidopsis thaliana] 




Seq. No. 


33202 




Seq. ID 


OJ990408JD9.0211. 


C19 


Gene No. 


68838 




Strand 


+ 




Start 


116 




End 


18314 




Name 


OJ990408 09.0211.C19.o2. 


np 


Method 


AAT/NAP 




Start 


2002 




End 


18314 




GI 


135514 




Score 


48 





33302 




Exons 


2002. .2119, 


5178 


. .5228, 


17441 


. .17531, 


18271. . 18314 


GI Descrip. 


T-CELL RECEPTOR 


BETA CHAIN ANA 11 gi | 70018 | pir | | RWRBB T-cell 




receptor beta chain precursor 


(ANA 11) 


- rabbit 


Seq. No. 


33202 








beq. ID 


ojyyu4Uo uy . (J*: i i . ci 9 


Gene No. 


68838 








Strand 


+ 


b Lai L 


116 








T-l _ _1 

End 


18314 


Name 


OJ990408 09 


.0211 


.C19.o2 


. gs 


Method 


GENSCAN 


otart 


3506 








Lnd 


ol oU 


C T 

bi 


none 








Score 


A A 

. 94 


Exons 


3506. .3946, 


4030 


. .4454, 


5257. 


.5339, 54 


86. .5665, 6021. . 6160 


Seq. No. 


33202 








Seq. ID 


oj9yu4Ucf (jy.ozii.ciy 


Gene No. 


68838 








Strand 


+ 


b La.iL 


116 








End 


18314 


Name 


OJ990408 09 


.0211 


.C19.ol 


. gp 


MetnOG 


AAT/GAP 


Start 


6513 








End 


H O O A 

6994 


C T 


none 








Score 


924 


Exons 


polo . . 6994 












beq . - no . 


33202 








Seq. ID 


OJ990408_09.0211.C19 




.68839 








.Strand, . 




'_.S±ari. w \ „' 












L8_43Z.^_~ Z ..'7T~""'Z 


Naitie * • — ■ 


OJ990408 09 


.0211 


.C19.01 


. ts'- • 


Method 


TBLASTX: Soybean- - 


b tart 


2073 








End 


3697 


bl 


none 








Score 


257 


Exons 


2073. .2330, 


2078 


. .2287, 


2334. 


.2393, 2351.. 2392, 3194.. 3259, 




line o>tni 

3195 . . 3401 , 


3196 


. . 3279, 


3347 . 


.3388, 3499.. 3663, 3500.. 3697 


beq. no. 


33202 








Seq. ID 


OJ990408_09.0211.C19 


Gene No. 


68839 








Strand 




Start 


6551 








End 


18243 


Name 


OJ990408 09 


.0211 


.C19.o5 


. tm 


Method 


TBLASTX: Maize 


otart 


2237 








End 


3517 


C T 


none 








Score 


242 


Exons 


2237 . . 2392 , 


2238 


. . 2393, 


3195 . , 


.3233, 3197.. 3232, 3201.. 3413, 




3208. .3279, 


3239, 


. .3409, 


3455. , 


.3517 




Seq. No. 


33202 








Seq. ID 


OJ990408_09.0211.C19 


Gene No. 


68839 








Strand 




.b l arc 


6551 . s 








End 


18243 


Name 


OJ99;04 08 "09, 


.0211. 


;ci9.oi', 




Method 


TBLASTX: Cress' * 


otart 


35'03 - ' 








End' 


-4170 - 


bl 


none 








Score 


11 ' 


Exons 


3503. .3733, 


3779. 


. .3946, 


4024 . . 


.4170 




Seq. No. 


33202 








Seq. ID 


OJ990408_09.0211.C19 


Gene No. 


68839 








Strand 




otart 


6551 








End • 


18243 


Name 


OJ990408 09. 


.0211. 


,C19.o2. 


. ts 


Method 


TBLASTX: Soybean 


bt art 


3785 








End 


4182 


GI 


none 








Score 


136 


Exons 


3785. .3964, 


4024 . 


, .4182, 


4053. . 


4178 




Seq. No. 


33202 








Seq. ID 


OJ990408_09.0211.C19 


Gene No. 


68839 








Strand 




Start 


6551 








End 


18243 



33303 




Name 


OJ990408 09.0211.C19 


. o3 . tm 


Method 


TBLASTX : 


Maize 






4026 




End 


4344 






(IT 


none 




Score 


241 






Hi to 


4026. .4178, 4027. .4233, 4081 


..4185, 4267. .4344, 


4296. .4319 








Seq. ID 


OJ990408 


_09.0211 


.C19 


iO r"> O Kin 


68839 




Strand 










6551 




End 


18243 






IN CliUC 


OJ990408 09.0211.C19 


. o3 . gs 


Method 


GENSCAN 






Start 


6551 




End 


18243 






GI 


none 




Score 


.77 








6551. .6565, 6955. .71 


22, 7144 


..7236, 8123. .8372, 


8602. .8767, 




11446. .11485, 12184 . 


.12347, 


12608. .12752, 12843 


. .12962, 






14378 . .14488, 14691. 


.14732, 


14953. .15135, 15293 


. .15438, 






16174. .16360, 16530. 


.16586, 


17181. .17318, 17532 


. .17756, 






1 Qfi07 1 R 94 ^ 












iJC^* IN (J . 


33202 




Seq. ID 


OJ990408 


_09.0211 


.C19 


C^ono Kin 
otr lit: iNvj . 


68839 




Strand 








Start 


6551 




End 


18243 






Name 


OJ990408 09.0211.C19 


.o2.tm 


Method 


TBLASTX : 


Maize 




LdlL , . 








. .871.2 






GI 


none ........ , 






,_,18.9„ 






U 1 v /~\ n o- 


• 6913. -.713-7, 6914 . .71 


38,- 7126 


..7245> 7136.-.-7240, 


7143. .7247, 




8123. .8302, 8124. .82 


88, 8316 


..8375, 8318. .8374, 


8602. .8712, 




8604. .8711 












Seq. No. 


33202 




Seq. ID 


OJ990408 


_09.0211 


.C19 


Gene No. 


68839 




Strand 








oiai l 


6551 




End 


18243 






Name 


OJ990408 09.0211.C19 


. o2.gp 


Method 


AAT/GAP 






Of- -a r-f- 


7018 




End 


8681 






(~1 T 


none 




Score 


1016 






TT yon Q 


7018.. 7236, 8123.. 8372, 8602 


. .8681 








Can 


33202 




Seq. ID 


OJ990408 


_09.0211 


-C19 


Gene No. 


68839 




Strand 








Start 


6551 




End 


18243 






Name 


OJ990408 09.0211.C19 


. ol . tm 


Method 


TBLASTX:! 


yiaize 




Of- -a v-f- 


11021 




End 


12250 






rir 


none . 




Score. 


319 






TT von q 
Hi A. w 1 lo 


. 11021. .11287, 11021. 


.11287, 


11029... 11325, 11445 


/.'1153I; 






11450. .11533', 12174*. 


.'12248, t 


12185. .12250, 12202 


. .12249 






33202 




Seq. ID 


OJ990408_ 


_09.0211. 


.C19 


Gene No. 


68839 




Strand 








Start 


6551 




End 


18243 






Name 


OJ990408 09.0211.C19 


. o4 . tm 


Method 


TBLASTX: Maize 




C -(- -3 v" 4- 


14450 




End 


15136 






t 
ox 


none 




Score 


71 






Exons 


14450. .14524, 14454. . 


.14492, : 


14948. .151 


36, 14950 


. .15135, 






14951. .15136 












Seq. No. 


33202 




Seq. ID 


OJ990408_ 


_09.0211. 


.C19 


Gene No. 


688 3y 




Strand 








Start 


6551 




End 


18243 






Name 


OJ990408 09.0211.C19. 


. o3 . np 


Method 


AAT/NAP 







33304 



Start 


16458 


End 


18118 


GI 


6321084 


Score 


116 


Exons 


16458. .16586, 17 18 1 .. 17340, 


17566. .17698, 17973. .18118 


GI Descrip. 


negative regulator of COPII 


vesicle formation; Bstlp 




gi| 1175934 | sp | P4 3571 | YFC5 YEAST HYPOTHETICAL 117.8 KD PROTEI 




STE2-FRS2 INTERGENIC REGION 


gi|1084690|pir| IS56229 probable 




membrane protein YFL025c - 


yeast (Saccharomyces cerevisiae) 




gi I 836.729 |dbj IBAA09213.il (D50617) YFL025C [Saccharomyces 




ucicvisiac J 






Seq. No. 


33203 


Seq. ID 


OJ990408_09.0211.C25 


Gene No. 


68840 


Strand 




Start 


0 1 Q 
Z ± y 




OO 4 


Name 


ujyyu^Uo u y . uz x i . uz d . ox . gs 


Me tnod 


T— > I! ft 7\ XT 

GENSCAN 


Start 


Z 1 y 


hna 


00/1 
3o4 


GI 


none 


Score 


c c 
. DO 


Exons 


Z ± :? . . O O fl 






Seq. No. 


33204 


Seq. ID 


OJ990408_09.0211.C26 


Gene No. 


68841 


Strand 


+ 


Start 


O 4 ± 


_nu 


/TOO 

ooz 


Name 


_ .u j y yy .4 jj o u y . u^ 1 1 . c z o i . . g s . . 


^JMetho.d. 


GENSCAN,^ _ 


cXU ai.L — — „_ . 


341 


-....^..Ena., . ^ 


6 8.2 


QJ ... . . . 


none • * ~ ■ ■ 


Score 


.0 - - -.- 


F, vnn 9 

1— J Avl 1 O 


T/l 1 A OO CIO C.Q O 






Seq. No. 




Seq. ID 


OJ990408 09.0211.C27 


Gene No. 


68842 


Strand 


+ 


Start 


93 


End 


197 


Name 


OJ990408 09.0211.C27.ol.gs 


Method 


GENSCAN 


Start 


93 


End 


197 


GI 


none 


Score 


. 51 


■Lj Ul 1 O 


93. .197 






Sea Nn 


33205 


Seq. ID 


ujyyu4Uo uy.uzii.Cz/ 


Gene No. 


68843 


Strand 




Start 


1 


End 


1003 


Name 


OJ990408 09.0211.C27.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


1003 


GI 


5091513 


Score 


162 


Exons 


1..365, 970. .1003 






GT Dp qrrin 


(AB023482)' Hypothetical protein [Oryza' 


sativa] 


Seq. No. 


33206 


Seq. ID 


OJ9-904 08_09.02il.C28 


Gene No. 


68844 


Strand 




Start 


43 


End 


3959 


Name 


OJ990408 09.0211.C28.ol.np 


Method . 


AAT/NAP 


Start 


43 


End 


3959 


GI 


5091513 


Score 


976 


Pyrin ^ 


43. . 174, 2il. .371, 404 . . 992, 


1317. .1393, 1618. .2200, 3924. .3 


s_J -J- L^wOt— -J L • 


(AB023482) Hypothetical protein [Oryza 


sativa] 


Seq. No. 


33207 


Seq. ID 


OJ990408_09.0211.C29 


Gene No. 


68845 


Strand 


+ 


Start 


1 


End 


5176 


Name 


OJ990408 09.0211.C29.o2.np 


Method 


AAT/NAP 


Start 


1 


End 


1886 



33305 



GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



6815052 Score 1360 

1..37, 430. .565, 614. .1329, 1411. .1486, 1768. .1886 

(AP001080) hypothetical protein [Oryza sativa] 



33207 Seq. ID 

68845 Strand 

1 End 

OJ9904 08_09 . 0211 . C29 . ol . np Method 

1 End 

6705984 Score 
1..34, 169. .371, 5152. .5176 

(AB033235) gag-pol polyprotein [Oryza sativa] 



OJ990408_09.0211.C29 
+ 

5176 
AAT/NAP 
5176 
103 



33207 Seq. ID 

68845 Strand 
1 End 
0 J9904 08_09 . 0211 . C29 . ol . gp Method 
1 End 
72524_1.R1084 Score 
1. .172 

'5091496/dbj IAB023482.2 IAB023482 3.0e-84 Oryza sativa genomic 
■ RNA y - chromosome 6 clone P06.80A03, . complete . sequence .... 



OJ9904 08_09.0211.C29 
+ 

5176 
AAT/GAP 
172 
274 



C d rr M/\ 

octj. IN O . 


^5 U / 






Seq.- -ID- 


OJ990408 


bene inu . 


O o O Q 0 






Strand 


+ 


q-t- -a v-4- 


£1 on 






End 


8715 


Name 


OJ990408 09 


.0211.C29.o3 


.np 


Method 


AAT/NAP 


Start 


6120 






End 


8715 


GI 


5091513 






Score 


540 


Exons 


6120. .6160, 


8100. .8715 








GI Descrip. 


(AB023482) 


Hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


33207 






Seq. ID 


OJ990408 


Gene No. 


68846 






Strand 


+ 


Start 


6120 






End 


8715 


Name 


OJ990408 09 


.0211.C29.o3, 


.gs 


Method 


GENSCAN 


Start 


6638 






End 


8593 


GI 


none 






Score 


.8 


Exons 


6638. . 6712, 


7041. .7101, 


7193. 


.7321, 7995. .8593 


Seq. No.. . 


33207 






Seq. ID 


OJ990408 


Gene No. 


68847. ' 






Strand 




Start- 


2596- • ' - 






End 


'5684 "'■ 


Name 


OJ990408 09 


.Q211.C29.o2, 


.gs 


Method ■ 


GENSCAN 


Start 


2596 






End 


5684 


GI 


none 






Score 


.74 


Exons 


2596. .2822, 


4734 . .4755, 


5210. 


.5368, 56 


40. .5684 


Seq. No. 


... 33208 






Seq. ID 


OJ990408_ 


Gene No. 


68848 






Strand 


+ 


Start 


1 






End 


2221 


Name 


OJ990408 09 


.0211.C30.ol. 


np 


Method 


AAT/NAP 


Start 


1 






End 


2221 


GI 


5091513 






Score 


537 


Exons 


1..53, 755. 


.1339, 1951.. 


2221 






GI Descrip. 


(AB023482) Hypothetical 


protein [Oryza 


sativa] 



33306 



Seq. No. 


33208 








Seq. ID 


Gene No. 


68848 








Strand 


Start 


1 








PnH 


NI amis 




n?i i 

• \J -L i 




. gs 


f\J\ /—\ 4— ^"J 

jxtennoa 


Cf art* 


7 1 9 _ 

/ J. 






_na 


GI 


none 








Score 


DAU11D 


719 1144 


J. VJ VJ . 


1 607 






Seq. No. 


33208 








Sea ID 


Gene No. 


68849 








Strand 


Start 


5709 








End 


Name 


OJ990408 09 


.0211 


.C30.o2. 


.np 


Method 


Start 


5619 






End 


GI 


6682618 








Score 


Exons 


5619. .5809, 


5889 


. .6153, 


6899. 


.7098 



+ 

2221 
GENSCAN 
1607 
.86 



+ 

7101 
AAT/NAP 
7098 
421 



GI Descrip. (AC016163) unknown protein [Arabidopsis thaliana] 



Seq. No. 33208 

Gene No. 68849 

Start 5709 

Name OJ990408_09 . 0211 . C30 . o3 . gs 

Start. ... ..^ = .5709^.,-,, r ,.., ... v .^_. r ..._. r: 

^GL__ „. ^„none _.._„._.,._.._ „ 

Exons 5709: .6185 - - 



Seq. ID OJ990408_09.0211.C30 
Strand + 
End 7101 
Method - GENSCAN 

..End,.,.,,. ...,.,-6.185.. , , .^,.„^„^ 
,.S.Gpxe„ , 8iL_,,;_^ ; 



Seq. No. 33208 

Gene No. 68849 

Start 5709 

Name OJ990408_09 . 0211 . C30 . o4 . gs 

Start 6844 

GI none 

Exons 6844.. 7101 



Seq. ID OJ990408_09.0211.C30 

Strand + 

End 7101 

Method GENSCAN 

End 7101 

Score . 63 



Seq. No. 33208 

Gene No. 68850 

Start 1966 

Name . OJ990408_09 . 0211 . C30 . o2 . gs 

Start 1966 

GI none 

Exons 1966.. 2082, 2178.. 2240 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ990408_09.0211.C30 
Strand 

End 2240 

Method GENSCAN 

End 2240 

Score . 9 



33208 

68851 " . 

7859 

OJ990408_09.0211.C30.ol.tm 
5904 
none 

5904. .6125, 5906. .6118, 6865. .6981, 6897. .6950, 6961. .7101, 
6981. .7097 



Seq. ID OJ990408_09.0211.C30 

Strarfd"* - : 

End' 10412 

Method ' TBLASTX : Mai ze 

End 7101 

Score 301 



Seq. No. 33208 

Gene No. 68851 

Start 7859 

Name OJ990408_09 . 0211 . C30 . ol . ts 

Start 6865 

GI none 
Exons 



Seq. ID OJ990408_09.0211.C30 
Strand 

End 10412 

Method TBLASTX : Soybean 

End 7101 

Score 109 



6865. .6978, 6897. .6950, 6979. .7101, 6981. .7100 



33307 




Seq. No. 


33208 




Seq. ID 


OJ990408_09.0211 


.C30 




68 ft s i 




Strand 






JLdl L 


7ft 




End 


10412 




N3.n1© 


n.TQQndOft OQ 0911 nn r\1 




Method 


TBLASTX: Cress 




u Lai L 


6ft Q7 ~~ 

U O _7 / 




End 


7101 




r;T 

O -L 






Score 


99 




L-i 2\.\J I L J 


6RQ7 6Q47 6ftQft 6Q7PI 

DO? / . .U.74 / , DO -?0 . .0.7/0/ 


£ Q7 Q 

0 y / y . 


.7101, 6981.. 7061 




Seq. No. 


33208 




Seq. ID 


OJ990408_09.0211 


.C30 


pi n No 


68851 




Strand 






u Lai L 


7R 




End 


10412 






0,TQQD4nft HQ 0911 n9 


. LIU 


Method 


TBLASTX: Maize 




Start 


761 4 _ 

/ UlT 




End 


7925 




GI 






Score 


207 




i_J W JO 


7614 799^ 7616 7ftSS 










Seq. No. 


33208 




Seq. ID 


OJ9.90408_09.0211 


.C30 


Cpnp Mo 


6RR M 




Strand 






Cf 3 V-+- 
JLdl L 


7ft 




End 


10412 




Name 


n,TQQn4nft no 0911 p^n 


. gs 


Method 


GEN SCAN 




Of- a r +- 


7 ft S Q _ 




.End. 


.10412. _ . .... 




..Ui/^.,. , ■ - 


— ^none — . r „ 




^S.core. - 


4*9... 








Q (T O C - 


.97-25, 10065. .10412 - 




Seq. No. 


33208 




Seq. ID 


OJ990408_09.0211 


.C30 


Gene No. 


68851 




Strand 








7 ft S Q 




End 


.10412 




Name 


HTQQn^nQ flG H911 r^fl 

ujyyuftuo uy . uz 11 . tou . 04 , 


.np 


Method 


AAT/NAP 




C-(- -3 V-f- 


-?Z y U 




End 


9790 






^9^7 9 69 




Score 


126 




Exons 


Q9Q0 Q'}^'} Q4Q6 Q7QH 

yz y u . . yjjj, y 4 y 0 . . y / y u 










\J JL UcoOI ip • 


^ZiP0nn^64^ H\/T-\r\-t- Vio-I- t r*> a 1 

l^ruuu joy j nypoi.nei.iCaX 


protein [Oryza 


sativa] 




Seq. No. 


33209 




Seq. ID 


OJ990408_09.0211 


.C31 


Gene No. 


68852 




Strand 






Start 


1 




End 


943 




Ma mo 


OJ990408 09.0211.C31.ol. 


np 


Method 


AAT/NAP 




0 uai L 


1 




End 


943 




GI 


5257262 




Score 


107 




J_j AUllO 


1..63, 304. .530, 847... 943. 










(AP000364 ) hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


33209 ' 




Seq. ID 


OJ990408_09.0211. 


"C31 


\J CllC LN U • 


68852 




Strand 






Of 3 y-f- 

O Lai. L 


1 




End 


943 




im ciiut; 


OJ990408 09.0211.C31.ol. 


tm 


Method 


TBLASTX: Maize 




Q-H a -rf- 
O L, a. i. L 


293' - £ , v 




End 


558" 






none 




Score 


164 




Exon s 


293.. 541, 295. .558, 308. 


.538, 


367. .540 






Seq. No. 


33210 




Seq. ID 


OJ990408_09.0211. 


C33 


Gene No. 


68853 




Strand 


+ 




Start 


78 




End 


226 




Name 


OJ990408 09.0211.C33.ol. 


gs 


Method 


GENSCAN 




Start 


78 




End 


226 




GI 


none 




Score 


. 64 





33308 



Exons 



78. .226 



Seq. No. 33211 

Gene No. 68854 

Start 1 

Name OJ9904 08_09 . 02 1 1 . C35 . ol . gp 

Start 1 

GI 342_1.R1084 

Exons 1 . . 704 

GI Descrip. 1 4 574 406/gb I AAD24 042 . 1 1 0.0e+00 (AF121139) RIM2 protein [Oryza 
sativa] 1 



Seq. ID OJ990408_09.0211.C35 
Strand 

End 704 

Method AAT/GAP 

End . 704 

Score 1015 



Seq. No. 
Gene No. 
Start 
Name 
Start ■ 
GI 

Exons 

GI Descrip. 



33211 
68854 
1 

OJ990408_09.0211.C35, 
1 

4680203 
1. .704 

(AF114171) TNP2-like 



Seq. ID OJ990408_09.0211.C35 
Strand 

End 704 

ol.np Method AAT/NAP 

End 704 

Score 662 

protein [Sorghum bicolor] 



..Seq... No..,....,. 
^Gene,„No, — r 

Start- 

Name 

Start 

GI ■ 

Exons 



33211 ... . 

...:68.85,4 V , 

1 - - •'• • : • 

OJ990408_09.0211.C35 

61 

none 

61. .303, 71. .322, 72 



,,. . ...Seq ...ID . .. QJ9904 08_p,9,.,02 11^C35,, : . 

. — ...Strand. rw -r^„ ? . „ „ _ 

End- ■•* 7 04 ' - - -■' 

ol.tw Method TBLASTX : Wheat 
End 457 
Score 170 
.314, 305. .457, 319. .438, 329. .430 



Seq. No. 33211 

Gene No. 68854 

Start 1 

Name OJ9904 08_09 . 0211 . C35 . ol . ts 

Start 71 

GI none 

Exons 71 . .289 



Seq. ID OJ990408_09.0211.C35 
Strand 

End 704 

Method TBLASTX : Soybean 

End 289 

Score 195 



Seq. No. 33211 

Gene No. 68854 

Start 1 

Name .... OJ9904 08_09 . 0211 . C35 . ol ..gs 

Start 110 

GI none ''* •■'• 

Exons 110 . . 526 • ' 



Seq. ID OJ990408_09.0211.C35 
Strand 

End 704 
Method GENSCAN „ 
End . * ' 52 6 ~ ' 
Score • .96 



Seq. No. 33212 Seq. ID 

Gene No. 68855 Strand 

Start 64 9 End 

Name OJ9904 08_09 . 0211 . C36 . ol . gp Method 

Start 64 9 End 

GI none Score 

Exons 649. . 725 



OJ990408_09.0211.C36 
+ 

725 

AAT/GAP 

725 

146 



Seq. No. 33212 Seq. ID 

Gene No. 68856 Strand 

Start 487 End 

Name OJ9904 08_09 . 0211 . C36 . ol . gs Method 



OJ9904 08_09. 0211.C36 
594 

GENSCAN 



33309 



Start 487 End 594 

GI none Score .44 

Exons 487.. 594 



Seq. No. 33213 Seq. ID OJ990408_09 . 0211 . C37 

Gene No. 68857 Strand + 

Start 1 End 715 

Name OJ990408_09 . 0211 . C37 . ol . np Method AAT/NAP 

Start 1 End 715 

GI 5852180 Score 50 

Exons 1..68, 530.. 715 

GI Descrip. (AL117265) zhb00010.1 [Oryza sativa] 

Seq. No. 33213 Seq. ID OJ.9904 08_09 . 02 1 1 . C37 

Gene No. 68857 Strand + 

Start 1 End 715 

Name OJ9904 08_09 . 0211 . C37 . ol . gp Method AAT/GAP 

Start 56 End 245 

GI 61605_3.R1084 Score 281 

Exons 56. .245 

GI Descrip. ' 1402920/emb | CAA66965 | 2.0e-20 (X98321) peroxidase [Arabidopsis 

.... „ ._.._.thalian_aJJ_... . r . ,. r _ ^ Ti ^ „ ...--...»•_ ^ ... ; - -.^v -r..-.--i- ^-^=r-^ - 



Seq.- No; 33214- Seq; ID OJ990408_09 . 0211 ; C38 

Gene No. 68858 Strand + 

Start 1 End 386 

Name OJ9904 08_09 . 0211 . C38 . ol . np Method AAT/NAP 

Start 1 End 386 

GI 5091513 Score 141 

Exons 1 . . 386 

GI Descrip. (AB023482) Hypothetical protein [Oryza sativa] 



Seq. No. 33214 Seq. ID 

Gene No. 68859 Strand 

Start 976 End 

Name • OJ990408_09 . 0211 . C38 . ol . gs Method 

Start 976 End 

GI none Score 

Exons 976. .1035, 2530. .2644, 3045. .3091, 3178 
3823. .4056 



OJ990408_09.0211.C38 
+ 

4056 
GENSCAN 
4056 
.83 

. .3306, 3514. .3642, 



Seq. No. ".'33214 * " ' 

Gene No. - 688 60 

Start 7099 * 

Name OJ990408_09 . 0211 . C38 . o3 . np 

Start 7089 

GI 2960364 

Exons 7089. .7222, 7434. .7588, 8536, 
GI Descrip. 



Seq. ID 
Strand • 
End 

Method 
End 
Score 

,8715, 10305. .10372 
(AJ224986) cinnamoyl CoA reductase [Populus balsamif era subsp. 
trichocarpa] 



OJ990408_p9.0211.C38 
+ " 

10372 
AAT/NAP 
10372 
388 



Seq. No. 33214 Seq. ID OJ9904 08_09 . 02 11 . C38 

Gene No. 68860 Strand + 

Start 7099 End 10372 

Name OJ990408_09 . 0211 . C38 . o3 . gs Method GENSCAN 

Start 7099 End 8721 

GI none Score .76 



33310 



Exons 



7099. .7222, 7434. .7588, 8539. .8721 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Gene- No . 

Start 

Name 

Start 

GI 

Exons 



33214 
68861 
1 

OJ990408_09.0211.C38.o2.np 
1 

6815052 



Seq. ID OJ990408_09.0211.C38 
Strand 

End 5373 

Method AAT/NAP 

End 4485 

Score 540 



1..85, 2592. .2684, 3538. .3705, 3847. .3896, 4176. .4251, 
4333. .4485 

(AP001080) hypothetical protein [Oryza sativa] 



33214 
68861 
1 

OJ9904 08_09. 0211 .C38.ol.gp 
1690 

72524_1.R1084 
1690. .1994 

, 5091496/dbj IAB023482.2 IAB023482 3.0e-84 Oryza sativa genomic 
DNA, chromosome 6, clone P0680A03, complete sequence' 



Seq. ID OJ990408_09.0211.C38 
Strand 

End 5373 

Method AAT/GAP 

End 1994 

Score 417 



.3 3.2.14^ . 

68861 ■ • - 

1 

OJ9904 08_09.0211.C38.o2.gs 

4237 

none 

4237. .4541, 5286. .5373 



.™.Seq-_H>„0 J9m4n8_£9 ,j0.21JUC3a-_ - 

Strand - - ■■ 

End 5373 
Method GENSCAN 
End 5373 
Score .84 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No . 
Start 
Name - 
Start 
GI 

Exons 



33214 
68862 
7125 

OJ9904 08_09. 0211.C38.ol. tm 

7125 

none 



Seq. ID OJ990408_09.0211.C38 
Strand 

End 8720 

Method TBLASTX: Maize 

End 8720 

Score 155 



7125. .7229, 7126. .7230, 7442. .7588, 7444. .7590, 8539. .8715, 
8541. .8672, 8561. .8716, 8562. .8720 



33214 
68862 

7125 7 ' ~ 

OJ99040B_09.0211.C38.ol.ts 

7126 

none 



Seq. ID OJ990408_09.0211.C38 
Strand 

"End ' 8720 '" * . ' ' ' 

Method TBLASTX : Soybean 

End 8712 

Score 129 



7126. .7221, 7442. .7588, 7442. .7585, '8524. .8712, 8544. .8672, 
8563. .8700 



Seq. No. 33215 

Gene No. 68863 

Start 3003 

Name OJ9904 08_09 . 0211 . C39 . ol . gs 

Start 3003 

GI none 
Exons 



Seq. ID OJ990408_09.0211.C39 

Strand + 

End 5966 

Method GENSCAN 

End 5966 

Score . 67 



3003. .3171, 3322. .3426, 3601. .3926, 4145. .4742, 4817. .5017, 
5156. .5269, 5341. .5445, 5518. .5966 



33311 



Seq. No. 33215 Seq. ID OJ990408_09 . 0211 . C39 

Gene No. 68863 Strand + 

Start 3003 End 5966 

Name OJ990408_09 . 02li . C39 . ol . np Method AAT/NAP 

Start 3042 End 5963 

GI 6691716 Score 2342 

Exons 3042. .3930, 4128. .4302, 4384. .4689, 4830. .5004, 5080. .5191, 

5341. .5445, 5518. .5963 
GI Descrip. (AP000492) hypothetical protein [Oryza sativa] 

gi I 6691717 | dbj IBAA89397.il (AP000570) hypothetical protein 

[Oryza sativa] 



Seq. No. 33215 

Gene No. 68864 

Start 4996 

Name OJ990408_09 . 0211 . C39 . o4 , 

Start 3162 

GI none 

Exons 3162.. 3452 



tw 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990408_09.0211.C39 
7565 

TBLASTX: Wheat 

3452 

221 



Seq. No. 33215 

..Gene. No... .^688.64 r . s . r .. i .. ; . r . 

..Start „_ ,1 ASL9L6..1. illllSZ^Z^Z^i^. 
Name : ' • OJ990408_09 . 02 11 ; C39 : o2 . np 

Start 4996 
GI 4680180 
Exons 4996.. 5043, 6272.. 7565 

GI Descrip. (AF111709) polyprotein [Oryza 



Seq. ID OJ990408_09.0211.C39 

.Strand ... ™ 

End. ._JJ 15.65SI^Z~~^~~~~ 
Method - AAT/NAP- - ■ - ■- 
End 7 565 

Score 2148 

sativa subsp. indica] 



Seq. No. 


33215 








Seq. ID 


OJ990408_09.0211 


.C39 


Gene No. 


68864 








Strand 






Start 


4996 








End 


7565 




Name 


OJ990408 09. 


0211 


.C39.o2 


.gs 


Method 


GENSCAN 




Start 


6188 








End 


7462 




GI 


none 








Score 


.76 




Exons 


6188. .7462 














Seq. No. 


33215 








Seq. ID 


OJ990408_09.0211 


.C39 


Gene No. 


68864 








Strand 






Start 


4996 








End 


7565 




Name 


OJ990408 09. 


0211 


.C39.o2 


..tw 


Method 


TBLASTX: Wheat 




Start 


6341 








End 


6619 . " 




GI % 


none' • ■ 








Score 


-83 




Exons 


6341. .6619, 


6357 


. . 64 64, 


6510. 


.6599 ' 






Seq. No. 


33215 








Seq. ID 


OJ990408JD9.0211 


.C39 


Gene No. 


68864 








Strand 






Start 


4996 








End 


7565 




Name 


OJ990408 09. 


0211 


.C39.ol. 


. tw 


Method 


TBLASTX: Wheat 




Start 


6734 








End 


7121 




GI 


none 








Score 


112 




Exons 


6734. . 6925, 


6734 


. .7120, 


6810. 


.7121 






Seq. No. 


33215 








Seq. ID 


OJ9'90408_09.0'211 


.C39 


Gene No. 


btftfb4 








Strand 






Start 


4996 








End 


7565 




Name 


OJ990408 09. 


0211 


.C39.ol. 


. tm 


Method 


TBLASTX: Maize 





33312 



# 



O Lcil. L 


67 64 




C T 


none 




TT vAn o 


6764 6811 676S 6819 


67 99 


Seq. No. 


33215 




Gene No. 


68864 




Cf a r+" 


*± ^ ^ u 




Mam o 




f w 


Cfarf 
O Lai L 


7969 ~ 










IT vnn q 


7969 7^4^ 74R8 7R^R 

f lU6 • • / Jt J; i 4 JO • • ' J JO 




OC^i LNvJ • 


"3^91 6 




Gene No. 


68865 




Start 


1 




Name 


OJ990408 09.0211.C40.ol 


.np 


Of a r f 


1 






5902445 






1. . 1294 




ul L/C JLJ L ■ 


(AB030283) GAG-POL precursor 


.Seq. .No..,,.., 


.33216 ., _ 


. 


Gene N£u_ 


„_6.8 8,65. ..„. . „ „__„ _ 


, 




• 1 * - - - 





Name 


OJ9904 08_09.0211 .C4 0.o3 


. tw 


Of 3 


i n i 






none 




CjAUUc 


101. .529, 102. .530 




Seq. No. 


33216 




Gene No. 


68865 




Of n r f 
O L Ct I. L. 


1 




Name 


OJ990408 09.0211.C40.ol 


gs 


Cf a r f 


207 






none 




XT' vnn q 


207. .1277, 1374. .1934 




Seq. No. 


33216 




Gene No . 


68865 




O Lai L 


1 




Name 


OJ990408 09.0211.C40.ol. 


ts 


Of ari- 
O L. Cli. L 


'299 




PT 

\3 ± 


none 






' 299. .700, 540. . 683 




Seq. No. 


33216 




Gene No. 


68865 




Start 


1 




Name 


OJ990408 09.0211.C40.ol. 


tm 


Cf a v-f 


452 




C T 


none 




Exons 


452. .835, 483. .731 




Seq. No. 


33216 




Gene No. 


6886j 




Start 


1 




Name 


OJ990408 09.0211.C40.ol. 


tw 



End . 7127 

Score 67 

.7106, 6803.. 7126, 6816.. 7127 

Seq. ID OJ990408_09.0211.C39 
Strand 

End 7565 

Method TBLASTX : Wheat 

End 7543 

Score 57 



Seq. ID OJ990408_09.0211.C40 
Strand 

End 2101 

Method AAT/NAP 

End 1294 

Score 2198 

[Oryza sativa] 

,-S.eq..- IQ . .OJ99Q4 ; 08_09 ; .^ 

Js.t ran d„ . „- „- . . „ . , , „ ~ 

End • • - 2101 - ■ ■ - : -' 
Method TBLASTX : Wheat 
End 530 
Score 135 



Seq. ID OJ990408_09.0211.C40 
Strand 

End 2101 

Method GENSCAN 

End 1934 - 

Score .85 



Seq. ID OJ990408_09.0211.C40 
Strand 

End 2101 

Method . TBLASTX: Soybean 

End - - 700 . ' 

Score 126 



Seq. ID OJ990408__09.0211.C40 
Strand 

End 2101 

Method TBLASTX: Maize 

End 835 

Score 163 



Seq. ID OJ990408_09.0211.C40 
Strand 

End 2101 

Method TBLASTX : Wheat 



33313 



Start 575 End 

GI none Score 

Exons 575.. 994, 576.-992, 770.. 994 

Seq. No. 33216 Seq. ID 

Gene No. 68865 Strand 

Start 1 End 

Name OJ990408_09 . 0211 . C40 . o2 . tm Method 
Start ; 863 End 

GI none Score 

Exons 863.-979, 863.. 1219, 873.. 1178 



994 
231 



OJ990408_09.0211.C40 
2101 

TBLASTX: Maize 

1219 

57 



Seq. No. 33216 Seq. ID 

Gene No. 68865 Strand 

Start 1 End 

Name OJ9904 08_09 . 0211 . C4 0 . o2 . ts Method 

Start 944 End 

GI none Score 

Exons 944.. 1078, 1085.. 1309 



OJ990408_09.0211.C40 
2101 

TBLASTX: Soybean 

1309 

139 



Seq. No. 

. .Gene No ., . 
..Starts 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start" 

GI ; 

Exons 



33216 

. 6.8865. . .. .„ v ,.^ w ,..._..„..-. ., 

•OJ990408_0-9 . 0211 . C4 0 . o2 ■ tw 
1025 
none 

1025.. 1384, 1026.. 1370 



Seq. ID OJ990408_09.0211-.C40 

.Strand... - - , ■ 

End _ 2.1 61... 

Method- TBLASTX : Wheat - 
End- 1384 
Score 252 



33216 
68865 
1 

OJ990408_09.0211.C4 0.o2.np 
1361 
5902444 
1361. .2101 

(AB030283) GAG-POL precursor [Oryza sativa] 



Seq. ID OJ990408_09.0211.C40 
Strand 

End 2101 

Method AAT/NAP 

End 2101 

Score 979 



33216 Seq. ID 

68865 Strand 

1 End 
OJ990408_09 . 0211 . C4 0 . o3 . tm Method 
1571 " End 

none * * ' Score* 

1571. .1717, 1572. .1718' 



OJ990408_09.0211.C40 
2101 

TBLASTX:. Maize 

1718 ' " 

114 



Seq. No. 33216 Seq. ID 

Gene No. 68865 Strand 

Start 1 End 

Name OJ9904 08JD9 . 0211 . C4 0 . o4 . tw. ; Method 

Start 1592 ' End 

GI none Score 

Exons 1592.. 1936, 1611. .1931 



OJ990408_09.0211.C40 
2101 

TBLASTX: Wheat 

1936 

184 



Seq. No. 33217 Seq. ID 

Gene No. 68866 Strand 

Start 1 End 

Name • OJ9904 08_09 . 0211 .C4 1 . ol . np Method 



OJ990408_09.0211.C41 
832 

AAT/NAP 



33314 



Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



End 
Score 



832 
212 



3193302 
1..361, 747. .832 

(AF069298) contains similarity to a protein kinase domain (Pfam 
pkinase.hmm, score: 166.20) and to legume lectins beta domain 
(Pfam: lectin_legB . hmm, score: 139.32) [Arabidopsis thaliana] 



33217 Seq. ID 

68866 Strand 
1 End 
OJ9904 08_09 . 0211 . C41 . ol . tm Method 
3 End 
none Score 

3. .173, 219. .356, 226. .366 



OJ990408_09.0211 .C41 
832 

TBLASTX: Maize 

366 

89 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

.Exons_ r:: 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



33217 
68866 
1 

OJ9904 08_09.0211.C41.ol.tc 
9 

none 



Seq. ID OJ990408_09.0211.C41 

Strand 

End 832 

Method TBLASTX : Cress 

End 329 

Score 63 



1,4 0,.. . ; lD,.,.,1.41f -.-144... . 329.,. .172 ... ,3.1 5, : 



33217 - ■' 

68866 

1 

OJ9904 08_09.0211.C41.ol.gs 
16 

none 

16. .144, 198. .407, 546. .593 



Seq. ID 

Strand 

End 

Method 

End 

Score 



■OJ990408_09.-021-1-.C41~ 
832 

GENSCAN 

593 

.85 



Seq. No. 33217 

Gene No. 68866 

Start 1 

Name OJ9904 08_09 . 021 1 . C4 1 . ol . ts 

Start 21 

GI none' 
Exons 



Seq. ID OJ990408_09.0211.C41 

Strand 

End 832 

Method TBLASTX : Soybean 

End 356 

Score 58 



21. .140, 22. .144, 144. .356, 145. .321 



Seq. No. 33218 

Gene No. 68867 . 

Start 130 ' " " ; 

Name OJ$90408_09 . 0211 . C4 2 . ol .gs 

Start 130 ■ 

GI none 

Exons 130 . . 477 



Seq. ID OJ990408_09.0211.C42 

Strand + 

End 477 

■Method GENSCAN 

End 477 

Score .46 



Seq. No. 33219 

Gene No. 68868 

Start 72 

Name OJ9904 08_09 . 0211 . C4 4 . ol . gs 

Start 72 

GI none 

Exons 72 . . 161 



Seq. ID OJ990408_09.0211.C44 

Strand 

End 161 

Method GENSCAN 

End 161 

Score .58 



Seq. No. 
Gene No. 



33220 
68869 



Seq. ID OJ990408_09.0211.C46 
Strand 



33315 




C 4- a y-4- 






OZ 1 




Name 




f\A 4— V*\ /~\ /-^ 


1 dLAo i a : boyoean 






zoo 


ijiia 


oz 1 




P T 


none 


Score 


y 0 




T7 1 y^S T"k O 


"M^ 9££ ^£7 9<;q qoi 
ZOO. . O / D , ZOO* .00// ZOO. . jol 


A Q9 (^Ofi 


ci q con c;on 

, jiy 1 . ozu , ozu . . 


COT 
OZ 1 


Seq. No. 


33220 


Seq. ID 


OJ990408_09.0211 


.C4 


Gene No. 


68869 


Strand 






O Lai L 


JJ.U 


LjL 1U 


£91 
OZ 1 




Name 


vjuz73/Ufiuo u y . uz j. x . L,ft 0 . 0 ± . gs 




P 17 VT O P 7\ M 




C +- -j 

OLaiL 


3 ± V 








PT 


none 


Score 


"7 "7 






JlU. . JC5 4 








0 e q . ln 0 . 


"3 "3 9 9 1 
O O Z Z X 


Can T H 

oeq . id 


ujyyuyuo u4.uzio 


. Li 




68870 


Strand 


+ 




Start 


4285 . 


End 


4668 




Name 


OJ990^908 04.0218.Cl.ol.gp 


Method 


AAT/GAP 




oLai L 


4285 


End 


4668 




P T 


uC-osflcyp033a04bl 


Score 


669 




Exons 


4285. .4668 








.Ucpcnp . 


, ;6016845/cibjJAP000570.1JAR000.570 3.0e- 


5 9. . D r.y z a. ... s a t ly a , gen or 





DNA^chr pmosorae J 1 „^onej&0J ilEXPJ 




----- 


OcCj. 1NO . 


33221 


Seq. ID 


OJ990908_04.0218 


. CI 


Gene No. 


68871 


Strand 


+ 




Start 


20368 


End 


23690 




INcULltr 


OJ990908 04 . 0218 . CI . o3 . np 


Method 


AAT/NAP 




Cf 2r f 


20368 


End 


23690 




P T 


6721512 


Score 


53 






20368. .20411, 21962 .. 2207 4 , 


23642. .23690 






(AP001072) hypothetical protein [Oryza 


sativa] 




Seq. No. 


33221 


Seq. ID 


OJ990908_04.0218 


.CI 


Gene No. 


68872 


Strand 






OLdl L 


2741 


End 


3492 




Name 


OJ990908 04.0218. CI. ol.gs 


Method 


GENSCAN 




O Lcl£ C 


2741 


End 


3492 




PT 


none 


Score 


.77 




Hi AlJI lO 


2741. .3395, 3410. .3492 








otrq • LNU . ,. 


33221 " ' 


Seq. ID 


OJ990908 04.0218 


.CI 


Gene No. 


68873 * - • 


" Strand 






Start 


8391. 


End 


11410 




Name 


OJ990908 04.0218.Cl.o3.gs 


Method 


GENSCAN 




Cf a -v-f- 
uLdl I 


8391 


End 


11410 




P T 


none 


Score 


.61 




Hi A. (J I lb 


8391. .8581, 9544. .9893, 1021 


8. .10388, 


10623. . 10771, 






10834. .10998, 11360. .11410 








OtHj. LM U ■ 


33221 


Seq. ID 


OJ990908_04 .0218 


.CI 


Gene No. 


68874 


Strand 






Start 


11606 


End 


14725 




Name 


OJ990908_04 .0218 .Cl.ol . np 


Method 


AAT/NAP 




0 j j_ 

OLdl L 


11606 


End 


14725 




GI 


5902445 


Score 


3100 




Exons 


11606. .12847, 12887. .14 725 









33316 








picLUlbOl 


[Oryza sativa] 




Cart Mr\ 

OcC] . 1NO . 


"3 "3 9 9 1 




Seq. ID 


OJ990908JD4.0218 


.CI 


Gene No. 


68875 




Strand 






Start 


14792 




End 


26238 




IN CUUC 


O.TQQOQOR 04 091 R pi 


• U J ■ L W 


Method 


TBLASTX: Wheat 






licit; ~~ 
1 1 O 1 0 




End 


12223 




\j i 






Score 


72 




CjAUI 1 0 


1 1 61 S 11746 Vlfilfi 
1 1 O 1 O . •11/40/ IIOIO 


117 4 1 
. .11/41/ 


11771. .12223/ 11967. .12074, 






1214^ 1 91 ft 4 










Seq. No. 


33221 




Seq. ID 


OJ990908_04 . 0218 


.CI 


Gene No. 


68875 




011 auu 








1 4 7 Q9 

1 *i / _7 Z. 






Z OZ JU 




Name 


O.TQQOQOft 04 091 P P1 

UU 7 JU^UO U4 . UlIO .LI 


• 0 4 • tm 




TAT ZXQTY • -i -7 o 




Of a y-f 
O LCll U 


1 1 6 R1 ~~ 
11UJ1 






1 1 QQfi 
11070 




pt 


none 




S core 


14 9 

14Z 






1 1 fi^l 117^4 117^R 

-L-LU.J1* •11/01/ 11 / J J 


1 1 a 

• . IIO ?D 








Seq. No. 


33221 




Seq. ID 


OJ990908_04.0218 


• CI 


Gene No. 


68875 












1 4 7 Q9 






9 £ 9 

. .ZOZ jo . .. . _ . ... . 




...Name— — - . . , — 


PiTQQfLQOP o/i 091P pi 

.... . .UU 2.3 r U?i7.U.O- ..U^....UZ 1 a. ...LI. 


* Oi-XW- ^ 


. L v ieixi 0 a.. — 


T R T Zi Q T Y • Ta7K o o +- 


— 


O Lai L 


1 9 "3 4 7 - - - - • 
1 O 4 / 






197 ^0 - : . . 
1Z / JU 




PT 
ol 


none 




0 owl c 


1 fl S 

lo J 




Exons 


19^47 197^0 1 9^4ft 
lii J4 / . . 1Z / O U / 1 ^_ O 4 0 


. . 1 z O y 0 








Seq. No. 


33221 




Seq. ID 


OJ990908_04.0218 


.CI 


Gene No. 


68875 




001 di iLi 






O Lai L 


1 4 7 99 

14 f .7 £. 




EjilCl 


ZOZJO 




Name 


PiTQQOQOP 04 091P PI 
\JOyyVy\JO Ufl . UZ10 .LI 


. 00 . tm 


L v lC UllvJU. 


TRT • Ma -i to 
1 DLtr\0 1 A . LXla 1Z6 




SLdlL 


1 £ 4 Z D 






197^0 
It / JU 




pt 

O J. 


none 






17 9 
i / z. 




fT v r^i ti c; 


1 949S 197^0 19496 


1 96Q9 








Seq. No. 


33221 




Seq. ID 


OJ990908_04.0218 


• CI 


Gene No. 


68875 




OLI cdflCl 






O Lul L 


1 47 Q9 

1 4 f _7_C. 




JliUa 


o fro o o 
Z 0Z 00 




Name 


nTQQflQOR 04 091P PI 


. O/ . tw 


Kyi j^-i 4~ /-\/"^ 


i dj_iH.o i a . i/vnea l 




O Lul L 


1 9Q^S _ 




ITrtH 

Hinu. 


1 ^99P 
1 jZZO 




GI 


1 1UI itr 




Score 


o o 






T9Q^S 1^99P 1^0 69* 

l*-._7_)J..l_>Z.^O/ lOUO^i 


1 "31 7P 
. .101/0 








Seq. No. 


33221 




Seq. ID 


. OJ990908_04.0218 


• CI ■ 


Gene No. 


68875 




Strand 






o Lai l 


14 7 Q9 

14 / ?Z 




End 


26238 




Name 


PiTQQOQnR 04 091 Q PI 


. oz . tis 


Method 


TBLASTX : Soybean 






1 ^1 
Ijl JJ 




End 


13516 




PT 
Lj 1 


none 




Score 


84 




Exons 


1^1^^ I^^PI 1 ^^Q1 


1 TCI c 

. . 1 0 0 1 0 








Seq. No. 


33221 




Seq. ID 


OJ990908_04.0218 


,C1 


Gene No. 


68875 




Strand 






Start 


14792 




End 


26238 




Name 


OJ990908 04. 0218. CI. 


06. tw 


Method 


TBLASTX: Wheat 




Start 


13232 




End 


13639 




GI 


none 




Score 


42 





33317 




Exons 


i oooo loom 10000 


. . 1 J405, 


13413. .13619, 13415. .13639 




Seq. No. 


33221 




Seq. ID 


OJ990908_04 .0218 


.CI 


Gene No. 


68875 




Strand 


- 




btart 


1 a n Q o 

14 /yz 




End 


26238 




Name 


ojyyuyuo 04.ozio.ci 


. ol . ts 


Method 


TBLASTX: Soybean 




, btart 


lo / JU 




End 


14155 




bl 


none 




Score 


83 




Exons 


i J / du . . 14 loo , uy/i 


. . 140yb 








Seq. No. 


33221 




Seq. ID 


OJ990908_04 .0218 


.CI 


Gene No. 


68875 




Strand 






Start 


1 A 1 QO 

14 / yz 




End 


26238 




Name 


ojyyuyub 04.oziy.ci 


. o2 . tw 


Method 


TBLASTX: Wheat 




Start 


1 O 1 o c 




End 


14209 




GI 


none 




Score 


238 




Exons 


i j / oj . . i4uyy, io/o/. 


1 a 0 n 0 
. . 14ZU y , 


13820. .14164, 14068. .14169 




Seq. No. 


33221 




Seq. ID 


OJ990908_04 .0218 


.CI 


Gene No. 


68875 




Strand 






C 4 1-^-4- 

b tar l 


1 /I "7 Q O 

14 / yz 




End 


26238 




Name _ . 


... pjyyoy.ua .04 ..02 18 ._c.i - 


..9 2.. tm 


Method. .. 


TBLASTX: Maize 




^St.ar±.„ _ — 


1 TOO "3 




.,-_End,;.. 


..142 6.6 _ 




GI- - • - - : 


- * none : • ■ • • 




Score 


114 




Exons 


1 Jo 0 0 . . 14Z bb, looo4 , 


i / a a a 
, .14 099 








Seq. No. 


33221 




Seq. ID 


OJ990908_04 .0218 


.CI 


Gene No. 


68875 




Strand 






Start 


14 / yz 




End 


26238 




Name 


ojyyoyob 04.02io.c1. 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


1 A O A /l 

14294 




End 


14650 




bl 


none 




Score 


178 




Exons 


i^oci/i 1 / /*r a i /i o o o 
14Zy4 . . 14 bOU, 14ooZ, 


1 A UL O O 

, . 14 oy y , 


14420. .14596 




Seq. No. 


33221 




Seq. ID 


OJ990908_04 .0218 


.CI 


Gene No. 


68875 




Strand 






C 4- -4 v-4- 

otart 


1 A 1 Q O 

14 / yz 




End 


26238 




Name 


ojyyoyob 04.021y.c1. 


, ol . tw 


Method 


•TBLASTX: Wheat 




btart 


14oZ4 




End 


14779 




bl 


none 




Score 


348 




Exons 


14JZ4. ,14//y, . 1 4 J / y . 


1 A 1 1 A 

. . 1 4 / / 4 . 






- : 


Seq.' No.' 


. 33221 




Seq. ID 


OJ99090B_04 .0218 


'.CI 


Gene No. 


68875 




Strand 






b tart. 


1 A 1 Q O 

1 4 / y z 




End 


26238 




Name 


a innnnno a /i a o i o 1 

ojyyoyob 04.021y.c1. 


o3 . ts 


Method 


TBLASTX: Soybean 




Start 


1 a 0 o a 

14o /o 




End 


14740 




GI 


none 




Score 


102 




Exons 


1 / O ""7 C 1 >l C A A 1 ii r 1 /■ 

14 j /o . . 14509, 14516. 


.147 40 








o c q . in o . 


0009-1 




Seq. ID 


OJ990908JD4.0218 


. LI 


Gene No. 


, 68875 




Strand 






Start 


14792 




End 


26238 




Name 


OJ990908 04. 0218. CI.' 


o2 . np 


Method 


AAT/NAP 




Start 


14792 




End 


26238 




GI 


5902444 




Score 


1015 




Exons 


14792. .16332, 20455. 


.20575, 


20879. .21000, 21181 .. 21270, 





33318 




24820. .24978, 26216. .26238 



T g~\ o f* v* 1 r~\ 

\j J. UcbLIip. 




precursor 


[Oryza sativa] 




Seq. No. 


33221 




Seq. ID 


OJ990908_04 .0218 


.CI 




OOO ' J 




Strand 








1 /I 7 QO 




End 


26238 




Name 




. o4 . tw 


Method 


TBLASTX: Wheat 




uldl L 


X *1 .7 / £ 




End 


15427 






none 




Score 


152 




Exons 




. . 10ZUD, 


15245. .15427, 15246. .15419 




Seq. No. 


33221 




Seq. ID 


OJ990908_04.0218 


CI 


Gene No. 


68875 




Strand 






Start 


14792 




End 


26238 




Name 


OJ990908 04. 0218. CI 


.08. tw 


Method 


TBLASTX: Wheat 




Start 


16058 




End 


20571 




GI 


none 




Score 


75 




Exons 


16058. .16234, 16059 


. .16235, 


16231. . 16317, 16232. . 16318, 





20443. .20526, 20527. .20571 



0 e q . in 0 . 


33221 






Seq. ID 


OJ990908_04.0218 


H 1 


bene ino . . . 


- 68875 , 






Strand 






Q -h a v -h 


_U.47.92U 






_,End__™ 


12B23&J. *„* .1". *„JTI 




Name 


- OJ990908 04 


0218.Cl.d5. 


gs ■' 


• Method 


GENSCAN- ■ 




C -)- -3 v-+- 


20296 






End 


22027 






none 






Score 


.78 




Exons 


20296. .21174, 21245. .22027 








0 e q * in 0 . 


33222 






Seq. ID 


OJ990908_04.0218 


,C2 


Gene No . 


68876 






Strand 


+ 




C-l 1 v+- 

otart 


3462 






End 


6203 




Name 


OJ990908 04 


0218.C2.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


2509 






End 


3027 




GI 


none 






Score 


491 




Exons 


2509. .3024, 


2549. .3013, 


2943 


..3017, 2953. .3027 




Seq. No. 


33222 






Seq. ID 


OJ990908_04.0218 


C2 


Gene No. 


68876 






Strand 


+ 




Start 


3462 






End 


6203 




Name 


OJ990908 04. 


0218.C2.o2. 


ts 


Method 


TBLASTX: Soybean 




Start 


2603 , 






End 


3013 




GI 


none 






Score 


110 




Exons ' 


2603. .'2767, 


2611, .2652, 


2771 


..3013, 2776". .2883 




Seq. No. 


33222 






Seq. ID 


OJ990908_04 .0218 


C2 


Gene No. 


68876 






Strand 


+ 




Start ' 


3462 






End 


6203 




Name 


OJ990908 04 . 


0218.C2.ol. 


gp 


Method 


AAT/GAP 




Start 


3462 






End 


4983 




GI 


2310235 






Score 


300 




Exons 


3462. .3499, 


3910. .4049, 


4926 


. .4983 






GI Descrip. 


5852182/embl 


CAB55420. 1 | 


9.0e- 


-13 (AL117265) zhb0012.1 [Oryza 




sativa] 












Seq. No. 


33222 






Seq. ID 


OJ990908JD4.0218. 


C2 


Gene No . 


68876 






Strand 


+ 




Start 


3462 






End 


6203 





33319 




Name 


O.TQQOQOfi 04 


09 1 R 


.C2.ol. 


,np 








OLaiL 


J y X U 








PnH 






oX 










Score 


9 "3 £0 
Z J DU 






J^IU • • JJOJf 


-J / o / 


. .5992 










LjX UcbLIip. 


\r\C X 14 X / X ) 


TNP9 — 
1 IN c Z 


like protein 


L ourgnum 


Dicoxor j 




O C • L>HJ . 










Q pn t n 
o tJLj . x u 


HTQQOQOR 04 091R 
KJUyz?\JyUO U4.UZXO. 


no 

> L,Z 


ripnp No 


68876 








Strand 


+ ~~ 




Start 


3462 








End 


6203 




Name 


OJ990908 04 


.0218 


.C2.o2. 


gp 


Method 


AAT/GAP 




Cf arf 


3914 








End 


6203 




(IT 
Vjx 


342 1.R1084 








Score 


3921 






3914. .6203 














o J- Uco^il^' • 


1 4 574 4 06/gb|AAD24 042. 1 1 


0.0e+00 (AF121139) RIM2 protein 






sativa] 1 














Seq. No. 


OOZZZ 








Seq. ID 


OJ990908_04.0218. 


C2 


Gene No. 










Strand 


+ 




u Lai L 


3462 








End 


6203 




Name 


OJ990908_04 


.0218 


.C2.o4 . 


tw 


Method 


TBLASTX: Wheat 






4 z b X 








End- 


4617 




. X. . . .. . 


. none . . . 








. Score „ . 


....103 ,.. ... _ 




„ Exons . T1 ... ca-. 


_-4 Z D,X,-.i O.Qij 




ACLCSO 

.^.Jmliz-,. 




..4.601,. . 4 3&0 .,..4.6.1.1, 43 6.L.... 4-612 ~ 


Seq. No. 










Seq. ID 


OJ990908_04.0218. 


C2 


Gene No. 


DOO / O 








Strand 


+ 




u Lai l 


0 4 bz 








End 


6203. 




Name 


OJ990908 04 


.0218 


.C2.ol. 


ts 


Method 


TBLASTX: Soybean 




Qt- a -r+- 
o LciX L. 


4533 








End 


4962 




r-T 
ox 


none 








Score 


102 




Exons 




/I R "3 A 
4 304 


. . 4 bUo , 


4 buy . 


.4671, 4666. .4962, 4720. .4944 


Seq. No. 


o Jzzz 








Seq. ID 


OJ990908_04.0218. 


C2 


Gene No. 


DOO / D 








Strand 


+ 




O Ldi L 


J4 bz 








End 


6203 








09 1 fi 


CO r\ 1 
. . OX . 




Method 


TBLASTX: Cress 




o Lai l 


4695 








End 


5043 




(IT 


none 








Score 


318 




Hi A 1 1 O 


4695. .4847, 


4702 


. .5043, 


4887. , 


.5024 






. o tr • 1NU . 


33222 








Seq. ID 


OJ9909.08_04.0218. 


C2 


Gene No. 


"68876 








iStrand 


+ 




Start ■ 


3^4 62 : 








End 


•6203 




LN CliUtJ 


OJ990908 04 


.0218, 


.C2.ol. 


tw 


Method 


TBLASTX: Wheat 




o i_ a i. l 


4831 








End 


5300 




O _L 


none 








Score 


72 




Exon s 


4831. .4884, 


4839. 


. .4883, 


4885. , 


,4989, 4896. .4985, 4993. .5091, 




4998. .5090, 


5071. 


. .5295, 


5091. . 


,5300, 5094.. 5300 




Spa No 


33222 








Seq. ID 


OJ990908_04.0218. 


C2 


Gene No. 


68876 








Strand 


+ 




Start 


3462 








End 


6203 




Name 


OJ990908 04. 


.0218. 


.C2.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


4876 








End 


5334 




GI 


none 








Score 


247 




Exons 


4876. .5130, 


4888. 


, .5130, 


5140. . 


,5334 







33320 




Seq. No. 


33222 






Seq. ID 


OJ990908_04 .0218 


.C2 


Gene No. 


68876 






Strand 


+ 




O Lai t 


J *i \J c 






FnH 

Hi I HJ 


OtU j 




LNalUC 


D.TQQOQOR 04 




-f- c 


f\A ^\ 4— V% /-^v /"J 


i niiRo i a . boyoean 




O Lai. L 


SI fid — 
J J. O *i 






Hjna 


J 4 U D 




rir 

\3 ± 


non 






Score 


91 & 
£ 1 D 




P v on c; 


SI 64 S4 06 












O C ^ • LN • 


J J c. 






Seq. ID 


OJ990908_04 .0218 


.C2 


Gene No. 


68876 






Strand 


+ 




Start 


3462 






End 


6203 




Name 


o.tqqoqor n4 

\JU Zf Z? \J Zf \J O U 1 


o?ir r? o^i 


f-uj 
L. W 


Method 


. TBLASTX : Wheat 




o Lai L 


S4 _ 

J 1 J -7 






End 


5849 






n on o 






Score 


87 




17 von c; 


S4 S4 R Q 


S4 40 SS09 


S SOR 
J JUO i 


.5690, 5512. .5730, 5758. .5847, 




S763 S849 

J f U J • • J O *i ^ , 


S764 SR47 

J / U *i • • Jul / 










Seq. No. 


33222 






beq. id 




. C2 


Gene No. 


68876 






Strand 


+ 




OLal U 


34 62 






End 


6203 




Name 


O.TQQOQOR 04 


0 9 1 R ro ^9 




Method 


TBLASTX .-Wheat . 




Of- -a r +- 


sr so ~~ 






-. .End ..... 


..6.2.0.2 ... ... _ 






non d 






^_,S.cor,e ... „ 


..4.62 _ 




I?vAn c - - - ■ 

JL AUI 1 O 


• sr so 6?nn - 


'SRS1 • 690 V 


SR SR 
JO JO . 


.6202 - - " 






Seq. No. 


33222 






Seq. ID 


OJ990908_04.0218 


. 


Gene No. 


68876 






Strand 


+ 




O L.CLX L. 


^4 6? 






End 


6203 




Name 


o^qqoqor oa 


AO! Q P9 


urn 


Method 


TBLASTX: Maize 




Cfarf 
O Lai L 


SR _ 






End 


6201 






non o 






Score 


309 






SRQ? 6901 


S Q04 61 7 Q 
J -7U4 . . Dl / Zf , 


S Q7 7 

J -7 / / . 


.6186 














Seq. ID 


OJ990908_04.0218 


.C3 


Qene No . 


68877 






Strand 


+ 




Start 


1 






End 


1557 




Name 


.OJ990908 04, 


.0218.C3.ol. 


gp . 


Method 


AAT/GAP 




Start 


1 






End 


1377 




(IT 


342 1.R1084 






Score 


1947 






1..694, 839, 


..860, 938.. 


1377 








f^T npcpr "i o 


'4 574 4 06/gb|AAD24 042. 1 | 


0.0e + 00. (AF121139) RIM2 protein 


[Or] 


* 


sa'tiva] 












JC^ • 1VU • 


33223 






Seq. ID 


OJ990908_04.0218'. 


.C3 




68877 






Strand 


+ 




Start 


1 






End 


1557 




Name 


OJ990908 04. 


.0218.C3.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


1 






End 


548 




(ZT 


none 






Score 


121 




Exons 


1.-108, 2. .106, 144. .18 


8, 144 


..188, 191 


...286, 195. .254, 






233. .373, 234. .374, 302 


. .382, 


379. .450, 


387. .467, 456. .548, 




482. .547 












Seq. No. 


33223 






Seq. ID 


OJ990908 04.0218. 


,C3 


Gene No. 


68877 






Strand 


+ 




Start 


1 






End 


1557 




Name 


OJ990908 04. 


0218.C3.o3. 


gp 


Method 


AAT/GAP 





33321 



Start 
GI 

Exons 

GI Descrip. 



End 
Score 



1557 
2259 



342_1.R1084 
1..694, 839. .860, 938. .1557 

M574406/gb|AAD24042.1| 0.0e+00 (AF121139) RIM2 protein [Oryza 
sativa] ' 



Sea No 


33223 






c prT t n 

ocv^ . J- u 


wu y y u y u o 




68877 






Of- y rs nH 


-f 


Start 


i 

JL 






tinu. 


1 RR7 


Name 


OJ990908_04 


.0218 


. C3 . ol . np 


Method 


AAT/NAP 


Start 


1 






End 


602 


GI 


4 680203 

*1 \J U \J C \J <J 






OUUL c 


S67 


P.ynn <5 


1 602 

J- • » \J\J c. 












( AF1 14171 1 


1 LM JT 


1 "i n YTi'h d i n 
-L -L fvt: ^JI L. t; -LI 1 


[ jUi y llUIll 


-L O (J J. (J i J 










oeq. ±l» 




ucnc inu • 












Start 


1 






End 


1557 


Name 


OJ990908 04 


.0218 


.C3.ol.gs 


Method 


GENSCAN 


Start 


120 






End 


623 


GI 


none 






Score 


. 98 


Exona, 


^120,.. ...623 










Seq. 'No. - • 


33224" \ - 






Seq. ID 


OJ990908 


Gene No. 


68878 






Strand 




Start 


1 






End 


: 3110 


Name 


OJ990908 04 


.0218 


.C4 .ol .np 


Method 


AAT/NAP 


Start 


1 






End 


3110 


GI 


4680204 






Score 


821 


Exons 


1..821, 895 


. .198 


9, 2099. .2272 


, 2369. .2588, 2939 



GI Descrip. 



3069. .3110 

(AF114171) hypothetical protein [Sorghum bicolor] 



Seq. No. 


33224 




Seq. ID 


OJ990908_04.0218.C4 


Gene No. 


68878 




Strand 


+ 


Start 


1 




End 


3110 


Name 


OJ990908 04.0218, 


.C4 .o2.gs 


Method 


GENSCAN 


Start 


2100 




End 


3091 


GI 


none 




Score 


.92 


Exons 


2100. .2272, 2369, 


..2479, 2564 


..2636, 2731. .2829, 2909. .3091 


Seq. No. 


" 33224 ' " 




Seq. ID 


OJ990908_04."0218.C4 ." 


Gene No. • 


68879 ■ 




Strand - 


"+ 


Start 


3634 • 




•' End 


4605 


Name 


OJ990908 04.0218, 


.C4.ol.gp 


Method 


AAT/GAP 


Start 


3490 




End 


3638 


GI 


21474 1.R1084 




Score 


263 


Exons 


3490. .3638 








GI Descrip. 


'3894159 2.0e-10 


(AC005312) 


hypothetical protein [Arabidopsis 




thaliana] ' 









Seq. No. 33224 Seq. ID 

Gene No. 68879 ; Strand 

Start 3634 ' * End 

Name OJyyU908_04 . 0218 . C4 . o3 . gs Method 

Start 3634 End 

GI none Score 



OJ990908__04.0218.C4 
+ 

4605 
GENSCAN 
4605 
.62 



33322 




Exons 


3634 4605 








Seq. No. 


33224 




Seq. ID 


OJ990908 

V/ \-J mJ \J \J \J 


Gene No. 


68880 




Strand 


+ 


Start 


7341 




End 


7720 


Name 


OJ990908 04 


.0218.C4.o4.gs 


Method 


GENSCAN 


Start 


7341 




End 


7720 


GI 


none 




Score 


.63 


Exons 


7341. .7397, 


7421. .7720 







Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



33224 Seq. ID OJ990908_04 . 0218 . C4 

68881 Strand 

8534 End 12997 

OJ990908JD4 . 0218 . C4 . o2 . np Method AAT/NAP 

8534 End 12997 

4680179 Score 5681 

8534. .12997 

(AF111709) polyprotein [Oryza sativa subsp. indica] 



Seq. No. 33224 

Gene No. 68882 

.Start..,. ^ 13220 . 

JName,. - -„^._._,0 4^ 

Start 23 ■ - 

GI none 

Exons 



Seq. ID OJ990908JD4 .0218.C4 
Strand- - 

: End .:. _ ^ 1.40.08 ... , 

-Me±had__JBLASTX^^ 

End - - 426 - 

Score 62 



23. .163, 23. .139, 25. .261, 25. .174, 126. .266, 256. .426, 331. .426 



Seq. No. 33224 

Gene No. 68882 

Start 13220 

Name OJ990908_04 . 0218 . C4 . ol2 . tw 

Start 1916 

GI none 
Exons 



Seq. ID OJ990908_04.0218.C4 
Strand 
End 

Method 
End 
Score 



14008 

TBLASTX: Wheat 

2438 

61 



1916. .1996, 2085.. 2267, 2135.. 2260, 2367.. 2438 



Seq. No. 33224 
Gene No. 68882 
Start 13220 

Name OJ990908_04 . 0218 . C4 . ol . 

Start 3772 
. . GI . none 

Exons " " ' " 3772'. ."3936, 3772T. 3~924", 
4168.. 4458, 41ET5. .4457 

Seq. No. 33224 
Gene No. 68882 
Start 13220 

Name OJ990908_04 . 0218 . C4 . ol . 

Start 3802 
GI none 

Exons 3802.. 3882, 3904.. 3951, 

4185. .4343 



Seq. ID OJ990908_04.0218.C4 
Strand 

End 14008 

tm Method TBLASTX : Maize 

End 4458 

.Score . 224 
\3774~. .3926, 3976.. 4152, '3985 . . 4152; 

Seq. ID OJ990908_04 .0218.C4 
Strand 

End 14008 

tc Method TBLASTX : Cress 

End 4344 

Score 65 
3946. .4125, 4002. .4109, 4174. .4344, 



Seq. No. 33224 Seq. ID OJ990908 04. 0218. C4 

bene No. 68882 Strand 

Start 13220 End 14008 

Name OJ990908_04 . 0218 . C4 . o2 . ts Method TBLASTX : Soybean 



33323 




Start 


3823 








End 


4491 




GI 


none 








Score 


73 




Exons 


3823 3936, 


3967 


. . 4344 , 


, 3967. 


.4116, 3999. .4346, 4429. .4491 


Seq. No. 


33224 








Seq. ID 


OJ990908_04.0218 


.04 


Gene No. 


68882 








Strand 


- 




Start 


13220 








End 


14008 




Name 


OJ990908 04 


. 0218 


.C4 .06, 


. tw 


Method 


TBLASTX: Wheat 




Start 


4162 _ 








End 


4434 




GI 


none 








^ C\ V 0 


*3 *3 "7 




Exons 


4162 4434, 


4191 


. . 4433 










Seq. No. 


33224 








Seq. ID 


OJ990908_04.0218 


.04 


Gene No. 


68882 








Strand 


- 




Start 


13220 








End 


14008 




Name 


OJ990908 04 


. 0218 


. C4 . o7 . 


tw 


Method 


TBLASTX: Wheat 




Start 


8579 ~ 








End 


8912 




GI 


none 








Score 


134 




Exons 


8579. . 8911, 


8631 


. . 8912 










Sea No 


33224 








Seq. ID 


■OJ990908JD4.0218 


.04 


Gene.. No 


. 68.88.2 








.__ Strand, , 






..S.tartJ_,.., 


- w _A32.2cu_„, _ 








-End- , 


' 1.4X).6fl™l" (r l", Z" 




Name* 


OJ990908 04 


. 0218 


. 04 .o2 . 


tm : • 


Method 


TBLASTX: Maize ■ ----- 




Start 


8774 _ 








End 


9359 




GI 


none 








Score 


88 




Rxnns 


8774 9199 


8775 , 


.8 972, 


ft 79S 

O / Z/ ~J • 


.9040, 9027.. 9200, 9195.. 9344 




9197 9358 


9204 , 


9359 










Seq. No. 


33224 








Seq. ID 


OJ990908JD4.0218, 


.04 


Gene No. 


68882 








Strand 






Start 


13220 








End 


14008 




Name 


OJ990908 04 


. 0218 . 


. 04 . ol . 


t w 


Method 


TBLASTX: Wheat 




Start 


8912 ~~ 








End 


9538 




GI 


none 








Score 


44 




Exons 


8912 9538 


8913 . 


. . 8 972 , 


9030 . 


.9479, 9191. .9535 




Seq. No. 


33224 








Seq. ID 


OJ990908JD4.0218. 


,C4 


Gene No. 


68882 








Strand 






Start 


13220 








End 


14008 




Name 


OJ990908 04 


, 02 18 . 




JLlLl 


Method . 


TBLASTX: Maize 




Start 


9407 _ 








End 


"9699 ' . 




GI. 1 


none 






-. 


Score . * 


300 




Exons 


9407 9697 


9411. 


9698 


94 1 1 


.9698, 9412. .9699 




Seq. No. 


33224 








Seq. ID 


OJ990908_04.0218. 


C4 


Gene No. 


68882 








Strand 






Start 


13220 








End 


14008 




Name 


OJ990908 04 
z/ z? \j z? \j o vj i ■ 


091 Pi 




L 0 


Method 


TBLASTX : Soybean 




Start 


9497 ~~ 








End 


9757 




GI 


none 








Score 


185 




Exons 


9497. .9757, 


9498. 


. 9746 










Seq. No. 


33224 








Seq. ID 


OJ990908 04.0218. 


C4 


Gene No. 


68882 








Strand 






Start 


13220 








End 


14008 




Name 


OJ990908 04. 


0218. 


C4 .o2. 


tc 


Method 


TBLASTX: Cress 





33324 



Start 
GI 

Exons 



9521 End 9847 

none Score 82 

9521.. 9664, 9522.. 9662, 9665.. 9847 



Seq. No. 33224 Seq. ID 

Gene No. 68882 Strand 

Start 13220 End 

Name OJ990908_04 . 0218 . C4 . o2 . tw . Method 

Start 9545 End 

GI none Score 

Exons 9545.. 10084, 9549. .9800, 9852. .9902 



OJ990908_04.0218.C4 
14008 

TBLASTX: Wheat 

10084 

264 



Seq. No. 33224 Seq. ID 

Gene No. 68882 Strand 

Start 13220 End 

Name OJ990908_04 . 0218 . C4 . o3 . tm Method 

Start 10112 End 

GI none Score 

Exons 10112. .10465, 10119.. 10460 



OJ990908_04.0218.C4 
14008 

TBLASTX: Maize 

10465 

212 



Seq. No, 
Gene, No. 

Name - • 

Start 

GI 

Exons 



33224 

68882 

a.3.2.20-.— _ 



OJ9-90 908-_04 . 02 18-. C4 . b3 ; tw 

10112 

none 

10112. .10537, 10119.. 10535 



Seq. ID 

_S.tr and _ 
,End_'^_ 

Method 

End 

Score 



OJ990908 04. 0218. C4 



..L4HQ£.. 



TBLASTX: Wheat 

10537 

316 



Seq. No. 33224 Seq. ID 

Gene No. 68882 Strand 

Start 13220 End 

Name OJ990908_04 . 0218 . C4 . o4 . ts Method 

Start 10283 End 

GI none Score 

Exons 10283. .10531 



OJ990908_04.0218.C4 
14008 

TBLASTX: Soybean 

10531 

206 



Seq. No. 33224 Seq. ID 

Gene No. 68882 Strand 

Start 13220 End 

Name OJ990908JD4 . 0218 . C4 . 06 . tm Method 

Start 10472 . End 

GI none"'" ~ ' S : Score. 

Exons ' 10472. .10804, 10473 10751 ~ 



OJ990908__04 .0218.C4 
14 008 

TBLASTX: Maize 

10804 

144 



Seq. No. 33224 Seq. ID 

Gene No. 68882 Strand 

Start 13220 End 

Name OJ990908_04 . 0218 . C4 . o5 . tw Method 

Start 10538 End 

GI none Score 

Exons 10538 .. 10801, 10539.. 10799 



OJ990908_04 .0218.C4 
14008 

TBLASTX: Wheat 

10801 

250 



Seq. No. 33224 Seq. ID 

Gene No. 68882 Strand 

Start 13220 End 

Name OJ990908_04 . 0218 . C4 . ol . ts Method 

Start 10553 End 



OJ990908_04.0218.C4 
14008 

TBLASTX: Soybean 
10948 



33325 



GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

..Gene .No.. 
ls±ar.t™l_ 

Name - : ■ 

Start 

GI 

Exons 



none 

10553. .10804, 10563. 
10916. .10948, 10916. 

33224 
68882 
13220 

OJ990908_04.0218.C4. 

10859 

none 

10859. .11302, 10869. 

33224 
68882 
13220 

OJ990908_04.0218.C4. 

10889 

none 

10889. .11371, 10892. 

33224 

. 68882 _ .. 

13.2 20.. _ _.,.. : . v . 

OJ990908_04-.o'218-.C4-. 

11021 

none 

11021. .11335 



.10796, 
.10948 



o5 . tm 
.11306 

o4 . tw 



Score 189 
10859. .10912, 10869. .10910, 



Seq. ID OJ990908_04.0218.C4 
Strand 

End 14008 

Method TBLASTX : Mai ze 

End 11306 

Score 109 



Seq. ID OJ990908JD4 .0218.C4 
Strand 

End 14008 

Method TBLASTX : Wheat 

End 11372 

Score 232 



11368, 10932. .11372 



Seq. ID OJ990908_04 .0218.C4 

...Strand . 

^..EncL.._ „'. _ 1J .00 8_^_ iZZ^^ZZ 



■o5-. : ts- Method-'' TBLASTX --Soybean" 



End 
Score 



11335 
192 



Seq. No. 33224 

Gene No. 68882 

Start 13220 

Name OJ990908_04 . 0218 . C4 . 08 . tm 

Start 11307 

GI none 

Exons 11307. .11462, 11309.. 11500 

Seq. No. 33224 

Gene No. 68882 

Start 13220 

Name OJ990908_04 . 0218 . C4 . olO . tw 

Start 11504 

GI~ " none " ~ t " , r 

Exons ' . 11504 . ..11857 '' 



Seq. ID OJ990908_04 .0218.C4 
Strand 

End 14008 

Method TBLASTX :Maize 

End 11500 

Score 156 



Seq. ID OJ990908_04.0218.C4 
Strand 

End 14008 

Method TBLASTX : Wheat 

End 11857 
Score 261" ■' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 



33224 
68882 
13220 

OJ990908_04.0218.C4.o8.tw 
12191 
none 

12191. .12541, 12325. .12393, 12369. .12542 



Seq. ID OJ990908_04.0218.C4 
Strand 

14008 

TBLASTX: Wheat 
12542 
49 



End 

Method 
End . 
Score 



33224 
68882 
13220 

OJ990908_04.0218.C4. 
12236 



o7 . tm 



Seq. ID OJ990908_04.0218.C4 
Strand 

End 14008 

Method TBLASTX : Mai ze 

End 12541 



33326 






none 




Score 


1 A £ 
Z fi O 








Exons 


IZ^jD. . X Z D 4 X 














Seq. No. 


33224 




Seq. ID 


OJ990908 


_04 


0218 


.C4 


Gene No. 


68882 




Strand 
















Hi 1 1 LI 


i a nnft 

X *i u u 0 








Name 


D.TQQOQOft 04 091 ft fM 


Oil "Hi.! 

. Oil . tw 


lYltr LflOQ 




Wheat 




OLdi L 


1 oc;no — 
it 






1 9 7 Q 1 

iz / y x 










none 




Score 


1 JD 








Exons 


1 ORQ^ 1970(1 1 

± £ d y o • . i / y u , x z o y 


1 9*7 Q 1 

. . x z i y x 












Oct]. LN(J . 






oeq . x u 


uj y y u yuo 




09 1 ft 
u^io 


C A 

. U4 


Gene No. 


68882 




Strand 










Start 


13220 




End 


14008 








Name 


OJ990908 04. 0218. C4 


. o3.np 


Method 










Q+- a r--t- 
otai L 


13220 


End 


14 UUo 








O J. 


4512231 




Score 


1 ooc 

liOO 










13220. .14008 
















(AB014741) ORFO protein [Oryza sativa] 










Seq. No. 


33225 




Seq. ID 


OJ990908 


U4 . 


n o i q 
UZ 1 o 


.C5 


. Gene _._Np^.. 


.. J5.8883..,.., .^.^ . _ . 




= . ^Strand, , 










..u.Lai.i v — , 


™^5.5^._. _ _ .... . 




^.End_ r _\ 


-._4j_y_ ... . — 








Name 


OJ990908" 04-. 0218 ;G5 : 


. ol . gs " 


-" Method " 


. I"" IT M G 7\ M ' 










55 




End 


4 i y 








ol 


none 




Score 


. 01 








Exons 


55. .419 














Seq. No. 


33225 




Seq. ID 


OJ990908 


n a 
U4 . 


UZ 1 o 


.C5 


Gene No. 


68884 




Strand 


+ 








Of 3 r 4- 


1109 




End 


1 OTQ 








Name 


OJ990908 04. 0218. C5 


. o2.gs 


Method 


bhj W oLAIN 








OLdl U 


1109 




End 


i -3 / 0 








oi 


none 




Score 


. DO 








U 1 v r\fi Q 
£j Av*JI 1 o 


1109. .1378 














Seq. No. 


33225 




Seq. ID 


OJ990908 


n a 
u 4 . 


no i p 

UZ 1 o 


.C5 


Gene No. 


68885 




Strand 


+ 










12745 




End 


i onQR 

1 juyo 








Name 


OJ990908 04. 0218. C5 


06 . gs 


Method • 


r* TT M G 7\ M 








O L.O.X L 


12745 . 




End. 


i j.u y o 










none ~ ' ' 




Score 


Q"7 " " 

. y / 


"■ _ „ 


■ . .__ 


_i ™. 


I? von q 


12745. .13095 ■ / 














Seq. No. 


33225 




Seq. ID 


OJ990908_ 


_04. 


0218 


,G5 


Gene No. 


68886 




Strand 


+ 








Cf a rt- 


16228 




End 


16953 








Mam o 


OJ990908 04. 0218. C5. 


08 .gs 


Method 


GENSCAN 










16228 




End 


16953 








ol 


none 




Score 


.85 








Exons 


16228. .16338, 16447. 


.16562, 


16662. .16953 








Seq. No. 


33225 




Seq. ID 


OJ990908_ 


_04. 


0218 


.C5 


Gene No. 


68887 




Strand 










Start 


1559 




End 


9292 








Name 


OJ990908 04. 0218. C5. 


o3.gs 


Method 


GENSCAN 








Start 


1559 




End 


4598 









33327 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



# 



none 

1559. .1878, 3752. .4598 



Score .49 



OJ990908 04. 0218. C5 



33225 Seq. ID 

68887 Strand 
1559 End 9292 

OJ990908_04 .0218 .C5.ol.np Method AAT/NAP 

3755 End 7079 

5734621 Score 193 

3755. .4005, 6987. .7079 

(AP000391) ESTs AU067992 (C11433) , AU077424 (C11433) correspond 
a region of the predicted gene.; Similar to ABC transporter-7 
(U43892) [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



33225 Seq. ID 

68887 Strand 

1559 End 

OJ990908_04 . 0218 . C5 . o4 . gs Method 

62 98 End 

none Score 

6298.. 6391, 6952.. 7097, 7787.. 9292 



OJ990908_04.0218.C5 

9292 
GENSCAN 
9292 
.67 



.S.e.q.~-N.o __3 3 2 25^ 

Gene No*. - ~" 6888*8- • • 
Start 13390 

Name OJ990908_04 . 0218 . C5 . o2 . tm 

Start 6920 
GI none 

Exons 6920.. 7036, 6939.. 7043, 6942.. 7043, 7043 

7104. .7142, 7109. .7153, 7114. .7149 



. , , ...Seq ... -LP_£> 04. .JJ21,8-„C5.._ 
" ■ Strand - - - • - • 
End 16890 
Method TBLASTX: Maize 
End 7153 
Score 144 

7120, 7046. .7102, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start;* 

Name 

Start 

GI 

Exons 



33225 Seq. ID 

68888 Strand 

13390 End 

OJ990908_04 . 0218 . C5 . ol . ts Method 

6995 End 

none Score 

6995. .'7039, 7114. .7236 



33225 

68888 

"raw "* " .***- 

OJ9909'08_04 . 0218 . C5 . ol . tm 
12913 * 



none 
12913. 
16224. 
16522. 



,13095, 12950. 
,16340, 16225. 
,16563, 16660. 



Seq. ID 

Strand. 
"End 
Method. . 
End 
Score 

13087, 16223. .16339, 16224 
16341, 16438. .16557, 16441 
16752, 16662. .16763, 16662 



OJ990908_04 .0218.C5 
16890 

TBLASTX : Soybean 
7236 
.157 



OJ990908 04. 0218. C5 



16890 * " 
TBLASTX: Maize 
16890* 
203 



16340, 
16515, 
16748, 



16789. .16824, 16807. .168 90, 16809. .1684 4, 16837. .168 66 



Seq. No. 


33225 


Seq. ID 


OJ990908_04.0218.C5 


Gene No. 


68888 


Strand 




Start 


13390 


End 


16890 


Name 


OJ990908 04.0218.C5.o7.gs 


Method 


GENSCAN 


Start 


13390 


End 


13659 


GI 


none 


Score 


.61 


Exons 


13390. . 13659 







33328 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq.- No/- "■■ 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ990908_04 .0218.C6 
2374 

TBLASTX: Cress 

2161 

535 



33226 Seq. ID 

68889 Strand 
295 End 
OJ990908_04 . 0218 . C6 . ol . tc Method 
292 End 
none Score 
292. .357, 387. .842, 412. .942, 416. .862, 419. .943, 848. .910, 
880. .948, 952. .1077, 953. .1087, 1074 . . 1 154 ,.. ..1.07 6 . . 115 6, 
1639. .1761, 1646. .1765, 1651. .1776, 1757. .2032, 1764. .2015, 
2039.. 2116, 2105.. 2161 

OJ990908 04. 0218. C6 



33226 Seq. ID 

68889 Strand 
295 End 
OJ990908_04 . 0218 . C6 . ol . gp Method 
295 End 
169787 Score 
295. .1154, 1643.. 2374 

1346057/sp| P47997 |G11A_0RYSA 0.0e+00 PROTEIN KINASE G11A 

>gi_100705_pir B30311 protein kinase C (EC 2.7.1.-) homolog - 

..rice_ „(,f ragmen t.) r ~ >gi^J-6J7.8 8™( J.04,5 5_6 L .GI 1A. protein. v ,[0ry za._,sat i va ] 



2374 
AAT/GAP 
2374 
3055 



■33226 : ' • * Seq. "ID OJ990908_04*. 02 18 . C6 

68889 Strand 

295 End 2374 

OJ990908_04 . 0218 . C6 . ol . np Method AAT/NAP 

295 End 2374 

1346057 Score 2608 

295. . 1154, 1643. .2374 

PROTEIN KINASE G11A gi | 100705 I pir | | B303 1 1 protein kinase C 

2.7.1. -) homolog - rice (fragment) gi | 169788 (J04556) G11A 
protein [Oryza sativa] 



(EC 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons . 



33226 Seq. ID 

68889 Strand 

295 End 

OJ990908_04 . 0218 . C6 . ol . tm Method 

351 End 

none Score 



OJ990908_04 .0218.C6 
2374 

TBLASTX: Maize 

2059 

238 



351. .767, 353. .826, 365. .826, 412. .840, 424. .840, 823. .903, 
'832 /.948, 845. .'90'4'," 904 . .1077', 905. .1087, 1074 /. 1154, 
1075. ,1152, 107-6. .1156, 1638 .. 1739, 1639 ; .17 61 , 1 64 9 .. 17 50, 
1660. .1761, 1757. .2032, 1758.. 2018, 1766.. 2059, 1782. '.2036 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



33226 Seq. ID 

68889 Strand 

295 End 

OJ990908JD4 . 0218 . C6 . ol . ts Method 

354 End 

none Score 



OJ990908__04.0218.C6 
2374 

TBLASTX: Soybean 

1722 

152 



354. .791, 354. .848, 389. .910, 412. .1077, 416. .850, 535. .858, 
848. .973, 953. .1087, 1074. .1154, 1076. .1156, 1639.. 1722/- ■" 
1646.. 1720 



Seq. No. 

Gene No. 



33226 
68889 



Seq. ID 
Strand 



OJ990908 04. 0218. C6 



33329 



Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

JSeq..,- ..KLcu 
Gene -No. 
Start 
Name 
Start 
GI 

Exons 



295 End 

OJ990908_04 . 0218 . C6 . ol . tw Method 

412 End 

none Score 
412. .732, 422. .730, 506. .733 



2374 

TBLASTX: Wheat 

733 

340 



33226 
68889 
295 

OJ990908_04 . 0218 . C6 . o2 . tw 

734 

none 

734. .1003, 736. .1002, 737. 

33226 
68889 
295 

OJ990908_04 .0218.C6.o2 .ts 

1723 

none 



Seq. ID OJ990908_04.0218.C6 
Strand 

2374 

TBLASTX: Wheat 
1003 
386 



End 

Method 
End 
Score 
1003 



Seq. ID OJ990908_04 .0218.C6 
Strand 

End 2374 

Method TBLASTX : Soybean 

End 2170 

Score 38 



1723. .1761, 1724. .1750, 1757. .2032, 1758. .2018, 1766. .2170 



_332.2Z, ... 

68890- - - • • - • - - 

671 

OJ990908_04 . 0218 . C7 . ol . gs 

671 

none 

671. .895 



Strand- + *. 

End 895 

Method GENSCAN 

End 895 

Score .72 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 

Start . . 
GI . 
Exons 

GI Descrip. 



33227 
68891 
7008 

OJ990908_04.0218.C7.o3.gs 

7008 

none 



Seq. ID OJ990908_04.0218.C7 

Strand + 

End 10046 

Method . GENSCAN 

End 10046 

Score .61 



7008. .7161, 7755. .7927, 8667. .9104, 9267. .10046 



33227 
68892 

3761 . . ., : . 

OJ990908_04. 0218 .C7.bl.np : 
3761. " 
5091523 
3761. .4257, 4388. .4731 

(AB023482) Similar to Gallus gallus mRNA for attachment region 
binding protein (ARBP) . (Y14166) [Oryza sativa] 



Seq. ID OJ990908_04.0218.C7 
Strand 

End 4731 

Method . AAT/NAP " . " " 

End - ' '4731 , • 

Score 126 



Seq. No. 33227 

Gene No. 68893 

Start 6260 

Name OJ990908JD4 . 0218 . C7 . o3 . tm 

Start 6260 

GI none 

Exons 6260.. 6319, 6305.. 6646 



Seq. ID OJ990908_04.0218.C7 
Strand 

End 6646 

Method TBLASTX : Mai ze 

End 6646 

Score 65 



Seq. No. 



33227 



Seq. ID OJ990908_04.0218.C7 



33330 




Gene No. 


68894 




Strand 






O Lai L 


Qlft 4 

y J O *a 




FnH 


Qft 9 1 






OTQQOQOft 04 


091ft CI ol f-m 




1 Dlrrto 1 A . 1X1 a 1 Z e 




O LCiX L. 


Qlft 4 ~ 

J JO 4 




FnH 


Qft 9 1 
yO Z. J 




(IT 
\J X 


n*^n o 




Score 


ft Q 






Qlft4 Q4Q4 


QS4 Qft 1 ft Q ^^7 


Qft 9 1 






Seq. No. 


33227 




Seq. ID 


OJ990908_04 .0218 


.C7 


Gene No. 


68895 




Strand 








-7 O *3 






10101 
lulu j 






O.7QQ0Q0R 04 


091 ft P7 o9 -hm 


L v lc til (J a 


TRT ZiQTV • Ma -i to 
1 D.UrtO 1 A . 1X1 a 1 Z e 






Qft 94 ~ 




FnH 


10101 






none 




Score 


97 £ 






Qft 94 1 007? 


Qft 9 R 10101 








Seq. No. 


33228 




Seq. ID 


OJ990908_04.0218 


.C8 


Gene No. 


68896 




Strand 


+ 




O LCtl L 


9fift 




FnH 


I 1 14 

II j4 




M2 mo 


O.TQQOQOfi 04 
\juyy\jy\jo \J *i 


091ft Pft nl t-w 




TRT CITY • Who^-h 
1 DI1M.0 I A . Wile a. T_ 




JLCll L 






FnH 


9QQ 
c. y y 




fir 


none 




Score 


1 10 
1 J u 




Exons.- - - 4 -- ; 




1 CI 1/1 9 QQ 

l-O 1 ^ . 14.1 . ...i J . . .. 


— .■ — 




— 


Seq. -No. " 


3322 : - ' " 




Seq. ID ' 


OJ990908 04.0218 


X8 


Gene No. 


68896 




Strand 


+ 




O Lai L 


9fift 




FnH 

Hi I Id 


I 1 14 

II j4 




Name 


n TQ QO QOft 0 4 


0 9 1 ft PR r\0 +-m 


Method 


i dlAo i a ; Ma i z e 




OLaJ. L 


D 




Fr-iH 


17/1 




\J X 


none 




Score 


9 R Q 
Z 0 








1 7 7 








Cnrt NT ^ 

beq . jno . 






beq. ID 


ojyyuyuo U4.(jzio 


. Co 


Gene No. 


68896 




Strand 


+ 




Start 


268 




End 


1134 




Name 


OJ990908 04 


. 0218.C8.o2.np 


Method 


AAT/NAP 




Start 


268 




End 


1134 




GI 


6069646 




Score 


340 




Exons 


268. .1134 











GI Descrip. (AP000616) similar to putative reverse transcriptase (AC005315) 
[Oryza sativa] gi | 6907 112 | dbj | BAA90639 . 1 | (AP001129) Similar to 
Arabidopsis tha liana chromosome II BAC.F9013 genomic sequence, 
putative non-LTR retroelement reverse transcriptase'. (AC00"62~4~8 )" 
' • [Oryza sativa] - , ■ " " . ■ - . ■ t 



Seq. No. 


33228- 








Seq. ID 


OJ990908_04.0218.C8' 


Gene No. 


68896 








Strand 


+ 


Start 


268 








End 


1134 


Name 


OJ990908 


04 .0218. C8 


.ol 


.gs 


Method 


GENSCAN 


Start 


306 








End 


1049 . 


GI 


none 








Score 


. 9 


Exons 


306. .941, 


968. . 1049 










Seq. No. 


33228 








Seq. ID 


OJ990908_04.0218.C8 


Gene No. 


• ■ 68896 








Strand 


+ 


Start 


268 








End 


1134 


Name 


OJ990908 


04. 0218. C8 


o2 


tw 


Method 


TBLASTX: Wheat 


Start 


779 








End 


986 



33331 



GI none 

Exons 779. .916, 797. .940, 801. .986 

Seq. No. 33228 

Gene No. 68896 

Start 268 

Name OJ990908_04 . 0218 ,C8 . ol . tm 

Start 788 

GI none 

Exons 788.. 1006, 795.. 1010 

Seq. No. 33229 

Gene No. 68897 

Start 11 

Name OJ990908_04 . 0218 . C9 . ol . gs 

Start 11 

GI none 

Exons 11.. 103, 153.. 206 



Score 54 



Seq. ID OJ990908_04 .0218.C8 

Strand + 

End 1134 

Method TBLASTX : Mai ze 

End 1010 

Score 281 



Seq. ID OJ990908_04 .0218.C9 

Strand + 

End 206 

Method GENSCAN 

End 206 

Score .58 



Seq. No. 33230 
Gene No. 68898 

Start ...... ,.1:2 _ _ _ ^ „ 

.Name.. ^..^lQiI9i^^ 

Start' - • 72- - ' ■ • - - 

GI none 
Exons 72 . .264 



Seq. ID OJ990908_04. 0218. C10 

Strand + 
JSnd ,...2.6.4 , r „„_. , . s 
^Method ,GENS s Cm-_~J~_-Zl-l- 

End 264 ------ - 

Score .62 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 
Start, 
GI *"'""■ 
Exons- . 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 



33231 
68899 
1 

OJ990908_04 . 0218 . C12 . ol . np 

1 

1628482 
1. . 1105 

(X97570) embryogenesis transmembrane protein [Zea mays] 



Seq. ID OJ990908_04.0218.C12 
Strand 

End 1105 

Method AAT/NAP 

End 1105 

Score 839 



End 

Method 

End . 
Score 



33231 
68899. 
1 

OJ990908_04 . 0218 . C12 . ol . gs 

3.9 ...... 

none 

39. .152, 612... 638 

33231 
68899 
1 

OJ990908_04.0218.C12.ol.tm 
280 
none 

280. .528, 517. .624, 533. .613, 988. .1083 



Seq. ID OJ990908_04.0218.C12 
Strand 

1105 
GENSCAN 
638 

."62 . . ~ - 



Seq. ID OJ990908_04.0218.C12 
Strand 

1105 

TBLASTX: Maize 
1083 
78 



End 

Method 

End 

Score 



33232 
68900 
805 

OJ990908 J)4 . 0218 .C13.ol.gs 
805 



Seq. ID OJ990908_04.0218.C13 
Strand 

End 2438 

Method GENSCAN 

End 2438 



33332 



C* T 


none 








Score 


. 0 0 




LAUIlo 


805. .998, 1098.. 


1143, 1227.. 


1 4 2ft 1*4 4 ^ 


9 4 7ft 




o e q ■ LNtJ . 


33232 








Seq. ID 


OJ990908 


i U ft . Uzio . CI J 


Gene No. 


68900 








Strand 






Start 


805 








End 


2438 






OJ990908 04 


.0218 


.C13.ol 


. tm 


Method 


TBLASTX : 


Ma i ze 


C!-(- a r- +- 


1078 








End 


1562 




PT 

oX 


none 








Score " 


70 






1078. .1140, 


1250 


. . 1453, 


1251 


. . 1493, 1267. . 1494, 


1 A ft A 1 tci 

XfiOfi. . 1 DDI/ 




1485 1562 














Seq. No. 


33232 








Seq. ID 


\J KJ ^/ ~s \J -/ \J \J 


_04.0218.C13 


Gene No. 


68900 








^t r^nH 






OLdl L 


805 








End 


24 ^R 

JO 




Name 


OJ990908 04 


.0218 


.C13.o2 


.ts 




TRT.nQTY • 
1 OlJiiO 1 /\ • 


Soybean 


u Lai L 


1200 








End 


1475 




\j X 


none 








Score 


4 1 

*3 X 




P 1 v n c 


1200 1307 


1^. U J 


1 47 S 


1 2Rft 

X £* O O 


. .1467 






Seq. No. 


33232 








Seq. ID 


OJ990908 


_04.0218-.C13. 


.Gene. No^ 


... ... .68900... . . 




... - _ 




^Strand 






Of 3 r-t- 

P..L.dLX.X- 


___.aG5_____,. 


, .„.. 


r ._ r ^ 











Naine 


' OJ990908- 0*4 


,0218 


.C13.ol 


.ts - 


' - Method 


TBLASTX : 


Soybean — - - 


Olail 


1733 








End 


"2398 


bi 


none 








Score 


176 




Exons 


X f J J • . X O O J , 


1 97 Q 


. . ~j y o 










Seq. No. 


33232 








Seq. ID 


OJ990908 


_04 .0218.C13 


Gene No. 


68900 








Strand 






otal C 


805 








End 


2438 




Name 


OJ990908 04 


.0218 


.C13.o2 


. tm 


Method 


TBLASTX: 


Mai ze 


OLali 


1733 








End 


2429 




riJ 


none 








Score 


61 




Hi Avji 1 o 


1733 1 fiRR 

X / J -J • * X O O O , 


1 97^ 


21 1 

• . ^. X X O , 


21 Sfi 


..2413, 2349. .2429 




Seq. No. 


33232 








Seq. ID 


OJ990908 


_04 .0218.C13 


Gene No. 


68900 








Strand 






u Lai l 


805 








End 


2438 






OJ990908 04 


.0218 


.C13.ol 


. tw 


Method 


TBLASTX: 


wnea l 


c +- o 
OLdl L 


2114 








End 


2410 






" "hone""" 








Score 


19"5 " 7' 


™ * - ' . i - r 


' F V Oi T1 O 


21 14 • ?41 0* 

till t i iliU t 




t - 








*■" •-. 


Seq. No. 


33233 








Seq. ID 


OJ990908 


_04 .0218.C14 


Gene No. 


68901 








Strand 


+ 




OLal L 


77 








End 


167 




Name 


OJ990908 04 


.0218, 


.C14 ,oL 


.gs 


Method 


GENSCAN 




C-l- -a r-+- 

otdil 


77 








End 


167 




\3 X 


none 








Score 


.94 




Exons 


77. .167 














Seq. No. 


33234 








Seq. ID 


OJ990908 


_04.0218.C16 


Gene No. 


68902 








Strand 






Start 


1 








End 


1960 




Name 


OJ990908 04, 


.0218, 


,C16.ol. 


.np 


Method 


AAT/NAP 




Start 


1 








End 


1960 





33333 



GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



'Gerie No. 
Start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1628482 Score 836 

1..52, 809. .1819, 1849. .1960 

(X97570) embryogenesis transmembrane protein [Zea mays] 



33234 
68902 
1 

OJ990908_04 .0218 .C16.ol.gs 

561 

none 



Seq. ID OJ990908_04 .0218.C16 
Strand 

End 1960 

Method GENSCAN 

End 1889 

Score .51 



561. .581, 901. .1094, 1286. .1396, 1706. .1889 



33234 
68902 
1 

OJ990908_04 .0218 .C16.ol.tm 

797 

none 



Seq. ID OJ990908_04 .0218.C16 
Strand 

End 1960 

Method TBLASTX : Mai ze 

End 1796 

Score 110 



797. .922, 802. .924, 803. .928, 926. .1081, 931. .1095, 939. .1049, 
979. .1095, 1131. .1241, 1132. .1239, 1140. .1169, 1141. .1170, 
1557.. 1673, 1633.. 1674, 1684.. 1755, 1689.. 1796 

^&3aSZZI~-"^~. V.T - " . '"**"". Seq. V,ID " OJ5909.0.S^ 

•68902 - - - ■ - - -Strand -' - " - - 

1 End 1960 

OJ990908_04 . 0218 . C16 . ol . tw Method TBLASTX : Wheat 

1003 End 1820 

none Score 98 

1003. .1095, 1083. .1178, 1099. .1203, 1108. .1206, 1547. .1690, 
1551.. 1682, 1655.. 1726, 1665.. 1820, 1666.. 1761, 1766.. 1795 



33235 
68903 
2185 

OJ990908_01.0218.Cl.ol.gs 
2185 
none 



Seq. ID OJ990908_01.0218.C1 
Strand + 
End 3915 
Method GENSCAN 
End . 3915 

Score .91 

2185. .2469, 2527. .2612, 3301. .3414, 3504. .3575, 3649. .3744, 
3802. .3915 ■ 



Seq. No.. 
Gene No. 
Start ■ 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

tixons 

GI Descrip. 



33236 , ... 
~'68"9'04"~ " ~~" " 

90" 

OJ990908_01.0218 . C2 .ol.gs 
90 

none 

90. .156, 353. .397 



Seq. ID OJ990908 JU.021_8..C2 

Strand' +" ' 

End .-397 

Method GENSCAN 

End '397 

Score . 92 



33236 
68905 
6749 

OJ990908__01.0218 .C2.ol.np 
6749 
6520161 
6749. .8199, 8509. .8640 

(AB028198) ZF14 [Arabidopsis thaliana] 



Seq. ID OJ990908_01.0218.C2 
Strand 

8640 
AAT/NAP 
8640 
1396 



End 

Method 

End 

Score 



33334 



Seq. No. 33236 

Gene No. 68905 

Start 6749 

Name OJ990908 _01 . 0218 . C2 . ol . ts 

Start 6845 

GI none 

Exons 6845.. 6892, 
7311. .7514, 



6948.. 7028, 7004 
7643. .7843, 7973 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990908 01. 0218. C2 



8640 

TBLASTX: Soybean 
8179 
72 

.7234, 7092. .7214, 7310. .7519, 
.8107, 7973.. 8035, 8099. .8179 



Seq. No. 33236 Seq. ID 

Gene No. 68905 Strand 

Start 674 9 End 

Name OJ990908_01 . 0218 . C2 . ol . tc Method 

Start 7004 End 

GI none Score 

Exons 7004.. 7522 



OJ990908_01.0218.C2 
8640 

TBLASTX: Cress 

7522 

266 



Seq. No. 33236 Seq. ID 

Gene No. 68905 Strand 

Start 6749 End 

Name OJ990908_01 . 0218 . C2 . ol . tm . Method 

Start.. : , . ; „ 70.04 ; ._. : .. 7 . . t . T .. v End ^ 

-GI ...» ji.Q.rie . , r -._, , — -. -..-v -Score , T 

Exons'- " 7004-. .7552 : ■ "" - - ■ . . - 



OJ990908_01.0218.C2 
8640 

TBLASTX: Maize , - 

75.52 .„„ „ 

,206,.— 



Seq. No. 33236 

Gene No. 68905 

Start 6749 

Name OJ990908_01 . 0218 . C2 . ol . tw 

Start 7298 

GI none 

Exons 7298.. 7567, 7311.. 7565 



Seq. ID OJ990908_01.0218.C2 
Strand 

End 8 64 0 

Method TBLASTX : Wheat 

End 7567 

Score 112 



Seq. No. 33237 

Gene No. 68906 

Start 84 

Name OJ990908_01 . 0218 . C3 . ol . gs 

Start 84 

GI none 
Exons 



Seq. ID OJ990908 01. 0218. C3 



84. .374, 1128. 
5997. .6414 . 



Strand 
End 

Method 
End 
Score 

,1242, 1790. .1878, 3874, 



+ 

6414 
GENSCAN 
6414 
.55 

.4010, 5125.. 5272, 



OJ990908_01.0218.d3 

+ 

10383 
AAT/GAP 
10383 
129 



Seq. No, . . -33237.. ' .' ' ' , Seq. ID' 

Gene No. 68907 "' . Strand* 

Start 10275 End 

Name OJ990908_01 . 0218 . C3 . ol . gp Method 

Start 10275 End 

GI 5867JL.R1084 Score 

Exons 10275.. 10383 

GI Descrip. 1 4 64 98 6/sp | P35132 | UBC9_ARATH 5.0e-58 UBIQUITIN-CONJUGATING 
ENZYME E2-17 KD 9 ( UBIQUITIN-PROTEIN LIGASE 9) (UBIQUITIN 

CARRIER PROTEIN 9) (UBCAT4B) >gi_421857_pir S32674 

ubiquitin — protein ligase (EC 6.3.2.19) UBC9 - Arabidopsis 
thaliana >gi_297884_emb_CAA78714_ (Z14990) ubiquitin conjuqatinq 
enzyme homolog [Arabidopsis thaliana] >gi_349211 (L00639) 
ubiquitin conjugating enzyme [Arabidopsis* 



33335 



Seq. No. 


33237 




Seq. ID 


OJ990908_01.0218 


. Co 


Gene No. 


68908 




Strand 






Start 


6754 




End 


18683- 




Name 


OJ990908 01. 0218. C3. 


o2 . gs 


Method 


GENSCAN 




otar c 


6754 




End 


16274 






none 




Score 


.73 




Exons 


6754. .6914, 7028. .7113, 9587. .9932, 11558 .. 11697 , 11992 


. . lzuoy, 




1 99Q1 1 9' 3 ,Qft 197*3S 


1 9ft 1 A 
• X c. 0 X 4 , 


1298 6. .13294, 13709. .16274 




Seq. No. 


-3-39-57 




Seq. ID 


OJ990908_01.0218 


.C3. 


Gene No. 


DO Z7 U O 




Strand 






otart 


67 




End 


18683 




Name 


OJ990908 01. 0218. C3. 


o2.gp 


Method 


AAT/GAP 




014- — 4- 

start 


12519 




End 


13024 




bl 


-37 ci C79 
O 1 D J. O / ^ 




Score 


796 




Exons 


iZjl?. . X Z 3 ft X , l«t jOO . 


. X jUZ *i 








beq. no. 


0-39-37 




Seq. ID 


OJ990908_01.0218 


Lj 


ucllc INO . 


CQQflfi 

Doyuo 




Strand 






Start 


0 / 0 4 




End 


18683 




Name 


nTQQnQflQ A1 H91Q C\ 

ujyyuyuo ui . uzio .to. 


ol . np 


•Method 


AAT/NAP 




.otarE ...... . 


..128 8.5 




.End, ,,. ... 


1624.7. _ _,. 




r* t 

„b-l,. T 






-;... Tft Score™- 


..3.0.65 




Exons 


12885. .13294, 13709. 


-.16247 - 








' GI Descrip . 


(AL021684) receptor 


protein 


•kinase - like protein [Arabidopsis 




thaliana] 










Seq. No. 


33237 




Seq. ID 


OJ990908_01.0218 


C3 


Gene No . 


68908 




Strand 






Start 


6754 




End 


18683 




Name 


OJ990908 01. 0218. C3. 


o3 . gp 


Method 


AAT/GAP 




oZ art 


14320 




End 


14706 




bi 


3761671 




Score 


701 




Exons 


14320. .14706 










GI Descrip. 


2827715/emb|CAA16688 | 2.0e- 


26 (AL021684) receptor protein kinase 




- like protein [Arabidopsis 


thaliana] 






beq . no . 


33237 




Seq. ID 


OJ99090'8_01.0218. 


C3 


Gene No. 


68908 




Strand 






Start 


6754 




End 


18683 




Name ^ 


OJ990908 01. 0218. C3. 


P.2 . np 


Method 


AAT/NAP , ....... 




C +-' -v- 4-' 

btart: 


"14401 




~" End 


18683 " 




bl ■- 


45*84539 • *• • ' 




Score 


245 . . : ' 




Exons 


14401. .15023, 15246. 


.15494, 


18641.. 18683 




GI Descrip. 


(AL04 9608) extensin- 


like protein [Arabidopsis thaliana] 




beq. no. 


33237 




Seq. ID 


OJ990908_01.0218. 


C3 


Gene No. 


68909 




Strand 






Start 


34683 




End 


36235 




Name 


OJ990908 01. 0218. C3. 


o3 . tm 


Method 


TBLASTX: Maize 




Start 


12787 




End 


13200 




GI 


none 




Score 


106 




Exons 


12787. .12912, 12805. 


.12912, 


12806. .12916, 12807. .12 917, 






12903. .13199, 12904. 


.13200 








Seq. No. 


33237 




Seq. ID 


OJ990908_01.0218. 


C3 


Gene No. 


68909 




Strand 







33336. 



Start 
Name 
Start 
GI 

Exons 



34683 

OJ990908_01.0218.C3, 

12949 

none 

12949. .13218, 12975. 

13194. .13301, 13395. 

13776. .14126, 13795. 

14472. .14939, 14526. 

14529. .14843, 14532. 

14604. .14945, 14605. 

14748. .14930, 14955. 

14970. .15221, 14970. 

15222. .15449, 15246. 

15249. .15461, 15249. 

15330. .15662, 15387. 

15423. .15593, 15435. 

15507. .15575, 15609. 

15651. .15788, 15651. 

15766. .15939, 15864. 



ol. tc 



.13133, 
.13463, 
.14127, 
.14843, 
.14843, 
.14715, 
.15230, 
.15530, 
.15806, 
.15329, 
.15515, 
.15737, 
.15809, 
.15725, 
.15920 



End 36235 
Method TBLASTX: 
End 15939 
Score 75 
13161. .13295, 13165 
13710. .13769, 13711 
14115. .14345, 14134 
14529. .14723, 14529 
14532. .14654, 14532 
14628. .14843, 14697 
14961. .15134, 14961 
14971. .15228, 15039 
15246. .15593,. 15247 
15258. .15641, 15273 
15394. .15735, 15397 
15438. .15722, 15495 
15619. .15783, 15645 
15657. .15809, 15666 



Cress 



. .13296, 
. .13839, 
. .14286, 
. .14852, 
. .14843, 
. .14858, 
. .15056, 
. .15221, 
. .15342, 
. .15407, 
. .15519, 
. .15644, 
. .15809, 
. .15803, 



Seq. No. 

Gene .No. 
JstartL^ 
Name;- 
Start 
GI 

Exons 



33237 

68 90.9 ; 

,34.6.8 ; 3_,^ 
OJ990 908_0i; 
12999 
none 

12999. .13190 
13710. .13763 
14121. .14327 
14529. .14852 
14533. .14832 
14740. .14841 
15040. .15234 
15246. .15449 
15403. .15579 
15651. .15788 
15687. . 15788 



0218 .C3:oi .ts 



13003. 
13711. 
14146. 
14532. 
14605. 
14803. 
15222. 
15246. 
15616. 
15651. 



.13191, 
.13758, 
.14286, 
.14858, 
.14700, 
.15003, 
.15344, 
.15770, 
. 15738, 
.15803, 



Seq. ID OJ990908 

Strand .. . 

-•-.End - ..^... r j36235i..T Z 

Method-" - -TBLASTX: 
End 15849 
Score 146 
13188. .13295, 13189 
13761. .14138, 13795 
14433. .15233, 14452 
14532. .14843, 14532 
14628. .14753, 14632 
14970. .15341, 14970 
15243. .15632, 15246 
15327. .15641, 15390 
15645. .15809, 15651 
15652. .15849, 15657 



.01. 0218. C3 



Soybean- 



. .13296, 
. .14106, 
. .14580, 
. .14843,- 
. .14763, 
. .15236, 
. .15425, 
. .15641, 
. .15803, 
. . 15803, 



Seq. No. 33237 
Gene No. 68 909 

Start ...... .... 34683 

Name" ' ' OJ990908JD1". 0218 . C3". o2 . tni* 
Start. ' 1320.0. * ' - 

GI none' 
Exons 



Seq. ID OJ990908__01.0218.C3 
Strand 

End ... 36.235 

; Method ' TBLASTX : Maize ' 

.End- ^ ' . 14127 ' 

Score 130 



13200. .13295, 13201 132 96/ 13244 .. 13297 , 13710 .. 13772, 
13711. .13839, 13767. .13976, 13770 .. 13940, 13795 .. 13974, 
13928.. 13975, 13975.. 14127, 13975 14031, 13977. .14126 



Seq. No. 33^37 

Gene No. 68909 

Start 34683 

Name OJ990908_01 . 0218 . C3 . ol . tw 

Start 13809 

GI none 

Exons 13809. .14102, 13810. .14103 



Seq. ID OJ990908_01.0218.C3 
Strand 

End 36235 

Method TBLASTX : Wheat 

End 14103 

Score 257 



Seq. No. 



33237 



Seq. ID OJ990908 01. 0218. C3 



33337 



Gene No. 68909 

Start 34683 

Name OJ990908 JD1 . 0218 . C3 . o4 . tm 

Start 14193 

GI none 

Exons 14193. . 14267, 14193. 
14431. . 14493 



Strand 
End 

Method 

End 

Score 



36235 

TBLASTX: Maize 

14495 

123 



.14 360, 14194 . . 144 30, 14 424 14 4 95, 



Seq. No. 33237 
Gene No. 68909 
Start 34683 

Name OJ990 908_01 . 02 18 . C3 . ol . tm 

Start 14496 
GI none 
Exons 14496, 

14606. 

14793. 

15243. 

15352. 

15650. 



14771, 14526. 

14761, 14634. 

14858, 14997. 

15497, 15247. 

15786, 15354. 
15760 



.14771, 
.14861, 
.15221, 
.15279, 
.15770, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

14532 

14706 

15010 

15276 

15388 



OJ990908 01. 0218. C3 



36235 

TBLASTX: Maize 
15852 
60 

14630, 14565. . 14843, 
14852, 14743. . 14847, 
15186, 15222. . 15281, 
15440, 15285. . 15560, 
15852, 15390. . 15809, 



„Seq..,._,No.., ;: . 33.2 3.7 
..Gene.,-Mo..-,™_/68S.0J9 ,1.1, 

Start * : - 34 683 " - • - -. 

Name OJ990908_01 . 0218 i C3 

Start 26464 

GI none 

Exons 26464 . .26646, 26468 

26643. .26783 



,. . :. . : ,Seq.._ ID,„.pj?9Q9pa^01. 0218^01 

- -. ■ End- ■ --36235 ■ = 

,o5.tm Method TBLASTX : Maize 

End 26783 

Score 163 
. .26635, 26629. .26778, 2664 0. .26780, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name" ' 
.Start.- 
GI * 
Exons 

GI Descrip. 



33237 
68909 
34683 

OJ990908_01.0218.C3. 

34683 

none 

34683. .35093, 35178. 

33237 
68909 

34683 ... 
OJ990908_01.02L8.C3. 
34*695 • 
3738089 

34695. . 35093, 35178. 
(AC005617) putative 
thaliana] 



Seq. ID OJ990908_01.0218.C3 
Strand 

End 36235 

o5.gs Method GENSCAN 

End 36235 

Score .75 
.35666, 35729. .35838, 35983.. 36235 

Seq. ID OJ990908_01.0218.C3 
Strand 

.. . End . 36235 . . ....... 

o3.np . Method AAT/NAP ^ "~ 

. . -, End ' " ■ 35.2.8 6 • 

Score '275 

.35286 

bHLH transcription factor [Arabidopsis 



Seq : . No. 
. Gene No . 
Start 
Name 
Start 
GI 

Exons 



33237 
68909 
34683 

OJ990908_01.0218.C3 
34716 



none 
34716. 



Seq. ID OJ990908_01.0218.C3 
Strand 

End 36235 

o2.ts Method TBLASTX : Soybean 

End 35267 

Score 123 
34892, 35004 . .35108, 35175.. 35267 



Seq. No. 



33238 



Seq. ID OJ990908 01. 0218. C4 



33338 




Gene No. 


68910 


Strand 










Start 


486 


End 


*3i r>9 








Name 


OJ990908 01.0218.C4.ol.gs 


Method 










O LCli. L 


486 


End 


J i uz 








GI 


none 


Score 


7 A 








Exons 

J—J V 1 1 %J 


486. .567, 772. .859, 2868. .3102 










Seq. No. 


33239 


Seq. ID 


OJ990908_ 


_01 


.0218 


-C5 


Gene No. 


68911 


Strand 










Start 


578 


End 


c. \j £. O 








Name 


OJ990908 01.0218.C5.ol.gs 


Method 










Start 


578 


End 


9 H9R 








GI 


none 


Score 


R p 








Pvnns 

1—J ^ no 


578. .770, 889. .1049, 1637. .1731, 1980. 


9D9P 
. c. \J Z 0 








Seq. No. 


33239 


Seq. ID 


OJ990908_ 


_01 


.0218 


.C5 


Gene No. 


68912 


Strand 










Start 


2518 


End 


f± \J o u 








Name 




Method 


U £j IN o U/\N 








Start 


2518 


End 


4 n p n 
4 u O u 








GI 


none 


Score 


. 0 D 








F.xons 

i — J jT\ \J 1.1 t_3 _ «, . . , _ __ 


^.2518 ; ...26.a4, 3602... ,3711, .40.3.0.. 






■••-*-" 






Seq. No.- 


33240- • - - ■ • -- ; • 


-Seq/ ID" 


OJ990908" 


_01\ 


.0218', 


.-C7- 


Gene No. 


68913 


Strand 


+ 








Start 


298 


End 


4 9 9 
H ZZ 










OJ990908 01.0218.C7.ol.gs 


Method 










Start 


298 


End 


/I 9 9 
4 Z Z 








GI 


none 


Score 


R 9 
. DZ 








F, x n n s 


298. .422 












O C V^. * LN tw' . 


33241 


Seq. ID 


OJ990908_ 


01. 


,0218. 


.C9 


Gene No. 


68914 


Strand 


+ 








Start 


2340 


End 


6826 








Name 


OJ990908 01.0218.C9.ol.gs 


Method 


GENSCAN 








Start 


2340 


End 


6826 








GI 


none 


Score 


.41 








Exons 


2340. .2580, 2702. .2783, 2886. 


.2916, '3380.. 3567, 


3809. . 3985, 




5498.. 5609, 6589.. 6826 












Sea No 


33241 


Seq. ID 


OJ990908 


01. 


0218. 


,C9 


Gene* No. 


68915 . ' " _ 


Strand 


+ 








Start • ' : 


• 117.77' 


End ... 


•134 93 / 








Name 


GJ990908 0i.0218.C9.o2.np ' 


Method 


AAT/NAP 








Start 


11777 


End 


12769 








GI 


2505879 


Score 


289 








Ry on «=? 


11777. .12475, 12557.. 12769 












GI Dp qrri n 


(Y12776) hypothetical protein 


[Arabidopsis thaliana] 




o fci • IN O . 


33241 


Seq. ID 


OJ990908_ 


01. 


0218. 


C9 


Gene No. 


68915 


Strand 


+ 








Start 


11777 


End 


13493 








Name 


OJ990908 01.0218.C.9.o3.gp 


Method 


AAT/GAP 








Start 


11875 


End 


12027 








GI 


none 


Score 


279 








Exons 


11875. .12027 













33339 





33241 




Can T n 


i n tq on an q m 




C Q 


Gene No. 


68915 




Strand 


+ 






Start 


11777 




End 


13493 






Name 


OJ990908 01 0218 C9 


o3 • np 


M<=>i" hod 


AAT /NAP 






Start 


12185 _ 




CjI 1U 








GI 


5777617 




C -v~ /Zi 


1 PR 






F.xon 

i_J *Y \S 1 1 o 


12185 122 50 1 3^69 


.13493 










GT Dpstt i n 


(AJ2459001 CAA3037S 






Q ^ +" "i T73 1 

oaLXVd J 






Sea No 


33241 












Gene No. 


68916 




Strand 








Start 


390 




End 


485 






Name 


OJ990908 01. 0218. C9. 


ol.gp 


Method 


AAT / GAP 






Start 


390 


End 


485 






GI 


uC-osflcyp022c06b2 




Score 


142 






Exons 


390. .485 












GI Descrip. 


, 5042437/gb|AC007789 


.1IAC007789 8.0e- 


25 Oryza sativa BAC 


T49B20 



Seq. No. 

Gene No. 
: Start. 
Naraa..^ 
Start- • 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



genomic sequence, complete sequence 1 



33241 
68917 

. 3548 „. - 

.QJ9.9JD908_.bi,. 02 18 \ C.9.- o2 ^gpj.l . ■ 
3548 • - : • • • • • • 

21540_1.R1084 

3548. .3909, 3994. .4085, 4499. 
1 4835237 /emb | CAB42915 
coat assembly protein 



Seq. ID 

Strand 
.End . . ... 
. Method ... 

End ■ 

Score 
.4569, 



OJ990908 01. 0218. C9 



597 6. 
AA.T./GAE- 
5565 
1210 
5074 . .5170, 



II 2.0e-34 (AL049862) putative 
[Arabidopsis thaliana] 1 



5539. .5565 

clathrin 



33241 
68917 
3548 

OJ990908__01. 0218.C9.ol.np 

3993 

4835237 



Seq. ID OJ990908JD1. 0218 .C9 
Strand 

End 5976 

Method AAT /NAP 

End 5976 

Score 398 



3993. .4085, 4499. .4569, 5074. .5170, 5539. .5600, 5691. .5733, 
5908. .5976 . 

..(AL049862) 'putative clathrin coat assembly protein [Arabidopsis 
thaliana] 



Seq. .No. 


33241 




Seq. ID 


OJ990908_01.0218 


.C9 


Gene No. 


68918 




Strand 






Start-. 


12641 . .■ * ' 




End ' 


13112 




Name 


OJ990908 01. 0218. C9 


.ol .ts 


Method ' 


TBLASTX: Soybean 




Start 


11833 




End 


12376 




GI 


none 




Score 


110 




Exons 


11833. .11937, 11834 


. .11962, 


12044. .12175, 12052. .12147, 






12176. .12229, 12251 


. .12376 








Seq. No. 


33241 




Seq. ID 


OJ990908_01.0218, 


.C9 


Gene No. 


68918 




Strand 






Start 


12641 




End 


13112 




Name 


OJ990908 01. 0218. C9 


. o4 . gp 


Method 


AAT /GAP 




Start 


12641 




End 


13112 




GI 


none 




Score 


888 




Exons 


12641. .13112 











33340 




Seq. No. 


33242 


Seq. ID 


OJ990908 02.0218 


.CI 


Gene No. . 


68919 


Strand 


+ 




Start 


8211 


End 


9199 




Name 


OJ990908 02.0218.Cl.o2.gs 


Method 






Start 


8211 


End 


Z> X Z* Z* 




GI 


none 


Score 


. 87 




Exons 


8211. .8277, 8377. .9112, 9163. .9199 






Seq. No. 


33242 


Seq. ID 


OJQQOQOft 0? 091 R 


• J. 


Gene No. 


68919 


Strand 


+ " 




Start 


8211 


End 


9199 




Name 


OJ990908 02.0218.Cl.o2.np 


Method 


AAT/NAP 




Start 


8293 


End 


9112 




GI 


2262099 


Score 


715 




Exons 


8293. .8786, 8820. .9112 








GI Descrip. 


(AC002343) thaumatin isolog 


[Arabidopsis thaliana] 




Seq. No. 


33242 


Seq. ID 


OJ990908_02.0218 


.CI 


Gene No. 


68920 


Strand 






Start 


174 


End 


13865 




Name 


OJ990908 02.0218.Cl.ol.gs 


Method 


GENSCAN 




Start-. 


...1-7-4, . .. . ... , 


-...End 


.2670 .. . _ 






-._nonel<*.. _^ 


y ..S.cox.eu „ 


....7.3-.. _ 




Exons" 


-174. .605, -1661. . 1-734, 2492..- 


2616, 2642 


. . 2670 




Seq. No. 


33242 


Seq. ID 


OJ990908_02.0218 


n 

■ J. 


Gene No. 


68920 


Strand 






Start 


174 


End 


13865 




Name 


OJ990908 02.0218.Cl.o3.np 


Method 


AAT/NAP 




Start 


1931 


End 


13865 




GI 


6806911 


Score 


117 




Exons 


1931. .1958, 8429. .8600, 8777 


..8835, 11348. . 11495, 13822, 


. .13865 


GI Descrip. 


formin gi | 54 434 6 | sp | Q058 60 | FORM MOUSE 


FORMIN (LIMB DEFORMITY 




PROTEIN) gi | 478571 |pir||S11515 formin 


- mouse 






gi | 52878 | emb | CAA37 668 | (X53599) formin 


[Mus musculus] 






gi I 227109 Iprf | I1614337A formin [Mus musculus] 




Seq. No. 


33242 


Seq. ID 


OJ9909'08_02.0218, 


!ci 


Gene No. 


68920 


Strand 






Start 


174 


End 


13865 




Name 


OJ990908 02.0218.-Cl.ol.tm 


Method 


TBLASTX: Maize 




Start 


8225 ' ' ' " 


End \ 


8711 ■ 




GI "\ " 


. none ^ 


Score 


41 




Exons 


8225. .8272, 8343. .8384, '8387 


,.8560, 8388:. 8567, 8573. .8590, 




8588..8644, 8589. .8711 








Seq. No. 


33242 


Seq. ID 


OJ990908_02.0218. 


CI 


Gene No. 


68920 


Strand 






Start 


174 


End 


13865 




Name 


OJ990908 02.0218.Cl.ol.tc 


Method 


TBLASTX: Cress 




Start 


8375 


End 


9056 




GI 


none 


Score 


164 




Exons 


8375. .8581, 8382. .8582, 8595 


..8768, 8612. .8644, 8847. ,8S 


i79, 




8898. .9020, 8927.. 9016, 9021 


. .9056 






Seq. No. 


33242 


Seq. ID 


OJ990908_02.0218. 


CI 


Gene No. 


68920 


Strand 







33341 



Start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

^Exgns_-. v „ Vi 

Seq-: - No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



174 End 

OJ990908_02 . 0218 . CI . ol . ts Method 

8375 End 

none Score 



13865 

TBLASTX: Soybean 

9101 

169 • 



8375. .8488, 8382. .8567, 8594. .8644, 8595. .8768, 8749. .8772, 
8847. .8879, 8898. .9065, 8918. .9061, 9075. .9101 



33242 
68920 
174 

OJ990908_02.0218 .Cl.o2. tw 

8418 

none 



Seq. ID OJ990908_02.0218.C1 
Strand 

End 13865 

Method TBLASTX : Wheat 

End 8879 

Score 52 



8418. .8477, 8535. .8564, 8595. .8627, 8631. .8768, 8847. .8879 



33242 
68920 
174 

OJ990908_02.0218 .Cl.ol.tw 

8898 

none 

33242 - - • • - ' - - 

68920 

174 

OJ990908_02 . 0218 . CI . o2 . tm 

8898 

none 

8898. .9110, 8918. .9112 



Seq. ID OJ990908_02.0218.C1 
Strand 

End 13865 

Method TBLASTX : Wheat 

End 9107 

Score 267 



■Seq." ID OJ990908_0-2.0218;C1- 

Strand - . 

End 13865 

Method TBLASTX : Mai ze 

End 9112 

Score 358 



Seq. No. 33242 

Gene No. 68920 

Start 174 

Name OJ990908_02 . 0218 . CI . o3 . gs 

Start 9491 

GI none 

Exons • 9491 . . 9886 



Seq. ID OJ990908_02.0218.C1 
Strand 

End 13865 

Method GENSCAN 

End 9886 

Score . 97 



Seq. No. 

Gene No. 

Start 

Name. 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Descrip. 



33242 
68920 

174 ' ' ' ' 

OJ99fl908_02.0218 .CJ.o4 .gs 
11945 
none 



Seq. ID OJ990908JD2. 0218. CI 
Strand 

End ' " 138"65 " ,' ~ 

'Method GENSCAN 

End 12833' 

Score . 62 



1194 5. .12021, 12508. .12577, 12750. .12833 



33243 
68921 
1029 

OJ990908_02.0218 -C2.ol.gp 
1029 

LIB34 32-059-P1-K1-D8 
1029. .1475 

, 5734616/dbj | AP000391.il AP000391 0.0e+00 Oryza sativa genomic 
DNA, chromosome 6, clone : P0538C01 1 



Seq. ID OJ990908_02.0218.C2 

Strand -f 

End 1475 

Method AAT/GAP 

End 1475 

Score 716 



33342 




Seq. No. 


33244 


Seq. ID 


OJ990908 


__02.0218 


.C3 


Gene No. 


68922 


Strand 


+ 






Start 


619 


End 


1814 






Name 


OJ990908 02 0218 C3 ol as 


Mp>1" h oH 








Start 


619 ~ 


End 


1814 






GI 


none 


Score 


. 59 






Exons 


619. .754, 1732. . 1814 










Seq. No. 


33244 


Seq. ID 


OJ990908 


_02.0218 


.C3 


Gene No. 


68923 


Strand 


+ 






Start 


4200 


End 


6855 






Name 


OJ990908 02 0218 C3 o2 as 


Method 


GENSCAN 






Start 


4200 ~~ 


End 


6855 






GI 


none 


Score 


.92 






l—i 1 1 O 


4200 5088. 5147 5332 5518 


E..5661, 6791. .6855 






Seq. No. 


33244 


Seq. ID 


OJ990908 


02 0218 




Gpne No 


68924 


Strand 


+ 






Start 


18030 


End 


28842 






Name 


OJ990908 02.0218.C3.o4 .np 


Method 


AAT/NAP 






Start 


18030 


End 


28842 






GI . 


3894 393 


...... S cor e.^.. 


.103 






■Exons 


Ji 8.0J3Ld-- ? i.8 6.92 324^.2.3.3.0.5 


.23,4.2.8 .....2.3.5.02,- .23602 


" 9^67 ft" 






24 64 6 . : 2 4-7 8 9 ,-2489 9 .-. 2 4 95 7-, 


26114 .. 26202, 26292 


. . Z. U J O ~? , 






28818. .28842 










(^T Hps rri n 


(AF053998) Hcr2-5D [Lycopersicon esculentum] 






Sea No 


33244 


Seq. ID 


OJ990908_ 


09 D91 ft 


> 


Gene No. 


68924 


Strand 


+ 






Start 


18030 


End 


28842 






Name 


OJ990908 02.0218.C3.o3.np 


Method 


AAT/NAP 






Start 


19512 


End 


21324 






GI 


6721516 


Score 


426 






Exons 


19512. .19750, 20164. .20561, 


21206. .21324 






GI Descrip. 


(AP001072) hypothetical protein [Oryza 


sativa] 






Seq. No. 


33244 


Seq. ID 


OJ990908_ 


_02.0218. 


,C3 


Gene No. 


68924 


Strand 


+ 






Start 


18030 


End 


28842 






Name 


OJ990908 02.0218.C3.ol.gp 


Method 


AAT/GAP 






Start 


26612. 


End 


26884 






GI 


none 


Score . . 


438 






Exons . 


26612. .26884-, .■ ..; - 










Seq. No. 


33244 


Seq. ID 


OJ990908_ 


_02.0218. 


C3 


Gene No. 


68925 


Strand 








Start 


9207 


End 


10394 






Name 


OJ990908 02.0218.C3.o3.gs 


Method 


GENSCAN 






Start 


9207 


End 


10394 






GI 


none 


Score 


.61 






Exons 


9207.. 9455, 10338.. 10394 










Seq. No. 


33244 


Seq. ID 


OJ990908_ 


_02.0218. 


C3 


Gene No. 


68926 


Strand 








Start 


25304 


End 


25905 






Name 


OJ990908 02.0218.C3.ol.tw 


Method 


TBLASTX: Wheat 




Start 


15150 


End 


15516 







33343 



GI none Score 98 

Exons 15150. .15269, 15152 15280, 15262 15516, 15269. . 15403 

Seq. No. 33244 Seq. ID OJ990908_02 . 0218 . C3 

Gene No. 68926 Strand 

Start 25304 End 25905 

Name OJ990908_02 . 0218 . C3 . o2 . tm Method TBLASTX : Maize 

Start 15265 End 15811 - 

GI none Score 41 

Exons 15265. .15315, 15272 15310, 1534 6 .. 15714 , 15353 .. 15706, 
15701.. 15811 

Seq. No. 33244 Seq. ID OJ990908_02 . 0218 . C3 

Gene No. 68926 Strand 

Start 25304 End 25905 

Name OJ990908_02 . 0218 . C3 . ol . ts Method TBLASTX : Soybean 

Start 15887 End 16414 

GI none Score 4 7 

Exons 15887. .15991, 15915 .. 1598 9, 16062 .. 16298 , 16076 .. 16288, 
16358. .16414 

....Se^._Ng v __. ir: 3324 4.-, ,, . :iV _. ..... --^^^ ^:Se^^JD_.Q^909Q8^_p2!.021B . C3. _. 

.. .£eae,„N,a, - 68926 _„-^..-,-« ,-„..,. ^ Strand. .... 

-Start 25304 Enc i.- 25905 

Name OJ990908_02 . 0218 . C3 . ol . tm Method TBLASTX : Mai ze 

Start 16073 End 16693 " 

GI none Score 117 

Exons 16073. . 16693, 16139 .. 164 98 , 16521. .16658 

Seq. No. 33244 Seq. ID OJ990908_02 . 0218 . C3 

Gene No. 68926 Strand 

Start 25304 End 25905 

Name OJ990908_02 . 0218 . C3 . o2 . tw Method TBLASTX : Wheat 

Start 16271 End 16651 

GI none Score 51 

Exons 16271. .16351, 16332 .. 164 96, 16343 .. 164 95, 16500 16649, 
16505.. 16651 

Seq. No. 33244 Seq. ID OJ990908_02 . 0218 . C3 

Gene No. 68926 Strand 

Start 25304 End 25905 

Name OJ990908JD2 .' 0218 .C3 .~6"6 . gs """Method GEN SCAN "~ 

'Start* " . 25304. . j ... - - End --...25905 ■ ' 

GI none * Score .89 * " * ■ 

Exons 25304 . .25721, 25778.. 25905 

Seq. No. 33245 Seq.. ID. OJ990908_02 . 0218 . C4 

Gene No. 68927 Strand + 

Start 1 End 173 

Name OJ990908_02 . 02 18 . C4 . ol . gp Method AAT/GAP 

Start 1 End 173 

GI 287004 Score 314 

Exons 1..173 

GI Descrip. 19560/emb | Zl 188 9 f MITTARRNG 1.0e-167 T.aestivum mitochondrion 
rrn26 gene for rRNA large subunit (26S) 

Seq. No. 33245 Seq. ID OJ990908_02 . 0218 . C4 



33344 





____ 




w 


Gene No. 


68928 


Strand 


+ 


Start 


313 


End 


585 


Name 


OJ990908 02.0218.C4.o3.gp 


Method 


AAT/GAP 


Start 


313 


End 


585 


GI 


0 2.R1084 


Score 


474 


Exons 


313. .585 







GI Descrip. 1 417 6420/dbj | BAA37167 | 2.0e-ll (AB008097) cytochrome P450 
. [Arabidopsis thaliana] 1 



Seq. No. 33245 

Gene No. 68 92 9 

Start 116 

Name OJ990908_02 . 0218 . C4 . ol . tc 

Start 1 

GI none 

Exons 1..168, 1..171, 176. .214 

Seq. No. 33245 

Gene No. 68 92 9 

Start 116 

Name OJ990908_02 . 0218 . C4 . ol . tw 

..Start.. ri , 

.,.GI._._ ....none , ^ -~, 

Exons- - - 1. .330-,'- 2; i 325 •■ - - ■ : 



Seq. ID OJ990908_02.0218.C4 
Strand 

End 809 

Method TBLASTX : Cress 

End 214 

Score 184 



Seq. ID OJ990908_02.0218.C4 
Strand 

End 809 
Method TBLASTX: Wheat 
= End ^^ . . .330 ,. r .,_„,__ .-.= 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



33245 Seq. ID 

68929 Strand 

116 End 

OJ990908_02.0218 .C4 .ol.gs Method 

116 End 

none Score 

116. .331, 384. .463, 539. .629 



OJ990908_02.0218.C4 
809 

GENSCAN 

629 

.46 



33245 Seq. ID 

68929 Strand 
116 End 
OJ990908_02 . 0218 . C4 . ol . tm Method 
275 End 
none Score 101 

275. .391, 286. .399, 320. .391, 321. .395, 322 

.413. .439, 443. .463, 449. .586, 450... 587, 463 

594 ...656, 595 . .654 " 



OJ990908_02.0218.C4 
809 

TBLASTX: Maize 
656 



,408, 388. 
588,. 502. 



,438, 
■ 59.7, 



Seq. No. 33245 Seq. ID 

Gene No. 68929 • Strand 

Start 116 End 

Name OJ990908_02 . 0218 . C4 . o2 . tw Method 

Start 423 End 

GI none Score 
Exons 



OJ990908_02:0218.C4 
809 

TBLASTX: Wheat 

809 

44 



423. .533, S66..727, 591. .728, 591. .791, 635. .790, 708. .809, 
726. .770, 733. .783, 767. .808 



Seq. No. 33246 Seq. ID 

Gene No. 68930 Strand 

Start 384 End 

Name OJ990908_02 . 0218 . C5 . ol . gs Method 

Start 384 End 



OJ990908_02.0218.C5 
+ 

622 

GENSCAN 
622 



33345 






n ^n 0 


Score 


R 1 
. 0 1 


















Cprr Mo 


3324 6 


Seq. ID 


OJ990908 


_02.0218 


.C5 


Gene No. 


68931 


Strand 


+ 






Start 


1298 


End 


5441 






Name 


OJ990908 02 0218 PS n? rr<? 


Method 


GENSCAN 








1298 ~~ 

X jl. .7 O 


End 


5441 






\j j. 


1 IL/i IG 


Score 


.78 






Pvnn s 

l—i *\ w 1 1 O 


1 298 1 438 1 708 1 Q4 1 9^03 


.3060, 3072.. 3293, 


3386. .3491 




3657 3758 42fi1 43fi? S39Q 


.5441 








Seq. No. 


33246 


Seq. ID 


OJ990908_ 


_02.0218 


.C5 


Gene No. 


68932 


Strand 


+ 






Start 


7 593 


End 


8759 






Mom pi 


O.TQQ0Q08 09 091 R P 1 ^ o3 no 


Method 


GENSCAN 






Start 


7593 


End 


8759 






yj J. 


n on 0 


Score 


.9 






1_J /V Vu/ 1 4 k-> 


7593 8759 










Cprr No 


33246 


Seq. ID 


OJ990908_ 


_02.0218 


.C5 


. Gene. .No... 


.68.93.3..... . ..: _.. . J 


Strand. . . 









S.tarL_--" , 


-jLAiio ^ ^r_i"j- 


^EncL„ 


.2353 L. 7 






Name - - - - - - ■ - 


OJ990908 -02. 0218 :C5.o5.gs - 


- Method - 


-GENSCAN 






O L. Cl JL L. 


14160 


End 


23531 






ftT 


none 


Score 


. 67 






Pyrin q 


14160. .15282, 17558. .17657, 17 97 1 . . 18051 , 18501, 


. . 18526, 






20313. .20434, 21083 .. 21274 , 21647 .. 22829, 23410, 


. .23531 






33246 


Seq. ID 


OJ990908_ 


_02.0218 


.C5 


npnp No 


68933 


Strand 


+ 






Start 


14160 


End 


23531 






Name 


OJ990908 02.0218.C5.ol.gp 


Method 


AAT/GAP 






Start 


17953 


End 


18901 






GI 


LIB3431-062-P1-N1-H4 


Score 


955 






F! v Pin Q 


17 953. .18051, 18501. .18 901 










PT Dp^rri o 


1 19560/emb|Z11889|MITTARRNG 1 


-Oe-167 T. 


, aestivum 


mitochondrd 




rrn26 gene for rRNA large subunit (26S) 








Seq. No. 


33246 


Seq. ID 


OJ990908_ 


_02.0218. 


.C5 


Gene No . 


68934. . . 


. Strand 








Start 


'10227 " . /;. 


End 


10"7 37 " 






Name * 11 "* 


OJ990908 02.0218.C5.o4.gs- • 


Method 


GENSCAN 






Start 


10227 


End 


10737 






GI 


none 


Score 


.9 






E von 


10227. .10402, 10692.. 10737 










Seq. No. 


33246 


Seq. ID 


OJ990908_ 


02.0218. 


,C5 


Gene No. 


68935 


Strand 








Start 


24314 


End 


25130 






Name 


OJ990908 02.0218.C5.o6.gs 


Method 


GENSCAN 






Start 


24314 


End 


25130 






GI 


none 


Score 


.59 






Exons 


■24314 . .24362, 25040. .25130 










Seq. No. 


33247 


Seq. ID 


OJ990908_ 


02.0218. 


C9 


Gene No. 


68936 


Strand 


+ 







33346 



Start 


57 




End 


6989 




Name 


KJOyyKJzfUO .UZlt5.Ll3.01. yS 




ftyf /-\ ^ \~\ /"v 


P U 1 NI C C 7\ M 




o td IT T, 


0 / 




hina 


rQQQ 




P T 
bl 


none 




Score 


. 30 






^7 1 £1 1^41 177Q 


1 Q 

lo 


O ^7 , Z OZ J . 


. Z / Z U , j / uy. , 


fl U 13 , 




CI 0"3 6^76 £609 C7QQ 


c. 
o . 


. D y o :? 






Seq. No. 


33247 




Seq.' ID 


OJ990908_02.. 


0218. C9 


Gene No. 


68937 ' 




Strand 


+ 




Of 3 v-f- 

O L. ax. L 


7899 






i n ^ 7 n 

IUj / U 




Name 


OJ990908 02.0218.C9.o2.gs 




TuT /~\ 4— /"\ /*n 

ixie tnoa 


(abNoL-AM 




OtalL 


7899 




bna 


1 VD I U 




P T 


none 




Score 








7899.. 8881, 9485.. 9691, 10561 


. . 1U0 / u 






Seq. No. 


33247 




Seq. ID 


OJ990908_02. 


0218 C 9 


Gene No. 


68938 




Strand 






Start 


996 




End 


7977 




Name 


OJ990908 02.0218.C9.ol.np 




Method 


AAT/NAP 




Start 


996 




End 


7977 




GI 


5777623 




Score 


851 




Exons^ „ : 


. . .996. .102.5, .2592. .2835, .3.668 


.....417.6.,,. 4 355,.. f .4 50.3.,. . .4752 





.. r _ .7.9.1.5.^.. Z973U ~~ - 



GI Descrip. (AJ245900) : CAA3 037-11-. 1 ■ protein- [Oryza - sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI. Descrip. 



33248 
68939 
1149 

OJ990908_02. 0218. CIO. ol.gs 

1149 

none 



Seq. ID OJ990908JD2. 0218. CIO 

Strand + 

End 6237 

Method GENSCAN 

End 6231 

Score .42 



1149. .1154, 2571. .2645, 3546. .4412, 5617. .6231 



33248 
68939 
1149 

OJ990908_02. 0218. CIO. ol.np 

3364 

5915832 



Seq. ID OJ990908_02. 0218. CIO 

Strand + 

End 6237 

Method AAT/NAP 

End 6237 

Score 731 



3364. .3447, 3542. .4389, 5612. .6237 

CYTOCHROME P450 76C2 . gi | 297954 ?.| gb I.AAC06158 , L| .(AC003.680.). 
'putative cytochrome P450 [Arabidopsis" thalianaj 



Seq. No. 


3324 8 




Seq. ID 


OJ990908 


Gene No. 


68940 




Strand 


+ 


Start 


12968 




End 


13958 


Name 


OJ990908 02. 0218. CIO 


. o4 . gs 


Method 


GENSCAN 


Start 


12968 




End 


13958 


GI 


none . ; 




Score 


.66 


Exons 


12968.'. 13285, 13571. 


.13745, 


13846. .13958 


Seq. No. 


33248 




Seq. ID 


OJ990908 


Gene No . 


68941 




Strand 




Start 


6942 




End 


8504 ■ 


Name 


OJ990908 02. 0218. CIO 


. o2 . gs 


Method 


GENSCAN 


Start 


6942 




End 


8504 


GI 


none 




Score 


.57 



33347 



JjAUllO 


694? 716^ 7467 7S06 


ft 4 1 6 

O *4 -L \J . 


ft ^04 






Seq. No. 


33248 




Seq. ID 


OJ990908_02.0218 


.C10 


Gene No. 


68942 




Strand 






Start 


9019 




End 


11152 




Name 


OJ99090R 0? 0?1ft fl 0 


. gs 


Method 


GENSCAN 




Start 


9019 ~~ 
^ w j. j 




End 


11152 




GI 


none 




Score 


.66 




l—i AU1 1 O 


9019 9143 94S9 9SS0 


96^1 


.9741, 10953. . 11022, 11113 


111 
. . Ill 


Qprr No 


33248 




Seq. ID 


OJ990908_02.0218 


.LIU 


Gene No. 


68943 




Strand 






Start 


11185 




End 


13446 




Name 


OJ990908 02. 0218. CIO. o2 


.np 


Method 


AAT/NAP 




Start 


11185 




End 


13446 




GI 


5922620 




Score 


267 




Exons 


11185. .11292, 12028. .12137, 12602 .. 128 65 , 13198. .13446 




\J 4. s-J \^ *J O -L. J. K«/ • 


(AP000492) EST D15357 (C0514 ) 


corresponds to a region of 


the 




predicted gene.; hypothetical 


protein 


[Oryza sativa] 






rr-i I 60 1 6ft ^ "3 1 HH-i 1 RZiZiPRI Q 6 


.11 (AP000570) 


EST D15357 (C0514) 






coiicbponQs to a region 


of the predicted gene . ; hypothetical 




,, _ p r 0 1 e i n .[.0 r .y z a . _ s a t i y aj„ . . 


; .\- 








Seq.- No". 


J JZ40 


-. — 


Seq. ID 


OJ990908_02:021-8 


?c-io- 


Gene No. 






Strand 






o u a. x. l. 


1 /I /I 7 £ 




End 


14894 




ln 01 Lit. 


ujyyuyuo . uzio . Liu . oz , 


. tc 


Method 


TBLASTX: Cress 




Q-l- a v~+- 
uLdi I 






End 


3950 




(IT 


none 




Score 


212 






3612 3950 3623 37S4 










O " ^ . L\\J . 


33248 




Seq. ID 


OJ990908_02.0218 


.C10 


Gene No. 


68944 




Strand 






Start 


14476 




End 


14894 




Name 


OJ990908 02. 0218. CIO. ol, 


.tm 


Method 


TBLASTX: Maize 




Start 


5616 




End 


6149 




GI 


none . 




Score 


211 




F! v on 


5616. .5834, 5629. .5850, 


5830. 


.5985, 5844. .5981, 6010. .6147, 




6015. . 6149 










Seq.. No.. . 


33248 . .. 




.Seq.. ID 


OJ990908_02.0218 


.C10 


Gene No . ' 


68 94 4 




Strand 






Start - . 


'■13 47 6. ■ , ' ■ ; 




.End • ■ .. 


■ 14894. ..; 




Name 


' OJ990908 02.0218.C10.ol-. 


tw 


Method 


TBLASTX: Wheat 




Start 


5616 




End 


5919 




GI 


none 




Score 


187 




J—J -^v \y 1 1 o 


5616. .5846, 5629. .5838, 


5860. 


.5919, 5862. .5918 




Seq. No-. 


33248 




Seq. ID 


OJ990908_02.0218, 


,C10 


Gene No. 


68944 




Strand 






Start 


14476 




End 


14894 




Name 


OJ990908 02. 0218. CIO. ol. 


ts 


Method 


TBLASTX: Soybean 




Start 


5622 




End 


6132 




GI 


none 




Score 


192 




Exons 


5622.. 5846, 5629.. 5838, 


5817. 


.5993, 5818.. 5988, 6010.. 6132 



Seq. No. 



33248 



Seq. ID OJ990908_02. 0218. C10 



33348 




Gene No. 


68944 




Strand 






OLai u 


1 A Al & 




End 


14894 




Name 


HTQQOQOR 09 091 R CIO n1 




Method 


TBLASTX: 


Cress 


c -i- -5 >-+- 






End 


6132 




riT 


none 




Score 


175 






Sfi9S S7?9 S699 SR^O 


■sr ?n 

JO JU i 


..5988, 5844. .5972, 


601 0 61 ^9 

OUJ.U. . Ul Jt 


Seq. No. 


33248 




Seq. ID 


OJ990908 


_02. 0218. C10 


Gene No. 


68944 




Strand 






Of 3 rt* 

O Lai t 


14476 




CjIIU. 


1 A R QA 
± 4 o y H 




Name 


OJ990908 02. 0218. CIO. o5. 


gs 


Method 


GENSCAN 




O Lai L 


14476 




End 


14894 




f T 


none 




Score 


.48 






14 476. .14 4 93, 14 616. .14894 








Seq. No. 


33249 




Seq. ID 


OJ990908 


_02.0218.C11 


Gene No. 


68945 




Strand 


- 




Start 


304 




End 


628 




NI 3 m ^ 

LMCtlUC 


OJ990908 02.0218.Cll.ol. 


gs 


Method 


GENSCAN 




o Ldl t_ 


304 




End 


£9R 






none 




Score 


.63 




T7 1 v t~i c 


~K(\A 1 £"3 41 Q £9R 












-33250 - ■■ 




' Seq.- ID- 


J ^ _ ■_-__•_,■„ 

OJ990908 


.AO n01 Q:-'-r , 1 O* 

\J c . UZlo : ti^! 




68946 




Strand 


+ 




Start 


1 




End 


196 




Name 


OJ990908 02.0218.C12.ol. 


gp 


Method 


AAT/GAP 




C+- o >-+- 

O Lai L 


1 




End 


196 




ul 


57581 1.R1084 




Score 


347 




JLXOIlo 


1. .196 












' 1 7R ^^7 R /omh 1 PaZifiC)7fln t 1 
1 / O JU / J / CllLU | L.rt/-\0 .7 / 0 U 1 1 


..0e-23 (Y08501) 


orf 107a 


[ Arab i oops i s 




thaliana] 1 










O tr L^ . LN (J . 


33250 




Seq. ID 


OJ990908 


09 091Q PI 9 

uz . uz ± o . uiz 


1JC11C LN ^ • 


68947 




Strand 






Start 


234 




End 


331 




Name 


OJ990908 02.0218.C12.o2. 


gp 


Method 


AAT/GAP 




Start 


234 




End 


331 






57581 1.R1084 




Score 


169 




Exons 


234. .331 










L J fc:oL..LJ_]J. 


' 1785675/emb|CAA69780 | 1 


.Oe-23 (Y08501) 


orfl07a 


[Arabidopsis 




thaliana] 1 










O C LJ . IN KJ . 


33250 




Seq. ID 


OJ990908_ 


_02.0218.C12 


Gene No. 


68948 




Strand 






Start 


502 




End 


547 




LN CHLLC 


OJ990908 02.0218.C12.ol. 


tc 


Method 


TBLASTX: Cress 


OLal L 


38 




End 


543 




pit 


none 




Score 


77 






38. .85, 39. .83, 40. .87, 


195. . 


329, 196.. 


330, 197 


..331, 418. .4' 




418. .468, 454. .543, 464. 


.541, 


478. .543 






Seq. No. 


33250 




Seq. ID 


OJ990908_ 


_02.0218.C12 


Gene No. 


68948 




Strand 






Start 


502 




End 


547 




Name 


OJ990908 02.0218.C12.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


57 




End 


547 





33349 



GI 

Exons 



none Score 377 

57. .83, 58. .96, 66. .329, 76. .330, 104. .331, 174. .329, 413. .457, 
414. .458, 414. .458, 415. .456, 417. .503, 462. .545, 463. .546, 
464. .547 



Seq. No. 33250 Seq. ID 

Gene No. 68948 Strand 

Start 502 End 

Name OJ990908 JD2 . 0218 . C12 . ol . gs Method 

Start 502 End 

GI none Score 

Exons 502.. 510 



OJ990908_02.0218.C12 
547 

GENSCAN 

510 

.9 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq". : - No'.- 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



33251 
68949 
244 

OJ990818_01.0210.Cl.ol.gp 
244 

LIB3431-010-P1-N1-F11 
244. .503 

1 287403/dbj | D10838 | RICSBE1 
. bran c hi rv g„_e n z yme . .. ^ 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990818_01.0210.C1 
503 

AAT/GAP 

503 

453 



1.0e-lll Rice gene for starch 



33252 ---- -• 

68950 
2099 

OJ990818_01.0210.C3.ol.gp 

2099 

none 

2099. .2585 



-Seq. -ID- 
Strand 
End 

Method 

End 

Score 



O J-9 9 0 8 1 8 - 0 1 . 0 2 1 0 . C 3 - 
+ 

2585 
AAT/GAP 
2585 
928 



Seq. No. 33252 Seq. ID OJ990818_01 . 02 10 . C3 

Gene No. 68951 Strand + 

Start 2614 End 6927 

Name OJ9908 18_01 . 0210 . C3 . o2 . gp Method AAT/GAP 

Start 2551 End 3477 

GI 15977JL.R1084 Score 998 

Exons 2551.. 2710, 2835.. 2893, 3130.. 3477 

GI Descrip. ' 3821780/emb | AJ009303 . 1 | XLAJ9303 7.0e-10 Xenopus laevis cDNA 
clone 27A6-1' 



Seq. No. 


33252 




Seq. ID 


"OJ9908K 


3^01. 0210., 


C3' 


■Gene No . . 


-68951 ' * " - . 




■■■ Strand- 


+ ' 






Start ' 


2614 




End 


6927' 






Name 


OJ990818 01.0210, 


. C3 . o2 . gs 


Method 


GENSCAN 






Start 


2614 




End 


5153 






GI 


none 




Score 


. 97 






Exons 


2614. .2710, 3130, 


..3302, 4872 


. .5153 








Seq. No. 


33252 




Seq. ID 


OJ990816 


)_01.0210. 


C3 


Gene No. 


68951 




Strand 


+ 






Start 


2614 




End 


6927 






Name 


OJ990818 01.0210, 


.C3.o3.gp 


Method 


AAT/GAP 






Start 


4907 




End 


5912 






GI 


42838 1.R1U84 




Score 


1012 






Exons 


4907.. 5153, 5617. 


, .5912 










GI Descrip. 


'3461820 3.0e-25 


(AC004138) 


unknown protein [Arabidopsis 





33350 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



thaliana] 1 

33252 * Seq. ID 

68951 Strand 
2614 End 
OJ990818_01.0210.C3.ol.np Method 
4986 End 
6522538 Score 



OJ990818_01.0210.C3 
+ 

6927 
AAT/NAP 
6927 
112 



4986.. 5109, 5761.. 5912, 6905.. 6927 

(AL132955) putative protein [Arabidopsis thaliana] 



33252 Seq. ID 

68951 Strand 

2614 End 

OJ990818_01.0210.C3.o4 . gp Method 

6288 End 

3759960 Score 
6288. .6347 



OJ990818_01.0210.C3 
+ 

6927 
AAT/GAP 
6347 
58 



Seq. No. 33252 
Gene No. 68952 
Start.. ..... 14.82... ..^.^ ..... 

.Namel.'.,..^.,* , r> ,,.- 6. J9.9 0 ai%oivMl,CUr3-Voi '..ga_-.C 

Start 1482 - ■ -• ■ " - ' - - - 

GI none 

Exons 1482.. 1619, 1927.. 1989 



Seq. ID OJ990818_01.0210.C3 

Strand . - 
..End. : . . 198? .. ^ . . 

- '..Methods _G£NS.CAr1..^ , _„ _ ^ 

• End •' • 1989 • - • - - 

Score . 68 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 
.GI . 
Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



33252 
68953 
5660 

OJ990818_01.0210.C3.ol.tw 

5660 

none 



Seq. ID OJ990818_01.0210.C3 
Strand 
End 

Method 
End 
Score 



5912 

TBLASTX: Wheat 

5912 

71 



5660. .5707, 5661. .5708, 5679. .5744, 5820. .5912, 5840. .5908 



33253 Seq. ID 

68954 Strand 

1 ' " End 

OJ990818_01. 0210.C4 .ol.np Method 

1 End 

6522538 . . Score 



OJ990818__01.0210.C4 
+ 

2110 
AAT/NAP 
2110 
.377 



1./.25, 163. .234, 1026. .1127, 1231.. 1347, 1694.. 1774, 1893. .2110 
(AL132955) putative protein [Arabidopsis thaiiana] 



33253 
68954 
1 

OJ990818_01.0210.C4 .ol.tm 

110 

none 



Seq. ID OJ990818_01.0210.C4 



Strand 
End 

Method 

End 

Score 



+ 

2110 

TBLASTX: Maize 

1987 

146 



110. .235, 157. .243, 162. .242, 990. .1088, 1023. .1088, 1228. .1350, 
1228. .1344, 1323. .1379, 1695. .1763, 1696. .1758, 1747. .1785, 
1748. .1786, 1895. .1987, 1896. .1985, 1900. .1986 



seq. no. 
Gene No. 
Start 



33253 
68954 
1 



Seq. ID OJ990818_01.0210.C4 
Strand + 
End 2110 



33351 



Name OJ990818_01 . 0210 . C4 . ol . gp 

Start 163 
GI 42838_1.R1084 
Exons 163.. 234, 1026.. 1052 

GI Descrip. '3461820 3.0e-25 (AC004138) 
thaliana] ' 



Method 

End 

Score 



AAT/GAP 

1052 

158 



unknown protein [Arabidopsis 



Seq. No. 33253 

Gene No. 68954 

Start 1 

Name OJ990818_01 . 0210 . C4 . ol . gs 

Start 163 

GI none 
Exons 



Seq. ID OJ990818 01. 0210. C4 



Strand 
End 

Method 

End 

Score 



+ 

2110 
GENSCAN 
1985 
.84 



163. .234, 1026. .1090, 1215. .1347, 1694. .1774, 1896. .1985 



Seq. No. 33253 Seq. ID OJ9908 18_01 . 0210 . C4 

Gene No. 68954 Strand + 

Start 1 End 2110 

Name OJ9908 18_01 . 0210 . C4 . o2 . gp Method AAT/GAP 

Start 1225 End 1988 

GI 6726_1.R1084 Score 511 

Exons,, 12.25,... 1347, . 1694 ...1774 18 96... 1988.. . .„...-..-. 

„GI, . Des crip.. - ... 13A 6182 Q_,6 ..0e - 2.2 , i&CQ OA 1 3£J_un knowa^ 

~ ■ - thaliana] 1 -- - ■'- - - - ' - - 



Seq. No. 33254 

Gene No. 68955 

Start 379 

Name OJ990818JU . 0210 .C5.ol.gp 

Start 379 

GI 6726_1.R1084 

Exons 379.. 650 

GI Descrip. '3461820 6.0e-22 
thaliana] 1 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990818_ 
+- 

650 

AAT/GAP 

650 

510 



01. 0210. C5 



(AC004138) unknown protein [Arabidopsis 



Seq. No. 


33254 










Seq. ID 


OJ990818_ 


01.0210 


,C5 


Gene No. 


68956 










Strand 


+ 






Start 


3735 










End 


4676 






Name 


OJ990* 


318_01. 


.0210. 


C5.o2. 


gs 


Method 


GENSCAN 






Start 


3735 








End 


4676 






GI 


none 










Score 


.79 






Exons" ' 


J 3735. . 


.3839, 


4443. 


.'4*676. 












Seq. No. ■ 


"'33254* 










Seq. ID 


OJ990818_ 


01.0210 


.C5 . 


Gene No. 


68957 










Strand 


+ 






Start 


5942 










End 


10157 






Name 


OJ990818 01. 


.0210. 


C5.o3. 


gs 


Method 


GENSCAN 






Start 


5942 










End 


10157 






GI 


none 










Score 


.89 






Exons 


5942. . 


,6523, 


7854. 


.8066, 


8738. 


.9004, 9430. .9675, 


10089. . 


10157 


Seq. No. 


33254 










Seq. ID 


OJ990818_ 


01.0210 


.C5 


Gene No. 


68957 










Strand 


+ 






Start 


5942 










End 


10157 






Name 


ujyyutfib ui. 


, 021V. 


C5.ol. 


np 


Method 


AAT/NAP 






Start 


6032 










End 


9753 






GI 


6957720 








Score 


1012 







33352 



Exons 6032.. 6523, 7854.. 8066, 8738.. 9004, 9430.. 9753 

GI Descrip. (AC021640) putative mannose-6-phosphate isomerase [Arabidopsis 
thaliana] 



Seq. No. 


33254 








Seq. ID 


OJ990818 


t 01 0210 C5 


Gene No. 


68957 








Strand 


+ 




Start 


5942 








End 


10157 




Name 


OJ990818 01. 


0210 . 


C5 . ol . 


ts 


Method 


TBLASTX : 


<j w y ~ cn l 


Start 


6095 ~ 








End 


9744 


GI 


none 








Score 


43 




Exons 


"6095 . . 6163, 


6188 . 


. 6238, 


6295 . 


.6384, 6299. .6388, 


6442 6507 




6443. . 6523, 


7839. 


.8069, 


7865. 


.8068, 8735. .9004, 


8737. .9024, 




8746. .9006, 


9423. 


.9602, 


9427. 


.9597, 9664. .9744, 


9717. .9743 


Seq. No. 


33254 








Seq. ID 


OJ990818 


01 0210 CS 


npnp NO 


68957 








Strand 


+ 




Start 


5942 








End 


10157 




Name 


OJ990818 01. 


0210 . 


C5 . ol . 


tm 


Method 


TBLASTX : 


Ma i ze 


Start 


6439 ~~ 








End 


8915 




GI 


none 








Score 


102 




Exons 


6439. . 6510, 


6440. 


.6511, 


7839. 


.8069, 78 


65. .8065, 


8735. .8914, 




. 874.0 . .8913, 


87 45 . 


..8915, 


8799 . 


...8915., 






Seq 1 ■ No . ■ 


33254 - - 








* Seq. ID 


OJ990818 




flprip No 


68957 








Strand 


+ 




Start 


5942 








End 


10157 




Name 


OJ990818 01 


0210 . 


C5 . ol . 




Method 


TBLASTX: 


L/I Cob 


Start 


8734 ~~ 








End 


9483 




GI 


none 








Score 


69 




Exons 


8734. .8871, 


8735. 


.9001, 


8749. 


.8991, 8798. .8992, 


9433. .9483 


Sea. No. 


33255 








Seq. ID 


OJ990818 


01 091 Cl C6 


Gene No . 


68958 








Strand 


-f 




Start 


1235 








End 


1536 




Name 


OJ990818 01. 


0210. 


C6.ol. 


gp 


Method 


AAT/GAP 




Start 


1235 








End 


1536 




GI 


LIB3432-058- 


Pl-Kl 


-E12 




Score 


328 




Exons 


1235. . 1536 














GI Descrip . 


1 5257255/dbj IAP000364.1 


IAP000364 8.0e- 


31 Oryza 


q 3 f i T/3 rrpn otti i c 




DNA, chromosome 8 


, clone: P0026F07' 






Seq. No. 


33255 . 








Seq. ID 


OJ990818 


_01.0210.C6 


Gene No. 


-68 9^9 








■ Strand.'. 


+■ * 




Start' 


7819 








End 


14228 




Name 


OJ990818 01. 


0210. 


C6.ol . 


np 


Method 


AAT/NAP 




Start 


7819 








End 


14228 




GI 


5257279 








Score 


6621 




Exons 


7819. .8364, 


8713. 


.8949, 


9575. 


.12290, 12507. .126 


69, 12784 .. 13388, 




14182. .14228 














GI Descrip. 


(AP000364) Similar to Transposon MAGGY 


gag and pol gene 



homologues. (L35053) [Oryza sativa] 



Seq. No. 33255 Seq. ID 

Gene No. 68960 Strand 

Start 4150 End 

Name OJ990818_01 . 0210 . C6 . o2 . gs Method 

Start 4150 End 



OJ990818_01.0210.C6 

4758 

GENSCAN 

4758 



33353 




GI 


none 




Score 


i 




Exons 


4150 4758 










Seq. No. 


33255 




Seq. ID 


OJ990818JD1.0210 


.C6 


Gene No. 


68961 




Strand 






Start 


9467 




End 


9853 




Name 


OJ990818 01. 0210. C6 


. 08 . tw 


Method 


TBLASTX: Wheat 




Start 


9467 




End 


9853 




GI 


none 




Score 


148 




Exons 


9467. .9682, 9490. .9672, 9640. .9843, 9707. .9853 




Seq. No. 


33255 




Seq. ID 


OJ990818_01.0210 


.C6 


Gene No. 


68962 




Strand 






Start 


10400 




End 


10783 




Name 


OJ990818 01. 0210. C6 


. 06 . tm 


Method 


TBLASTX: Maize 




Start 


10400 




End 


10725 




GI 


none 




Score 


208 




Exons 


10400. .10723, 10436 


. . 10723, 


10591. .10725 




Qpn No 


33255 




Seq. ID 


OJ990818_01.0210 


. U 0 


Gene No. 


68962 




Strand 






. Start 


104 00, 


. ... .. . 


. __End_ 


... 1.07.8 a 




...Name ~ 


___O.J^9.0.81,8_01...0.21.O...C6- 




_.„_Me±hod„ 


- XBLASix.: JWhe at. _ . " 




Start - 


■ "104 05 


- . 


-End - 


-10783 • - 




GI 


none 




Score 


144 




P, vnn s 


10405. .10527, 10406 


. .10627, 


104 93. .10573, 1064 3. .10777, 






10661 10783 1067? 










Seq. No. 


33255 




Seq. ID 


OJ990818_01.0210, 


.C6 


Gene No. 


68963 




Strand 






Start 


10953 




End 


11822 




Name 


OJ990818 01. 0210. C6. 


. o4 . tw 


Method 


TBLASTX: Wheat 




Start 


10953 




End 


11435 




GI 


none 




Score 


539 




Exon <=; 


10953 11435 11057 


, .11260, 


11073. .114 


26, 11288. .11431 




Seq. No. 


33255 




Seq. ID 


OJ990818JD1.0210. 


.C6 


Gene No. 


68963 




Strand 






Start 


10953 




End 


11822 




Name 


OJ990818 01. 0210. C6. 


. o4 . tm 


Method 


TBLASTX: Maize 




Start 


10962 




End 


11254 . . . 




GI " 


none 




Score 


36,0 




.Exons 


1096.2. .11252, 10952. 


: . 111252, 


11066. .11254. • 




Seq. No. 


33255 




■Seq. ID 


OJ990818_01.0210. 


C6 


Gene No. 


68963 




Strand 






Start 


10953 




End 


11822 




Name 


OJ990818 01. 0210. C6. 


o2.tc 


Method 


TBLASTX: Cress 




Start 


11081 




End 


11399 .. 




GI 


none 




Score 


185 




Exon 


11081. . 11251, 11082. 


. 11399 








Seq. No. 


33255 




Seq. ID 


OJ990818_01.0210. 


C6 


Gene No. 


'68963 




Strand 






Start 


10953 




End 


11822 




Name 


OJ990818 01. 0210. C6. 


o3 . tm 


Method 


TBLASTX : Maize 




Start 


11322 




End 


11822 





33354 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none 

11322. .11504, 11487. .11822, 

33255 
68963 
10953 

OJ990818_01.0210.C6.ol.ts 

11376 

none 

11376. .11408, 11376. .11405, 
11412. .11771, 11414. .11770 



Score 164 
11573. .11701, 11729. .1177 6 

Seq. ID OJ990818_01.0210.C6 
Strand 

End 11822 

Method TBLASTX : Soybean 

End 11771 

Score 54 
11378. .11407, 11406. .11555, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
-Gene _No . 
7siiar£^^. 

Name ■ 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



33255 
68963 
10953 

OJ990818_01.0210.C6.o5.tw 
11484 
none 

11484. .11786, 11490. .11720, 11504. .11770 



Seq. ID OJ990818_01.0210.C6 
Strand 

11822 

TBLASTX: Wheat 
11786 
395 



End 

Method 

End 

Score 



33255 

68964 . . _ ...... 

. 1.1 7J8.7^_ 

OJ990818_01 . 0210 . C6vo2 . tw ' 

11787 

none 

11787. .12290, 11822. .1228 9 

33255 
68964 
11787 

OJ990818_01.0210.C6.o3.ts 

11793 

none 

11793. .12038 



Seq. ID OJ990818_01.0210.C6 

, r . : ..Strand.. ^ „..._■ 

. ,EncL„__l ; A22a6_^ 

- Method * • TBLASTX: Wheat ----- - 

End 12290 ' 

Score 626 



Seq. ID OJ990818_01.0210.C6 
Strand 

End 12290 

Method TBLASTX : Soybean 

End 12038 

Score 204 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI ' . 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 



33255 
68964 
11787 

OJ990818_01.0210.C6.o2.tm 

11859 

none 

11859,. .12212, • 11861. .12199, 

33255 
68965 
12290 

OJ990818_01.0210.C6.o3.tw 

12290 

none 

122 90. .127 66, 122 91. .12770 

33255 
68965 
12290 

OJ990818_01.0210.C6.ol.tc 
12486 



Seq. ID OJ990818_01.0210.C6 
Strand 

End 12290 
Method TBLASTX: Maize 
End. 12212 
Score "4 56 



Seq. ID OJ990818_01.0210.C6 
Strand 

End 13800 

Method TBLASTX : Wheat 

End ; 12770 

Score 578 



Seq. ID OJ990818_01.0210.C6 
Strand 

End 13800 

Method TBLASTX : Cress 

End 12802 



33355 



rir 

\J X 






Score 


109 




LAUllj 


1 2486 126SQ 124Q4 




12660. .12770, 12662.. 12802 




Seq. No. 


33255 




Seq. ID 


OJ990818_01.0210 


.C6 


Gene No. 


68965 




Strand 






Start 


12290 




End 


13800 






o.TQQOfiia m 0210 rfi 


o2 1- <? 
. Ud . to 


Method 


TBLASTX: Soybean 




Qt Pi rt 

O Lai L 


1 2 S 7 8 _ 

X C «J / o 




End 


12824 




(IT 
\J X 


n on e± 
nunc 




Score 


224 




R Yon s 


12578 12823 12579 


12824 








Seq. No. 


33255 




Seq. ID 


OJ990818_01.0210 


.C6 


Gene No. 


68965 




Strand 






Start 


12290 




End 


13800 




Ma mo 




. oo . tm 


Method 


TBLASTX: Maize 




O U CLX L. 


12626 ~~ 




End 


12917 






none 




Score 


332 




F von q 


12626. .12913, 12627 


. .12917 








Seq. No. 


33255 




Seq. ID 


OJ990818_01.0210 


.C6 


Gene No. 


68965 




Strand 






Start 


. 122.90 .. .„ „ 




End ., r 


1.38 00 _ 




.^LM CtlLLti 


m9,9.0.81.8_01...A2JLCL,.C.6^al..±K.„„, 


JYle.t.hod„. 


^TB^Sj£Lwheat_ , 




O Lai L 


- 12801 ■ - - • 




-■ 'End- - ■ 


13379 - • - - 




(IT 

\J X 


nono 
nunc 




Score 


653 




F* von q 


12801 1^^7Q 1 
XZOUX. , Ijj / 3j liOli 


. . IJJ / J 










33255 




Seq. ID 


OJ990818_01.0210 






68965 




Strand 






Start 


12290 




End 


13800 




Name 


OJ990818 01. 0210. C6 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


12969 




End 


13554 




\J X 


none 




Score 


222 




V von <5 


12969. .13127, 12971 


. .13123, 


12997. .13131, 13065. .13265, 






13120. .13266, 13124 


. .13375, 


13125. .13376, 13387 .. 13554 , 






13389. .13553 










Seq. No. 


33255 




Seq. ID 


OJ990818_01.0210 


.C6 


Gene No. 


68965 




Strand 






Start 


12290 




End 


13800 




Name 


OJ990818 01. 0210. C6, 


. 06 . tw 


Method 


TBLASTX: Wheat 




Start 

O L, CI X L. 


13390 . 






13746 




GI ■ 


none ' 




Score- "■' 


390 . ; • 




TT von q 


' 13390. .13746, 13401. 


.".13637 • 








Seq. No. 


33255 




Seq. ID 


OJ990818_01.0210. 


.C6 


Gene No. 


68965 




Strand 






Start 


12290 




End 


13800 






OJ990818 01. 0210. C6. 


. o7.. tm 


Method 


TBLASTX: Maize 




OLai L 


13554 




End 


13800 




GI 


none 




Score 


183 




Exons 


13554. .13682, 13555. 


, . 13800 








Seq. No. 


33256 




Seq. ID 


OJ990818_01.0210, 


,C8 


Gene No . 


66966 




Strand 






Start 


1842 




End 


5323 




Name 


OJ990818_01.0210.C8 . 


ol .gs 


Method 


GENSCAN 





33356 



Start 
GI 

Exons 



1842 End 5323 

none Score .66 

1842. .2018, 2156. .2354, 2462.-2583, 5234. .5323 



Seq. No. 33257 

Gene No. 68967 

Start 31 

Name OJ990818_01 . 0210 . C9 . ol . gs 

Start 31 

GI none 

Exons 31.. 129, 207.. 298 



Seq. ID OJ990818_01.0210.C9 

Strand + 

End 298 

Method GENSCAN 

End 298 

Score .48 



Seq. No. 33258 Seq. ID 

Gene No. 68968 Strand 

Start 400 End 

Name OJ990818_01 . 0210 . Cll . ol . gs Method 

Start 400 End 

GI none Score 

Exons 400.. 454, 487.. 593, 677.. 760 



OJ990818_01. 0210. Cll 
+ 

760 

GENSCAN 

760 

.75 



Seq. No. 33258 Seq. ID OJ990818 

J3ene Jto._ r _ , .. 68 969....... ... . = .„ , Strand .. ~ 

_.s£ar±_._ _ ■.. JB 4.3 i_ 1^- _End J™Z~ 81.83. ..Z _ ^ 

Name - ■"- - . - OJ990818_01 . 0210 . Cll-. o-2-. gs - • -Method ■ - GENSCAN™ 

Start 6438 ■ End 8183 

GI none Score .82 

Exons 6438.. 6541, 7358.. 7514, 8133.. 8183 



01. 0210. Cll 



Seq. No. 33258 Seq. ID OJ9908 18_01 . 0210 . Cll 

Gene No. 68970 Strand 

Start 3109 End 3485 

Name OJ990818_01 . 0210 . Cll . ol . gp Method AAT/GAP 

Start 3109 End 3485 

GI 59410_1.R1084 Score 656 

Exons 3109.. 3485 

GI Descrip. 1 24 99945/sp | Q42586 | PYR5_ARATH 3.0e-51 URIDINE 5 1 1 -MONOPHOSPHATE 
SYNTHASE (UMP SYNTHASE) [INCLUDES: OROTATE 

PHOSPHORIBOSYLTRANSFERASE (OPRTASE) ; OROTIDINE 5 1 1 -PHOSPHATE 

DECARBOXYLASE (OMPDECASE) ] >gi_107 6363_pir S46440 orotate 

phosphoribosyltransf erase (EC 2.4.2.10) / 

orotidine-5 ' ' -phosphate decarboxylase (EC 4.1.1.23). - 

Arabidopsis thaliana >gi_4 4381 8_emb_CAA5 068 6_ (X71842) pyrE-F " 
\ " .. • -[Ara' : • . ' " ■ ■ - - •' • . " 



Seq. No. 


33259 




Seq. ID- 


OJ990818_ 


_01.0210 


.C12 


Gene No. 


68971 




Strand 








Start 


4183 




End 


4950. 






Name 


OJ990818 01 


.0210.C12.o2.np 


Method 


AAT/NAP 






Start 


4183 




End 


4950 






GI 


4680183 




Score 


187 






Exons 


4183. . 4272, 


4880. .4950 










GI Descrip. 


(AF111709) 


gag-pol protein 


[Oryza sativa subsp. 


indica] 




Seq. No. 


33259 




Seq. ID 


OJ990818 


01.0210 


C12 


Gene No . 


68972 




Strand 








Start 


8291 




End 


9182 






Name 


OJ990818_01 


.0210.C12.o2.gs 


Method 


GENSCAN 







33357 



Start 8291 

GI none 

Exons 8291.. 8511, 9029.. 9182 

Seq. No. 33260 
Gene No. . 68973 

Start 8240.- . 

Name OJ990818_01 . 0210 . C13 . ol . gp 

Start 8240 

GI none 

Exons 8240.. 8796 



End 
Score 



9182 
.74 



Seq. ID OJ990818_01.0210.C13 

Strand + 

End 8796 

Method AAT/GAP 

End 8796 

Score 666 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



33260 
68974 
13852 

OJ990818_01.0210.C13.o3.gs 

13852 

none 



Seq. ID OJ990818_01.0210.C13 

Strand + 

End 17008 

Method GENSCAN 

End 17008 

Score .41 



13852. .13854, 13932 14039, 14969 .. 15033, 15045 .. 15312 , 
15727. .1584 9, 16010. .17008 



Seq. No. . . 

_Gene _No 

•Start - ■ 

Name 

Start 

GI 

Exons 

GI Descrip, 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



. ..332 60 ¥ 

_.i..8ij.4„_._„...._._ 

- 13852 * - 

OJ990818_01. 0210.C13.o2.np 

14369 

6006359 

14369. .14473, 16189. .16218 



: , , Seq. .ID : QJ990 ; 818_0J.021p,,.i:i3._ 

,__S.tran.d._ , 

■• End- 



Method 

End 

Score 



17008 - 
AAT/NAP 
16218 
70 



(AP000559) hypothetical protein [Oryza sativa] 



33260 
68975 
932 

OJ990818_01.0210.C13.ol.np 
932 

4185148 



Seq. ID OJ990818_01.0210.C13 
Strand 

End 7170 

Method AAT/NAP 

End 7170 

Score 211 



932. .951, 2756. .3296, 6431. .6460, 7118. .7170 

(AC005724) putative non-LTR retroelement reverse transcriptase 
[Arabidopsis thaliana] 



Seq. No. 
Gene No . 
Start 
Name . 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



33260 
68976 * 

12263-" • . 

OJ990818_01.0210.C13.ol. tw 
2766 
none 



Seq. ID . OJ990818_01.0210.C13. 
Strand 

•End 12 641' . - . " 

Method- TBLASTX: Wheat 

End 3207 

Score 62 



2766. .2843, 2916. .3206, 3025. .3207 



; 33260 
68976 
12263 

OJ990818_01.0210.C13.ol.tm 

2853 

none 

2853. .3395, 2962. .3105 



Seq. ID OJ990818_01.0210.C13 
Strand 

End 12641 

Method TBLASTX : Mai ze 

End 3395 

Score 81 



Seq. No. 



33260 



Seq. ID OJ990818_01.0210.C13 



33358 




Gene No. 


68976 






Strand 




OLCll L 


12263 






Hi 1 1U 




Name 


OJ990818 01.0210.C13 


. oZ . gs 




P M Q P Z\ M 


Clt- a rr 

O Lai L 


12263 








1 9 fid 1 

X Z D *i ± 


r; t 


none 






Score 


Qd 




12263. 


.12403, 12477. 


1 9 fid 1 








33260 






C^pr T n 
JCLj. J. Ly 


O.TQQORIR 01 D910 


Gene No. 


68977 






Strand 




Start 


16508 






End 


16912 


Name 


OJ990818 01.0210.C13 


.o2.tm 


Method 


TBLASTX: Maize 


Start 


16508 






End 


16912 


GI 


none 






Score 


79 


Exons 


16508. 


.16627, 16652. 


.16912 







Seq. No. 33261 Seq. ID 

Gene No. 68978 Strand 

Start 1 End 

Name OJ990818_01 . 0210 . CI 4 . ol . np Method 

Start 1 End 

GI 6466937 Score 

Exons....,.-,.. 1...222J.,. . . , : . . _. r .... . . : . ..^ , z ^. s _ w „..., 

-GL„ Descxip ,( AC0J16.2.1^_p,atati.ye v ret r.oelemeixt- pol. .po.lyprpt eia-Z[.ArabLdjorasJ-S- 

- ~ tha liana] ' - - * ...... 



OJ990818_01.0210.C14 
+ 

2636 
AAT/NAP 
2227 
1462 



Seq. No. 33261 

Gene No. 68978 

Start 1 

Name OJ9908 18_01 . 0210 . C14 . ol . gs 

Start 425 

GI none 
Exons 



Seq. ID OJ990818_01.0210.C14 

Strand + 

End 2636 

Method GENSCAN 

End 2636 

Score . 68 



425. .732, 838. .1166, 1350. .1577, 1662. .2017, 2039. .2179, 
2616. .2636 



Seq. No. 33261 Seq. ID 

Gene No. 68978 Strand 

Start 1 . End 

Name OJ990818_01 . 0210 . C14 . ol . gp Method 

Start 1069 End 

GI uC-osflcypl58c04bl Score 

Exons . 1069. . 1460 . . 

GI pescrip. 1 2 9954 05/emb | CAA73042J 5.0e-20 (Y12432) polyprotein [Ananas 

* comosus] 1 . ■. - ' * • 



OJ990818_01.0210.C14 
+ 

2636 
AAT/GAP 
1460 
704 



Seq. No. 33261 Seq. ID 

Gene No. 68 979 Strand 

Start 1831 End 

Name OJ990818_01 . 0210 . C14 . ol . ts Method 

Start 1 End 

GI none Score 

Exons 1; .339, 2.. 352 



OJ990818_01.0210.C14 
2145 

TBLASTX: Soybean 

352 

327 



Seq. No. 33261 Seq. ID OJ9908 18_01 . 0210 . C14 

Gene No. 68979 Strand 

Start 1831 End 2145 

Name OJ990818_01 . 0210 . C14 . ol . tw Method TBLASTX: Wheat 

Start 65 End 466 



33359 




\j ± 


none 




Score 


jUD 




DAUllo 


6S 466 Q7 4^9 










Seq. No. 


33261 




Seq. ID 


OJ990818_01.0210 


.C14 


Gene No. 


68979 




Strand 






Start 


1831 




FnH 


914^ 




Name 


O.TQQOffl ft 01 0910 C\ A n1 






TRT ZiQTV • Ma -i va, 

1 d Ltr\o 1 a . i v ia 1 z e 






Q Q ~ 

O Zs 




HI in 


61 6 
0 J- O 






nnnp 




q r* c\ y 0 


^ft ft 




LjAUIIO 


ft 9 61 6 194 600 4 16 


. D V -J 








Seq. No. 


33261 




Seq. ID 


OJ990818_01.0210, 


.C14 


Gene No. 


68979 




Strand 






q-i- a rt 

O Lai u 


1 ft 






9 1 4 

^ X ft 0 




Name 


O.TQQOftlfi 01 0910 n 4 n** 




lYietnou. 


1 dlao 1 a : ooyoean 




q-t- r f- 


^7 6 ~~ 




i^na 


61 Q 




W -L 


none 




OL-Ui C 


90ft 






^7 6 S9S "377 61 Q 










Seq. No. 


33261 




Seq. ID 


OJ990818_01.0210. 


.C14 


Gene No. 


68979 




Strand 






Start 


1 fm 




: End . 


.21.4.5, .... ,.,. = 






O.TQQ0R1R 01 0910 PI 4 o4 


..tin-™ 


„Methpd._ t „, 


..i B LAS.TX. : Ma±ze„_. 


— -- - 


J Lai L 


. . CI 1.. .. . - _~ * . „. . . 

U -L 1 




End - 


1036 




\J J. 


none 




Score 


179 






617 7Q^ 61 Q 7R6 R06 


..1036, 814. .1020 




Seq. No. 


33261 




Seq. ID 


OJ990818_01.0210. 


.C14 


Gene No. 


68979 




Strand 






Of- a v-f 


1831 




End 


2145 




Name 


OJ990818 01.0210.C14.o2 


. tw 


Method 


TBLASTX: Wheat 




q+- -a f~f- 


806 




End 


1203 




O J. 


none 




Score 


296 






806. .1171, 832. .1104, 1138.. 


1203 






Seq. No. 


33261 




Seq. ID 


OJ990818_01.0210. 


C14 


Gene No. 


68979 




Strand 






Start 


1831 




End - 


2145 




T\T^ m o 

LN CHUC 


OJ990818 01.0210.C14.o2, 


. tin 


Method 


TBLASTX: Maize 




qf- => r +- 


1037 




End 


1669 




KJ J. 


. . ...none 




Score .. . 


119 




LiAUi 1 0 


1037. .1153, 1108. .1653, 


1182 


. .1661, 1211. .1669 . 




Seq. No. 


33261 




Seq. ID 


* 

OJ990818_01.0210. 


CI 4 


Gene No. 


68979 




Strand 






Start 


1831 




End 


2145 




Name 


OJ990818 01.0210.C14.o2, 


.ts 


Method 


TBLASTX : Soybean 




Start 


1058 




End 


1444 






none 




Score 


99 




DAUl 1 o 


1058. .1162, 1090. .1359, 


1214 


. .1444 






Seq. No. 


33261 




Seq. ID 


OJ990818_01.0210. 


C14 


Gene No. 


68979 




Strand 






Start 


1831 




End 


2145 




Name 


OJ9908I8 01.U2l0.C14.o4. 


, tw 


Method 


TBLASTX: Wheat 




Start 


1292 




End 


1678 




GI 


none 




Score 


243 





33360 



Exons 



1292. .1678 



Seq. No. 33261 Seq. ID 

Gene No. 68 97 9 Strand 

Start 1831 End 

Name OJ990818_01 . 02 10 . C14 . o3 . tm Method 

Start 1739 End 

GI none Score 

Exons 1739.. 2080, 1760.. 2062, 1780.. 2079 



OJ990818_01.0210.C14 
2145 

TBLASTX: Maize 

2080 

327 



Seq. No. 33261 Seq. ID 

Gene No. 68979 Strand 

Start 1831 End 

Name OJ990818JD1 . 0210 . C14 . o3 . tw Method 

Start 1745 End 

GI none Score 

Exons 1745.. 2080, 1775.. 2074, 1780.. 2124 



OJ990818_01.0210.C14 
2145 

TBLASTX: Wheat 

2124 

294 



Seq. No. 33261 

Gene No. 68979 

Start 1831 

.Name ., , 7 .. .. OJ990818_01^02 L0 . C14 ._o2..,gp„ 

„S tart_ 1.83 :U^..„_ ; i^.,.,.._._::^_ r .,.^._ 

GI--' uC-osflcypl58cO : 4al - - • 

Exons 1831.. 2145 

GI Descrip. ' 4581164/gb | AAD24647 . 1 1 AC006220_3 2 
polyprotein [Arabidopsis thaliana] 1 



Seq. ID 
Strand 
End 

Method 
End-- 
Score - 



OJ990818 01.0210.C14 



2145 
AAT/GAR. 
^2L45__. 
484- 



0e-17 (AC006220) putative 



Seq. No. 33262 

Gene No. .68980 

Start 106 

Name OJ990818_01 . 0210 . C15 . ol . gs 

Start 106 

GI none 
Exons 



Seq. ID OJ990818 01.0210.C15 



Strand 
End 

Method 

End 

Score 



+ 

2919 
GENSCAN 
2919 
.42 



106. .167, 445. .515, 865. .1061, 1465. . 1528, 2765. .2919 



Seq. No. 


33263 


Seq. ID 


OJ990818_01 


.0210 


.C16 


Gene No. 


. 68981 


Strand 








Start 


1116 


End 


2923 






Name 


OJ990818 01.0210.Cl-6.ol.np 


Method 


AAT/NAP 






Start. . 


* 1116 


End 


2923 






GI " 


5262207' " ■ " " 


, Score 


91 






Exon? 


1116. .1309, 2888. .2923 m 










GI Descrip. 


(AL080254) putative protein 


• [Arabidopsis thaliana] 






Seq. No. 


33264 


Seq. ID 


OJ990818 01 


.0210 


.C17 


Gene No. 


68982 


Strand 


+ 






Start ' 


205 


End 


321 






Name 


OJ990818 01.0210.C17.ol.gs 


Method 


GENSCAN 






Start 


205 


End 


321 






GI 


none 


Score 


.48 






Exons 


205. .321 











Seq. No. 33265 Seq. ID OJ990818_01 . 0210 . C20 

Gene No. 68 983 Strand + 

Start 39 End 112 

Name OJ9908 18_01 . 0210 . C20 . ol . gs Method GENSCAN 



33361 




Of a r1" 


3Q 


TP y-\ r\ 


11Z 








CT 


n f*n 


Score 


. O D 








Rvnn 


39 112 












Seq. No. 


33266 


Seq. ID 


OJ99081! 


3J31 


.0210 


.C2 


Gene No. 


68984 


Strand 










Start 


403 


FnH 


«J ^ o 








Name 


0.7990818 01 0710 P?1 ol rrc; 




PTTMCPZi NT 








Start 


4 03 _ 

1 U J 




0 








GI 


none 


Score 


. 0 0 








Ex on s 


403 526 












Seq. No. 


33267 


Seq. ID 


OJ99101* 


3_12 


.0301 


.CI 


Gene No. 


68985 


Strand 


+ 








Start 


477 


FnH 










Name 


O.T991018 1? 0301 PI n1 rr<= 












Start 


477 ~~ 




O ft y 








GI 


none 


Score 










Exons 


477 . .64 9 












Seq. No. 


33267 


Seq. ID 


OJ99101E 


i_12. 


.0301 


.CI 


..Gene No „.„ 


. 6.8 98 6. . _ _ .. 


Strand . 




-.. -- 






■ start 


„-_34 58_;L ~- • " 


FnH 


R7 1 9 




. .. 








Method 










O Lai L 


3d Sfl — 

J4 JO 




o / iz 








GI 


none 


Score 


£"7 
. D / 








Exons 


34SR 3f>3R 4S4fi S961 ^449 


R7 1 9 










Seq. No. 


33267 


Seq. ID 


OJ99101E 


l_12. 


0301, 


.CI 


Gene No . 


■ 68987 


Strand 










Start 


6824 


FnH 


/ JlZ 








Name 


O.T99101R 19 0301 PI n3 rrc: 


Method 










Start 


6824 ~~ 


TTnH 

i^na 


f 3 LZ 








GI 


none 


Score 


Q 1 








F von Q 


6R94 71 3S 7301 731? 












O C • 1\ v»> . 


33? fift 


Oft/-, t n 
oeq . i u 


A TQQ1 m Q 


■ 1Z . 


UoUl , 


, 


Gene No. 


68988 


Strand 


+ . . 








Start 


866 


End 


5028 








Name 


OJ991018 12.0301.C2.ol.np 


Method 


AAT/NAP 








Start 


866 


End . 


. 5028 








GI 


4234852 


Score 


4356 










866.. 998, 1049,. . 5028 v • 














(AF082133) gag-pol polyprotein [Zea mays] 








Sea No 


33268 


Seq. ID 


OJ991018 


1 o 
1Z . 


(J JU 1 . 


UZ 


Gene No. 


68989 


Strand 


+ 








Start 


11474 


End 


13535 








Name 


OJ991018 12.0301.C2.o5.np 


Method 


AAT/NAP 








Start 


11474 


End 


13535 








GI 


6721561 


Score 


115 








Exons 


11474. .11582, 13502. .13535 












GI Descrip. 


(AP001073) EST AU082058 (C12 97 6 ) corresponds, to 


a region 


Of 



predicted gene.; hypothetical protein [Oryza sativa] 
gi i 6815086 |dbj |BAA90372.1| (AP001081) EST AU082058 (C12976) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



33362 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



33268 
68990 
5594 

OJ991018_12 . 0301 .C2 . o2 . np 
5594 
4826399 
5594. .5761, 5837. .6804 

(AJ012423) wall-associated kinase 2 [Arabidopsis thaliana] 



Seq. ID OJ991018_12.0301.C2 
Strand 

End 6804 

Method AAT/NAP 

End 6804 

Score 4 98 



33268 
68990 
5594 

OJ991018_12 . 0301 .C2 . o2 . gs 

5660 

none 

5660. . 6697 



Seq. ID OJ991018_12.0301.C2 
Strand 

End 6804 

Method GENSCAN 

End 6697 

Score . 6 



Seq. ID OJ991018_12.0301.C2 
Strand 

End 15795 



Seq. No. 33268 
Gene No. 68991 
Start 9378 

Name, ,.OJ.991018_12 , 0301 . C2 . o2. tm Method . .TBLASTX : Maize...., 

.Start , . .^-9,5.9. , ~ ™_ End_ 9 6 8„ T 

GI- ------ none ■ " -- Score ' - 187 -•■*-■ 

Exons 959. .1210, 1161. .1535, 1165. .1566, 1282. .1536, 1576. .1707, 

1647. .1688, 1812. .1862, 1903. .1968 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



33268 
68991 
9378 

OJ991018_12.0301.C2.o3.ts 

2182 

none 



Seq. ID OJ991018_12.0301.C2 
Strand 

End 15795 

Method TBLASTX : Soybean 

End 2630 

Score 4 9 

2182. .2247, 2284. .2385, 2362. .2385, 2372. .2536, 2389. .2628, 
2434. .2613, 2541. .2630 



Seq. No. 
Gene No. 
Start 
Name 
Start 

GI * ; 

Exons 



33268 
68991 " 
9378 

OJ991018_12.0301.C2.o2.tw 

.2338 ...... 

none 



Seq. ID OJ991018_12.0301.C2 
Strand 

End 15795 

Method TBLASTX : Wheat 

End 3000 

Score ' 24 7 



2338.. 2577, 2523.. 2576/ 2617.. 2.922, 2640 ... 2891, ■ 2901 . . 2975, 
2902.. 3000 



Seq. No. 33268 

Gene No. 68991 

Start 9378 

Name OJ991018_12 . 0301 . C2 . o3 . tc 

Start 2617 

GI none 

Exons 2617.. 2817, 2830.. 2997 



Seq. ID OJ991018_12.0301.C2 
Strand 

End 15795 

Method TBLASTX: Cress 

End 2997 

Score ' 123 



Seq. No. 33268 

Gene No. 68991 

Start 9378 

Name OJ991018 12 . 0301 . C2 . o5 . tm 



Seq. ID OJ991018 12. 0301. C2 
Strand 

End 15795 

Method TBLASTX : Mai ze 



33363 




<5t- a t" t~ 










LjI 1U 


9 QQd 
z y 4 




KJ I 


none 








Score . 


x / D 




DAUIlO 


9 61 7 9fi9fi 


9fi^ 


9fi Q9 


9Q9^ 


9 QQd 






Seq. No. 


33268 








Seq. ID 


OJ991018JL2.0301 


.C2 


Gene No. 


68991 








Strand 






oiai l 


^ J ' o 








FnH 


1 S7 Q^ 

X J / _/ J 




LMctlllt: 


d.tqqi m fi 19 


UJUI 


P9 oS 


t- e 

L o 


Mflf H iH 


TRT ZiQTV* Qrn rY\ can 
1 DJ_ir\o 1 A . OOyjJcan 




Otal L 


9 6^1 ~~ 

^ U Jl 








PnH 


J U U J 






I lUilC 








OL-UI c 


1 10 
X / u 






96^1 97Qfi 


9 


9fi9fi 


9ft 

6O0U 


. i jUU J 








^?9fifi 








Seq. ID 


OJ991018_12.0301 


CO 


Gene No. 


68991 








Strand 






Start 


9378 








End 


15795 




Name 


O.TQQ1 01ft 19 




P9 r>9 


L o 


Method 


TBLASTX : Soybean 




Qf- o rt 

O Lai L 


^S1 4 _ 

J J X 1 








End 


3951 






s s n Q9 60 








Score 


362 




TT 1 \r /~\ r^t c 


^R1 d "3QM 


? ^ 9 1 




jDUj 


.3875, 3918. .3950 




















.S.ejl*.. No,.,, . 


.33268. 








Seq. ID 


0 J9 9 1018.^12., .0301 


-C2; 


.Gen,e..-,N.o.^.^. 


„,..6.a9.al 








.^S.tr.anci— 






art — 


J J / O 








End- ■ - 


• 15795 




Name 


OTQQ1 01 fi 19 


0^01 
UjUI 


P9 o 9 


L C 


Method' 


TBLASTX: Cress 




Of -) y-4- 

oLdlL 


jDUI 








End 


3861 






none 








Score 


251 




Exons 


^01 ^fifil 

J O U I . . J O L> I , 




^fi ^Q 

. . JO J3 










Seq. No. 


33268 








Seq. ID 


OJ991018_12.0301 


.C2 


Gene No. 


68991 








Strand 






O Lai L 


-7 J / O 








End 


15795 




Name 


n.TQQi n i fi 19 

UuJ^lUiO xz. 




P9 r>1 


■J- w 
L W 


Method 


TBLASTX: Wheat 




OLal L 


^fid 9 _ 








End 


4422 




(IT 

K3 I 


none 








Score 


361 




IliAUl 1 o 


^fid9 ^QfiQ 


J U *i J 


^Qfi7 

• J _7 O / , 


Jul J • 


.3996, 3972. .4418, 3973. .4422 


Seq. No. 


33268 








Seq. ID 


OJ991018__12.0301 


. C2 


Gene No. 


68991 








Strand 






OLdl L 


Q^7 fi 








End 


15795 




Name . 


o.tqqi m fi 19 


UjUI 


P9 r\A 


LIU 


.Method 


TBLASTX : Maize ... 




O Lai L 


^fid ^ 

JD4 J 








End 


4086 




O I 


none . * 








. Score 


272 - - 




T? von Q 


^fidV ^QSI 


JUUU 1 


^ QRD 


^ QR R 
J jO J i 


. 4086 






Seq. No. 


33268 








Seq. ID 


OJ991018_12.0301 


.C2 


Gene No. 


68991 








Strand 






u Lai L 


5 J / o 








End 


15795 




Name 


o.tqqi ni fi 19 




P9 r^^ 


LIU 


Method 


TBLASTX: Maize 




o L ax L 


d Oft 7 
fl U 0 / 








End 


4518 




GI 


none 








Score 


81 




Exons 


4087. .4248, 


4222. 


.4518, 


4362. 


.4517 






Seq. No. 


33268 








Seq. ID 


OJ991018JL2.0301 


.C2 


Gene No. 


68991 








Strand 






Start 


9378 








End 


15795 




Name 


OJ991018 12. 


0301. 


C2.o4 . 


ts 


Method 


TBLASTX: Soybean 





33364 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 

_S.ta.r^„ 
-Name - 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start . 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



4408 
none 

4408. .4590, 

33268 
68991 
9378 

OJ991018_12, 
4531 ' ' 
none 

4531. .4590, 

33268 
68991 
9378 

OJ991018_12. 

4578 

none 

4578. .4811, 

33268 

68991 

. 93:18. ____ 
0 J9 91-01 8_12. 
5819 
none 

5819. .6034, 
6281. .6343, 
6680. .6766 

33268 
68991 
9378 

OJ991018_12. 

6023 

none 

6023. .6163, 
6365. . 6511, 

33268 

68991 

9378 " 

OJ991018_12. 

6024 

none 

6024. .6104, 

33268 
68991 
9378 

OJ991018_12. 

6026 

none 

6026. .6157, 
6576 . . 6662, 



4603. .4794, 4783. 

0301.C2.o6. tm 
4573. .4749, 4798. 

0301.C2.o3. tw 
4582. .4977 



End 
Score 
.4974 



4974 
132 



Seq. ID OJ991018_12.0301.C2 
Strand 

15795 

TBLASTX : Maize 
4989 
56 



End 

Method 
End 
Score 
.4989 



0301.C2 .ol% tm 



6035.. 6157, 6047, 
6282.. 6347, 6360. 



Seq. ID OJ991018JL2.0301.C2 
Strand 

End 15795 

Method TBLASTX : Wheat 

End 4977 

Score 282 



Seq. ID OJ991018_12.0301.C2 

Strand.. . .- . .._ ...... _ „.. . 

„End™. 5J.9l5„^..___._11_J1^ 
Method ■- TBLASTX: Maize- - - ~" 
End 6766 
Score 50 

.6157, 6182. .6271, 6186. .6272, 
.6461, 6362. .6568, 6578. .6667, 



0301.C2.ol.ts 



6041.. 6157, 6180, 
6405.. 6500, 6534, 



0301-.C2.o4.tw- 



6035. .6157, 6182. 



0301.C2.ol.tc 



,6182. .6271, 6281. 
6663. . 6/39, 14522 



Seq. ID OJ991018_12.0301.C2 
Strand 

End 15795 

Method TBLASTX : Soybean 

End 67 51 

Score 78 
.6257, 6188. .6271, 6281. .6364, 
.6569, 6578. .6667, 6707. .6751 

Seq. ID OJ991018_12.0301.C2 

Strand - 

End "15795 . ' 

Method - TBLASTX: Wheat 
End 6421 
Score 57 
.6271, 6189. .6272, 6275. .6421 

Seq. ID OJ991018_12.0301.C2 

Strand - 

End 15795 

Method TBLASTX : Cress 

End 15355 

Score 74 

.6331, 6374. .6568, 6405. .6500, 
. .14590, 15296. .15355 



Seq. No. 



33268 



Seq. ID OJ991018 12. 0301. C2 



33365 




Gene No. 


68991 


Strand 






Start 


9378 


End 


15795 




Name 


OJ9'91018 12.0301.C2.o3.np 


Method 


AA1 / NAr 




C* -4- -i v 

start 


9346 


End 


t o n n a 
lzUU4 




Lrl 


6815109- 


Score 


O C "7 
ZD / 




Exons 


9346. .10656, 11966. .12004 








(a! uescrip . 


(AP001081) hypothetical protein [Oryza 


sativa ] 




beq. mo. 


33268 


Seq. ID 


atqqi rn Q io mni 

ujyyiuio iz.ujui, 


o 

, Cz 


Gene No. 


68991 


Strand 






Start 


9378 


End 


15795 




Name 


OJ991018 12.0301.C2.o3.gs 


Method 


GENSCAN 




o t ar t 


9378 


End 


15795 




P T 
bl 


none 


Score 


. 63 




Exons 


9378. .9671, 9768. .9914, 10008 .. 10116, 


10263. . 10656, 






1 1 COO 1 1 {TQC 1/1^1/1 1 A A Ci A 
. , 11DO J/ 14J14..144U4, 


14 521. .15073, 15167. .15378, 






1 CCCQ 1 CCTQ 1 CTOQ 1 CTQC 

IjjOo . . lob / J, lo / £o. . lo / yo 








beq. no. 


JJZ do 


Seq. ID 


OJ991018_12.0301. 


o 

, CZ 


Gene No. 


f QQQ1 

bo y y i 


Strand 






Start 


y o / o 


End 


15795 




Name . ... _ ■ . 


uj.y_y luxo i.z.. uou.i ._cz . 04 . np_ ... 


Method. 


AAT/NAP. ..... 




Atari 




l_jEnd__L_ 


_i54.02_ „ 




bl ■ ■ 


- 4680183 - - • -• 


Score 


133- -■- 




Exons 


i i oco ii/i/ii i coco ic/ino 








GI Descrip. 


(Ariii/uyj gag-poi protein 


[Oryza sativa subsp. indica] 




beq. no. 


JJ^ DO 


Seq. ID 


OJ991018_12.0301. 


o 

Cz 


Gene No. 


do y y i 


Strand 






Start 


yj / o 


End 


15795 




Name 


r^TQQimo io n "5 n i po r-vT 
ujyyiuio i z . u i . . o / . np 


Method 


AAT/NAP 




btart 


12244 


End 


15442 




bl 


4826399 


Score 


248 




Exons 


1 OO A A 1 O O Q A 1/IOQC 1/1/1^/1 
1ZZ 4 4 . . 1ZZ04 , 1 4Z y O . . 1 4 4 U4 , 


14521. .15184, 15218. .15442 




GI Descrip. 


t/\juiZ4Zo; wail — as sociatea 


kinase 2 [Arabidopsis thaliana] 


beq. no. 


33269 


Seq. ID 


OJ991018_12.0301. 


C5 


Gene No. 


68992 


Strand 


+ 




Start 


11782 


End 


13206 




Name 


OJ991018 12.0301.G5.o2.np 


Method 


AAT/NAP 




otart 


11782 


End . 


. 132.06. 




bl , 


6730728* ; " * " 


Score . 


755 ' 




. Exons 


11782.;. 13206 








GI Descrip. 


(AC018849) unknown protein 


[Arabidopsis thaliana] _ 




beq . no . 


33269 


Seq. ID 


OJ991018_12.0301. 


C5 


Gene No. 


68993 


Strand 






Start 


1 


End 


3899 




Name 


OJ991018 12.0301.C5.ol.np . 


Method 


AAT/NAP 




btart 


1 


End 


3899 




bl 


5803260 


Score 


702 




Exons 


1. . 1044, 1259. .1363, 2969. . 


3899 






GI Descrip. 


(AP000399) similar to wakl 


gene (AJ009696) [Oryza sativa] 


Seqi No. 


33269 


Seq. ID 


OJ991018_12.0301. 


C5 


Gene No. 


68994 


Strand 






Start 


15771 


End 


20424 





33366 




Name 


OJ991018 12 0301 C5 


. o2 . tw 


Method 


TBLASTX: Wheat 


Start 


255 ~ 




End 


652 


GI 


none 




Score 


103 


Exons 


255 . . 395, 266. . 394, 


413. .487, 


420.. 503, 605.. 652 


Seq. No. 


33269 




Seq. ID 


OJ991018_12.0301.C5 


Gene No. 


68994 




Strand 


- 


Start 


15771 




End 


20424 


Name 


OJ991018 12 0301 C5 


. ol . tc 


Method 


TBLASTX: Cress 


Start 


257 ~~ 




End 


883 


GI 


none 




Score 


75 


Exons 


257 . . 385, 270 . . 389, 


425 577, 


426. .521 


, 605. .796, 773. .883 


Sea. No. 


33269 




Seq. ID 


OJ991018_12.0301.C5 


Gene No. 


68994 




Strand 




Start 


15771 




End 


20424 


Name 


OJ991018 12 . 0301 .C5 


. ol . tm 


Method 


TBLASTX: Maize 


Start 


266 _ " v ■ 




End 


997 


GI 


none 




Score 


73 


Exons 


266 388. 273 386 


413 . .487, 


417. .503, 513. .578, 530. .574 




593. .799, 740. .898, 


911 997 






Spq . - No . 


,3 32 £.9 1~ 


• -r r-_--.. 


^Se.q..^_LEL 


...QJ 9.910 l. : 8_1.2-. n 03 0±JZ5l 


Gene No.- - 


• 68 994- - - ~ ~~ ~ 




-Strand 




Start 


15771 




End 


20424 


Name 


OJ991018 12 0301 C5 


. ol . t s 


Method 


TBLASTX: Soybean 


Start 


266 _ 




End 


982 


GI 


none 




Score 


86 


Exons 


266 388 267 386 


411. .488, 


419. .487 


, 605. .742, 636. .740 




800 . . 910, 938 . . 982 






Seq. No. 


33269 




Seq. ID 


OJ991018_12.0301.C5 


Gene No. 


68994 




Strand 




Start 


15771 




End 


20424 


Name 


OJ991018 12 0301 OS 


o4 . tw 


Method 


TBLASTX: Wheat 


Start 


11775 _ 




End 


12005 


GI 


none 




Score 


136 


Exons 


11775 . . 11936, 11779 


.11934, 11916. .12005, 11917.. 12000 


Seq. No. 


33269 




Seq. ID 


OJ991018_12.0301.C5 


Gene .No . .. 


68994... 




Strand 




Start" 


* 15771 ' 




.End 


"20424 


Name 


OJ591018 12 0301 OS 


o2 . t s • 


•Method .'■ 


TBLASTX : .Soybean 


Start 


12016 * 




End 


13092 ■ ■ 


GI 


none 




Score 


176 


Exons 


12016. . 12261, 12264 . 


.12329, 12265. .12351, 12949.. 13092 


Seq. No. 


33269 




Seq. ID 


OJ991018_12.0301.C5 


Gene No. 


68994 




Strand 




Start 


15771 




End 


20424 


Name 


OJ991018 12. 0301. C5. 


o3 . gs 


Method 


GENSCAN 


Start 


15771 




End 


20262 


GI 


none 




Score 


.48 


Exons 


15771. .15941, 16009. 


.16139, 16275. .16530, 16617 16878, 



16982. .1 /280, I/3fo0. .17773, 17853 .. 182 19, 18322 .. 184 66, 
18843. .20262 



33367 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991018 12. 0301. C5 



20424 
AAT/NAP 
20424 
2011 



33269 
68994 
15771 

OJ991018_12. 0301.C5.o3.np 
15783 
5441880 

15783. .15998, 16306 .. 16550, 
17853. .18181, 18317. .184 64, 
20025. .20424 

(AP000367) EST C28952 (C62945 ) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein. 
(AC003981) [Oryza sativa] 



16617. .16878, 16982. 
18967. .19290, 19549. 



.17280, 
.19580, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

-SeqL- No. 
-Gene.. Mp,.. 

Start 

Name 

Start 

GI 

Exons 



33269 
68994 
15771 

OJ991018_12. 0301.C5.o3.tw 

17946 

none 



Seq. ID OJ991018_12.0301.C5 
Strand 
End 

Method 
End 
Score 



20424 

TBLASTX: Wheat 

18128 

98 



17 94 6. .18065, 17 947. .18066, 18064. .18111, 18075. .18128 



33269. t ^ 

..£83$ A.-^ " ... 11 , 
15771-- ----- - - ~ - - - -■• 

OJ991018_12.0301.C5.ol.tw 

19798 

none 



w Seq.. ...ID. ; .OJ9910,18^12.,.03PA^C5^ 

_;.,.._S± ran.d r< 

- End : - 20424 : - --- - - - - - - 

Method TBLASTX : Wheat 

End 20173 

Score 114 



19798. .19971, 19807 19962, 19969 .. 20172 , 20021.. 20173 



Seq. No. 


33269 






Seq. ID 


OJ991018 


_12 


.0301 


.C5 


Gene No. 


68994 






Strand 










Start 


15771 






End 


20424 








Name 


OJ991018 12. 0301. C5. 


o2 


. tm 


Method 


TBLASTX: 


Maize 




Start 


19873 






End 


20424 








GI 


none 






Score 


193 








Exons 


19873. .19944, 19991. 


.20311, 


20002. .20424 








Seq. No. 


33270 






Seq. ID 


OJ991018 


_12. 


.0301 


.C6 


Gene No. 


68995 






Strand 


+ 








Start 


792 






End 


3127 








Name 


OJ991018 12. 0301. C6. 


ol, 


' g P 


.... Method 


AAT/GAP. 








Start . 


7 92 " " 






End ' " 


1802" 








GI ■ 


3107050. 






Score . 


514 ■ . 








Exons 


792. .927, 1623. .1802 ' 














Seq. No. 


33270 






Seq. ID 


OJ991018 


_12. 


,0301 


.C6 


Gene No. 


68995 






Strand 


+ 








Start 


- 792 






End 


3127 








Name 


OJ991018 12. 0301. C6. 


ol. 


gs 


Method 


GENS CAN 








Start 


1679 






End 


3127 








GI 


none 






Score 


. 99 








Exons 


1679. .3127 
















Seq. No. 


33270 






Seq. ID 


OJ991018_ 


_12. 


0301 


.C6 


Gene No . 


68995 






Strand 


+ 








Start 


792 






End 


3127 








Name 


OJ991018 12. 0301. C6. 


ol. 


np 


Method 


AAT/NAP 









33368 



Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



1679 End 3097 

6730728 Score 738 

1679. .3097 

(AC018849) unknown protein [Arabidopsis thaliana] 



33270 Seq. ID 

68996 Strand 
4J4 6 End 
OJ991018_12 . 0301 . C6 . o2 . gp Method 
4 84 6 End 
40461_1.R1084 Score 
4846. .5075, 5744. .6180 

, 5231209/gb|AF159061.1|AF159061 2.0e-68 Oryza sativa subsp. 
indica serine/threonine protein phosphatase PP2A-3 catalytic 
subunit (PP2A) gene, complete cds 1 



OJ991018_12.0301.C6 
+ 

7432 
AAT/GAP 
6180 
1249 



Seq. No. 


33270 


Seq. ID 


OJ991018_12, 


.0301. 


C6 


Gene No. 


68996 


Strand 


+ 






Start 


4846 


End 


7432 






Name 


OJ991018 12.0301.C6.o2.np 


Method 


AAT/NAP 






Start 


5800 


End 


7218 








. .6J30728, ..„ : „. 


x. Score. ri- , : 


v 758^_:_^ 






Exons _ ._ ' ... 












GI Descrip. 


- (AC018849)-'*unknown -protein 


[Arabidopsis 


i thali-ana]' * - 






Seq. No. 


33270 


Seq. ID 


OJ991018 12. 


,0301. 


C6 


Gene No. 


68996 


Strand 


+ 






Start 


4846 


End 


7432 






Name 


OJ991018 12.0301.C6.o3.gp 


Method 


AAT/GAP 






Start 


6870 


End 


7432 






GI 


3760151 


Score 


1086 






Exons 


6870. .7432 











Seq. No. 


33270 


Seq. ID 


OJ991018_ 


12 


.0301 


.C6 


Gene No. 


68997 


Strand 


+ 








Start 


9192 


End 


9569 








Name 


OJ991018 12.0301.C6.o3.gs 


Method 


GENSCAN • 








Start 


9192 


End 


9569 








GI 


none 


Score 


.85 ■ 








Exons 


9192. .9569 












Seq. No. 


* '33270 ' ' 


'""..Seq. ID. 


OJ991018_ 


12 


.0301' 


7'ce 


Gene No-. 


68998 ■ 


. Strand - 


+ .' ■ * 








Start 


15740'. 


End 


18135 








Name 


OJ991018 12.0301. C6.o3.np 


Method 


AAT/NAP 








Start 


15740 


End 


18132 








GI 


6730728 


Score 


506 








Exons 


15740. . 16643, 18082. .18132 












GI Descrip. 


(AC018849) unknown protein 


[Arabidopsis thaliana 


] 






Seq. No. 


33270 


Seq. ID 


OJ991018_ 


12 


.0301 


.C6 


Gene No. 


68998 


Strand 


+ 








Start 


15740 


End 


18135 








Name 


OJ991018 12.0301.C6.o4.np 


Method 


AAT/NAP 








Starr 


15/40 


End 


18135 








GI 


6730728 


Score 


507 








Exons 


15740. . 1664 3, 18082. . 18135 













33369 



GI Descrip. (AC018849) unknown protein [Arabidopsis thaliana] 



Seq. No. 33270 

Gene No. 68999 

Start 10544 

Name OJ991018_12 . 0301 . C6 . o4 . gs 

Start 10544 

GI none 

Exons 10544. .10954, 10987 .. 11191, 
12821. . 12940 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991018_12.0301.C6 

12940 
GENSCAN 
12940 
.76 



11870. .12048, 12443. .12580, 



Seq. No. 33270 Seq. ID 

Gene No. 68999 Strand 

Start 10544 End 

Name OJ991018_12 . 0301 . C6 . o4 . gp Method 

Start 12788 End 

GI 5455575 Score 

Exons 12788. .12927 



OJ991018_12.0301.C6 

12940 
AAT/GAP 
12927 
234 



Seq. No. 33270 
Gene No. 69000 

..Starts, , . v ^1954 9_ _ ,,.__„ ,.,.. u , r . iiJ= .,._ „ 
-Haiue-.„^ w :_„„.. .OJ.a9lJ0„18_12,^a3Qr.C6- 02",.^^ 

Start - - --1.67 6 - 

GI none 
Exons 1676 . . 

5793. . 
15779. 
15884 . 



25751.. 

XBL^.XXLWheai.- 



1825, 1678.. 1806, 1733 
5954, 5797. . 5952, 5934 
.15892, 15782. . 15865, 15798 
.15961, 15885. .15959 



Seq. ID 
Strand 
EnaL^ r ^ 
Methods 
End - 15961 - 

Score 102 
1831, 1744. .1833, 
6023, 5935.. 6018, 
15890, 15861 



OJ991018 12. 0301. C6 



1830. .1907, 
15768. . 15884, 
.15959, 



Seq. No. 33270 

Gene No. 69000 

Start 19549 

Name OJ991018_12 . 0301 . C6 . o2 . ts 

Start 1891 

GI none 

Exons 1891... 2139, 1913.. 2161, 2152, 
6012'.'. 6260, 6034.. 6279, 6282. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991018 12. 0301. C6 



25757 

TBLASTX : Soybean 
16301 
179 

2226, 2159. .2248, 2909. .3007, 
6350, 6283.. 6363, 6976.. 7101, 



15950. .16198, 15957. .16217, 16220. .16297, 16221. .16301 



Seq. No. .33270 . 

Gene No. 69000 

Start . 19549 • . • 

Name ' OJ99l018__12 . 0301 . C6 . 06 . gs 

Start 19549 

GI none 

Exons 19549. .20732, 20888 .. 21052, 
24307. .24658, 248i5. .24843, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991.018._12. 0301. C6 

25757 
GENSCAN 
25693 
.87 



22443. .22510, 22901 .. 23028 , 
25586. .25693 



Seq. No. 33270 Seq. ID 

Gene No. 69000 Strand 

Start 19549 End 

Name OJ991018_12 . 0301 . C6. o5 . np Method 

Start 19555 ■ End 

GI 4966347 Score 

Exons 19555. .20665 

GI Descrip. (AC006341) Similar to gb|AJ012423 wall-associated kinase 2 from 



OJ991018_12.0301.C6 

25757 
AAT/NAP 
20665 
525 



33370 



Arabidopsis thaliana . 



Seq. No. 33270 
Gene No. 69000 
Start 19549 

Name OJ991018_12 . 0301 . C6 . ol . tc 

Start 19714 
GI none 
Exons 19714. 

20075. 

20398. 



.19917, 19918. 
.20173, 20170, 
.20571, 20572, 



.20067, 
.20220, 
.20628, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ9gl018_12.0301.C6 



25757 

TBLASTX: Cress 
25694 
41 

1994 9. .19993, ' 20071. .20160, 
20275.. 20457, 20294 .. 20395 , 
25602. .25694, 25606. .25674 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



,.S.eq^No_.,_ 
Gene No . - ■ 
Start 
Name 
Start 
GI 

Exons 



33270 
69000 
19549 

OJ991018_12.0301.C6.ol.tm 
19924 



Seq. ID OJ991018_12.0301.C6 
Strand 

25757 

TBLASTX: Maize 
20655 
49 



End 

_ Method 

End 
Score 

20055, 19931. .20053, 20071 .. 20160, 20075 .. 20161 , 
20236, 20170. .20232, 20251 .. 20457 , 20291 .. 20458 , 
20556, 20444 . .20530, 20569.. 20655 

S. -CS . Z^l^Z. . Zl~^se qV _iix ~ .0 jsAiqIq _iiL o 3.oIIcj5 



none 
19924 . 
20168. 
20419. 

13327.0, 

69000- - - ■ Strand 

19549 End 

OJ991018_12 . 0301 . C6 . ol . ts Method 

19924 End 

none Score 

19924 . .20049, 19925 .. 2004 4 , 20069 .. 2014 6, 20077 

20170. .20235, 20263 .. 20400, 20294 .. 20395 , 20458 
20596. .20640 



25757 

TBLASTX : Soybean 
20640 
61 

20160, 
20556, 



Seq. No. 33270 

Gene No. 69000 

Start 19549 

Name OJ991018_12 . 0301 . C6 . ol . tw 

Start 19924 

GI none 

Exons 19924. .20055, 19931 .. 20050, 
20158. .20220, 20263... 20310 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991018_12.0301.C6 
25757 

TBLASTX: Wheat 

20310 

67 



20071. .20160, 20078. .20161, 



Seq. No. 

Gene No ' ■ 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 

ru ±. 

O l_ Cl -L L. 

GI 

Exons 



33270 ' * " . • Seq. ID 

69000*' . . , Strand 

19549 ' End 

OJ991018_12. 0301.C6.o6.np Method 

23324 End 

5803260 Score 
23324. .23346, 25598. .25757 

(AP000399) similar to wakl gene (AJ009696) [Oryza sativa] 



OJ991018_12. 0301". C6 

25757 
AAT/NAP 
25757 
88 



33271 Seq. ID 

69001 Strand 

1 End 

OJ991018_12.0301.C7 .ol.np Method 

I End 

4826399 Score 
1. .687 



OJ991018_12.0301.C7 

2179 
AAT/NAP 
687 
186 



33371 




X U> O X, J.y ■ 


(AJ012423) wall-associated 


kinase 2 [Arabidopsis thaliana] 


Seq. No. 


33271 




Seq. ID 


OJ991018_12.0301.C7 


Gene No. 


69001 




Strand 


- 


Start 


1 




End 


2179 




OJ991018 12. 0301. CI. 


.ol.gs 


Method 


GENSCAN 


Cf art 


11 




End 


2179 


GI 


none 




Score 


.58 




11. .703, 916. .1077, 


1547. . 


1602, 2048.. 


,2179 


Seq. No. 


33271 




Seq. ID 


OJ991018_12.0301.C7 


Gene No. 


69002 




Strand 


- 


Start 


8240 




End 


8899 


Name 


OJ991018 12. 0301. C7. 


,o3.gs 


Method 


GENSCAN 


o u d J- u 


8240 




End 


8899 


GI 


none 




Score 


.53 


F von <3 


8240. .8899 








Seq. No. 


33272 




Seq. ID 


OJ991018_12.0301.C9 


Gene No. 


69003 




Strand 




Start 


1 




End 


993 


Name.. . __ . „ 


0 J 9 91 0 1 8 JL2 . 03 0 1 . . .C 9 . 


,jol...np_._ : 


Method 


..AAT/NAP . 


.5.tart..:...,..,.„_. 






_l^EncL 


.Jasi 


GI - - 


4*23988 ■ ' - 




• - - ■ Score - 


■4-20 - 



Exons t 1..716, 842. .951 

GI Descri'p. serine/threonine kinase homolog PR025 - Arabidopsis thaliana 
gi I 166813 (L04999) serine threonine kinase [Arabidopsis 





thaliana] 


1 












Seq. No. 


33272 








Seq. ID 


OJ991016 


!_12.0301.C9 


Gene No. 


69003 








Strand 






Start 


1 








End 


993 




Name 


OJ991018 


_12. 


0301.C9.ol 


.gs 


Method 


GENSCAN 




Start 


15 








End 


993 




GI 


none 








Score 


.94 




Exons 


15. .716, 


853 


i. .993 










Seq. No. 


33272 








Seq. ID 


OJ99101.8 


:_12. 03.01. C9 


Gene No. 


69003 








Strand 






Start 


1 








End 


993 




Name 


OJ991018 


12. 


0301.C9.ol. 


.tc 


Method 


TBLASTX: 


Cress 


Start 


23 ' 








. 'End 


946 




GI 


none. 








Score " - 


60 




Exons 


23. .151, 


37. 


.138, 1/48.'. 


.429, 


'244 . .366, 


251. .421, 


448... 558, 




866. . 946 














Seq. No. , 


33272 








Seq. ID 


OJ991018 


_12.0301.C9 


Gene No. 


69003 








Strand 






Start 


1 








End 


993 




Name 


OJ991018 


12. 


0301.C9.ol. 


, tm 


Method 


TBLASTX: 


Maize 


Start 


37 








End 


639 




GI 


none 








Score 


50 




Exons 


37. .138, 


53. 


.139, 143.. 


,433, 


148. .429, 


436. .543, 


437. .529, 




547. . 639 














Seq. No. 


33272 








Seq. ID 


OJ991018 


_JL2.0301.C9 


Gene No. 


69003 








Strand 







33372 



C4- -s >-4- 
O Lai L 


i 
j. 




End 


J 






Name 


O.TQQ1 m ft 


12.0301.C9.ol.ts 


Method 




Cat rV-\ o 3 n 

o L>y jjtrai 1 




O Lai. L 


o o 




End 


S4 ? 






o J. 


none 




Score 












49. .138, 143. .229, 148. .375, 


4^6 S4 ^ 






Seq. No. 


33272 




Seq. ID 


OJ991018 


_12.0301 


■ C9 


Gene No. 


69003 




Strand 








O Lai U 


1 




End 


Z> ZJ -) 






Name 


O.TQQ1 01 ft 


_12.0301.C9.ol.tw 


Method 


i. D i-i-cxO J. /V * 


vv i it; a L 




C4-3 y-f- 

O L al L 


1 S7 ~ 




End 


^ 






r; T 


none 




Score 


1 1 Q 
± ± y 






Ej AvJI lo 


X -J / . . "i U / 


251. .421, 436. .525, 


437. .532 








Seq. No. 


33273 




Seq. ID 


OJ991018 


_12.0301 


.C10 


Gene No. 


69004 




Strand 


+ 






Start 


9595 




End 


11790 






Name 


OJ991018 


12.0301. C10. o4.gs 


Method 


GENSCAN 






Start 


9595 




End 


11790 






GI 


none 




Score 


.42 







Exons 



9595.-9734, 10506 .. 10615 , 11657.. 11790 



^SBq.._,-No T . 
Gene No. 
Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. . 

Gene .No. 

Start- 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
3 1 a r L 
GI 

Exons 



33.2.13. 



69005 * - 

2241 

OJ991018_12. 0301. C10. o2.gs 

2241 

none 

2241.-2403, 2655. .2761 



^,-aeq.._-_ID_ .QJ^,.9.1Q1.R_1 ? . 4)3Q!UCHL 
'•■ Strand ■ • - - " 

End 2761 

Method GENSCAN 

End 2761 

Score .91 



33273 
69006 
7381 

OJ991018JL2. 0301. C10. ol.tc 
33 

none 



Seq. ID OJ991018_12. 0301. C10 
Strand 

8505 

TBLASTX: Cress 
8431 
76 



End 

Method 
End 
Score 

33. .80, 126. .194, 204. .287, 603. .674, 7766. .7906, 7788.-7889, 
7'901. .8002, 7920. .7958, 8000. .8293, 8001. .8084, 8142. .8222, 
8315. .8431, 8322. .8387 



33273 _ . . 
69006 
7381 • 

OJ991018_12. 0301. "CIO. ol.np 
7381 
4966347 
7381. .8505 

(AC006341) Similar to gb|AJ012423 wall-associated kinase 2 from 
Arabidopsis thaliana. 



Seq. ID .OJ991018_12.030L.C10 
Strand 

End.. 8505 • • 

Method AAT/NAP 

End 8505 

Score 554 



33273 
69006 
7381 

OJ991018_12. 0301. C10. ol.tm 

7571 

none 



Seq. ID OJ991018_12. 0301. C10 
Strand 

End 8505 

Method TBLASTX : Mai ze 

End 8413 

Score 108 



7571. .7759, 7754. .7891, 7770. .7889, 7778. .7891, 7901. .8002, 



33373 




7920. .7991, 7959. .8204, 8000. .8293, 8117. .8317, 8319. .8387, 
8321. .8413 





33273 


Seq. ID 


OJ991018_12. 0301. C10 




69006 


Strand 




Start 


7381 


End 


8505 


Name 




Method 


TBLASTX: Soybean 


Start 


7754 _ 


End 


8413 


GI 


none 


Score 


78 


Exons 


7754. .7888, 7763. .7888, 7764. 


.7889, 7902. .7991, 7916. .8002, 




8003. .8248, 8004. .8102, 8142. 


.8222, 8315. .8413, 8322. .8354 


Cpn Mo 


33273 


Seq. ID 


OJ991018_12. 0301. C10 


Gene No. 


69006 


Strand 




Start 


7381 


End 


8505 


Name 


OJ991018 12 0301 C10 o2 tw 


Method 


TBLASTX: Wheat 


Start 


7754 ~~ 


End 


8008 


GI 


none 


Score 


106 


Exons 


7754. .7891, 7782. .7892, 7916. 


.8008 




C /no M n 
O C ^ • LM KJ . 


■j *j / o 


Seq. ID 


OJ991018_12. 0301. C10 


Honp Mo 


_ _ U-'UU.U . . ..^ „ . . . . . _ . . . . . „..,.. - ... - 


-..Strand... ^ 




Start 


■ ■ ' -J.O 1 : . . t .. t ■ ,. , ■ , 


. End.., 


.' 850.5*. 7 ~"~~1„7- T" 




- -OJQQI 01 ft ■ 1 9' 0^01 n D ol t-w * 


-Method 


TBLASTX :Whe'at- 


Start 


ftrnn ~~ 

O \J >J \J 


End 


8398 


GI 


none 


Score 


75 


Exons 


8030. .8293, 8102. .8287, 8142. 


.8294, 8312. .8398, 8322. .8387 


Seq. No. 


33274 


Seq. ID 


OJ991018_12.0301.C11 


(?ano Mo 


69007 


Strand 


+ 


Start 


523 


End 


4076 


Name 


OJ991018 12.0301.Cll.ol.gs 


Method 


GENSCAN 


Start 


523 


End 


1375 


GI 


none 


Score 


.62 


Exons 


523. .803, 852. .971, 1081. .1375 




Sea No 


33274 


Seq. ID 


OJ991018_12.0301.C11 


flpi n ^ Mo 


69007 


Strand 


+ 


Start 


523 


End 


4076 


Name 


OJ991018 12.0301.Cll.ol.np 


Method 


AAT/NAP 


Start 


.734 


End 


4 07 6 .... .. . 


GI 


4 680341 ' V." 


Score . 


592 " 


R v o n <^ 


734.. 8-27., 853". .936, 995.. fc 1351 


, ,1663. .1717, - 4037. .4076 ; ' 


GI De srri n 


(AF128457) hypothetical protein [Oryza 


sativa subsp. indica] 


Seq. No. 


33274 


Seq. ID 


OJ991018_12.0301.C11 


Cprtp Mo 


69007 


Strand 


+ 


Of- a r -j- 


523 


End 


4076 


Name 


OJ991018 12.0301.Cll.o2.np 


Method 


AAT/NAP 


Start 


1154 


End 


2869 


GI 


5295967 


Score 


50 


Exons 


1154. .1184, 2495. .2577, 2748. 


.2869 




GI Descrip. 


(AB026295) Similar to Lycopersicon esculentum pT53 mRNA for 




wound-repressed gene, partial 


cds. (X598 


83) [Oryza sativa] 


Seq. No. 


33274 


Seq. ID 


OJ991018_12.0301.C11 


Gene No. 


69008 


Strand 


+ 



33374 



Start 19699 

Name OJ991018_12 . 0301 . Cll . o5 . np 

Start 19699 

GI 6730728 

Exons 19699. .20128 

GI Descrip. (AC018849) unknown protein [Arabidopsis thaliana] 



End 20128 

Method AAT/NAP 

End 20128 

Score 300 



Seq. No. 33274 

Gene No. 69009 

Start 2610 

Name OJ991018_12 . 0301 . Cll . o2 . gs 

Start 2610 

GI none 

Exons 2610.. 2742, 2774.. 2951, 
5034. .5317, 5795. .6653 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991018_12. 0301. Cll 

6653 
GENSCAN 
6653 
.45 



3019. .3055, 3972. .4122, 4 526. .4 647, 



Seq. No. 


33274 




Seq. ID 


OJ99101E 


}_12. 0301. Cll 




69009 




Strand 






Start 


2610 




End 


6653 




Name 


OJ991018 12. 0301. Cll. o3. 


.np 


Method 


AAT/NAP 




Start 


3186 




End 


6508 




: GI „ ... 


. 6721512 . 




r _ Score 


.53 




.Exons 


_3.18£.._ .3 223.^.4 <EO ,3l._ . ..4,7-7.7.,.. 


.AS 06 


....4 8S2.,;^6i,3A._.65.aa„ 




(ZT - np^rH n 

VJ -L LJ O ^> -L _i_ yj ■ 


•(AP001072) hypothetical 


protein [Oryza- 


* sativa]- 




Qprr M n 
OC^i LN KJ * 


33274 




Seq. ID 


OJ99101S 


!_12. 0301. Cll 


VJCilC LN W » 


69010 




Strand 






Start 


9060 




' End 


14458 




Name 


OJ991018 12. 0301. Cll. o3. 


. tw 


Method 


TBLASTX : 


Wheat 


Start 


165 




End 


1672 




GI 


none 




Score 


57 




Exons 


165. .224, 1209. .1241, 1240.. 


1338, 1241 


. .1339, 1241. .1339, 




1287. .1340, 1353. .1379, 


1354 


. .1380, 1356. .1376, 


1422. . 1487, 




1425. .1487, 1426. .1488, 


1581 


. .1643, 1594. .1653, 


1637. .1672 


Seq. No. 


33274 




Seq. ID 


OJ991018 


_12. 0301. Cll 


Gene No. 


69010 




Strand 






Start 


9060 




End 


14458 




Name 


OJ991018 12. 0301. Cll. o4. 


np 


Method 


AAT/NAP 




Start 


9060 




End 


14458 




GI 


.47.55191 




Score 


1098 




Exons 


9060.79078," 11334 .7.1'4247 , 14365. .14458 






GI Descrip. 


(ACO0701.8) putative.' non- 


■LTR 


retroeiement reverse transcripts 




[Arabidopsis .thaliana] 










Seq. No. 


33274 




Seq. ID 


OJ991018 


_12. 0301. Cll 


Gene No. 


69010 




Strand 






Start 


9060 




End 


14458 




Name 


OJ991018 12. 0301. Cll. ol. 


tc 


Method 


TBLASTX: 


Cress 


Start 


9579 




End 


10016 




GI 


none 




Score 


49 




Exons 


9579. . 9710, 9722. . 9841, 


9827 


. .9862, 9864. .9908, 


9913. . 9963, 




9972. . 10016 










Seq. No. 


33274 




Seq. ID 


OJ991018 


_12. 0301 .Cll 


Gene No. 


69010 




Strand 






Start 


9060 




End 


14458 





33375 



Name 

Start 

GI 

Exons 



OJ991018_12 . 0301 . Cll . ol . t s Method TBLASTX : Soybean 
9579 End 10106 

none Score 66 

9579. .9734, 9616. .9690, 9719. .9841, 9864. .9908, 9911. .9961, 
9913. .9963, 9961. .10017, 9972. .10016, 10025 .. 10054 , 10068. .10106 



Seq. No. 33274 

Gene No. 69010 

Start 9060 

Name OJ991018_12 . 0301 . Cll . ol . tm 

Start 9579 

GI none 

Exons 9579.. 9674, 9579.. 9710, 9616 



OJ991018 12. 0301. Cll 



Seq. ID 
Strand 
End 

Method 
End 
Score 

9684, 9617. .9712, 9661. .9840, 
9719. .9841, 9809. .9862, 9820. .9861, 9862. .9903, 9864. .9899, 
9864. .9908, 9911. .9961, 9913. .9963, 9961. .10017, 9961. .10005, 
9972.. 10016, 10025. .10054, 10025 .. 10054 , 10050 .. 10106, 
10068. .10106 



14458 

TBLASTX: Maize 

10106 

90 



Seq. No. 

Gene No. 

Start 
.Name _ . 
^.S±ar£_„_l 

GI-'- - 

Exons 

GI Descrip. 



33274 Seq. ID OJ991018_12 . 0301 . Cll 

69010 Strand 

9060 End 14458 

..OJ9910.18_.12. 03.01. Cll. ol. gp. . - .- Method .. AAT/GAP „ _ 

. 104£ i._ , r „ __^_EncL_„ „ r _i.0A95../ __^,.^Z1T-1J 

33357_1.R1084 Score 830 • 

10465. .10895 

f 42 62154 /gb | AAD14 4 54 | 5.0e-42 (AC005275) putative protein 
phosphatase regulatory subunit [Arabidopsis thaliana] 1 



Seq. No. 33274 

Gene No. 69010 

Start 9060 

Name OJ991018_12 . 0301 . CI 1 . o2 . tw 

Start 11906 

GI none 

Exons 11906. .12166, 11940 .. 12047 , 12212.. 12322 



Seq. ID OJ991018_12. 0301. Cll 
Strand 

End 14458 

Method TBLASTX : Wheat 

End 12322 

Score 69 



Seq. No. 


33274 






Seq. ID 


OJ99101* 


3_12.0301 


Gene No. 


69010- 






Strand 






Start 


9060 






End 


14458 




Name 


OJ991018 12. 0301. Cll 


. o3 . tm 


Method 


TBLASTX 


: Maize 


Start 


. 11978. . 






End . 


12352 




GI* " 


none 






Score 


.97 




Exons/ 


,11978. 


.12181, 12191. 


12352 








Seq. No. 


33274 






Seq. ID 


OJ99101S 


3_12.0301 


Gene No. 


69010 






Strand 






Start 


9060 






End 


14458 




Name 


OJ991018 12. 0301. Cll 


ol . tw 


Method 


TBLASTX 


Wheat 


Start 


12668 






F,nd 


12958 




GI 


none 






Score 


229 




Exons 


12668. 


.12958 











Seq. No. 33274 Seq. ID OJ991018_12 . 0301 . Cll 

Gene No. 69010 Strand 

Start 9060 End 14458 

Name OJ991018_12 . 0301 . Cll . o2 . tm Method TBLASTX : Maize 

Start 12833 End 13384 



33376 



GI none 

Exons 12833. .13222, 13229.. 13384 

Seq. No. 33274 

Gene No. 69010 

Start 9060 

Name OJ991018_12 . 0301 . Cll . o4 . tw 

Start 12998 

GI none 

Exons 12998. . 13279 



Score 



70 



Seq. ID OJ991018_12. 0301. Cll 
Strand 

End 14458 

Method TBLASTX : Wheat 

End 13279 

Score 186 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene JNq. 

.-St,ax£,_ *. 

Name" 
Start 
GI 

Exons 



33275 
69011 
1 

OJ991018_12.0301.C12 .ol .np 
1 

6730728 
1. .838 

(AC018849) unknown protein [Arabidopsis thaliana] 



Seq. ID OJ991018_12.0301.C12 

Strand + 

End 880 

Method AAT/NAP 

End 838 

Score 311 



33275 

. 69011 . ...... ..., : .,. r . .. . 

0 J 9 91 0 1 8_12 . 03 01 .€12 Vo 1 7g s 

491 

none 

491. .880 



Seq. ID OJ991018_12.0301.C12 

Strand . + - 

..End JBRQ-^/^^^^^S-, 
Method GENSCAN 
End 880 
Score .75 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 

Exons 

GI Descrip. 



33275 
69012 
1455 

OJ991018_12.0301.C12.o2.gs 

1455 

none 



Seq. ID OJ991018_12.0301.C12 
Strand 

End 9020 

Method GENSCAN 

End 4339 

Score .59 



1455. .2638, 2821. .2961, 3433. .3669, 3757. .3962, 4239. .4339 



33275 
69012 
1455 

OJ991018_12.0301.C12.o2.np 
1458 
.423988 



Seq. -ID OJ991018_12.0301.C12 

Strand ' - 

End 9020 

Method AAT/NAP 

End 8 606 

Score 756 ' 



.- 1458. .2638, 2813 . . 2919--, ,7778 .. 7843, 8162. .8606- 

serine/threonine kinase homolog PR025 - Arabidopsis thaliana 
gi I 166813 (L04999) serine threonine kinase [Arabidopsis 
thaliana] 



Seq. No. 33275 

Gene No. 69012 

Start 1455 

Name OJ991018_12 . 0301 . C12 . o3 . gs 

Start 8082 

GI none 

Exons 8082.. 9020 



Seq. ID OJ991018_12.0301.C12 
Strand 

End 9020 

Method GENSCAN 

End 9020 

Score .78 



Seq. No. 
Gene No. 



33275 
69013 



Seq. ID OJ991018_12.0301.C12 
Strand 



33377 



Start 
Name 
Start 
GI 

Exons 



10155 

OJ991018_12.0301.C12.ol.tm 
1617 
none 
1617. 
2065. 
2469. 



End 11823 
_ Method .TBLASTX: Maize 

End -2561 
Score 88 

,1817, 1818. .1946, 1825. .1944, 1959. .2060, 1985. .2044, 
.2133, 2070. .2351, 2142. .2264, 2358. .2465, 2359. .2451, 
,2561 



o e q . i\ o . 


33275 








Seq. ID 


OJ991018_12.0301.C12 


Gene No. 


69013 








Strand 




Start 


10155 








End 


11823 


Name 


OJ991018 12 


.0301. 




. LW 


Method 


TBLASTX: Wheat 


o tarn 


1809 








End 


2066 


C T 


none 








Score 


117 


Exons 


1809. .1946, 


1837. 


. i y 4 / , 


iy/i. 


2066 




oeq . ino . 


33275 








Seq. ID 


OJ991018_12.0301.C12 


bene no. 


69013 








Strand 




o uar u 


10155 








End 


11823 


Name 


OJ991018 12 


.0301. 




. US 


Method 


TBLASTX: Soybean 


Start 


1818 








End 


2465 


.GI^ . _„ . 


... none . . . ;: . . 








Score... . 


91. . „„__ 


.Exons 


_1.81£_.±9A3.,™L8.La.. 


...Ia4l,". 


~l9£a„. 


;2Q4 6 fft .,l,971;^...2Q.6.0.^,^.Q6.5 .-.21.51.^ 




- -2070. .2297, 


2358-. 


: 2-4 65 








Seq. No. 


33275 








Seq. ID 


OJ991018_12.0301.C12 


Gene No. 


69013 








Strand 




Start 


10155 








End 


11823 


Name 


OJ991018 12 


.0301. 


C12.ol 


. tc 


Method 


TBLASTX: Cress 


Start 


1821 








End 


8957 


GI 


none 








Score 


87 


Exons 


1821. .1952, 


1843. 


.1971, 


1945. . 


2073, 1959. .2060, 2070. .2351, 




2224. .2343, 


2370. 


.2480, 


2371. . 


2436, 8151. .8246, 8286. .8330, 




8382. .8450, 


8481. 


.8543, 


8874 . . 


8957 





Seq. No. 


33275 




Seq. ID 


OJ99101S 


_12.0301 


.C12 


Gene No. 


69013 




Strand 








Start 


10155 




End 


11823 






Name 


OJ991018 12. 


0301.C12.ol.tw 


Method 


TBLASTX: 


Wheat 




Start 


2079 




End 


2454 






GI. 


none . 




.Score 


77 






Exons 


■ 2079. .2342', 


2224.. 2343, 2358. 


.2447, 2359. .2454 






Seq. No. 


33275 




. Seq. ID 


OJ991018 


_12.0301 


C12 


Gene No. 


69013 




Strand 








Start 


10155 




End 


11823 






Name 


OJ991018 12. 


0301.C12.o3.np - 


Method 


AAT/NAP 






Start 


10155 




End 


11823 






GI 


6539588 




Score 


97 






Exons 


10155. .10173 


, 11608. .11823 











GI Descrip. (AP000837) hypothetical protein [Oryza sativa] 



Seq. No. 33276 Seq. ID OJ991018_12 . 0301 . C13 

Gene No. 69014 Strand 

Start 756 End 1396 

Name OJ991018_12 . 0301 . C13 . ol . np Method AAT/NAP 

Start 698 End 1396 



33378 



GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



4416302 
698. .1396 



Score 



715 



(AF105716) copia-type pol polyprotein [Zea mays] 



33276 Seq. ID 

69014 Strand 

756 End 
OJ991018_12 . 0301 . C13 . ol . gs Method 

756 End 

none Score 
756. .1358 



OJ991018_12.0301.C13 

1396 
GENSCAN 
1358 
.5 



Seq. No. 






dorr T n 


otqqi ni fi 19 n^m 

KJu^pyLULO lit . U jUI 






69014 




O LianCl 






Start 


7^6 






1 Q £ 
1 -5 y 0 




Name 




. l_ w 


4— W /-\ /~i 

rJctnOQ 


1 DLiAb 1 a : wneau 




Start 


765 ~~ 




End 


1220 




GI 


none 




Score 


62 




Exons 


765. .956, 768. .941, 960 


. .1220 








Seq. No. 


33276 




Seq. ID 


OJ991018_12.0301 


.C13 


: Gene . No . . 


6901.4 ... 




Strand .. 






..Start 


--•..--.-7.5.6,. _: s .^ 




,End.__V 






Name- - ' 


OJ9910ia, 1-2 . 0301. C13.ol 


.tm -*■ 


-Method - 


TBLASTX: Maize - - 




Start 


766 




End 


1376 




GI 


' none 




Score 


384 




Exons 


766. .1368, 768. .1376 










Seq. No. 


33276 




Seq. ID 


OJ991018_12.0301 


.C13 


Gene No. 


69014 




Strand 






Start 


756 




End 


1396 




Name 


OJ991018 12.0301.C13.ol 


. ts 


Method 


TBLASTX: Soybean 




Start 


766 




End 


1358 




GI 


none 




Score 


55 




Exons 


766. .936, 771. .950, 969, 


. .1358, 


1012. .1254 





Seq. No. 
Gene No. 
Start 
Name 
Start 
GI " ' 
Exohs - 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 



33276 
69014 
756 

OJ991018_12.0301.C13.ol.tc 
771 
none 

771. .974,V817, .933, .954. .1085 



Seq. ID OJ991018_12.0301.C13 
Strand 

End 1396 

Method TBLASTX: Cress 

End . 1085 

Score 70 



33277 
69015 
1 

OJ991208_19.0302.Cl.ol.np 
1 

6539580 
1..48, 151. .199, 325. .407 

(AP000837) hypothetical protein [Oryza sativa] 



Seq. ID OJ991208_19.0302.C1 

Strand + 

End 407 

Method AAT/NAP 

End 407 

Score 246 



33278 
69016 
228 

OJ991208 19.0302.C2.ol.ts 



Seq. ID OJ991208 19. 0302. C2 
Strand 

End 366 

Method TBLASTX : Soybean 



33379 





9 9ft 

£. z. O 


i^na 


366 








n on 0 


Score 


115 






Exons 


99ft *3fi9 99Q 










Octj . IN O . 


? ?97 Q 


Seq. ID 


OJ991208 19.0302 




Gene No. 


69017 


Strand 








Start 


1 


End 


2255 






Kf -a rn o 


O.TQQ1 90ft 1 Q n^D9 ol no 


Method 


AAT/NAP 






OLdl L 


1 — 
j. 


End 


2255 






r: t 


fift QQft QQ 

D O _7 _7 O -7 -7 


Score 


1170 








1 91 871 1 flfi^ 1 1 SI 17^6 


, 1861.. 2255 






f^T HpQrr'i n 




[Arabidopsis thaliana] 




Seq. No. 


33279 


Seq. ID 


OJ991208 19.0302 


.C3 


Gene No. 


69017 


Strand 








O Lai 1_ 


i 

J. 


End 


2255 






Name 


O.TQQI 9flft 1 Q n^09 p7 ol 1- q 

wU J^liUO J. _7 • U JUc . \^ ^) . w -L * Lo 


Method 


TBLASTX 


: Soybean 






ft 67 _ 


End 


1384 








none 


Score 


163 






TT v 0 r~i Q 


867 1 f)fi4 ftft7 1P.fi? 1 1 R/l 


1384, 1155 


. .1355, 


1156. . 1362 


.Seg.. No.. 


332.7.9...-.^. . ., 


... r Seq.,..ID^. 


.DJ99.120 


8_1 9....Q30.2 


•£3 


jGene_..No,.-_, 


690.12 ^ _ ,,.11^1 UL_1LL 


^.-StrarirL,.,. 








Cf a r f'. ■ 

OL.ci.LL 


- :1 • . 


- End- - 


2255^ 




- .-- 


Name 


OJ991208 19.0302.C3.o2.tm 


Method 


TBLASTX 


: Maize 




Of a y j- 


885 


End 


1012 








none 


Score 


178 






Exons 


885. .1010, 887. .1012, 887. .1009 








Seq. No. 


33279 


Seq. ID 


OJ99120 


3_19.0302 


.C3 


Gene No . 


69017 


Strand 








O Lai L 


1 


End 


2255 






Name 


OJ991208 19-0302. C3.ol.gp 


Method 


AAT/GAP 






Of- -) yf- 

O Ldl. L 


888 


End 


1248 








427903 


Score 


500 






XT' von q 

LAUl 1 0 


888. .1063, 1151. .1248 










Seq. No. 


33279 


Seq. ID 


OJ991208 19.0302 


,C3 


Gene No. 


69017 


Strand 








Q+- arf 
O L ai L 


1 


End 


2255 






Name 


OJ991208 19. 030.2. C3.ol.gs 


Method 


GENSCAN 






91- art 


/ 1323 . ^ 


End 


2200 






O J. T 


none 


Score 


,75* 








1323. .1756, 18 61. .2013, . 204 8 


..2200 








Seq. No. 


33279 


Seq. ID 


OJ99120S 


3_19.0302 


C3 


Gene No. 


69017 


Strand 








Start 


1 


End 


2255 






Name 


OJ991208 19.0302.C3.o3.ts 


Method 


TBLASTX 


Soybean 






1385 


End 


1526 




CI 


none 


Score 


80 






Exons 


1385. .1522, 1385. .1525, 1389 


. .1526 








Seq. No. 


33279 


Seq. ID 


OJ99120E 


) 19.0302. 


C3 


Gene No. 


69017 


Strand 








Start 


1 


End 


2255 






Name 


OJ991208 19,0302. C3.ol.tm 


Method 


TBLASTX: 


Maize 





33380 



Start 
GI 

Exons 

Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 



1410 End 1558 

none Score 175 

1410. .1541, 1411. .1542, 1411. .1536, 1418. .1549, 1418. .1558 



33279 
69017 
1 

OJ991209_19.0302.C3.o2.ts 

1918 

none 

1918. .2025, 1919. .2026, 2030. 
2184. .2222 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991208_19.0302.C3 
2255 

TBLASTX: Soybean 

2222 

135 



.2200, 2046.. 2186, 2048. .2200, 



m 
m 

O 

m 
O 

O 

o 
o 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

: GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 1 . . 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 



33280 Seq. ID OJ991208_19 . 0302 . C4 

69018 
1 

OJ991208_19.0302.C4 .ol.np 
1 

4325324 

1..548, 1139. .1264, 1349. 
2573. .2714 

(AF125574 ).,Aysyl-.tRNA synthetase;- LysRS. 4Arab.idops.is. thalianaj. 
. q± j.£0 .4,1.823, ijgJxL&AEX) 2,1 3.8 . XX ACmiimJlO. 4AC&<^^ 

-synthetase [Arabiddpsis ■■ t ha liana] • -- ■ -- ----- - 



Seq. ID 
Strand 
End 

Method 
End 
Score 
,1631, 1879.. 



OJ991208_ 
+ 

2714 
AAT/NAP 
2714 
1103 
1975, 2080 



,2236, 



33280 
69018 
1 

OJ991208_19.0302.C4 .ol. tin 

455 

none 



Seq. ID OJ991208_19.0302.C4 

Strand + 

End 2714 

Method TBLASTX : Mai ze 

End 2713 

Score 133 



455. .550, 465. .548, 1121. .1267, 1124. .1267, 1324. .1452, 
1340. .1624, 1341. .1625, 1342. .1629, 1349. .1633, 1513. .1632, 
1871. .1975, 1871. .1981, 1872. .1976, 2074. .2232, 2078. .2242, 
2078. .2242, 2550. .2663, 2554. .2709, 2561. .2713, 2572. .2712 



33280 
69018 
1 

OJ991208_19.0302.C4 .ol.gs 

468 

none 



Seq. ID OJ991208 19. 0302. C4 



Strand 
End 

Method 

End 

Score 



+ 

2714 
GENSCAN 
2281 
.75 * " 



■4 68.-, 54 8, 1139... 1264, 134 9. .1631; . 187 9 . . 1975, " 2080. .2281' 



33280 Seq. ID 

69018 Strand 

1 End 

OJ991208_19.0302.C4 .ol.tc Method 

489 End 

none Score 



OJ991208_19.0302.C4 
+ 

2714 

TBLASTX: Cress 

2714 

65 



489. .548, 1115. .1267, 1124. .1222, 1177. .1266, 1324. .1452, 
1340. .1624, 1347. .1625, 1349. .1633, 1513. .1632, 1871. .1981, 
1872. .1976, 2074. .2136, 2078. .2242, 2137. .2241, 2158. .2244, 
2560. .2712, 2561. .2713, 2589. .2714 



33280 
69018 



Seq. ID OJ991208_19.0302.C4 
Strand + 



33381 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
.Gene. No.. _. . 

Name - 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



. Seq. No.. 
Gene No. 
•Start . 
Name' 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ991208_19.0302.C4 .ol.gp 
1164 

LIB3477-004-P1-K1-F7 



End 

Method 

End 

Score 



2714 
AAT/GAP 
2138 
1008 



1164. .1264, 1349. .1631, 1879. .1975, 2080. .2138 

■4325324/gb|AAD17333| 9.0e-85 (AF125574) lysyl-tRNA synthetase; 
LysRS [Arabidopsis thaliana] 

>gi_6041823_gb_AAF02138. 1_AC009918_10 (AC009918) lysyl-tRNA 
synthetase [Arabidopsis thaliana] ' 



33280 
69018 
1 

OJ991208_19. 0302.C4 .ol.ts 
1208 



Seq. ID OJ991208_19.0302.C4 
Strand + 

2714 

TBLASTX: Soybean 
2713 
82 



End 

Method 
End 

none Score 
1208. .1267, 1324. .1632, 1347. .1604, 1348. .1632, 1349. .1633, 
1871. .1903, 1872. .1904, 1889. .2008, 1899. .1976, 2078. .2242, 
2137. .2241, 2561. .2713, 2572. .2712 

33280 Seq. ID OJ991208_1 9 . 0302 . C4 

_.69018_._,. . \ _ . Strand . + ... „ 

r l_ ^ _r^-,^-^End^„ 27i "a" , " " " \ _ 

OJ991208_19-.0302.C4.ol.tw- - Method *• TBLASTX : Wheat - 

1397 End 1981 

none Score 371 

1397. .1633, 1400. .1633, 1872. .1976, 1872. .1967, 1877. .1981 



33280 
69018 
1 

OJ991208_19.0302.C4 .o2.gp 
2602 

62345JL.R1084 
2602. .2714 - 

M325324/gb|AAD17333| 4.0e-59 (AF125574) lysyl-tRNA synthetase; 
LysRS [Arabidopsis thaliana] 

>gi_6041823_gb_AAF02138.1_AC009918_10 (AC009918) lysyl-tRNA 
synthetase [Arabidopsis thaliana] 1 



Seq. ID OJ991208_19.0302.C4 

Strand + 

End 2714 

Method AAT/GAP 

End 2714 

Score 226 



,33281 
69019 

"1 

OJ991208_19.0302.C7.ol.np 
1 

6815097 
1..1444, 1559. .2133 

(AP001081) Similar- to putative copia polyprotein (AC00.6248) 
[Oryza sativa] 



Seq. ID, OJ991208_19.0302..C.7 
Strand . - 
.End . -2133 
Method ' AAT/NAP 
End 2133 
Score 1731 



33281 
69019 
1 

OJ991208_19. 0302. C7. ol.ts 

3 

5509260 

3. .53, 84. .419, 213. .416 



Seq. ID OJ991208_19.0302.C7 
Strand 

End 2133 

Method TBLASTX : Soybean 

End 419 

Score 89 



33382 



vjX Ucbtlip. 








Seq. No. 


33281 


Seq. ID 


OJ991208_19.0302.C7 


Gene No. 


69019 


Strand 






X 


ljIIQ 


9 1 ^ ^ 


Name 


O.TQQ1 9Dft 1 Q mfl9 CI n1 oq 


ne Lfioa 




Cf a >-+- 

oldl L 


p i ~~ 

O X 


tLiLlO. 






none 


Score 




Hi AU1 


ft 1 ? Q9 

OX. . J Jl. 






Seq. No. 


33281 


Seq. ID 


OJ991208_19.0302.C7 


Gene No. 


69019 


Strand 




Of- -a v-f- 
O LCI J- L- 


i 

X 


t<nci 


9 1 7 ^ 
1 1 j j 


Name 


OTQQ1 90P 1 Q m09 P7 n9 rrQ 


Method 




CI-J- a y-|- 


ft 7 7 ~~ 


Hjna 


9 fl Q 9 


<3 X 


none 


Score 


.0-7 


Exons 


877 . . 1080, 169 9.. 2082 








?^9R 9 


oeq . x u 


P1TQQ1 9Hfi 1 Q n^n9 CQ 

uuyyizuo iy.ujuz.to 


Gene No. 


69020 


Strand 


+ ~~ 


Start 


143 


End 


7226 




O.TQQ1 90ft 1 Q n?fl9 Pft n1 rrc; 


_ MethocL 


. GENSCAN 


:Oi,a Z» ..___„% .,.. r 


in " ~" 

- ~- ... . ^.. P ,., l .. . 


"ikrid .... Zl". 


_I2.2„6 „ 


r* t . - 
ox 


none 


Score • " • 


- .72 • - - -• - 


Exons 


1 A ^ 999 1 R10 1 1 7/1Q 


1871, 2003 


..2154, 2197. .2310, 




OO/l c O/CQI 9CQ7 07Q9 0 


..3838, 4947. .5028, 6927. .7226 


o e q . in o . 


o o o o o 


Seq. ID 


OJ991208_19.0302.C8 


UCUC 


69020 


Strand 


+ 


Start 


143 


End 


7226 


Name 


OJ991208 19.0302.C8.o2.np 


Method 


AAT/NAP 


Start 


1736 


End 


3324 




6907087 


Score 


619 


Exons 


1736.. 2681, 3223.. 3324 






jjcscnp . 


(AP001129) ESTs C72771 (E2215) , AU082313 (E2215) correspond to 




region of the predicted gene 


. ; hypothetical protein [Oryza 




sativa] 






o c q . LN o . 


33282 


Seq. ID 


OJ991208_19.0302.C8 




69021 


Strand 




Start 


1 


End 


911 


Name 


OJ991208 19.0302. C8.ol.np 


Method 


AAT/NAP 


o Lai L »' 


1 . . 


-End • 


911 - ' . " 


n t 


6815097 ■ 


Score 


347 


T7 1 v /~n t™( o 


1..911 








(AP001081) Similar to putative copia polyprotein (AC006248) 




[Oryza sativa] 






Can 


33282 


Seq. ID 


OJ991208_19.0302.C8 


Gene No . 


69022 


Strand 




Start 


3720 


End 


5668 


Name 


OJ991208 19.0302.C8.o3.np 


Method 


AAT/NAP 


Start 


3720 


End 


5668' 


GI 


4680186 


Score 


199 


Exons 


3720. .3921, 5628. .5668 






GI Descrip. 


(AF111709) unknown [Oryza sativa subsp 


indica] 



33383 



Seq. No.. 33283 Seq. ID 

Gene No. 69023 ■ Strand 

Start 4411 End 

Name OJ991208_19 . 0302 . C9 . ol . gs Method 

Start 4411 End 

GI none Score 

Exons 4411.. 4528 



OJ991208_19.0302.C9 
+ 

4528 
GENSCAN 
4528 
.99 



Seq. No. 33284 

Gene No. 69024 

Start 1075 

Name OJ991208_19 . 0302 . C10 . ol . gs 

Start 1075 

GI none 

Exons 1075.. 1117, 1686.. 1769, 2342. 

4796.. 5054, 5121.. 5475 



Seq. ID OJ991208_19. 0302. C10 

Strand + 

End 5475 

Method GENSCAN 

End 5475 

Score .77 

.2425, 2514. .2573, 2650. .2697, 



Seq. ID 

Strand 

End 

Method 



OJ991208_19.0302.C10 
+ 

5475 
AAT/GAP 



Seq. No. 33284 
Gene No. 69024 
Start 1075 

Name OJ991208_19 . 0302 . C10 . ol . gp 

Start - 2912...,,.... _ — 

GJ^„.._._^ , j5.L6~6.5^L K1.Q 8A_ „ - ,. J™ 

Exons-- 2912. .3163 ™ -'• : - " : - - " - •- - • 

GI Descrip. ' 14 02920/emb | CAA66965 | 2.0e-20 (X98321) peroxidase [Arabidopsis 
thaliana] ' 



..End, ,^_,3L61,^^,^, V , 
. Score .-3,9.1 . 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



33284 Seq. ID 

69025 . Strand 

6426 End 
OJ991208_19 . 0302 . C10 . o2 . gs Method 
6426 End 
none Score 

6426.. 6441, 6498.. 6596, 6695. .6757, 6916 

7276. .7419, 7534. .7638, 7744. .8181, 8410 



OJ991208_19. 0302. C10 
+ 

9782 
GENSCAN 
9732 
.65 

6989, 
8575, 



7092. .7166, 
9127. .9732 



Seq. No. 33284 

Gene No. 69025 

Start 6426 

Name OJ991208_19 . 0302 . C10 . o2 . np 

Start 7387 

GI 6539581 

Exons \/ ■ 7387. .7-419, 7534., 7638, 
GI Descrip. 



OJ991208_19. 0302. C10 
+ 



Seq. ID 
Strand 

End 9782 
Method AAT/NAP 
.End 9782 
Score 34 02 
7744'. .8181, -8287. ..'978.2 - • 
(AP000837) Similar to Arabidopsis thaliana DN A ' chromosome 4, BAC 
clone F20D10; hypothetical protein (AL035538) [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 



33284 
69026 
1 

OJ991208 
1 

5852175 



19.0302.C10.ol.np 



Seq. ID OJ991208_19. 0302. C10 
Strand 

End 9008 

Method AAT/NAP 

End 9008 

Score 85 



1..39, 3589. .3784, 4361. .4417, 5491. .5599, 8971. .9008 
(AL117265) zhb0005.1 [Oryza sativa] 



33284 
69026 



Seq. ID 
Strand 



OJ991208 19. 0302. C10 



33384 



Start 
Name 
Start 
GI 

Exons 

Seq. No. 
.Gene No. 
Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq,.. _N.o... 
•Gene No; 
Start 
Name 
Start 
GI 

Exons 



1 End 
OJ991208JL 9 . 0302 . CIO . o2 . tm Method 
8274 End 
none Score 
8274. .8399, 8281. .8502, 8317. .8499 



33284 
69026 
1 

OJ991208_19.0302.C10.ol.tw 

8278 

none 

8278. .8376, 8380. .8670 

33284 
69026 
1 

OJ991208_19.0302.C10.ol.tc 

8458 

none 

8458. .8817, 8458. .8817 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



„ 3 3 2. 8.4 _ ^ _ ^„S.e q^JC D„ 

69026 - - - - - ■ • -Strand ■- 

1 ' End 

OJ991208_19 . 0302 . C10 . ol . tm Method 

8503 End 

none Score 
8503. .8886, 8506. .8886 



9008 

TBLASTX : Maize 

8502 

213 



OJ991208_19. 0302. C10 
9008 

TBLASTX: Wheat 

8670 

54 



OJ991208_19. 0302. C10 
9008 

TBLASTX: Cress 

8817 

202 



-.QJS9 : l.Z0.8.JL-9-.J33.0.Z.JCiO,, 



Seq. No. 33284 Seq. ID 

Gene No. 69026 Strand 

Start 1 End 

Name OJ991208_19 . 0302 . C10 . ol . ts Method 

Start 8563 End 

GI none Score 

Exons 8563. .8889, 8563. .8781 

Seq. No. 33285 Seq. ID 

Gene No. 69027. Strand 

Start . . 2042 . , . End. 

Name" ' OJ991208_19 .'0302 . Cll . ol . gs ' Method 

Start . 2042 ■■ . , . End 

GI none . . Score 

Exons ' 2042. .2175, 4818. .4971, 5415. .5521 

33285 Seq. ID 

69027 Strand 

2042 End 

OJ991208_19 . 0302 . Cll . o2 . np Method 

3074 End 

4680186 Score 
3074. .3138, 4818. .5023 

(AF111709) unknown [Oryza sativa subsp. 



9008 

TBLASTX: Maize 

8886 

252 



OJ991208_19. 0302. C10 
9008 

TBLASTX: Soybean 

8889 

247 



OJ991208_19. 0302. Cll 
+ 

5521 . 
GEN SCAN ' 
5521 
.54 



Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 



33285 
69028 



Seq. ID 
Strand 



OJ991208_19. 0302. Cll 
+ 

5521 
AAT/NAP 
5023 
238 

indica] 

OJ991208_19. 0302. Cll 
+ 



33385 



Start 


8547 


End 


9425 


Name 


OJ991208 19.0302.Cll.o4.np 


Method 


AAT/NAP 


C+- -S 


8547 


End 


Q A o t; 

y h £ o 




6469259 


Score 


/ U 


T7 1 v to c 


8547.. 8628, 8941. .9078, 9390 


.9425 




O _L Uci^I ip . 


(AL133220) ABC transport protein, ATP- 


binding component . 




[Streptomyces coelicolor A3 (2)] 




o e q . IN U . 


33285 


Seq. ID 


OJ991208_19.0302.C11 


Gene No. 


69029 


Strand 




Start 


98 


End 


2718 


Name 


OJ991208 19.0302.Cll.ol.np 


Method 


AAT/NAP 


otai L 


98 


End 


271'8 


o± 


6539580 


Score 


391 


EjXuIIo 


98. .199, 317. .412, 2249.-2373, 2682. .2718 


ui uescrip. 


(AP000837) hypothetical protein [Oryza 


sativa] 


ocCJ. IN O . 


33285 


Seq. ID 


OJ991208_19.0302.C11 


Cnn o NT ^ 
UcIlc LN(J • 


69030 


Strand 




Start 


4570 


End 


4951 


Name 


OJ991208 19.0302.Cll.ol.gp 


Method 


AAT/GAP 


Of 2 r-Y 


4 570, . .... ........ 


. End 


. 4 95.1_._ . . 


GI 


. w uC - o s.f 1 cyp.033a.0 4b ~- 


.. ..Score.-.—.,. 


.,.631.., . 


Exons 


.4570. .4951 ■ 






ul Ucbtlip. 


1 6016845/dbj | AP000570 . 1 | AP000570 3.0e- 


59 Oryza sativa genomic 




DNA, chromosome 1, clone : P0711E10 1 


IN O . 


33285 


Seq. ID 


OJ991208_19. 0302.C11 


vJCild ViKJ . 


69031 


Strand 




Start 


5414 


End 


7136 


Name 


OJ991208 19.0302.Cll.o3.np 


Method 


AAT/NAP 


Start 


5414 


End 


7136 


riT 
ox 


6907087 


Score 


930 




5414.. 5515, 6056.. 6715, 6762. 


.7136 




ox uescrip. 


(AP001129) ESTs C72771 (E2215 ) , AU082313 (E22 15 ) correspond to a 




region of the predicted gene. 


; hypothetical protein [Oryza 




sativa] 






ocCj. IN O . 


33286 


Seq. ID 


OJ991208_19.0302.C12 


Gene No. 


69032 


Strand 


+ 


Start 


.2099 


End 


4.2 9.7 _. 


LN a. me 


OJ991208 19.0302.C12.ol.np ' 


Method 


AAT/NAP 


,OLdIL 


• -20.99- - . ■ 


End ■ 


-4267 .-. 




6729502 ■ 


Score 


239 


TI 1 vr f-N o 
CjXUi lb 


2099. .2187, 3803. .4267 - 






OX UcbLIip. 


(AL132966) ABC transporter-like protein [Arabidopsis thaliana; 


Seq. No. 


33286 


Seq. ID 


OJ991208_19.0302.C12 


Gene No. 


69032 


Strand 


+ 


Cf a r-f- 
OLqI L 


2099 


End 


4297 


Name 


OJ991208 19.0302.C12.ol.gs 


Method 


GENSCAN 


Start 


2756 


End 


4297 


GI 


none 


Score 


.59 


Exons 


2756. .2835, 2894. .2970, 3655. 


.3734, 3821. .4297 


Seq. No. 


33286 


Seq. ID 


OJ991208_19.0302.C12 


Gene No. 


69033 


Strand 





33386 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



414 



End 

Method 
End 
Score 



497 

AAT/GAP 
497 
94 



OJ991208_19.0302.C12.ol.gp 
414 

38012_1.R1084 
414 . .497 

, 4097947/gb|U72255|OSU72255 2.0e-23 Oryza sativa 
beta-1, 3-glucanase precursor (Gns9) gene, complete cds 1 



33286 
69034 
3654 

OJ991208_19. 0302 .C12.ol.tc 

3654 

none 



Seq. ID OJ991208_19.0302.C12 
Strand 

End 4285 

Method TBLASTX: Cress 

End 4285 

Score 63 



3654. .3728, 3820. .3888, 3821. .3892, 4006. .4113, 4007. .4285, 
4162. .4284 



Seq. No. 

Gene No. 

Start 

Name 
.Start,. 

,gL.;_ 

* Exons - 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



33286 
69034 
3654 

OJ991208_19.0302.C12.ol.ts - 

,, 3.654 ... 

_„noxLe..._,„_ „. ; „ „ _ 



Seq. ID 
Strand 
End 

Method 
.End 
Scoxe. a.Q.- 



OJ991208_19.0302.C12 
4285 

TBLASTX: Soybean 
4279 ... _ ■ . 



•'3654 .-.3734,- 3824 .-.4168, 4-00-6 .-. 4-167, -4165. .-4278, 4 169 . .-4 2-7-9 " 



33286 
69034 
3654 

OJ991208 

3818 

none 



19.0302.C12.ol.tm 



Seq. ID 

Strand 
End 

Method 

End 

Score 



OJ991208_19.0302.C12 
4285 

TBLASTX: Maize 

4285 

399 



3818. .4285, 3820. .3915, 3932. .3967, 4006. .4284 



33287 
69035 
1 

OJ991208_19.0302.C13.ol.tm 
1 

none 

1..96, 2. .67, 2. .70, 3.. 
117. .245-, 121. .246, 124. 
132. .236, 139. .246, 148. 
337 . .4 44, 339. .4 52,- 339. 
345. .470, 346. .474, 347. 



68, 3 



Seq. ID 
Strand 
End 

Method 
End 
Score 
,.68, 3.. 



OJ991208 19.0302.C13 



527 

TBLASTX: Maize 
527 
56 

110, 99. .230, 117. .248, 
228, 128. .232, 130, .228, 131. .235, . 
243, 296. .325, 296. .331",' 299. .466, 
467, 339. ..47(5, 340.. 453, 345.. 527, 
421, 34 8. .491, 349. .471, 360. .524 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

r> >t _ 

Gene No. 
Start 



33288 Seq. ID OJ991208_19 . 0302 . C14 

69036 Strand + 

1 End 678 

OJ991208_19.0302.C14.oL.np Method AAT/NAP 

1 ' End 651 

4416302 Score 670 

1. . 651 

(AF105716) copia-type pol polyprotein [Zea mays] 



69036 
1 



Seq. ID OJ991208_19.0302.C14 
Strand + 
End 67 8 



33387 



Name 


OJ991208 19.0302.C14.ol 


. tm 


Method 


TBLASTX : 


Mai ze 




O Lai. L 


2 




End 


627 








none 




Score 


207 






F vnn q 


2. .202, 19. .189, 204. .599, 205. .627, 409. .615 






Seq. No. 


33288 




Seq. ID 


OJ991208 


JL9.0302 


.C14 


Gene No. 


69036 




Strand 


+ 






Start 


1 




End 


678 






Name 


OJ991208 19.0302.C14.ol 


. ts 


Method 


TBLASTX: 


Crit tV-\ flan 

ouyucdn 




OL.Cli.L- 


5 




End 






riT 


none 




Score 


129 








5. .202, 205. .381, 400.. 


678 










Seq. No. 


33288 




Seq. ID 


OJ991208 


_19.0302 


.C14 


Gene No. 


69036 




Strand 


+ 






Start 


1 




End 


678 






Name 


OJ991208 19.0302.C14.ol 


. tw 


Method 


TBLASTX: 


VVllCd L 




Start 


217 




FnH 


*J O xJ 








none 




Score 


94 






F* von q 


217. .381, 394. .585, 409 


. .585 










Seq.. No..,, 


. 33288 


... .... 


Seq. ; .,ID... 


...OJ.991Z08 


._19.. ; 0302 


; ..CI4.^ 


..G.ene-.Njo. 


^SSh3£^.^ 


^ 


.^-S-trand-.. . 







-— •—- 


i_) L, a. -L L. 


1 -. " - -■ 


-■---*- 


- End • 


'678- 






In diutr 


OJ991208 19.0302.C14.ol 


. tc 


Method 


TBLASTX: 


Cress 




u Lai L 






FnH 

Hi 11 Li 


JO J 








none 




Score 


73 








265. .381, 418. .585 












Seq. No. 


33288 




Seq. ID 


OJ991208 


_19.0302, 


.C14 


Gene No. 


69036 




Strand 


+ 






Start 


1 




End 


678 








OJ991208 19.0302.C14.ol 


.gs 


Method 


GENSCAN 






O Lai L 


282 




End 


651 






\J -L 


none 




Score 


. 74 








282. . 651 












O C \^ . LV L* • 


33289 




Seq. ID 


OJ991208 


1 UjUZ , 


PI R 
. Li j 


Gene No. 


69037 




Strand 


+ 






Start 


265 




End 


1475 






Name 


OJ9912.08 19.0302.C15.oL 


.np 


Method . 


AAT/NAP 






Start 


" 265 




End 


1475 '* " 






GI ■ 


UJJ5JOO . 




"'Score 


z. *± 0 








265. .591, 1134. .1475 












("IT npc;rri n 


(AP000837) hypothetical 


protein [Oryza 


sativa] 






Seq. No. 


33289 




Seq. ID 


OJ991208 


_19.0302. 


.C15 


Gene No. 


69038 




Strand 








Start 


3243 




End 


3664 






Name 


OJ991208 19.0302.C15.o2, 


.gs 


Method 


GENSCAN 






Cf a y-f- 


3243 




End 


3664 






GI 


none 




Score 


.78 






Exons . 


3243. .3303, 3345. .3664 












Seq. No. 


332 90 




Seq. ID 


OJ991208 


_19.0302. 


C16 


Gene No. 


69039 




Strand 


+ 






Start 


1706 




End 


5984 







33388 



Name 


OJ991208 19 0302 C16 o2 


. y 


Method 


GENSCAN 




Start 


1 706 ~~ 




End 


5984 




GI 


none 




• Score 


.72 






1706 1760 4108 4241 


4 34 6 

*i J 4 O • 


.4476, 4516. .4681, 






5293. 5439, 5515 5638 


5640 . 


. 5984 




Seq. No. 


33290 




O C . X U 


\JyJ y y ± Z U O 


_19.0302.C16 


Gene No. 


69040 




^t rand 






Start 


19 




End 


217 




Name 


OJ991208 19 0302 PI 6 nl 


. gs 


Mpf- h oH 


PFN9PAN 

O £j IN O V_/rt.lN 




Start 


19 ~~ 




End 


217 




GI 


none 




Score 


.56 




Exons 


19 92, 133 217 










Seq. No. 


33291 




Seq. ID 


OJ991208_ 


_19.0302.C17 


Gene No. 


69041 




Strand 






Start 


2682 




End 


2918 




Name 


O t T991 208 1 9 0302 PI 7 o2 


• y ^> 


Method 


GENSCAN 




Start 


2682 ~~ 




End 


2918 




GI 


none 




Score 


.86 




Exons 


2682 2785 2846 2918 










Sfi^Na. „ 


™ 3.32izC_ _ IZ- -1.11. 





Seq.,' TT) [..QJS912QR 


JL.9ljli02lcia. 


V Gene No. 


- 69042 - .... 




Strand ■ 


x - 




h'z'i Start 


2534 




End 


3649 






OJ991208 1Q 0302 PI 8 ol 


. gs 


Method 


GENSCAN 




r\\ Start 


2534 ~~ 

Z «J J M 




End 


3649 




[/ : [ GI 


none 




Score 


1 




s " Exons 


2534 3649 










Seq. No. 


33292 




Seq. ID 


OJ991208_ 


_19.0302.C18 


Gene No. 


69043 




Strand 






Start 


6884 




End 


13541 




... Name 


OJ991 208 1 9 0302 PI 8 o2 


gs 


Method 


GENSCAN 




= : ! Start 


6884 _ 




End 


9185 




u '' 1 GI 


none 




Score 


.42 




= ' 1 Exons 


68 84 7075 7124 -71 Q4 


7 611 


.7784, 8421. .8526, 




" ; Sea No 


33292 




Seq. ID 


OJ991208_ 


i q n^n? pi r 


s = . Gene No 


69043 




Strand 






11:1 Start 


6884 




End 


13541 




Name 


OJ991208 19.0302.C18.ol. 


np 


Method 


AAT/NAP 




-Start 


'7079 • 




.End' ■ • \ 


12854 




GI 


6815052 




Score 


1924 




P. x on s 


7079. .7194, 7455. .7529, 


7611. 


.8342, 8391. .8526, 


Q^H7 QTQQ 




11766. .11864, 12165. . 12282, 12544. .126 


18, 12700. 


1 O O C A 


GI Descrip . 


(AP001080) hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


3,3292 




Seq. ID 


OJ991208_ 


_19.0302.C18 


Gene No. 


69043 




Strand 






Start 


6884 




End 


13541 




Name 


OJ991208 19.0302.C18.o3. 


gs 


Method 


GENSCAN 




Start 


10243 




End 


13541 




GI 


none 




Score 


.57 





1024 3. .10716, 10/81. .108 94, 1094 2. .11183, 11215. .11318, 
12238. .12282, 12700 .. 12958 , 13493. .13541 



33389 




beq. wo. 


33292 


Seq. ID 




i y . u ouz 




Gene No. 


69044 


Strand 








Start 


15219 


End 


27545 






Name 


OJ991208 19.0302.C18.ol.ts 


Method 


1 BLAb 1 A : 


Soybean 




otart 


2600 


End 


Jo 








5606389 


Score 


Zo9 






.Exons 


2600.. 2824, 2680.. 2718, 2743.. 2835 








GI Descrip. 












Seq. No. 




beq . i u 


OJ991208 


_19.0302 


.C18 


Gene No. 


69044 


Strand 








btart 


15219 


End 


Z / DhO 






Name 


OJ991208 19.0302.C18.ol.tm 


Method 


i BLiAb 1 a : 


Mai ze 




otart 


2674 


End 


Zo JO 






Lrl 


none 


Score 


z i y 








2674. .2835, 2675. .2824 










Seq. No. 


33292 


Seq. ID 


OJ991208 


_19.0302 


.C18 


Gene No. 


69044 


Strand 










15219 


End 


Z f 0 4 0 






Name 


OJ991208 19.0302.C18.ol.tc 


■ Method 


rBLASTX : 


Cress 




btart^.^.. . 


..2.67.5 . , , „. . ., 


r .-,End .^ : . r __ 


, .Z o J o. . 






G I. 




! ,,-,S.,cora^.. 


■ o o a 


---- - ~~ 




Exons ■ 


-2675*. .2824; -2680. .2718,- 2743; .2835 








Seq. No. 


33292 


Seq. ID 


OJ991208 


_19.0302 


.C18 


Gene No. 


69044 


Strand 








btart 


15219 


End 


Z i 04 3 






Name 


OJ991208 19.0302.C18.ol.tw 


Method 


mnT t\ frnv . 

TBLASTX : 


Wheat 




btart 


8581 


End 


a a o r\ 








none 


Score 


1U4 






Exons 


8581. .8853, 8862. .9080 










beq. no. 


33292 


Seq. ID 


OJ991208 


i y . u juz 


. Clo 


Gene No. 


69044 


Strand 








btart 


15219 


End 


27545 






Name 


OJ991208 19.0302.C18.o4.gs 


Method 


GENSCAN 






Start 


15219 


End 


27509 






GI 


none 


Score 


.47 






Exons 


15219. .15471, 15606. .16076, 


17132. .17227, 17634 


. . 1 / o 1 / , 






17985. .18040, .18700 . ...18805 , 


20434... 20456, 22012 


. . Z Z 1 / o , 






22238. .22417, 22429 .. 22530, 


22579. .22755, 22824 


0 O Q'Q C ' 

. . ZZoo b , 


~ ... 




'22993. .23085,' 23112 .. 23163, 


23230.. 23.4 99> -2414/1 


. . z 4 zo y> 






24325. .24333, 262 63 .. 26433', 


26510. .26596, 27420 


. . z i du y 




Seq. No. 


33292 


Seq. ID 


OJ991208 


_19.0302 


.C18 


Gene No. 


69044 


Strand 








CM ! 4- 

b tar t 


15219 


End 


27545 






Name 


OJ991208 19.0302.C18.o2.ts 


Method 


TBLASTX: 


Soybean 




Start 


26269 


End 


26434 






GI 


none 


Score 


146 






Exons 


262 69. .26427, 26273 .. 26428 , 


26294. .264 


34 






Seq. No. 


33292 


Seq. ID 


OJ991208 


_19.0302 


.C18 


Gene No . 


6904 4 


Strand 








Start 


15219 


End 


27545 






Name 


OJ991208_19. 0302.C18.o3.np 


Method 


AAT/NAP 







33390 



Start 26269 End 27545 

GI 4263792 Score 428 

Exons 26269, .26433, 26510 2 6596, 27198 .. 27317, 27420.. 27545 

GI Descrip. (AC006068) unknown protein [Arabidopsis thaliana] 



Seq. No. 33292 

Gene No. 69044 

Start 15219 ' 

Name OJ991208_19 . 0302 . C18 . o2 . tc 

Start 26270 

GI none 

Exons 26270. .26359, 26272 .. 26358 , 
26375. .26428, 26378.. 26434 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991208_19.0302.C18 
27545 

TBLASTX: Cress 

26434 

117 



26294. .26359, 26362 .. 2 6427 , 



Seq. No. 33292 

Gene No. 69044 

Start 15219 

Name OJ991208_19 . 0302 . C18 . o2 . tm 

Start 27240 

GI. none 

Exons 27240. .27314, 27243 .. 27320, 

,-_"„_,..■.: „ ,_■ 2.741-1 ....,2.7533 K ..21A1 2 .... 27.537.^ 



Seq. ID 

Strand 

End 

Method- 
End 
Score 



OJ991208_19.0302.C18 
■27545 

TBLASTX: Maize 

27537 

54 



27372. .27407, 27411 .. 27521,. 



Seq: No. 33292- 

Gene No. 69044 

Start 15219 

Name OJ991208_19 . 0302 . C18 . ol . gp 

Start 27409 

GI LIB3477-002-P1-K1-H11 

Exons 27409. .27545 

GI Descrip. '3608127 3.0e-28 (AC005314) 
thaliana] 1 



Seq. ID- 
Strand 
End 

Method 

End 

Score 



OJ991208_19.0302-.C18 

27545 
AAT/GAP 
27545 
191 



unknown protein [Arabidopsis 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI • 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



33293 Seq. ID 

69045 Strand 

10145 End 
OJ991208_19.0302.C19.o2.gp Method 

10096 End 

none Score 

10096. .10341, 10431. . 10515, 10887 

1144 6. .11558., 11767. .11874, 11957 

'33293,. , . ■ • Seq. • ID 

69045 Strand. 

1014 5 End 
OJ991208_19 . 0302 . CI 9 . o2 . gs Method 

10145 End 

none Score 

10145. .10341, 10431. .10515, 10887 

11446. .11558, 11767. .11874, 11957 



OJ991208_ 

+ 

12338 
AAT/GAP 
12338 
2073 
.10965, 11089. 
.12338. . 

<3J991208_ 
+ 

12338 
GENSCAN 
12076 
.81 

10965, 11089. 
12076 



19.0302.C19 



.11202, 



19.0302.C19 



11118, 



Seq. No. 
Gene No. 
Start 

Ma mo 

Start 
GI 



33293 
69046 
15991 

OJD3120G_19.0302.CI9.o4 .gs 

15991 

none 



Seq. ID OJ991208_19.0302.C19 

Strand + 

End 16974 

Method GENSCAN 

End 16974 

Score .89 



33391 



Exons 



15991. .16071, 16263. .16403, 16567. .16974 



Seq. No. 33293 

Gene No. 69047 

Start 1 

Name OJ991208_19 . 0302 . CI 9 . ol . np 

Start 1 

GI 4263792 

Exons 1.-19, 607.. 720, 1239.. 1363, 
GI Descrip. 



OJ991208_19.0302.C19 

9649 
AAT/NAP 
3521 
1106 



Seq. ID 
Strand 
End 

Method 
End 
Score 

1844. .1983, 2288. .2469, 3050. .3521 



(AC006068) unknown protein [Arabidopsis thaliana] 



Seq. No. • 33293 

Gene No. 69047 

Start 1 

Name OJ991208_19 . 0302 . CI 9 . ol . gs 

Start 1239 

GI none 
Exons 



Seq. ID OJ991208_19.0302.C19 
Strand 

End 9649 

Method GENSCAN 

End 9649 

Score .41 



1239. .1292, 1848. .1983, 2234. .2490, 3050. .3575, 3703. .3854, 
8057. .8102, 8216. .8283, 8383. .8643, 8655. .9070, 9642. .9649 



Seq. No. 
Gene ,No . 
Ist'a'rlLl.. 



Name 

Start 

GI 

Exons 

GI Descrip. 



33293 Seq. ID OJ991208_1 9 . 0302 . C19 

,6.904.7....^ ... s ^. s .,„ : ___. ir .„^ : . ..Strand^ ■ _,. x ^ .... 

~1 5 , ,.:End_ _9_6A3-. . "V 

■ OJ991208_19.0302;C19:ol.gp'- Method ■ AAT/GAP - 

6143 End 7477 

13768_1.R1084 Score 902 

6143. .6570, 7385.-7477 

'6015437/dbj | AB008 112 . 1 | AB008 112 l-0e-ll Homo sapiens PEX1 mRNA, 
complete cds 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



33293 Seq. ID OJ991208_19 . 0302 . CI 9 

69048 Strand 

12878 End 16309 

OJ991208_19. 0302.C19.o3.gp Method AAT/GAP 

12596 End 16309 

15074_1.R1084 Score 1227 

12596. . 12630, 12688 .. 12947 , 13029 .. 13096, 14 457 .. 14508 , 

14602. . 14771, 14849. .14882, 16188. .16309 

' 4960150/gb| AAD34613. 1 |AF153277_1 1.0e-46 (AF153277) 

DNA-directed RNA polymerase Ila [Nicotiana tabacum] 

>gi_4 960152_gb_AAD34.6.14 . 1_AF153278_1 . (AF153278) DNA-directed RNA 

polymerase lib [Nicotiana tabacum] 1 



Seq. No. 33293 

Gene No. 69048 

Start 12878 

Name OJ991208_19 . 0302 . CI 9 . o3 . gs 

Start 12878 

GI none 

Exons 12878. .12947, 13029 .. 13096, 
14883. .14906 



Seq. ID 

Strand 
End 

Method 

End 

Score 



OJ991208_19.0302.C19 

16309 
GENSCAN 
14906 
. 91 



14457. . 14508, 14 602 .. 14771 , 



Seq. No, 
Gene No. 

C J J- 

jLai L 

Name 
Start 



33293 

69048 

12378 

OJ991208 

12881 



19.0302.C19.o2.np 



Seq. ID 

Strand 

End 

Method 
End 



OJ991208_19.0302.C19 

16309 

AAT/NAP 

16219 



33392 



GI 4960150 Score 418 

Exons 12881. .12947, 13029 13096, 14457 .. 14508 , 14 602 14771 , 

14849. .14882, 16188. .16219 
GI Descrip. (AF153277) DNA-directed RNA polymerase Ila [Nicotiana tabacum] 
.gi I 4960152 |gb|AAD34614.1|AF153278_l (AF153278) DNA-directed RNA 
polymerase lib [Nicotiana tabacum] 



Sea No. 


33293 




Seq. ID 


OJ991208_19. 0'302.C19 


rjpnp No 


69049 




Strand 




Start 


21055 




End 


21148 


Name 


OJ991208 19.0302.C19.ol 


. tc 


Method 


TBLASTX: Cress 


Start 


599 




End 


1951 


GI 


none 




Score 


148 


P. von s 


S99 721 604 720 606 


177 


1236. .1310, 1397. .1510, 




1401 1496 1 FH7 1 9S0 


1 847 


.1951 




Qpn No 


O J ^. J o 




Seq. ID 


OJ991208_19.0302.C19 


Gene No. 


69049 




Strand 




Start 


21055 




End 


21148 


Name 


OJ99120R 19 0^02 n 9 o^ 


. (_ o 


Method 


TBLASTX: Soybean 


O L. Cl J- L. 






End 


721 


(2 T 


luiic ~ — - -■ 




.Score _ _ 


112 „ 


..UAUUO,. , »-„ 


60 0 716 60 4 717 604 


720 


„J505,_i2ll 




O C ^ . Vi\J • 


J J _7 «J 




Seq. ID 


OJ991208_19.0302.C19 


Gene No. 


69049 




Strand 




Start 


21055 




End 


21148 


Name 


OJ991 ?dr 19 rnn? ri9 o4 


i-TTl 


Method 


TBLASTX: Maize 




604 ~~ 




End 


1307 


GI 


n on p 




Score 


190 




604 720 fiOR 791 606 


1 79* 


1234. .1293, 1236. .1307, 1239. 








Seq. ID 


OJ991208_19.0302.C19 




6904 9 

\J ZS \J 1 J 




Strand 




Start 


21055 




End 


21148 


Name 


OJ991208 19.0302.C19.o5 


.ts 


Method 


TBLASTX : Soybean 


Start 


1858 




End 


2371 


GI 


n on p 




Score 


127 




IRSfi 1 QPfi 1RSQ 1 QQ7 


1 fl 60 


.1991, 2228. .2296, 2270. .2371 


Sea No 


33293 




Seq. ID . 


OJ991208_19.0302.C19 


fipnp Mo 


6 9 0 4 9 




Strand 




Start 


21055 - 




End 


2114 8 " • • . ' 


Name 


OJ991208 19.0302.C19.o3. 


tm 


Method 


TBLASTX: Maize 


Start 


1884 




End 


2407 


GI 


none 




Score 


71 


Exons 


1884. .1958, 1885. .2019, 


1886. 


.1960, 2233. .2331, 2234. .2323, 




2315. .2407, 2326. .2403 








Seq. No. 


33293 




Seq. ID 


OJ991208_19.0302.C19 


Gene No. 


69049 




Strand 




Start 


21055 




End 


21148 


Name 


OJ991208 19.0302.C19.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


2444 




End 


3257 


GI 


none 




Score 


115 


Exons 


2444 . .2491, 3051. .3254, 


3051. 


.3257 





33393 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



33293 
69049 
21055 

OJ991208_19. 
10144 
none 
10144 . 
10430, 
10435. 
11079, 
11445, 
11764. 



0302.C19.ol.tm 



, 10191, 
.10492, 
,10512, 
,11216, 
,11558, 
,11874, 
11960. .12067, 
12899. .12946, 



10145. 
10433. 
10880. 
11087. 
11459. 
11956. 
12879. 
13029. 



10192, 
10498, 
10948, 
11245, 
11560, 
12075, 
12947, 
13097, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

10177 

10434 



OJ991208 19.0302.C19 



21148 

TBLASTX: Maize 
13097 
67 

10254, 10178 
10511, 10434 



10240, 
10511, 
10967, 
11509, 



10886. .10966, 10887 

11088. .11225, 11444 

11472. .11558, 117 60. .11936, 

11956. .12051, 11957. .1207 6, 

12884. .1294 9, 12885. .12908, 
13031. .13096 



Seq. No. 33293 Seq. ID 

Gene No. 69049 Strand 

Start 21055 End 

Name OJ991208_19 . 0302 . CI 9 . o2 . ts Method 

Start 10437 End 

GI none Score 

. Exons . 



OJ991208_19.0302.C19 
21148 

TBLASTX: Soybean 

12067 

124 



L ,10437. r ...105L1,..4P43.8. .1.0515,., 10886. .. 10.966, 1 0 8.8 7 .^.10 9 67,__.._^ . 
.11 0 8:7. ^.Ll 2.2.4 JIl.Q.8.8..,..ll 2 2.5 ,„11QB£-.- ^ixZ3A^llAAL^Il5D3^^JlZ 
11445.-. 11558, - 117.69.-. 11852v 11770. .11853, 11956. .12054/ 
11957. .12067 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



33293 
69049 
21055 

OJ991208_19.0302.C19.o2.tc 

12884 

none 



Seq. ID OJ991208_19.0302.C19 
Strand 

End 21148 

Method TBLASTX : Cress 

End 14696 

Score 4 3 



12884. .12 94 9, 128 99. .12943, 13023. .13097, 13031. .13096, 
14454 . .14 510, 14 4 5 9. .14509, 14 602 .. 14 67 9, 14 604. .14 696 



33293 
69049 
21055 

OJ991208_19.0302.C19.o4.ts 
12884 



End 

Method 
End 

none .... . Score 

12884 ::i2949,* 12902 .. 1294 9," 13029 .. 13097 > 13031 .. 130 96, 
14454. .14510, 14457,. .14528/. 14 602 V.. 1467 9 , 14 604 ... 14705 ,' 
14849. .14881 



Seq. ID OJ991208_19.0302.C19 
Strand 

21148 

TBLASTX: Soybean 
14881 
60 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



33293 
69049 
21055 

OJ991208_19.0302.C19.ol.tw 

12902 

none 



Seq. ID OJ991208_19.0302.C19 
Strand 

End 21148 

Method TBLASTX : Wheat 

End 14773 

Score 61 



12902. .12949, 12902 1294 9, 13029 13097 , 13031 .. 13099, 
13031. .13096, 14454. .14510, 14 457 .. 1451 9, 14 602 .. 14 688 , 
14602. . 14688, 14 603 .. 14773, 14 604 .. 14723 



Seq. No. 
Gene No. 



33293 
69049 



Seq. ID OJ991208_19.0302.C19 
Strand 



33394 



Start 


21055 


End 


21148 




Name 


OJ991208_19.0302.C19.p2.tm 


Method 


TBLASTX: Maize 




Start 


14454 


End 


14884 




GI 


none 


Score 


92 




F. von s 


14454 14510. 14457 14519 


14 602. .14 688, 14 602 .. 14 688 , 






14 603 .. 14773, 14604 14723 


14 618. .14 773, 14 84 6 .. 14884 , 






14849 . . 14881 








Seq. No. 


33293 


Seq. ID 


OJ991208 19 0302 


.C19 


Gene No. 


69049 


Strand 






Start 


21055 


End 


21148 




Name 


OJ991208 19.0302 C19 o5 aq 


Method 


GENSCAN 




Start 


21055 ~~ 


End 


21148 




GI 


none 


Score 


.89 




Exons 


21055 . .21148 








Seq. No. 


33294 


Seq. ID 


OJ991208_19.0302 


C20 


Gene No. 


69050 


Strand 






Start 


294 


End 


1321 




Name 


OJ991208 19.0302.C20.ol.gs 


Method 


GENSCAN 




Start 


294 


End 


1321 




GI 


none . , 


Score .. . 


..59 


— - — 


Fx on s 


_ 2 9.4,_i 91,^^65.. 8.73..... 10 2 8.,.. .1 IB. 4 13.21 _ „. 




Qprj Kip, 


33295 


Seq. ID 


OJ991208_19.0302. 


CO 1 


Gene No. 


69051 


Strand 






Start 


1 


End 


731 




Name 


OJ991208 19.0302.C21.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


731 




GI 


5091513 


Score 


861 




Rynn <^ 

i—l j\ V_/ 1 1 o 


1. .731 








GI Descrip. 


(AB023482) Hypothetical protein [Oryza 


sativa] 




Seq. No. 


33295 


Seq. ID 


OJ991208_19.0302. 


C21 


Gene No. 


69051 


Strand 






Start 


1 


End 


731 




Name 


OJ991208 19.0302.C21.ol.gs 


Method 


GENSCAN 




Start 


34 


End 


628 




GI 


none 


Score 


.78 




Fxon s 


34. .398, 478. .577, 583. .628 








Seer No 


33296 


.Seq." ID 


OJ991208_19. 030.2". 


COO' 
v^Z Z. 


Gene No - . * 


69052- • ... 


- Strand' 






Start 


390 . 


End 


695 




Name 


OJ991208 19.0302.C22.ol.gp 


Method 


AAT/GAP 




Start 


390 


End 


695 




GI 


72524 1.R1084 


Score 


419 






390.. 695 • 








GI Dp5?rrin 

V-J J. L-/ \^ _L. J- k-/ * 


1 50914 96/dbj | AB0234 82 . 2 | AB0234 82 3.0e-£ 


34 Oryza sativa genomi 




DNA, chromosome 6, clone P0680A03, complete sequence 1 




Seq. No. 


33296 


Seq. ID 


OJ991208_19.0302. 


C22 


Gene No. 


69053 


Strand 






Start 


2059 


End 


6121 




Name 


OJ9912U8 19.0302.C22.ol.np 


Method 


AAT/NAP 




Start 


2059 


End 


6121 




GI 


5091513 


Score 


2562 





33395 



Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. " 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



2059. .2314, 3197. .4614, 5368. .6121 

(AB023482) Hypothetical protein [Oryza sativa] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991208 19.0302.C22 



7266 
AAT/GAP 
7266 
414 



33296 
69054 
6961 

OJ991208_19.0302.C22.o3.gp 
6961 

72524_1.R1084 
6961. .7266 

'5091496/dbj | AB0234 82 . 2 | AB023482 3.0e-84 Oryza sativa genomic 
DNA, chromosome 6, clone P0680A03, complete sequence 1 

33297 Seq. ID OJ991208_1 9 . 0302 . C23 

69055 Strand + 

1030 End 6303 

OJ991208_19. 0302.C23.ol.gp Method AAT/GAP 

1030 End 1394 

uC-osflcyp033a04bl Score 562 

1030. .1394 

'6016845/dbj | AP000570 . 1 | AP000570 3.0e-59 Oryza sativa genomic 
. DNA, chromosome.. 1 K . t clone : P0711EL0.V _ -.... r ^, r ._ : . ■..—.t^.— .-=,-„ 



33297 
69055 
1030 

OJ991208_19.0302.C23.ol.gs 

1086 

none 



Seq. ID OJ991208_19.0302.C23 

Strand + 

End 6303 

Method GENSCAN 

End 6303 

Score .62 



1086. .1181, 3568. .3689, 5583. .5732, 5955. .6085, 6153. .6303 



33297 
69056 
1 

OJ991208_19.0302.C23.ol.np 
1 

5852180 



Seq. ID OJ991208_19.0302.C23 
Strand 

End 6265 

Method AAT/NAP 

End 6265 

Score 270 



1..132, 184. .302, 1243. .1296, 6240. .6265 
(AL117265) zhbOOOlO.l [Oryza sativa] 



33297 .... 

69056 ' ~ " 

•1 ■■ ■ . 

OJ991208_19.0302:c23.o2.np 

1143 

5852181 

1143. .1227, 2395. .2707, 5671. 



Seq. .ID OJ9912.0.8JL9. 030.2. C23. 
Strand " - 

6265 
AAT/NAP 
5809 
111 



End 

Method 
End 
Score 
.5809 



(AL117265) zhbOOll.l [Oryza sativa] 



33298 
69057 
621 

OJ991208_19.0302.C24.ol.np 
621 

6623973 
621. .2098 

(AC007505) Highly similar to Tal-3 polyprotein [Arabidopsis 



Seq. ID OJ991208_19.0302.C24 
Strand 

2118 
AAT/NAP 
'2098 
1347 



End 

Method 

End 

Score 



33396 



thaliana] 



Seq. No. 33298 

Gene No. 69057 

Start 621 

Name OJ991208_19 . 0302 . C24 . ol . tc 

Start 630 

GI . none 

Exons 



Seq. ID OJ991208_19.0302.C24 
Strand 

End 2118 

Method TBLASTX : Cress 

End 1232 

Score 63 



630. .842, 858. .995, 1005. .1109, 1104. .1232 



Seq. No. 33298 

Gene No. 69057 

Start 621 

Name OJ991208_19 . 0302 . C24 . ol . tm 

Start 630 

GI none 

Exons 630.. 1052, 634 .. 1035 



Seq. ID OJ991208_19.0302.C24 
Strand 

End 2118 

Method TBLASTX : Maize 

End 1052 

Score 255 



Seq. No. 
Gene No. 
Start 
Name . . , , 

.Star.t 

GI " ■ - ■ 
Exons 



33298 
69057 
621 

_,.PJ9? : 1208_1 9 . 0.30.2 . C24 . q2 . t.s.. 
none ■ • 



Seq. ID OJ991208_19.0302.C24 
Strand 

End 2118 

Method. . .TBLASTX: Soybean . 
_EncL._. _OJ131. ______ 

Score - 142 



633. .746, 756. .1031, 759. .1022, 769. .1029 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



33298 
69057 
621 

OJ991208_19.0302.C24.o2.tw 

657 

none 



Seq. ID OJ991208_19.0302.C24 
Strand 

End 2118 

Method TBLASTX : Wheat 

End 1110 

Score 50 



657. .857, 658. .846, 876. .1079, 880. . 1110 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



33298 
69057 
621 

OJ991208_19.0302.C24 .o3.tm 

1108 

none 



Seq. ID OJ991208_19.0302.C24 
Strand 

End 2118 

Method TBLASTX : Mai ze 

End 1505 

Score 142 



1108. .1281, 1116. .1.289, 1126 1281,. 1266 1382, 128.6. .1396, 
1358. .1498, 1428. :i505; 



Seq. No. 33298' ' 

Gene No. 69057 

Start 621 

Name OJ991208_1 9 . 0302 . C24 . ol . tw 

Start 1206 

GI none 
Exons 



Seq.' ID OJ991208_19.0302.C24 
Strand 

End 2118 

Method TBLASTX : Wheat 

End 194 0 

Score 64 



1206. .1283, 1286. .1543, 1334. .1543, 1611. .1940, 1627. .1938 



Seq. No. 33298 

Gene No. 69057 

Start 621 

Name OJ991208_1 9 . 0302 . C24 . o2 . tm 

Start 1507 

GI none 



Seq. ID OJ991208_19. 0302.C24 
Strand 

End 2118 

Method TBLASTX: Maize 

End 1944 

Score 4 0 



33397 



Exons 



1507. .1524, 1563. .1943, 1648. .1944 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



33298 
69057 
621 

OJ991208 

1529 

none 



19.0302.C24 .ol.ts 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991208_19.0302.C24 
2118 

TBLASTX : Soybean 

1919 

80 



1529. .1717, 1530. .1919, 1572. .1754, 1627. .1917 



Seq. No. 33298 Seq. ID 

Gene No. 69057 Strand 

Start 621 End 

Name OJ991208_1 9 . 0302 . C24 . o3 . tw Method 

Start 1941 End 

GI none Score 

Exons 1941. .2111, 1942. .2118 



OJ991208_19.0302.C24 
2118 

TBLASTX: Wheat 

2118 

167 



Seq. No. 
Gene No. 
Start 
Name _ 
. .S-t a r.t__ 
GI - \ 
Exons 

GI Descrip. 



Seq. ID OJ991208 19.0302.C25 



+ 

3075 
AAT/NAP. 



33299 
69058 
1 

OJ9?1208_1.9 .0302. C25. ol . np : 

'4680179 - ' ■ • • 

1..1669, 3039. .3075 " 

(AF111709) polyprotein [Oryza sativa subsp. indica] 



Strand 
End 

Method 
Score 2162 



Seq. No. 33299 Seq. ID 

Gene No. 69058 Strand 

Start 1 End 

Name OJ991208_19 . 0302 . C25 . ol . gs Method 

Start 95 End 

GI none Score 

Exons 95.. 2047 



OJ991208_19.0302.C25 
+ 

3075 
GENSCAN 
2047 
1 



Seq. No. 


33299 


Seq. ID 


OJ991208_19.0302 


Gene No. 


69059 


Strand 


+ , 


Start 


3270 


End 


5055 


Name 


OJ991208 19.0302.C25.o3.np 


Method 


AAT/NAP 


Start 


3270 


End 


5055 


GI. . . . 


6002794 


Score 


386 ... 


Exons 


3270. .3361, 4604. .4645, 4821. 


.5055 




GT Descrip; 


(AF149813)' unknown [Oryza- sativa]-. . 




Seq. No. 


33299 


Seq. ID 


OJ991208_19. 0302 


Gene No. 


69060 


Strand 


+ 


Start 


5546 


End 


7512 


Name. 


OJ991208 19.0302.C25.o4.np 


Method 


AAT/NAP 


Start 


5546 


End 


7512 ■ 


GI 


4680179 


Score 


1169 


Exons 


5546. .6602, 6705. .7512 






GI Descrip. 


(AF111709) polyprotein [Oryza 


sativa subsp. indica] 


Seq. No. 


33299 


Seq. ID 


OJ991208 19.0302 


Gene No. 


byUbl 


Strand 




Start 


3325 


End 


7512 


Name 


OJ991208 19.0302.C25.o3.tw 


Method 


TBLASTX: Wheat 



33398 




J Lai U 








End 


7 m 9 




O -L 








Score 


4 "3 R 






17 169 1R 1Q7 44 


Iftfl 

. i JOO/ 


7286. .7510, 


7 9 Q4 7^19 




Seq. No. 


33299 






Seq. ID 


OJ991208_19.0302 


.C25 


Gene No. 


69061 






Strand 






Start 


3325 






End 


7 S 1 9 




Name 




• o o . tm 




Method 


i oij/\o l a . ixiax ze 




Start 


37 ~~ 






End 


7 M 9 




GI 


none 






Score 


91 1 

c. X O 






17 911 1R 914 44 


91 4 


7298. .7510, 


7 "3 Q Q TCI 9 




Seq. No. 


33299 






Seq. ID 


OJ991208_19.0302 


C25 


Gene No. 


69061 






Strand 






Start 


3325 






End 


7 S 1 9 




Name 


OJ991208 19.0302.C25 


. o2 . tm 




Method 


1 D ±j£\o 1 a . ixia 1 z e 




Start 


284 






End 


7 R 4 
/ O 1 




GI 


none 






Score 


1 RQ 
x j .7 




Rxon s 

i-J -tV 1 1 


284. .463, 449. .784, 575. .622, 


610. .774 






Seq. No. 


33299 






Seq. ID 


OJ991208_19.0302. 


C25 


Gene No._. 


. .. 69061 






Strand .... 






^S.tar.t.^ 


._^32.5 s „,"__^ 






tw End...__ . 


7512 




Name 


-OJ991208 19:0302. C25 


.ol. ts 




•Method 


1 d1j/\o 1 a . boyoean 




Start 


338 






End 


7 ^ ^ 




GI 


none 






Score 


^ fi 




F von <? 


338. .370, 355. .705, 374. .733 








Seq. No. 


33299 






Seq. ID 


OJ991208_19.0302. 


C25 


Gene No. 


69061 






Strand 






Start 


3325 






End 


7 R 1 9 




Name 


OJ991208 19.0302.C25 


o5 . tw 




Method 


mpT 7\C TV . TaTK -a +- 

1 dlao 1 a . wneaT, 




Start 


446 






End 


7/19 




GI 


none 






Score 


l fi4 

O D 1 




l—l v_y 1 1 o 


446. .742, 463. .705 












Seq. No. 


33299 






Seq. ID 


OJ991208_19.0302. 


C25 


Gene No. 


69061 






Strand 






Start 


3325 






End 


7^19 




Name 


OJ991208 19.0302.C25. 


ol . tw 




Method 


1 Jb Li Ho 1 a : vv ne a t: 




Start 


748 






End 


X X / 4 . . . 




GI" ' 


none 






Score 


fin fi 

DUD 




1_J A V^y UO 


" 74.8. .1137, 749. .1174, 


.806, . 


1159, 810.; 


117 9 • -'*... 




Seq. No. 


33299 






Seq. ID 


OJ991208_19.0302. 


C25 


Gene No. 


69061 






Strand 






Start 


3325 






End 


7^19 




Name 


OJ991208 19.0302.C25. 


o2. ts 




Method 


1 DXirao 1 a . ooyoean 




Start 


755 






End 


1 Ann 
1UUU 




GI 


none 






Score 


91^ 
Zl j 






755. .1000 












Seq. No. 


33299 






Seq. ID 


OJ991208_19.0302. 


C25 


Gene No. 


69061 






Strand 






Start 


3325 






End 


7512 ■ 




Name 


OJ991208 19.0302.C25. 


ol . tm 




Method 


TBLASTX: Maize 




Start 


821 






End 


1174 





33399 




ri t 


none 






Score 


Al A 




Exons 


ft 91 1174 


I "I 99 










Seq. No. 


33299 






Seq. ID 


OJ991208_19.0302 


.C25 


Gene No. 


69061 






Strand 






u Lai L 


JJt, J 






£jl ILL 


7M 9 




Name 


O.TQQ1 90ft 1 Q 


0^09 P9S n9 

• U JUL t L^ J . \J 


. LW 








Cf- a >-f- 

jLai L 


1917 ™~ 

X £ X / 








1 £77 
X D / / 




(IT 
\j X 


none 






Score 


A £? 






1917 1 fififi 


1 ^fiQ 1 fill 


1 4 Q4 


1 £67 






Seq. No. 


33299 






Seq. ID 


OJ991208_19.0302 


.C25 


Gene No. 


69061 






Strand 






Cf-3 rf 

Jlai L 


^^9S 
j j *j 








7 SI 9 
/ Jit 




Name 


O.TQQ1 90ft 1 Q 


0^09 T9S nS 


. LIU 








Of a r 4- 
O Lai L 


1 ^ftff _ 
X o o o 






p nr ] 


1 £77 
ID / / 




\j x 


none 






OLUI C 


9^8 

L JO 




DAvi I 0 


1388. .1666, 


1427. .1666, 


i soi 

X *J VJ X . 


1 677 






Seq. No. 


33299 






Seq. ID 


OJ991208_19.0302 


.C25 


Gene No. 


69061 






Strand 






O La X.L ... ■ 


• 3325. .... 






...EjIILI _ ... 


7 M 9 




.Name . ^ — 


„pjS,912j0JB.-L9-,-0.3.a2...C2-5...o-4. 




.. , lyi e l np a . 


TRT Zi CTV' • TaIK^s 3 +- 

..x Dj_jitt.ciXAv-._w.nea.r„- r 




OLdi L 


. X U / -7 






Utild 


•90^9 ~ •-- - - 

Z U J Z 






none 






S core 


4 00 




Exons 


1 CTQ 90^9 


1 £7 Q 9 011 
XD/i?. . Z U X X 










Seq. No. 


o oz 






Seq. ID 


OJ991208_19.0302 


.C25 


Gene No. 


69061 






Strand 






OLal L 


3325 








7 M 9 




Name 


OJ991208 19 


.0302.C25.o3 


LIU 


\A t~\ 4- Vi 

LYie tnoa 


1 iDixrto i a . L v jax ze 




Of a 


1746 








901 7 
Z U X / 




x 


none 






S core 


1 Oft 
1UO 




Ej AVJI lo 


1746. .2015, 


1748. .2017, 


1 7 ft Q 
X / O J . 


1 QftO 






C /2l n- Mo 
OcvJ • In . 


33299 






Seq. ID 


OJ991208_19.0302 


. LZ J 


Gene No. 


69061 






Strand 






Start 


3325 






End 


7512 




Name 


OJ991208 19 


.0302.C25.o2. 


np 


Method 


AAT/NAP 




O Lul L 


2239 






End 


4072 




(it 

O X 


6907086 






Score 


1244 




LlAUll O 


2239.. .2616, 


2731". .2843, 


3074 . 


".3249, 3308. .4072 


. .... 


(1 T np<?pr i rS ' 

ul IvC O L» J. X £J » 


(AP001129) 


hypothetical 


protein . .[Oryza- 


sativa] . 




Seq. No. • 


33299 






Seq. ID 


OJ991208_19.0302 


.C25 


Gene No. 


69061 






Strand 






Start 


3325 






End 


7512 




Name 


OJ991208 19 


.0302.C25.o2. 


gs 


Method 


GENS CAN 




Oj- a y-h 
OLdlL 


3325 






End 


3897 






none 






Score 


.98 




Exons 


3325. .3444, 


3507. .3770, 


3859. 


.3897 




! 


Seq. No. 


33299 






Seq. ID 


OJ991208_19.0302 


.C25 


Gene No. 


69061 






Strand 






Star L 


3325 






End 


7512 




Name 


OJ991208 19 


.0302.C25.o7. 


tw 


Method 


TBLASTX: Wheat 




Start 


5765 






End 


6142 





33400 



\D X 




Score 


9 64 




D AUl 1 O 


5765 614? 

-J 1 \J _J ■ ■ U 1 T 








Seq. No. 


33299 


Seq. ID 


OJ991208_19.0302 


.C25 


Gene No. 


69061 


Strand 






Start 


3325 


FnH 


7 512 




Name 


OJQQIPOfi 1 Q 0309 P95 n4 tm 


L ie L11UU 


± D XjriO 1A . L\l a. X L, t; 






602 3 ~~ 

\J\J 


FnH 

£ji HX 


64 9 4 




\J X 


none 


OLUI c 


94 9 

t 4 t 




DAUl 1 


602? 6424 








Seq. No. 


33299 


Seq. ID 


OJ991208_19.0302 


.C25 


Gene No. 


69061 


Strand 






Start 


3325 


FnH 

Hi 1 l^J. 


7 S 1 9 
/ jit, 




Name 


o.tqcji ?or 1 q rnn? r?s c»7 tm 




1 DXiAO X /V . l v id X t. C 




Start 


6733 ~~ 


FnH 

Hil l<wl 


7 0 S7 




(IT 


none 




906 

t. o 




F. vnn ^ 


6733 6846 6734 7057 








Seq. No. 


33299 


Seq. ID 


OJ991208_19.0302 


.C25 


Gene No. 


69061 


Strand 






<Zt art 

o u glx, L. . . 


3?9 s 


,„End,,. 


, 1512 . ..... 




Na iu e. ^ — — — T . 


O.TQQ1 90R 1 Q 0?f)9 P9S n6 


^Method. , 


-.TBLAsi'£:„wKeat. . 






- '67^9 . ~:. : _ ■_. 


End 


--7138 ■ ■ - - 




V-J X 


1 H-J 1 1 


Score 


166 




F v Pin c; 


67^Q 6RQ4 6740 6961 6970 


.7089, 6974. .7138 




Seq. No. 


33300 


Seq. ID 


OJ991208_19.0302 


.C26 


Gene No. 


69062 


Strand 


+ 




Start 


94 R 


End 


1449 




Name 


H.TQQI 90R 1 9 n?D9 P96 n1 n<z 


Method 


GENSCAN 






94 R ~~ 


End 


1449 




GI 


none 


Score 


.52 




F vnn q 


94 R 969 1^7 6 14 4 9 










33300 


Seq. ID 


OJ991208_19.0302 


.C26 


Gene No. 


69063 


Strand 


+ 




Start 


7061 


End 


26313 




Name 


OJ991208 19.0302.C26.o3.np 


Method 


AAT/NAP 




Start 


7061 


End 


26313 




GI. . . 


5295971 . . 


Score 


2069 




Exons 


70*61. .7322,, 8464.. 8592, 17344 


. . 18388, - 


18425. .20126," '26250. .26313 


GI . Descrip . 


;- TAB0262:95 ) EST D24315 (R1718 ) 


corresponds to a. region of 


the . . 



predicted gene.; Similar to Tobacco DNA for retroviral-like 
transposon Tnt 1-94 . (X13777 ) [Oryza sativa] 



Seq. No. 33300 Seq. ID 

Gene No. 69063 Strand 

Start 7061 End 

Name OJ991208_1 9 . 0302 . C2 6 . 06 . gs Method 

Start 15957 End 

GI none Score 
Exons 



OJ991208__19.0302.C26 
+ 

26313 
GENSCAN 
20828 
.51 



15957. .16041, 16463. .16649, 17270 .. 17423, 17 4 4 4 .. 20072 , 
20207. .20277, 20571 20651, 20730.. 20828 



Seq. No. 
Gene No. 



33300 
69064 



Seq. ID 
Strand 



OJ991208 19.0302.C26 



33401 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 
. Start a . 
_GI__ 

-Exons -■ - - 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



End 

Method 
End 
Score 



5237 
AAT/GAP 
82 
136 



OJ991208_19.0302.C2 6.ol.gp 
1 

5667165 
1. .82 

5670155/gb|AF161269.1|AF161269 4.0e-86 Oryza sativa subsp. 
japonica BAC clone 34K24, complete sequence 



33300 - Seq. ID 

69064 Strand 

1 End 

OJ991208_19 . 0302 . C26 . o2 . np Method 

1 End 

3402755 Score 



OJ991208_19.0302.C26 

5237 
AAT/NAP 
5237 
1115 



1..64, 2015. .2642, 2670. .4085, 5208 .. 5237 

(AL031187) putative transposable element [Arabidopsis thaliana] 



33300 Seq. ID 

69064 Strand 
1 End 
OJ991208_19. 0302 .C26.ol.np Method 

1. , ¥ .,,.,.,„End..,_.., ; 

:^9070aS^_,_^_ ^._.^,„.Score_. _ 

lv.--19-,~34-3:v582,- 7-60-. v 8 97 - - ------ ■ ' - — " - 

(AP001129) hypothetical protein [Oryza sativa] 



OJ991208_19.0302.C26 

5237 
AAT/NAP 

.8.97. „ _ 

..5.1.6 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991208 19.0302.C26 



33300 
69065 
6984 

OJ991208_19.0302.C2 6.o2.gp 
6804 

15595_1.R1084 
6804 . .7438 

, 1420887 1.0e-08 (U34334) non-specific lipid transfer-like 
protein [Phaseolus vulgaris] ' 



7438 
AAT/GAP 
7438 
1147 



Seq. No. 33300 

Gene No. 69065 

Start 6984 

Name OJ991208_19 . 0302 . C2 6 . o4 

Start . 6984 . 

GI ~ " ' none 

Exons ' 6984. .7298 ' • 

Seq. No. 33300 

Gene No. 69066 

Start 20927 

Name OJ991208_19 . 0302 . C2 6 . ol 

Start 1908 

GI none 

Exons 1908.. 2156, 2172.. 2450, 



Seq. ID OJ991208_19.0302.C26 
Strand 

End 7438 

.gs Method GENSCAN 

End 7298 

" Score 1 * ' 

Seq. ID . OJ991208_19.0302.C26 
Strand 

End 26313 

.tc Method TBLASTX : Cress ' 

End 19747 

Score 295 

19301. . 1974 7, 19325. . 19507 



Seq. No. 
Gene No. 
Start 
Name 
Start 



33300 

69066 

20927 

OJ991208 

2019 



19.0302.C26.ol. ts 



Seq. -ID 

Strand 

End 

Method 
End 



OJ991208_19.0302.C2« 
26313 

TBLASTX: Soybean 
19747 



33402 



\J X 


n Ann 
1 1U1 its 






OL-UL fci J.JJ 






?niQ 91 ftp 


91 


94ft^ 91 SS 


947S 1 Q9RQ 1Q747 1 Q9Q/1 


1 S7 










c prr m r»TQQi9nft i q o^no 

ijctj. XlJ *JU.7.7XZUO 13 . UjU^ 


CO £ 


Gene No. 


69066 






Strand - ~ 




Start 


20927 






End 26313 




Name 


OJ991208 19. 


0302. 


C26.ol.tw 


Method TBLASTX : Wheat 




Start 


2052 






End 19615 




yj x 


none 






Score 151 






• 2052.. 2156, 


2173. 


.2232, 2265. 


.2717, 2341. .2718, 19054.. 


1 QA 1 Q 




19055. .19516, 19522. .19602, 19526. .19615 




Cpn Mo 


33300 






Seq. ID OJ991208_19.0302 


CO £ 


Gene No. 


69066 






Strand 




Start 


20927 






End 26313 




Name 


OJ991208 19. 


0302. 


C26.ol.tm 


Method TBLASTX : Mai ze 




O UCll L 


2094 






End 19687 






none 






Score 99 






2094 . .2159, 


2175. 


.2510, 2356. 


.2496, 19261. .19608, 19262 


. . X .7 O U .7 , 




19299... 19640, 19616. .19687 






Seq . . No 


33300 






_ S e q . __I D : ^ .0 J 9 9 1 2 .08 19 .0.3.02, 




.Gene. ..No... 


_6906.6.^,_„_ 






, Strand. . w .-„ 




Start '•■ - 


- 20927 






End — ■■- • 2 6313- - - 




Name 


OJ991208 19. 


0302. 


C26.o2. ts 


Method TBLASTX : Soybean 




Of- a r +- 


2520 ' 






End 19249 




X 


none 






Score 65 




CjAUI 1 o 


2520. .2726, 


2541. 


.2639, 18920 


. .19249, 19016. .19096 






33300 






Seq. ID OJ991208_19.0302 




Gene No. 


69066 






Strand 




Start 


20927 






End 26313 




Name 


OJ991208 19. 


0302. 


C26.o2. tw 


Method TBLASTX : Wheat 




Start 


3034 






End 18982 




\J X 


none 






Score 56 






3034 . .3195, 


18529 


. .18795, 18530. .188 95, 18850. .188 97, 






18896. . 18982 










33300 






Seq. ID OJ991208_19.0302 


C0& 


Gene No. 


69066 






Strand 




Start 


20927 






End . 26313 




Name 


OJ991208"19: 


0302. 


C26".62".tni . 


Method' TBLASTX: Maize 


. .7 ... 


O li-CtX l_ 


■ -■■ -3048 






•End • - 18916' 




rir 
ox 


none 






Score 233 




R von q 


3048. .3194, 


18508 


. .18726, 18509. . 18727, 18767 .. 18 916, 






18823. . 18900 










Cpff Ma 


33300 






Seq. :ID OJ991208JL9 . 0302 


.C26 


Gene No. 


69066 






Strand 




Start 


20927 






End 26313 




Name 


OJ991208 19. 


0302. 


C26.o4. tw 


Method TBLASTX: Wheat 




Start 


3437 . 






End 3807 




GI 


none 






Score 36 




Exons 


3437. .3478, 


3504. 


.3575, 3564. 


.3674, 3576. .3632, 3660. .3806, 




3bbl. . 3807 










Seq. No. 


33300 






Seq. ID OJ991208_19.0302 


C26 



33403 




Gene No. 


69066 




Strand 








O to. J. L. 


20927 




End 








Name 


OJ991208 19.0302.C26 


.o3. tm 


Method 


1 Diino 1 A . 


via ize 




c +- -> v-j- 
OtaiL 


6975 




End 


791 9 








none 




Score 










6975. .7103, 6984. .7211, 6985. .7212 








Seq. No. 


33300 




Seq. ID 


OJ991208 


_19.0302 


.C26 


Gene No. 


69066 




Strand 








O L a! L 


Z. VJ J / 






Z Vj _> J- J 






Name 


OJ991208 19.0302.C26 


. o4 . tm 


Method 


TRT A^TY • 


Ma n "7 o 
L v Jd l^c 




DLdl L 


17438 




End 


177^1 
± I f o ± 








none 




Score 


zoo 






TT vAn <5 


17438. .17707, 17443. 


. 17727, 


17444. .177 


-J -L 






Seq. No. 


33300 




Seq. ID 


OJ991208 


_19.0302 


.C26 


Gene No. 


69066 




Strand 








a -rt" 
o Ldl L 






End 


26313 






Name 


OJ991208 19.0302.C26 


. o3 . tw 


Method 


TBLASTX: 


vvJlcci L. 




uL.di L 


17579 




End 


17911 








none 




Score 


214 








_ -..1757 .?. . ..11311^11612 .,_ 


. 12719.,.. 


■17.7.7.9. ...17 8 


95 ..... _ 




■==- 


Seq.— No. - 


-1 .. ^.,..^... r ^. : * .i^J _ 

-■ ' 33300 ' • ' • - - - 


- •■ - 


- Seq. 'ID* OJ991208 


_19.0302- 


: : G2 6 


Gene No. 


69066 




Strand 








Of a v+- 
o Lai T, 


20927 




End 


26313 






Name 


OJ991208 19.0302.C26 


. o3 . gp 


Method 


AAT/GAP 








9 DQ97 




End 


23687 








4715727 




Score 


827 






Exons 


20927. .21303, 23060. 


.23116, 


23655. .23687 






C ^ rr K\ r\ 

seq. ln o . 


33300 




Seq. ID 


OJ991208 


i q mn9 


P9 £ 
. O 


bene lno . 


69066 




Strand 








Start 


20927 




End 


26313 






Name 


OJ991208 19.0302.C26 


. o5 . tm 


Method 


TBLASTX: 


Maize 




Cf a r +- 
OLal L 


21244 




End 


26313 








none 




Score 


85 






Exons 


21244. .21309, 21245. 


.21304, 


23049. .23138, 23049 


9^1 1 7 






23059. .23118, 23646. 


.23777, 


23659..23772, 26212 








26216. .26311, 26227. 


.26313 










C an \T o 

oeq. ln u ■ 


• 33300 




•' Seq. ID. 


OJ991208 


~i q m n 9 


HOC 
. O 


Gene No".' ' 


. - 69066 ■• - ' 




• Strand 


'— * 






Start 


20927 




. End 


26313 






Naiue 


OJ991208 19.0302.C26 


. o2. tc 


Method 


TBLASTX: 


^T6SS 






21250 




End 


23777 








none 




Score 


. 71 






Exons 


21250. .21309, 23064. 


.23138, 


23646. .237 


77, 23647 


9 *37 7 9 






23655. .23774 












Qfirr Kin 


33300 




Seq. ID 


OJ991208 


1 Q 0^D9 

J. .7 . VJ J VJ Z. 


P9fi 


Gene No. 


69066 




Strand 








Start 


20927 




End ' 


26313 






Name 


OJ991208_19.0302.C26 


. o4 . np 


Method 


AAT/NAP 






Star L 


23042 




End 


26313 






GI 


3834303 




Score 


206 






Exons 


23042. .23116, 23655. 


.23779, 


26262. .263 


13 







33404 




\j± UcbLIip. 


(AC005679) F9K20.3 [Arabidopsis thaliana] 




Seq. No. . 


33301' 


Seq. ID 


OJ991208_19.0302 


.C27 


Gene No. 


69067 


Strand 








252 


End 


2190 




Name 


OJ991208 19.0302.C27.ol.gs 


Method 


GENSCAN 




otal.L 


252 


End 


1868 






none 


Score 


.82 




Exons 


252. .326, 411. .512, 615. .686, 


1806. . 1868 




o c q . IN U . 


33301 


Seq. ID 


OJ991208_19.0302 


. / 


Gene No. 


69067 


Strand 






Start 


252 


End 


2190 




Name 


OJ991208 19.0302.C27.ol.np 


Method 


AAT/NAP 




OLdl U 


252 


End 


2190 






3834303 


Score 


132 




Exons 


252. .326, 411. .512, 615. .686, 


1806. . IE 


J68, 1963. .2190 




Ul UtroCXJLp. 


(AC005679) F9K20.3 [Arabidopsis thaliana] 




o e q . ln o . 


33301 


Seq. ID 


OJ991208_19.0302 




Gene No. 


69067 


Strand 






: Start.... .., _ . 


. 252 . .„. _ . .... ... ...... 


.End ... 






_Nam.e„ ~ j — 


. OJ-991 208 1 9. M02..C27 .ol . tm . Method. ... 


.TRTiASTX :jyiaj_ze. . 




olail 


-282- - ■ - - - -• 


End ■■ 


•1865 ' — 


— — 




none 


Score 


42 




Exons 


282. .323, 282. .326, 286. .324, 


407. .514, 412. .528, 425.. 


D 1 4 , 




456. .521, 610. .699, 612. .695, 


1806. . 1865 




d e q . ln o . 


33302 


Seq. ID 


OJ991208_19.0302 






69068 


Strand 






Start 


1 


End 


4872 




Name 


OJ991208 19.0302.C29.ol.np 


Method 


AAT/NAP 




C4- a v~-j- 
O Ldl t. 


1 


End 


2977 






6630685 


Score 


4376 




Exons 


1..2616, 2906. .2977 








u± uescrip # 


(AP000969) Similar to copia-type pol polyprotein. (AF105716 




[Oryza sativa] 








Seq. No. 


33302 


Seq. ID 


OJ991208_19.0302 


.C29 


Gene No. 


69068 


Strand 






O Ldl. L 


1 


End . 


4872 




Name 


OJ991208 19.0302.C29.o2.tm 


Method 


TBLASTX: Maize 




C-t- -a y-f- 

■ oLdi L- 


. 2 :■ ' • , - - ■ ■ 


End ... 


559 ' _ ; ■ 




ox 


none 


Score 


54 4' ~ 




LAUllO 


2. .559, 3. .551, 106. .552 








Seq. No. 


33302 


Seq. ID 


OJ991208_19.0302 


.C29 


Gene No. 


69068 


Strand 






O LdiL 


1 


End 


4872 




Name 


OJ991208 19.0302.C29.o2.ts 


Method 


TBLASTX: Soybean 




ouartz 


26 


End 


541 




GI 


none 


Score 


39 




Exons 


26. .133, 48. .140, 152. .541, 153. .317 






o c 4 . IN u . 


33302 


Seq. ID 


OJ991208_19.0302 


.C29 


Gene No. 


69068 


Strand 






Start 


1 


End 


4872 





33405 



Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exo,ns„ . ^ 

"■■Seq-. - -No*;- 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No.. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 




OJ991208_1 9 . 0302 . C2 9 . ol . gs Method GENSCAN 

169 End 4832 

none Score . 56 

169. .275, 280. .373, 554. .1102, 1224. .1261, 1443. .1742, 

1807. .2320, 2906.. 3049, 3087.. 3425, 3733.. 3972, 3991.. 4271, 

4382. .4832 



33302 
69068 
1 

OJ991208_19.0302.C29.o4 .tw 

326 

none 

326. .562, 590. .736 



Seq. ID OJ991208_19.0302.C29 
Strand 

End 4872 

Method TBLASTX : Wheat 

End 736 

Score 82 



OJ991208_19.0302.C29 
4872 

TBLASTX: Maize 
1110 
469 



33302 Seq. ID 

69068 Strand 

1 End 

OJ991208_19 . 0302 . C2 9 . o3 . tm Method 

674 End 

none Score 
674.^.1108, ...,675.. ,110 9, ..,94 0.., lllp : .., T _,, 

•33302 . seq.-- ID 

69068 Strand 

1 End 

OJ991208_19.0302.C2 9.ol.ts Method 

912 End 

5509260 Score 
912. .1295, 914. .1294, 1301. .1348, 1354. .1518, 1355. .1516 



OJ991208_19;0302.C2 9- 
4872 

TBLASTX: Soybean 
1518 
289 



33302 
69068 
1 

OJ991208_19 . 0302 . C2 9 . o2 . tw 

926 

none 

926. .1273, 939. .1271, 1069. 
1354. .1377 



Seq. ID OJ991208 19.0302.C29 



Strand 
End 

Method 
End 
Score 
1275, 1128. 



4872 

TBLASTX: Wheat 

1377 

279 

.1283, 1304. .1348, 



33302 Seq. ID 

69065- . . ,-• • , Strand 

1 \ End 
OJ991208_19.0302.C29.o2. tc Method 

1031 End 

none Score 
1031. . 1312 



OJ991208_19.0302.C29 

48^2 V 
TBLASTX: Cress 
1312 
193 



33302 Seq. ID 

69068 Strand 

1 End 

OJ991208_19.0302.C29.o5. tm Method 

1227 End 

none Score 



OJ991208_19.0302.C29 
4872 

TBLASTX: Maize 

1545 

133 



1227. .1352, 1229. .1348, 1327. .1464, 1340. .1543, 1354. .1545 



33406 



Seq. No. 33302 Seq. ID OJ991208_19 . 0302 . C29 

Gene No. 69068 Strand 

Start 1 End 4872 

Name OJ991208_19 . 0302 . C29 . ol . tm Method TBLASTX : Maize 

Start 1552 End 2408 

GI none Score 4 5 

Exoris 1552. .1758, 1634. .1675, 1679. .1768, 1758. .2336, 1759. .2256, 
1760. .2335, 2335. .2403, 2337. .2408 

Seq. No. 33302 Seq. ID OJ991208_19 . 0302 . C29 

Gene No. 69068 Strand 

Start 1 End 4872 

Name OJ991208_19 . 0302 . C29 . o3 . tw Method TBLASTX : Wheat 

Start 1657 End 1984 

GI none Score 87 

Exons 1657. .1737, 1758. .1895, 1760. .1906, 1895. .1984, 1898. .1984 

Seq. No. 33302 Seq. ID OJ991208_19 . 0302 . C29 

Gene No. 69068 Strand 

Start 1 End 4872 

Name OJ991208_19 . 0302 . C29 . o3 . ts Method TBLASTX : Soybean 

t Starts, . _ . 1766 _ . r ,.^, .. . End,., . _, . . 2227. ,_ v .^ = ^ t _, 

_GX .„ none „ = ^ ^^Score...-^ „,.L5l3^_. ; _„ ^ _ 

-Exons- - -1766.. 2227, 1917.. 2207- - - .- . - 

Seq. No. 33302 Seq. ID OJ991208_19 . 0302 . C29 

Gene No. 69068 Strand 

Start 1 End 4872 

Name OJ991208_1 9 . 0302 . C29 . ol . tc Method TBLASTX : Cress 

Start 1769 End ' 2191 

GI none Score 233 

Exons 1769.. 2191 

Seq. No. 33302 Seq. ID OJ991208_19 . 0302 . C29 

Gene No. 69068 Strand 

Start 1 End 4872 

Name OJ991208_19 . 0302 . C29 . ol . tw Method TBLASTX : Wheat 

Start 2072 End 2645 

GI none Score 167 

Exons 2072. .2383, 2073. .2324, 2075. .2386, 2397. .2645, 2413. .2637 

Seq. No. ' 33302 "" ' Seq. ID OJ991208_1 9 . 0302 . C29 ' 

Gene No..- . 69068 ; .; - • - Strand 

Start "1 * " '. End / 4872 

Name OJ991208_19 . 0302 . C29 . o4 . tm Method TBLASTX : Maize 

Start 2409 End 2804 

GI none Score 269 

Exons' 2409. .2678, 2410. .2685, 2492. .2680, 2685. .2804, 2689. .2796 

Seq. No. 33302 Seq. ID OJ991208_19 . 0302 . C29 

Gene No. 69068 Strand 

Start 1 End 4872 

Name OJ991208_19 . 0302 . C2 9 . o5 . tw Method TBLASTX: Wheat 

Start 2796 ' End 3025 

GI none Score 48 

Exons 2796.. 2855, 2870.. 3025, 2871.. 2939, 2984.. 3025 



33407 



Seq. No. 33302 

Gene No. 69068 

Start 1 

Name OJ991208_19 . 0302 . C29 . o"6 . tm 

Start 2805 

GI none 
Exons 



Seq. ID OJ991208_19.0302.C29 
Strand 

End 4872 

Method TBLASTX: Maize 

End 3144 

Score 126 



2805. .2861, 2861. .3046, 2862. .3041, 3066. .3143, 3070. .3144 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
.Name _ 

•GI 

Exons 



Seq. ID OJ991208_19.0302.C29 
Strand 

End 4872 

Method AAT/NAP 

End 4872 

Score 397 



GI Descrip. 



33302 
69068 
1 

OJ991208_19.0302.C29.o3.np 
3450 
3645898 
3450. .3665, 3752. .4872 

(U68408) in-frame stop codon; possibly a post-transposition 
mutation [Zea mays] 

33302 Seq. ID OJ991208_1 9 . 0302 . C29 

69068 Strand 

1 End . 4872 

„ OJ991208_1.9. 0302...C2.9. . p.2.. np^,„. Method. . . .AAT/NAP „ . ^_ 

-.366.0 _„ .End w . A 012... .^.ZZ- ~Z~~.l 

4416301 •-■ * Score 377-' — " 

3660. .4343, 4373. .4872 

(AF105716) gag protein [Zea mays] 



Seq. No. 33302 

Gene No. 69068 

Start 1 

Name OJ991208JL9 . 0302 . C29 . o7 . tm 

Start 4533 

GI none 

Exons 4533.. 4781, 4593.. 4787 



Seq. ID OJ991208_19.0302.C29 
Strand 

End 4872 

Method TBLASTX: Maize 

End 4787 

Score 64 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI-. Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
3 Ldrt 
Name 
Start 



33303 
69069 
1 

OJ991208_19.0302.C30.ol.np 
1 

. 4063751 



Seq. ID OJ991208_19.0302.C30 

Strand + 

End 2590 

Method AAT/NAP 

End 2590 

Score . 387 



1. .35,. 273.". 370, 5'93.'. 917, 1147 . .'1722,' 2519. .2590 
(AC005851.) putative ABC transporter [Arahidopsis thaliana] 



'33303 
69069 
1 

OJ991208_19.0302.C30.ol.gs 

290 

none 



Seq. ID OJ991208_19.0302.C30 

Strand + 

End 2590 

Method GENSCAN 

End 1773 

Score .73 



290. .373, 501. .626, 995. .1081, 1147. .1773 



33303 
69070 
2228 

OJ991208_19. 0302.C30.ol.tm 
289 



Seq. ID OJ991208_19.0302.C30 
Strand 

End 2523 

Method TBLASTX: Maize 

End 1509 



33408 




C T 
\J 1 


none 




Score 






P vrin q 


2ft9 369 305 370 753 


91 4 


7ft 6 914 

/ODi . -7 1 *± 


9R3 1 0 ft 4 QQA 


1 Oft 




1141 1 509 12 5ft 1 4fl2 










Seq. No. 


33303 




Seq. ID 


OJ991208_19.0302 


.C30 


Gene No. 


69070 




Strand 






Start 


2228 




End 


2523 




Name 


O,T99120ft 1 Q 0302 r30 o9 


1- o 


Via {^LL\J\JL 


1 D1jM.o I A . uicbS 




Jlal L 


2ft 9 ~~ 




PnH 

Hi 11 LI 


91 4 
Jll 




GI 


none 




^oo 


1 06 

X U D 




P von c: 


289 372 305 373 749 


ft 95 


7 53 914 








33303 

J J J J 




JCLJ . X U 


O.T991 90ft 1 9 0309 


p ^o 


Gene No. 


69070 




Strand 






Start 


2228 




End 


2523 




Name 


OJ991208 19. 0302 .C30.o2 


. ts 


Method 


TBLASTX : Soybean 




Start 


289 ~~ 




End- 


1 Oft 4 

X \J O *3 






none 




Score 


119 




P von q 

DAU1JD 


2fi9 372 305 376 753 


91 4 


7ft9 ft95 


7 99 ft 96 9R 3 


1 Oft/1 




1015 1083 1034 1084 










Seq. , No , 


- _ 33303 . .... 




.Seq,. 


. .OJ9 9 12.08^13 . 0.302 


^-C3Q 


_.Gene.-.Na 


i'aom,, 




..Strand „. 






Start 


- 2228 - - 




End *■ " 


-2523 - : » 






O.T99120ff 1Q 0309 P30 ol 




Method 


TBLASTX: Cress 




u Lai L 


i o 6i — 

X U O X 




End 


1743 




PT 


n on p> 
nunc 




Score 


35 




P von q 


1061 1 093 1141 1 61 1 

XUUX..XW.7.J, XX*iX..XDXX/ 


1 344 


.1541, 1348. .1551, 1618. .1743 


Seq. No. 


33303 




Seq. ID 


OJ991208_19.0302 


.C30 


Gene No. 


69070 




Strand 






Start 


2228 




End 


2523 




IN cLlLtc; 


O.T9 91 2 OP 1 Q 0 30 9 P30 ol 


. ts 


Method 


TBLASTX: Soybean 




ij L.CIL L 


1141 ~ 
nil 




End 


1737 




GI 


nunc 




Score 


493 




P von s 


1141 1563 1158 1490 

XXIX. • X V , XXJL>. « X *3 _7 VJ , 


1 573 


.1737, 1608. .1736 




Seq. -No. ' 


33303 




Seq. ID 


OJ991208_19.0302 


.C30 


Gene No. 


69070 




Strand 






Start 


2228 




End 


2523 




Name 


OJ991208 19 0309 P30 nl 


L. W 


Method 


TBLASTX: Wheat 




Start 


122 5 — - 

1^^ J 




End 


1641 " 




GI 


nnnp 
nunc 




Score* 


309'; 




J 1 -£\ \y HO 


1 225" 1641 1 344 1 541 










Seq. No. 


33303 




Seq. ID 


OJ991208_19.0302 


.C30 


Gene No. 


69070 




Strand 






Start 


222ft 




End 


2523 






O.T99190ft 1 9 0309 P30 o9 

UU .7 .7 X ^ U O 1j.UjU^»UjU.U^. 


gs 


Method 


GENSCAN 




O L. Cl -L L 


299ft ~ 




End 


2523 




GI 


none 




Score 


.47 




Exons 


2228. .2523 










Seq. No. 


33304 




Seq. ID 


OJ991208_19.0302 


.C31 




W \J 1 X 




Strand 


+ 




Start 


1861 




End 


2184 




Name 


OJ991208_19.0302.C31.ol. 


gs 


Method 


GENSCAN 





33409 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
..Gene^No^ 

Name 

Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons ' 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1861 
none 

1861. .2026, 2081. .2184 

33305 
69072 
5064 

OJ991208_19.0302.C32.o2.gs 

5064 

none 

5064. .5114, 5365. .5922 

33306 
69073 
26 

OJ991208_19.0302.C33.o2.ts 
26 

none 

26. .424, 204. .320 

33306 

.,69023 ..,„_ w _ ... .,• :: 

OJ991-208_19-.0302 .C33:ol . tm" 
47 

none 

47. .271, 269. .427 

33306 
69074 
878 

OJ991208_19.0302.C33.ol. ts 

878 
none 



End 
Score 



2184 
.71 



Seq. ID OJ991208_19.0302.C32 

Strand + 

End 5922 

Method GENSCAN 

End 5922 

Score .49 



Seq. ID OJ991208_19.0302.C33 

Strand 

End 4 27 

Method TBLASTX : Soybean 

End 424 

Score 86 



Seq. ID OJ991208_19.0302.C33 

. Strand -.„„„..-._ . _ . 

...End ,4 2xl« _ 

Method TBLASTX :-Mai'ze- '-- 

End ■ 427' 

Score 70 



Seq. ID OJ991208_19.0302.C33 
Strand 

End 1287 

Method TBLASTX: Soybean 

End 1287 

Score 60 

878. .1030, 1045. .1128, 1150. .1206, 1150. .1287, 1154. .1285 

33307 Seq. ID OJ991208_19 . 0302 . C34 

69075 Strand 

474 End 648 

OJ991208_19.0302.C34 .ol.gp Method AAT/GAP 

474 End 648 . 

.62345_1.R1084 ; " .* .Score .309 " " \ ' " 

474'; : 648 ' " - - • " - '* • ' : ; 

f 4325324/gb| AAD17333I 4.0e-59 (AF125574) lysyl-tRNA synthetase 
LysRS [Arabidopsis thaliana] 

>gi_604 1823_gb_AAF02 138 . 1_AC009918_10 (AC009918 ) lysyl-tRNA 
synthetase [Arabidopsis thaliana] 1 



33308 
69076 
283 

OJ991208_19.0302.C35.ol.gs 

283 
none . 



Seq. ID OJ991208_19.0302.C35 

Strand + 

End 3747 

Method GENSCAN 

End 3632 

Score .54 



233. .868, 1294. .14/4, ib8b..2209, 2375. .2742, 2828. .3182, 
3528. .3632 



33410 




O C \^ . IN \J . 


J J J \J o 








Cpn in 

OC^ji X LV 


O.T9Q1 908 1 Q 0109 


PTC 


Gene No. 


69076 








Strand 


+ 




Start 


283 








End 


3747 




Name 


OJ991208 19 


. 0302 


.C35.ol 


.np 


Method 


AAT/NAP 






2215 








End 


3747 




\j x 


164 5899 








Score 


751 




J— 1 1 k_> 


2215 3747 
















(U68408) 5 f 


end 


not determined experimentally [Zea mays] 




Seq. No. 


33308 








Seq. ID 


OJ991208_19.0302. 


C35 


Gene No. 


69076 








Strand 


+ 




Start 


283 








End 


3747 






0,7991 908 1 9 


o?o? 


.C35.ol 


.tw 


Method 


TBLASTX: Wheat 




Cfa rt 


982S ~~ 








End 


3358 




\J X 










Score 


234 




Exons 


2825 3250, 


3278 


. .3358 










Seq. No. 


33308 








Seq. ID 


OJ991208_19.0302. 


C35 


Gene No. 


69076 








Strand 


+ 




Start 


283 








End 


3747 




Name 


O.T991 908 1 Q 


0109 


.C35.ol 


.tm 


Method 


TBLASTX: Maize 




Start 


98 67 ~~ 

_ . ^ O.U-.t . - ...... - — _^ - 








JV End, 


.3502 . 




GLI 


,. - 1 LkJ 1 IK r ,^ T ;-„ , 




_. 


„ 


Snore • .... 


81 




■Rxnn 9' * - 


- 2867 2932 


2933 


. .3355,- 


-308-2. 


.■.•335-4,- 3350. .3502- " 


1.-. - 


JC^i IN ^ • 


11108 








Seq. ID 


OJ991208_19.0302. 


C35 


Gene No. 


69076 








Strand 


+ 




Start 


283 








End 


3747 




Name 


OJ991 2D 8 19 


010? 


.C35.ol, 


. tc 


Method 


TBLASTX: Cress 




Start 


1090 ~ 








End 


3501 




GI 


none 








Score 


36 




Pvonc 

i_J W 1 1 O 


3020 3049 

~J \J \J • * «j w *i _/ , 


3059 


. .3349, 


3067. 


.3144, 3137. .3232, 3364. .3501, 




3365 3496 














Seq. No. 


33308 








Seq. ID 


OJ991208_19.0302. 


C35 


Gene No. 


69076 








Strand 


+ 




Start 


283 








End 


3747 




Name 


O.T991 908 1 9 


0109 


.C35.ol. 




-.Method 


TBLASTX: Soybean 




Start 


1041 ~ 

J *i X 








End 


3502 




GI 


none 








Score 


226 




IjAUI 1 o 


1041 11S9 


1061 

O VJ vJ X 


. .3345, 


3374. 


.3502 






O C U • LN U . 


..33309 ■ 








•Seq. • ID .. 


OJ991208_19'.0302. 


C37 


Gene No . 


69077- 








Strand 


+ 




Start. . 


1 








End 


110 




Name 


OJ991208 19. 


0302 


.C37.ol. 


gp 


Method 


AAT/GAP 




Start 


1 








End 


110 




GI 


15870 2.R1084 






Score 


172 




R v o n 


1. .110 














OX L/C O J L ■ 


'287403/dbj | D10838 | RICSBE1 8. 


Oe-69 Rice gene for starch 






branching enzyme' 












Seq. No. 


33309 








Seq. ID 


OJ991208_19.0302. 


C37 


Gene No. 


69078 








Strand 


+ 




3 1 a l I 


3891 








End 


7202 




Name 


OJ991208 19. 


0302. 


.C37.ol. 


np 


Method 


AAT/NAP 




Start 


3482 








End 


4729 





33411 



GI 6523547 Score 99 

Exons 3482.. 4013, 4451.. 4729 

GI Descrip. (AJ242540) hydroxyproline-rich glycoprotein DZ-HRGP [Volvox 
carteri f. nagariensis] 

Seq. No. 33309 Seq. ID OJ991208_19 . 0302 . C37 

Gene No. 69078 Strand + 

Start 3891 End 7202 

Name OJ991208_19 . 0302 . C37 . o2 . gs Method GENSCAN 

Start 3891 End 7068 

GI none Score . 8 

Exons 3891. .4050, 4312. .4453, 4518. .4783, 4801. .4970, 5695. .5826, 
6811. .6881, 6969. .7068 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



33309 
69078 
3891 

OJ991208_19.0302.C37.o2.np 

4821 

6899899 



Seq. ID OJ991208_19.0302.C37 

Strand + 

End 7202 

Method AAT/NAP 

End 7202 

Score 641 



4821. .4970, 5695. .5826, 6310. .6381, 6811. .6881, 6969. .7068, 
7145. .7202.... 



...GL..D e sc rip. . _ „.( AL 138 64.24_^p.ut ati va.,.pr o t ein J Arabidop sJLs.^tha.lia.na4„ 



Seq. -No. 33309 

Gene No. 69079 

Start 1767 

Name OJ991208_19 . 0302 . C37 . ol . gs 

Start 1767 

GI none 

Exons 1767.. 1968, 2026.. 2082, 



Seq. . ID 
Strand 
End 

Method 
End 
Score 
3130. .3206 



OJ991208_19. 0302.C37 

3206 
GENSCAN 
3206 
.7 



Seq. No. 33310 

Gene No. 69080 

Start 108 

Name OJ991208_19 . 0302 . C39 . ol . gs 

Start 108 

GI none 

Exons 108. .329, 410. .545, 615. .655 



Seq. ID OJ991208_19. 0302 .C39 

Strand + 

End 655 

Method GENSCAN 

End 655 

Score .86 



Seq... No. . 
Gene No'. 
Start ■"" 
Name. 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



33311 . Seq. ID 

69081 - strand 

322 . * ' \ ' ; . End' 

OJ991018_05. 0301 .Cl.ol.np Method 

322 End 

1091678 Score 



OJ991018_05.0301.C1 

" + 

-2626 ; • , 

AAT/NAP 

2626 

545 



322. .447, 536. .1825, 2508. .2626 

activator-like transposable element [Pennisetum glaucum] 



33311 
69082 
2222 

OJ991018_05.0301.Cl.o2, 
2222 



np 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991018_05.0301.C1 

4581 
AAT/NAP 
4581 
281 



2222. .2259, 3864. .3927, 4034. .4581 

(AF114171) hypothetical protein [Sorghum bicolor] 



33412 




Seq. No. 


33311 




Seq. ID 


OJ991018_05.0301 


.CI 




69083 




Strand 






O u a. J- l 


6815 




End 


9821 




ln dine 


OJ991018 05 


.0301.Cl.o2.tm 


Method 


TBLASTX: Maize 




OLdi L 
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End 


761 






none 




Score 


90 






391. .447, 392. .448, 398. .448, 


526. .753, 527. .760, 534.. 


7 £1 
/ Dl 


Seq. No. 


33311 
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o.tqqi m ft n^ni 


.CI 


OC11C LN L> • 


69083 




Strand 






OLai L 


6815 




End 


9821 






OJ991018 05 


■0301.Cl.ol.ts 


Method 


TBLASTX : Soybean 




O LaL L 


704 




End 


1338 






none 




Score 


156 






704. .958, 705. .1049, 1066. .1338 






Seq. No. 


33311 




Seq. ID 


OJ991018_05.0301 


.CI 








Strand 






C r a rf 
u Lai L 


6815 




End 


9821 




Name 


• OJ991018 05 


.0301.Cl.ol.tw 


Method 


TBLASTX: Wheat 




O +- a r-4- 

O Lal.t -_ . v „ . 


72 9 




.End,..,. 


-1043 




GX 








...3.4.7. ... ... 






- -729. ■■.■1043," 


729;. 974, -731; .991 








Seq. No. 


33311 




Seq. ID 


OJ991018_05.0301 


.CI 


Gene No. 


OiJUO J 




Strand 








6815 




End 


9821 




Name 


OJ991018 05 


.0301.Cl.ol.tm 


Method 


TBLASTX: Maize 




o f -a rt 

O Lai L 


1020 




End 


1602 




ox 


none 




Score 


56 




LiAUllO 


1020. .1064, 


1030. .1431, 1060., 


.1467, 1062. .1484, 1459. .1602, 




1474. .1602 










Seq. No. 


33311 




Seq. ID 


OJ991018_05.0301 


.CI 


fjpnp Mo 


69083 




Strand 






Cf a r 4 - 

O l_ Cl X L. 


6815 




End 


9821 




IN CXlllC 


OJ991018 05 


.0301.Cl.o2.ts 


Method 


TBLASTX: Soybean 




q+- a rr 

O l_ a. X L. 


1579 




End 


1782 




GI 


none 




Score 


203 




IT von c 


.1579. .1782, 


1581. .1778 








Seq. No., 


33311 




Seq.- ID' 


OJ99iqi8_.0'5.0301 


.ci: 


(Zczvi & Mo 


69083 




Strand 






o rr 
o u a x l. 


6815 




End 


9821 




Name 


OJ991018 05, 


.0301. CI. o3. tin 


Method 


TBLASTX: Maize 




Qf a rr 


1603 




End 


1952 




GI 


none 




Score 


278 




Exons 


1603. . 1797, 


1605. .1796, 1893.. 


1952, 1894. .1950 




Seq. No. 


33311 . 




Seq. ID 


OJ991018_05.0301, 


.CI 


Gene No. 


69083 




Strand 






Start 


6815 




End 


9821 




Name 


OJ991018_05. 


,0301.Cl.o2.gs 


Method 


GENSCAN 




Start 


6815 




End 


9821 




GI 


none 




Score 


.83 




Exons 


6815. .7004, 


7985. .8121, 8394.. 


8466, 8550. .8660, 8755. .8928, 



33413 




9035. .9617, 9635. .9821 



Sea No 


33311 


Seq. ID 


OJ99101 


8_05.0301 


pi 


f^pnp No 


69083 


Strand 








Start 


6815 


End 


9821 






Name 


OJ991018 05.0301.Cl.o2.tw 


Method 


TBLASTX 


: Wheat 




Start 


8591 


End 


9108 






GI 


none 


Score 


65 






'Exons 


8591. .8662, 8760. .8942, 8767. .8892, 9028. .9108 






Seq. No. 


33312 


Seq. ID 


OJ991018 05.0301 


.C2 


Gene No 


69084 


Strand 








Start 


1 


End 


1588 






Name 


OJ991018 05.0301.C2.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


1588 






GI 


4680204 


Score 


702 






F, von 


1..54, 150. .1588 










GI Descrip. 


(AF114171) hypothetical protein [Sorghum bicolor] 




Sea No 


33312 


Seq. ID 


OJ99101! 


3_05.0301 


r? 




69084 


Strand 








.Start 




..-.^..End ,.. 


,1588. _„ 




----- 


Name 


„,£) J931 0 1,8 ^Q.5l. ! 0301-..C2 :.a.U±H__ ,..Jtfet.hod_,. 


„T.BlASTX^iiea.t .. .. 




Start- - 


■* 542 .. 


- End • 


94 5 






O J. 


none 


Score 


43' 








542. .712, 543. .617, 702. .8 


42, 707. .943 


, 865. .945 




Seq. No. 


33313 


Seq. ID 


OJ99101S 


3_05.0301 


.C3 


Gene No. 


69085 


Strand 


+ 






Start 


656 


End 


6710 






Name 


OJ991018 05.0301.C3.ol.gp 


Method 


AAT/GAP 






Start 


656 


End 


6710 






GI 


LIB34 31-028-P1-N1-A10 


Score 


735 






Exons 


656. .726, 754. .865, 6477.. 


6710 








C?T De srri n 


'4680203/gb|AAD27566.1|AF114171 7 3.0e 


-33 (AF114171) TNP2-. 




protein [Sorghum bicolor] 1 










Sea No 


33313 


Seq. ID 


OJ99101E 


i_05.0301 


C3 


Gphp No 


69086 


Strand 








Start 


719 


End 


2099 






Name 


..OJ991018 .05.0301.C3.ol..gs 


Method . 


GEN SCAN 






Start 


71 9 - " ••• • 


End".' 


2099 






GI ~ - ■' 


none * 


-■' Score 


.72 






Exons 


719.. 791, 879.. 1000, 1737* 


.1835, 2043. 


.2099 






Seq. No. 


33313 


Seq. ID 


OJ99101E 


_05.0301. 


C3 


Conp "Mo 


69087 


Strand 








Start 


5365 


End 


6208 






Name 


OJ991018 05.0301.C3.o2.gs 


Method 


GENSCAN 






Start 


5365 


End 


6208 






GI 


none 


Score 


.63 






Exons 


5365.. 5856, 6068.. 6208 










Seq. No. 


33313 


Seq. ID 


OJ991018 


05.0301. 


C3 


G^ne No . 


69066 


Strand 








Start 


6818 


End 


8740 






Name 


OJ991018 05.0301.C3.ol.tw 


Method 


TBLASTX: 


Wheat 





33414 



Q+- -a yf 


794 








End 


7721 


P T 


none 








Score 


129 


Exons 


794. .856, 6485.. 


6565, 6570.. 


6689, 6578 


i. .6691, 6579. .6692, 




6698. . 6757, 


6767 


. . 6811, 


6769 


..6810, 6818. .7135, 6833. .7720, 




6834 . .7721, 


6996 


. .7721 








Seq. No. 


jjjij 








oeq . xu 


UjyyiUlo Uj . UjUI .to 


Gene No. 


D jUOO 








C f y- -j nr J 




Of -3 y-f 


fift 1 ft 








Hina 


q 7 a n 


Name 


O TQQ1 01 ft OR 


. U JUl 


P7 r\ ^ 


gs 




C C 1 M C p 7\ M 


Of ^ rf 


fiftl ft — 










ft ^ ^7 
0 3 3/ 


PT 


none 








Score 


.73 




6818. .8197, 


8207 


. .8557 








oeq * LNO • 










Seq. ID 




Gene No. 


6 Qf) ft ft 








Strand 




Start 


£ft1 ft 








End 


QIAO 


Name 


n.TQQi ni ft 


n i 

. U JUl 


.C3.ol. 


np 


Method 


7\ 7\ T> / M 7\ D 


Qf O r*f 


fiftft ft ~~ 

u o o o 








End 


ft 7 A n 


P T 


D / *i c. 1 Z y 








Score 


2921 


Exons 


6888. .8740 












m r^o o t* t r~\ 

xj -L_. . Uco.L .LI p . 


.LAF12113_9.).., 


RIM2j 


protein [Ory z_a . sat iva ] 




Seq; No . 


jjjij 


— , — 






--Seq. -ID 


OJ991018_05.-0301-.C3- 


Gene No. 


£ QH ft ft 








Strand 




0 LalC 


£ft1 ft 








End 


8740 


Name 


n.TQQi m ft 




.C3.ol. 


tc 


Method 


TBLASTX: Cress 


Of a r-f 

o cart 


D y o o 








End 


7433 


PT 


none 








Score 


94 


Exons 


6986. .7135, 


6986 


. .7429, 


6990 


..7433, 6996. .7433 


Seq. No. 


Jjjij 








Seq. ID 


OJ991018_05.0301.C3 


Gene No. 


£ Qn ft ft 








Strand 






fift 1 ft 
DOIO 








End 


8740 


Name 


O.TQQ1 0 1 ft OS 




,C3.ol. 


tm 


Method 


TBLASTX: Maize 


Of a >~f 


f D D 4 








End 


7678 


P,T 


none 








Score 


130 


Exons . 


7364. .7678, 


7392 


. .7667 








oeq . no . 


J J _) X _J 








Seq. ID 


OJ991018_05.0301.C3 


Gene No. . 


AQDft ft 
O ,3 u o o 








Strand 




Start, 


fift l ft 

OOIO 








End 


" 8740' " """ * 


Name 


•Pi.TQ Q1 nift< n R 




;C3^o3. 


tw ; " 


. Method . 


TBLASTX: Wheat . ■ \ ' 


Of a y f 


7 7 9 9- ~~ 








End 


8132 


P T 
o J. 


none 








Score 


81 


HiXorio 


7722. .7808, 


7724 , 


. .7807, 


7841, 


..8083, 78 


81. .8063, 8069. .8131, 




8082. .8132 












Seq. No. 


33313 








Seq. ID 


OJ991018JD5.0301.C3 


Gene No. 


69088 








Strand 




Start 


6818 








End 


8740 


Name 


OJ991018 05, 


.0301. 


,C3.ol. 


ts 


Method 


TBLASTX: Soybean 


Start 


8165 








End 


8407 


GI 


none 








Score 


192 


Exons 


U1UJ. . O 1 U / 












Seq. No. 


33313 








Seq. ID 


OJ991018_05.0301.C3 



33415 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 

.Start .... ...... 

„GI^„_ 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



69088 Strand 

6818 End 

OJ991018_05 . 0301 . C3 . o2 . tm Method 

8237 End 

none Score 



8740 

TBLASTX : Maize 

8693 

42 



8237. .8431, 8441. .8554, 8441. .8563, 8562. .8681, 8565. .8693 



33313 
69088 
6818 

OJ991018_05.0301.C3.o2.tw 

8271 

none 

8271. .8477, 8271. .8480, 8275. 
8480. .8563, 8481. .8564, 8580. 
8683. .8730, 8685. .8738 

33314 
69089 
250 

OJ991018_05.0301.C4 .o2 .np 

250 , „, 

.Il9.Zli.__, . 

250. .379, - 2-261. .2588-, 32 19". 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991018 05. 0301. C3 



8740 

TBLASTX: Wheat 
8738 
158 

.8514, 8276. .8500, 8478. 
.8681, 8584. .8673, 8597. 



,8561, 
,8683, 



Seq. ID 
Strand 
End 

Method 

...,-_,End. 

-..^QOte, 

,3270- ■■ 



OJ991018_05.0301.C4 
+ 

3270 
AAT/NAP 

32.70. ^ 

-82 „ i 



EXTENSIN PRECURSOR (CELL WALL HYDROXYPROLINE-RICH GLYCOPROTEIN) 
gi I 82169 | pir | | S06733 hydroxyproline-rich glycoprotein precursor 
- common tobacco gi | 19867 | emb | CAA320 90 | (X13885) extensin (AA 
1-620) [Nicotiana tabacum] 



OJ991018 05. 0301. C4 



33314 
69090 
1 

OJ991018_05.0301.C4.ol.gp 
1 

342JL.R1084 
1. . 686 

'4574406/gb|AAD24042.1| 0.0e+00 -(AF121139) RIM2. protein [Oryza 
sativa] 1 



Seq. ID 

Strand 

End 

Method 

End 

Score 



2465 
AAT/GAP 
686 
994 



Seq. No. 
Gene No. 
Start ' " 
Name' 
' Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 
Seq. No. 



33314 
69090 

1 " . " ' ' " 
•OJ991Q18__05;0301-.C4 .ol". ts~ 
1 

none 

1..216, 2. .208 

33314 
69090 
1 

OJ991018_05.0301.C4.ol.np 
1 

4680203 
1..690 
(AFI14I 



Seq. ID OJ991018_05.0301.C4 

Strand . - ... 

End 2465 

Method TBLASTX; Soybean 

End * 216 ' 

Score 95 



Seq. ID OJ991018_05.0301.C4 
Strand 

End 2465 

Method AAT/NAP 

End 690 

Score 682 



33314 



/I) TNP2-like protein [Sorghum bicolor] 

Seq. ID OJ991018 05. 0301. C4 



33416 




Gene No. 


69090 




Strand 








Start 


1 




FnH 


2465 






Name 


o.TQ^imft mm r4 ni 


L. W 


Lie UilUU 


TBLASTX: Wheat 




Start 


2 _ 




FnH 


3R4 






GI 


none 






194 






R von s 


2 238 4 249 5 241 


232 


384 246 


.365 






Seq. N.o. 


33314 




Seq. ID 


D.T991 01 R 'OS 


o^oi 


.C4 


Gene No. 


69090 




Strand 








Start 


1 




End 


24 65 






Name 


O.TQ9101R OS 0301 P4 ni 




Mof h nH 








Start 


37 _ 




FnH 


?d 6S 






GI 


none 




OLUi c 


R4 








37 690 ??S6 ?46S 














33314 




c prT t n 


OJ991018_05 


.0301 




Qgn.e No . 


69090 




Strand 








Start 


1 




End 


2465 






Name 


OJ991018 05.0301.C4.o2. 


gp 


Method 


AAT/GAP 






Start 


551 




End 


1161 






GI 


2310235 




Score 


287 






LAUllO „. 


SSI 690 1194 1 1 61 














SR S ? 1 ft 0 /pmh 1 TARS S4 90 1 1 


q o^- 


.13_(AL 117 2.6.5.) ..zhb,a0J.2..JL JXLcyz- 




Caf 1 1T2 1 

OCl 1 L V d j 












Seq. No. 


33315 




Seq. ID 


OJ991018_05 


u Jul , 


Co 


Gene No. 


69091 




Strand 


+ 






Start 


154 




End 


2345 






Name 


ojqqioir os 0301 rs ni 


y b 


Method 


GENSCAN 






Cf a rt 


1 S4 ~~ 




End 


1917 






GI 


none 




Score 


.84 






Pynri <5 
u a w 110 


1S4 20R 1778 1917 












Seq. No. 


33315 




Seq. ID 


OJ991018_05 


0301. 


C5 


Gene No. 


69091 




Strand 


+ 






Start 


154 




End 


2345 






Name 


ojqqioir ns 0301 rs oi 


9P 


Method 


AAT/GAP 






Start 


518 ~~ 




End 


2345 






GI 


none 




Score 


1372 






Fx on 


518 587 685 7^9 894 


QS1 


1778. .2345 






Seq/ No. 


" 333X6" " ~ 




/Seq. ' ID 


OJ991018_05; 


0301. 


C6 


Gene ^No . 


"690.92 ■.. - . 




'Strand- 








Start 


233 




End. 


323 ' 






Name 


o,tqqi m r ns o^oi r6 ni 


gs 


Method 


GENSCAN 






Start 


233 — ■ 




End 


323 






GI 


none 




Score 


. 4 






K x d n ^ 


233 323 












Seq. No. 


33317 




Seq. ID 


OJ991018_05. 


0301. 


C7 


Gene No. 


69093 




Strand 


+ 






Start 


1627 




End 


3357 






Name 


OJ991018 05.0301.C7.ol. 


np 


Method 


AAT/NAP 






Start 


1627 




End 


•3357 






GI 


4982519 




Score 


129 







Exons 1627.. 1896, 3333.. 3357 

GI Descrip. (AC000107) F17F8.25 [Arabidopsis thaliana] 



33417 




Seq. No. 


33318 


Seq. ID 


OJ991018_05.0301.C8 




69094 


St rand 


+ 


Start 


34 5 


End 




Nam© 


01 ft OS 0^01 PR ol rrq 




\J Ej IN O V^rtLN 


Start 


345 ~ 


End 


515 


GI 


none 


Score 


. 87 


Fx on s 

i_J *\ ^ u / 11 U 


345 515 






Seq. No. 


33318 


Seq. ID 


OJ991018 05. 0301. C8 


Gene No. 


69095 


Strand 


+ 


Start 


2677 


End 


6765 


Mo mo 

IN ClillC 


O.TQQ101R OS 0^01 PR n? rrc; 


Method 


GENSCAN 


Start 


2677 _ 


End 


6765 


GI 


none 


Score 


.42 


Kvnn q 


2677 2679 3248 3335 3604 


.3813, 3847. .4024, 4706. .4759 




4778 4991 5665 6352 6452 


.6765 




Seq. No. 


33318 


Seq. ID 


OJ991018_05.0301.C8 


Gene No. 


69095 


Strand 


+ 


Start 


2677 


End 


6765 


Name 


OJQ^IOIR 05 0301 PR ol nn 


Method.. 


AAT/NAP ... ■ 


_S±a.rt.„ ^ 


4 7 1 1 " — 


. End.. _ „ . 


...6. 6 £9 „„.,^L ZZ1Z 


GI* - ■ 


4680179 • - • ■ 


Score 


742 ■ ■ 


F von q 


4711 4R9R R71 1 66£Q 








^riE xxx i \j zf } puiypLULclIl [UlyLQ 


sativa subsp. indica] 


Sea No 


33318 


Seq. ID 


OJ991018_05.0301.C8 


Gene No. 


69095 


Strand 


+ 


Start 


2677 


End 


6765 


Naine 


OJ991018 05.0301.C8.ol.gp 


Method 


AAT/GAP 


Start 


4983 


End 


5126 


GI 


61605 1.R1084 


Score 


224 


F.xon q 

1_J 4\. \w/ 1 1 O 


4983. .5126 








' 5852170/embl AL117265. 1 IOST17804 1 . Oe- 


137 Oryza sativa 




indica (GLA4 ) genomic DNA, chromosome 4 


, BAC clone:tl7804 ' 


Seq. No, 


33318 


Seq. ID 


OJ991018_05.0301.C8 


Gene No. 


69096 


Strand 




Start 


5759 


End 


6327 


Naine 


OJ991018 05.0301..C8.o2.gp 


Method 


AAT/GAP 


Start 


5759 


End 


6246 


GI 


uC-osflcypl62a07al 


Score 


686 - . '■ / ~ 


F von s 


5759. .5986/ 6086. .6246 








, 4680179/gb|AAD27547.1|AF111709 1 2 . Oe 


-40 (AF111709) polypj 




[Oryza sativa subsp. indica] 1 






Seq. No. 


33318 


Seq. ID 


OJ991018_05.0301.C8 




69096 


Strand 




Start 


5759 


End 


6327 


Name 


OJ991018 05.0301.C8.ol.tw 


Method 


TBLASTX: Wheat 


Start 


5824 


End 


6183 


GI 


none 


Score 


289 


Exons 


5824. .6183, 5835. .6005, 6042. 


.6182 




Seq. No. 


33318 


Seq. ID 


OJ991018_05.0301.C8 


Gene No. 


69096 


Strand 





33418 



Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start, 

Exons 

GI Descrip. 



5759 End 

OJ991018_05.0301.C8.ol.tm Method 

6067 " End 

none Score 
6067. .6327, 6090. .6251 



6327 

TBLASTX: Maize 

6327 

211 



33319 
69097 
1 

OJ991018_05.0301.C9.ol.np 
1 

6063554 



Seq. ID 
Strand 
End 

Method 
End . 
Score 

1..106, 157. .257, 331. .551, 1219. .1249, 1887. .2061 
(AP000615) ESTs AU075609 (C6334 4 ) , C7 1850 (E04 64 ) , C98 611 (E04 64 ) 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



OJ991018_05.0301.C9 
+ 

5812 
AAT/NAP 
2061 
340 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



33319 
69097 
1 

OJ991018_05.0301 .C9.o2 . np 

1 .. . 

^85218,0 - „ 

1. .28-, 4 355. .4 432, -54 4 3. .5812 
(AL117265) zhbOOOlO.l [Oryza sativa] 



Seq. ID 
Strand 
End 

Method 
End . 



OJ991018_05. 0301.C9 
+ 

5812 
AAT/NAP 

5812 : _ 



_^ Score. 3.23., 



33319 Seq. ID 

69097 Strand 

1 End 

OJ991018JD5. 0301.C9.ol . gs Method 

253 End 

none Score 

253.. 564, 570.. 758 



OJ991018_05.0301.C9 
+ 

5812 
GENSCAN 
758 
.47 



Seq. No. 33319 Seq. ID 

Gene No. 69097 Strand 

Start 1 . End 

Name OJ991018_05 . 0301 . C9 . o2 . gp Method 

Start 3760 End 

GI 61605_3.R1084 Score 

Exons 3760.. 4073 ... 

GI" Descrip. 1 1402920/emb | CAA66965 | 2.0e-20 (X98321) peroxidase [Arabidopsis 

■ ' thaiiana] 1 * 



OJ991018_05.0301.C9 
+ 

5812 
AAT/GAP 
4073 
453 



Seq. No. 33319 Seq. ID 

Gene No. 69098 Strand 

Start 9200 End 

Name OJ991018_05 . 0301 . C9 . o5 . gp Method 

Start 9200 End 

GI 3759000 Score 

Exons 9200.. 9507 



OJ991018_05.0301.C9- 
+ 

9507 
AAT/GAP 
9507 
488 



Seq. No. 33319 Seq. ID 

Gene No. 69098 Strand 

Start y^UO End 

Name OJ991018_05 . 0301 . C9 . 06 . gp Method 

Start 9200 End 



OJ991018_05.0301.C9 
+ 

9507 

AAT/GAP 

9507 



33419 



GI 

Exons 



3759000 
9200. .9507 



Score 



490 



Seq. No. 33319 Seq. ID OJ991018_05 . 0301 . C9 

Gene No. 69099 Strand + 

Start 10584 End 10658 

Name OJ991018_05 . 0301 . C9 . 08 . gp Method AAT/GAP 

Start 10584 End 10658 

GI 21474_1.R1084 Score 103 

Exons 10584 . .10658 

GI Descrip. ' 3894159 2.0e-10 (AC005312) hypothetical protein [Arabidopsis 
thaliana] 1 

Seq. No. 33319 Seq. ID OJ991018_05 . 0301 . C9 

Gene No. 69100 Strand + 

Start 10942 End 11044 

Name OJ991018_05 . 0301 . C9 . o9 . gp Method AAT/GAP 

Start 10942 End 11044 

GI LIB3477-003-P1-K1-E9 Score 158 

Exons 10942.. 11044 

GI Descrip. ' 24 9858 6/sp I Q40638 | MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 

S.J . PRECURSOR,,^ ORY.. _S„ I) „>gd_L173557^ .(U3L771 )_. Ory „s ..1.. .[Oryza 



Seq. No. 33319 

Gene No. 69101 

Start 2756 

Name OJ991018_05 . 0301 . C9 . o2 . gs 

Start 2756 

GI none 
Exons 



Seq. ID OJ991018_05.0301.C9 
Strand 

End 13657 

Method GENSCAN 

End 13657 

Score . 6 



2756. .2902, 3014. .3220, 4591. .4682, 5192. .5276, 5498. .5671, 

5721. .5833, 6819. .6851, 7379. .7541, 8148. .8294, 8603. .8722, 
11379. .11468, 11572. .11644, 1172 9 .. 11839, 12214 12922 , 
13097. .13238, 13334. .134 53, 134 99. .13657 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI_ 

Exons 

•-.GI Descrip. 



Seq. No. 

Gene No.' 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 



33319 Seq. ID OJ991018_05 . 0301 . C9 

69101 Strand 

2756 End 13657 

OJ991018_05.0301.C9.o3.gp Method AAT/GAP 

4601 End 5030 

2428185. Score 793 

4601. .5030 ' 
5852170/embl ALI17265. 1 IOST17804 l.ae-177 Otyza sativa ' 
indica(GLA4) genomic DNA, chromosome 4, BAC clone : tl7804 

33319 Seq. ID OJ991018_05 . 0301 . C9 

69101 Strand 

2756 End 13657 

OJ9.?1018__05.0301.C9.o4 .gp Method AAT/GAP 

5048 End 5782 

101153_1.R1084 Score 584 

5048. .5276, 5593. .5782 

, 5852170/emb|AL117265.1|OST17804 1.0e-115 Oryza sativa 
indica(GLA4) genomic DNA, chromosome 4, BAC clone : tl7804 1 



33319 
69101 



Seq. ID 
Strand 



OJ991018 05. 0301. C9 



33420 



Start 2756 End 13657 

Name OJ991018_05 . 0301 . C9 . o3 . np Method AAT/NAP 

Start 10909 End 11168 

GI 862343 Score 160 

Exons 10909. .11168 

GI Descrip. (L10908) Gcapl gene product [Mus musculus] 

gi| 1092097 |prf | I2022314A granule cell marker protein [Mus 
musculus] gi | 1092098 |prf M2022315A granule cell marker protein 
[Mus musculus] 



Seq. No. 


33320 


Seq. ID 


OJ991018 


JDS. 0301 


.C10 


Cono Mo 


69102 


Strand 










1 


End 


2523 






Name 


OJ991018 05.0301.C10.ol.np 


Method 


AAT/NAP 








1 


End 


1065 








4680204 


Score 


603 






Exons 


1. .1065 










GI Descrip. 


(AF114171) hypothetical protein [Sorghum bicolor] 




O^rr Mo 

oeq . lnu . 


33320 


Seq. ID 


OJ991018 


_05.0301 


pi n ' 

.LIU 


bene no . 


69102 


Strand 








b jo a rp.^.. t 




Tj End ; . 


.252.3 






...Name,.^ — — 




..^ ..Method _^ 


XE L AS T>L :;W he at ... , 






• 19- 


: End 


42-4 " 






C T 


none 


Score 


43 






Exons 


19. .189, 20. .94, 179. .424, 


184. .420 








Seq. No. 


33320 


Seq. ID 


OJ991018 


_05.0301 


.C10 


Gene No. 


69102 


Strand 








OLclIC 


1 


End 


2523 






Name 


OJ991018 05.0301.C10.ol.gs 


Method ' 


GENSCAN 






OCalL 


205 


End 


2523 








none 


Score 


.8 






IT vr\n c 
CjAUHo 


205. .1026, 1701. .1737, 2121 


. .2523 








Seq. No. 


33321 


Seq. ID 


OJ991018_ 


_05.0301 


.Cll 


Gene No. 


69103 


Strand 


+ 






OLd.lL 


867 . 


End 


917 






Name 


OJ991018 05.0301.Cll.ol.gp 


Method 


AAT/GAP 






OLdlL 


867 


End 


917 






GI 


LIB34 31-028-PlrNl-A10 


Score 


78 . . 






Exons' 


867. .917 










-GI Descrip. 


1 , 4680203/gb.|AAD27566.1-|AF114171 7 3.0e- 


-33 '(AF114.1'71) TNP2-Uke 




protein [Sorghum bicolor] 1 










Seq. No. 


33321 


Seq. ID 


OJ991018_ 


_05.0301 


.Cll 


Gene No. 


69104 


Strand 


+ 






Start 


8747 


End 


9014 






Name - ; 


OJ991018 05.0301.Cll.o2.gs 


Method 


GENSCAN 






Start 


8747 


End 


9014 






GI 


none 


Score 


.75 






Exons 


8747. .9014 










Seq. No. 


33321 


Seq. ID 


OJ991018_ 


_05.0301 


.Cll 


bene No. 


69105 


Strand 








Start 


836 


End 


8005 






Name 


OJ991018 05-0301. Cll.ol.gs 


Method 


GENSCAN 







33421 



Start 836 End 7282 

GI none Score .53 

Exons 836. .1978, 2279. .2361, 2763. .2791, 4503. .4627, 4699. .4883, 

5688. .5990, 6118. .6295, 6323. .7282 



Seq. No. 33321 Seq. ID 

Gene No. 69105 Strand 

Start 836 End 

Name OJ991018_05.0301.Cll.o2.tm Met hod 

Start 1217 End 

GI none Score 

Exons 1217.. 1516, 1413.. 1502 



OJ991018__05.0301.C11 
8005 

TBLASTX: Maize 

1516 

75 



Seq. No. 33321 

Gene No. 69105 

Start 836 

Name OJ991018_05 . 0301 . Cll . o4 . tw 

Start 1397 

GI none 

Exons 1397.. 1687, 1397.. 1756, 1407. 



Seq. ID OJ991018__05. 0301. Cll 



Strand 
End 

Method 
End 
Score 
. 1754 



8005 

TBLASTX: Wheat 

1756 

53 



Seg.-,Nq,. .33321, , =; „, ..._.__.,^.__.. s: .. _ ... Seq... ID . .OJ9 91 0 1 8_Q5 ■ 0.30.1 ..Cll 

^ena r -No._-,.;.---6^^ ,. , 

-Start - 836 • - - - End- --- ■ 8005 ^ • - 

Name OJ991018_05 . 0301 . Cll . o2 . gp Method AAT/GAP 

Start 3234 End 3616 

GI uC-osflcyp033a04bl Score 668 

Exons 3234.. 3616 

GI Descrip. ' 6016845/db j | AP000570 . 1 | AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 1 



Seq. No. 


33321 








Seq. ID 


OJ991018 


_05. 0301. Cll 


Gene No. 


69105 








Strand 






Start 


836 








End 


8005 




Name 


OJ991018 05 


.0301 


.Cll. 


o2. tw 


Method 


TBLASTX: 


Wheat 


Start 


5698 








End 


6032 




GI 


none 








Score 


147 




Exons 


5698. . 6030, 


5699 


. .584 


8, 5715. 


.6032, 5716.. 5928, 


5873. .6019 


Seq. No. 


33321 








Seq. ID 


OJ991018 


JD5. 0301. Cll 


Gene No. 


69105 . 








Strand 






Start 


836 








End 


. 8005 




Name . ^. 


OJ991018 05 


> 0301 


'.cii. 


o 1 : np 


Method 


AAT/NAP 




Start 


6016 . 








'End - 


* 7513 " 




GI 


4680203 








Score 


1763 




Exons 


6016. .7513 














GI Descrip. 


(AF114171) 


TNP2- 


like 


protein 


[Sorghum bicolor] 




Seq. No. 


33321 








Seq. ID 


OJ991018 


_05. 0301. Cll 


Gene No. 


69105 








Strand 






Start 


836 








End 


8005 




Name 


OJ991018 05 


.0301 


.Cll. 


o4 . gp 


Method 


AAT/GAP 




Start 


6033 








End 


7515 




GI 


342 1.R1084 








Score 


2372 





Exons 6033 . . 7515 

GI Descrip. 1 45744 06/gb I AAD24042 . 1 | 0.0e+00 (AF121139) RIM2 protein [Oryza 
sativa] 1 



33422 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



33321 
69105 
836 

OJ991018_05. 

6041 

none 

6041. .6265 



0301. Cll. o2.ts 



Seq. ID OJ991018_05.0301.C11 
Strand 

End 8005 

Method TBLASTX : Soybean 

End 6265 

Score 205 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



33321 
69105 
836 

OJ991018_05. 

6095 

none 

6095. .6289, 



0301.Cll.ol.tm 



6308.. 6553, 6314, 



Seq. ID OJ991018_05.0301.C11 
Strand 

End 8005 

Method TBLASTX : Mai ze 

End 6553 

Score 101 
.6541 



Seq. No. 

Gene No. 

Start 

Name 
: Start 
:_GXL^_ 

Exons 



33321 
69105 
836 

OJ991018J35. 

.612 ^ 
~no,ne 



0301.Cll.ol.tw 



■6129v. 6335-r 
6337. .6372, 
6545. . 6598, 



6129. .6338, 6137. 
6338..6436, 6339. 
6546. .6590 



Seq. ID OJ991018_05.0301.C11 
Strand 

8005 

TBLASTX: Wheat 

6 5 9 8 _ _ ^ f 

ihL „ ..... . 



End 

Method 
__Sc.ojce_-. 

.6358, 6 1 4 6 . . 6 3 3 7 ;• -6 3 3 6 . v6 4 2 8 > 
.6431, 6440. .6544, 6444. .6533, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



33321 
69105 
836 

OJ991018_05. 

6386 

none 

6386. .6730, 

33321 
69105 
836 

OJ991018_05. 

6467 

none . 

6467. .6763," 

33321 
69105 
836 

OJ991018JD5. 

6608 

none 

6608 . . 6727, 
6813. .7091 



0301.Cll.ol.tc 



6405. .6542, 6582. 



0301.Cll.ol. ts 



Seq. ID OJ991018_05.0301.C11 
Strand 

8005 

TBLASTX: Cress 
6734 
95 



End 

Method 
End 
Score 
. 6734 



Seq. ID OJ991018_05.0301.C11 
Strand 

End 8005 

Method TBLASTX : Soybean 

End 68 96 

Score . . 125 , 



6485. . 6709", 6813.". .6896, 6821. .6895' 



0301.Cll.o3. tw 



6669.. 6716, 6752. 



Seq.'. ID OJ991018_05.0301 .Cll 
Strand 

End 8005 

Method TBLASTX : Wheat 

End 7105 

Score 43 

.6823, 6753. .6800, 6809. .7105, 



Seq. No. 
Gene No. 

r> j j- 

<J Ld.1 L. 

Name 
Start 



33321 
69105 
636 

OJ991018_05. 
7380 



0301. Cll. oS.gp 



Seq. ID OJ991018_05. 0301. Cll 
Strand 

End 8005 

Method AAT/GAP 

End 8005 



33423 




GI 


2310235 


Score 


291 










7380. .7519, 7968 800S 












GI DescriD. 


5852 182 /emb 1 CAB554 20 1 1 


9.0e-13 (AL117265) zhb0012 


. 1 [Oryza 




sat iva] 












Seq. No. 


33322 


Seq. ID 


OJ991018_ 


U D 




. LIZ 


Gene No. 


6.9106 


Strand 


+ 








Start 


48 


End 


3272 








Name 


OJ991018 05.0301.C12.o2 


. np Method 


AAT/NAP 








Start 


48 


End 


3272 








GI 


5042463 


Score 


125 








Exons 


48. .69, 2169. .2352, 2994. .3149, 3202.. 


3272 








GI Descrip. 


(AC007789) unknown protein [Oryza sativa] 








Seq. No. 


33322 


Seq. ID 


OJ991018_ 


_05 


0301 


C12 


Gene No. 


69107 


Strand 


+ 








Start 


3342 


End 


4190 








Name 


n.TQQimfi rnni c\o r\0 

\JKJ ZJ Zf -L W ± O UJ ( U JUl . . 


. gs Method 


GENSCAN 








Start 


3342 


End 


4190 








GI 


none 


Score 


.78 








Exons 


3342. ,4190 












^Seq.-^No...^..-^.^ 


„ . . _: - . 

Z~3332lZZZZ~' Z~ 7~ Z- 


Seq-., IDL 


_D J19 aiHX8_ H5„ jQ3m^C12_ 


Gene No . - - - 


69108 - ' 


Strand - 










Start 


514 


End 


2331 








Name 


OJ991018 05.0301.C12.ol 


. gs Method 


GENSCAN 








Start 


SI 4 


End 


2331 








GI 


none 


Score 


.45 








Exons 


514. .635, 709. .846, 983 


..1267, 1789. .2005, 2261. 


.2331 




Seq. No. 


33323 


Seq. ID 


OJ991018_ 


05. 


0301. 


C13 


Gene No. 


69109 


Strand 


+ 








Start 


238 


End 


1275 








Name 


OJ991018 05.0301.C13.ol 


gs Method 


GENSCAN 








Start 




End 


1275 








GI 


none 


Score 


.45 








Exons 


238. .317, 435. .545, 907 


.1275 










Sea No 


33323 


Seq. ID 


OJ991018_ 


05. 


0301. 


C13 


Gene No. 


69109 


Strand 


4* 








Start 


238 


.End 


1275 








Name 


OJ991018 0'5.0301.C13.o2. 


np Method 


AAT/NAP 








Start ■- 


,752 


End ^ ■ 


885- ' 








GI* 


' 1334395 


Score 


75 








Exons 


752. .885 












GI Descrip. 


(X55786) ORF270/2 [Beta 


vulgaris] 










Seq. No. ■ 


33323 


Seq. ID 


OJ991018_ 


05. 


0301. 


C13 


Gene No. 


69110 


Strand 


+ 








Start 


3289 


End 


4413 








Name 


OJ991018 05.0301.C13.o2. 


gs Method 


GENSCAN 








Start 


3289 


End 


4413 








GI 


none 


Score 


. 63 








Exons 


3289. .3336, 4000. .4268, 


4300. .4413 . 










Seq. No. 


33323 


Seq. ID 


OJ991018_ 


05. 


0301. 


C13 


Gene No. 


69111 


Strand 











33424 




Start 


3989 




End 


4513 




LNCtllLC 


O.T991 0 1 ft OR 


0301 PI 3 o3 n-n 


Mot - H nH 

IMC LliUU 


A A T /MAP 






39ft 9 ~~ 

~J y o V 




J_jl 1U 


4 R1 3 
*i J X J 




\J X 


Rft R91 79 

J O *J X t Zs 






936 




Fynn^ 

uAUi 1 0 


3989 4990 


4 994 4 R1 3 

T • a 1 J X J 










( AT.1 1 796R ^ 


?hhO 009 1 fOr\/73 


sac i va j 








J J J *i 




OCv^. 1U 


O.T991 01 ft OR 0301 


PI 4 


Gene No. 


69112 




Strand 


+ ~ 




Start 


1 




End 


143 




Naine 


OJ991018 05 


0301 C14 ol nn 

• U Jul .\^X*i i U 1 .1 


Mot" hnH 


AAT /MAP 
iui i / iNxT.rr 




O tdi L 


1 ~~ 

X 




PnH 


14 3 






Rft R91 7ft 

JO J^l / o 




ouui t; 


117 
x X / 




Hi aUIIO 


1 14 3 










T n<ac;or"i n 


( AT.1 1 79 6R } 




odLi va J 






Seq. No. 


33324 




Seq. ID 


OJ991018_05 . 0301 . 


. C14 


Gene No. 


69113 




Strand 


+ 




Start 


612 




End 


7 94 




IN CUUC 


O.T991 01ft OR 


0301 PI 4 nl rr^ 


11C LI1UU 






OLai L 


619 ~~ 

U X *L 




£ji 1L1 


7 Q4 






1 1 Ul 1C . _ . . 




Q r*f\ y*o 


R 3 




tt von 


61 2-. _Z 9 4~ 










Oc^t In (J • 


33394 




c Drr t n 
oeq . iu 


OJ991018_05.0301. 


,C14 


Gene No. 


69114 




Strand 


+ 




Start 


1055 




End 


3794 




Name 


O.T991 01ft OR 

.7 J X U X O U .J 


0301 PI A o9 rr<5 




GENS CAN 




Of- p. y~f- 


T f) R R _ 




HjI lvj. 


3794 




(IT 
\J X 


none 




S core 


.63 






1 0 R R 119 9 

1U J J i .lit?; 


1 1 47 1 960 1 306 

11*4 / • . IluU; XOUO 


1 330 1 £ 


S47..1678, 2459. .2728, 




3693 37Q4 










O C • iNU • 


33394 




Seq. ID 


OJ991018_05.0301. 


,C14 


Gene No. 


69115 




Strand 


+ 




Start 


4860 




End 


10432 




Name 


OJ991018 05 


0 301 PI 4 n3 rr<3 


Method 


GENSCAN 




Start 


4 ft 60 _ 




End 


10224 




\J 1 


1 1<J1 1C 




Score 


.74 






4ff60 4ftft0 


RR69 6R7fi 6941 

J o UZ, . . OJ / O/ D^tI 


..7113, 7357. .7711, 7754. .8033, 




ft9ftft ft961 


ft 9ft 6 1 0994 








CCU • IN • 


3 3 3 94 




Seq. ID 


qj991.018_Q5.0301. 


CI 4 


Gene No." 


69115 




Strand 


+ 




Start 


4860 




End 


10432 




Name 


OJ991018 05. 


.0301.C14.o2.np 


Method 


AAT /NAP 




OLQl L 


6895 




End 


10432 




GI 


4680179 




Score 


3965 






6895.-7948, 


7976. . 10432 










(AF111709) polyprotein [Oryza sativa subsp. inciica] 




Seq. No. 


33324 




Seq. ID 


OJ991018_05.0301. 


C14 


Gene No. 


69115 




Strand 


+ 




Start - 


4860 




End 


10432 




Name 


OJ991018 05. 


.0301.C14.o5.tm 


Method 


TBLASTX: Maize 




Start 


7349 




End 


7687 




GI 


none 




Score 


238 





33425 



Fvnnc; 

uAUilO 


7^4Q 7fifi7 


Seq. No. 


33324 


Gene No. 


69115 




4 ft fin 


INcUUC 


O.TQQ1 01 ft OS 


o Lai L 


7 "34 Q _ 


ox 


none 


Exons 

J—t /\ Vw/ 1 i <J 


7349 7699. 


Seq. No. 


33324 


Gene No. 


69115 


Start 


4860 


LN CllllC 


d.tqqi m ft ns 


9t ^ rt- 


ftO^ ■ ~~ 


\J X 


none 




ftfl^l ft?7ft 


Seq. No. 


33324 


Gene No. 


69115 


Start 


4 ft fin 


Name ...... . 


o.tqqi m ft n s 


-ul CiM. l_ _, 


ft 4 1 Q _ 


O X 


none 




ft 4 1 Q ft Sftn 


Seq. No. 


33324 


Gene No. 


69115 


o u a X L 


4ft fin 


Name 


o.tqqi n 1 ft or 


q+- a -rf- 
O Lai L 


ft m 7 — 


\JJ X 


none 




ft M 7 ftftl Q 


Seq. No. 


33324 


Gene No. 


69115 


Start 


4ft fin 


Name 


o.tqqi n i ft or 


OLqI l 


ft Rft ^ ~ 

O JO J 


\J X 


none 


i_i *\ w 1 10 


8S83 ftftl fi 


Seqv No. ^ .• 


33324-'. 


Gene No. 


69115 


Start 


4 ft fin 
1 0 \j \j 


cUUt; 


o.tqqi m ft or 


uLal L 


ft Q4 1 _ 

O .7 4 X 


GI 


r* n n 0 
1 IU1 its 


Lj AUl 10 


ft Q4 1 ft Q7 ^ 


Sea No 


33324 


Gene No. 


69115 


Start 


4860 


Name 


OJ991018 05. 


Start 


9U49 


GI 


none 


Exons 


9049. .9318, 



0301.C14 .oS.tw 
7439. .7594, 7470. 

0301.C14.o6.tw 
8281. .8385 

030L..C14 .o6.tm 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.7595 

Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

._Method_ 
Score 



OJ991018_05.0301.C14 
+ 

10432 

TBLASTX: Wheat 

7699 

282 



OJ991018_05.0301.C14 
+ 

10432 

TBLASTX : Wheat 

8385 

178 



OJ991018_05.0301.C14 
+ 

10432 

TBLAS.TXj.Ma i z e . . 

182 - • ■ - - - 



8427. .8582 



Seq. ID OJ991018_05.0301.C14 

Strand + 

End 10432 

Method TBLASTX : Wheat 

End 8997 

Score 484 
.8997 

Seq. ID OJ991018_05.0301.C14 

Strand + 

End 10432 

Method " TBLASTX: Maize 

End 9054 

Score 341 
.9021 

.Seq. ID OJ991O18_05.O3Ol.Ci4 
Strand ' + 

End 10432 

Method TBLASTX : Soybean 

End' 9336 

Score 51 

8944. .8973, 8976. .9020, 8977. .9336, 9084... 9230 



Seq. ID OJ991018_05.0301.C14 

Strand + 

End 10432 

Method TBLASTX : Wheat 

End 9351 

Score 379 
.9350 



0301.C14 .o3.tw 



8518. .8997, 8587, 



0301.C14 .o3.tm 



8587. . 9054, .8659. 



0301.C14.ol.ts 



0301.C14.o4.tw 



9052.. 9351, 9093. 



33426 



Seq. No. 33324 Seq. ID 

Gene No. 69115 Strand 

Start 4860 End 

Name OJ991018_05 . 0301 . C14 . o4 . tm Method 

Start 9070 End 

GI none Score 

Exons 9070.. 9417 



OJ991018_05.0301.C14 
+ 

10432 

TBLASTX: Maize 

9417 

293 



Seq. No. 33324 Seq. ID 

Gene No. 69115 Strand 

Start 4860 End 

Name OJ991018_05 . 0301 . C14 . ol . tw Method 

Start 9352 End 

GI none Score 

Exons 9352.. 9777, 9354.. 9770, 9469.. 9777 



OJ991018_05.0301.C14 
+ 

10432 

TBLASTX: Wheat 

9777 

590 



Seq. No. 33324 Seq. ID 

Gene No. 69115 Strand 

Start 4860 End 

Name OJ991018_05 . 0301 . C14 . o3 . ts ■ Method 

SAark-J:;-..:,---.-^^^ - ; .. .End... : = ._ 

-G.L. * ^rionfi^^ _ r . ,„.,„ i _.S.c.or.e.._ 

Exons ' • 9358. . 9606, 9387 . : 9488 - ; 



OJ991018_05.0301.C14 
+ 

10432 

TBLASTX: Soybean 

.9606.. . . 

,204_ ; 



Seq. No. 33324 Seq. ID 

Gene No. 69115 Strand 

Start 4860 End 

Name OJ991018_05 . 0301 . C14 . ol . tm Method 

Start 9424 End 

GI none Score 

Exons 9424.. 9777, 9429.. 9770 



OJ991018_05.0301.C14 
+ 

10432 

TBLASTX: Maize 

9777 

467 



Seq. No. 33324 Seq. ID 

Gene No. 69115 Strand 

Start 4860 End 

Name' ' OJ991018_05 . 0301 . C14 . o2 . tw Method 

Start 9805 End 

GI none Score 

Exons 9805.. 10344, 9846.. 10343 



OJ991018_05.0301.C14 
+ 

10432 

TBLASTX: Wheat 

10344 

589 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



33324; . ' * ' " Seq. ID. 

69115 . Strand 

4860 " " End 

OJ991018_05. 0301 .C14 .o2. ts Method 

10132 End 

none Score 



OJ991018_05.0301.Ci4 

+■ . 
10432 

TBLASTX: Soybean 

10392 

281 



10132. .10392, 10135. . 10383, 10137. .10391 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



33324 
69115 
4860 

OJ991018_05.0301.C14.o2. tm 

10153 

none 



Seq. ID OJ991018_05.0301.C14 

Strand + 

End 10432 

Method TBLASTX : Mai ze 

End 10410 

Score 361 



10153. .10380, 10156. .10410, 10158. .10391 



33427 



Seq. No. 33325 

Gene No. 69116 

Start 1209 

Name OJ991018JD5 . 0301 . C15 . ol . np 

Start 1209 

GI 2443320 

Exons 1209.. 1940 

GI Descrip. (D85597) polyprotein [Oryza australiensis ] 



Seq. ID OJ991018_05.0301.C15 
Strand 

End 1940 

Method AAT/NAP 

End 1940 

Score 1128 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



33325 
69116 
1209 

OJ991018_05.0301.C15.ol.tw 

1248 

none 



Seq. ID OJ991018_05.0301.C15 
Strand 

End 194 0 

Method TBLASTX : Wheat 

End 1736 

Score 408 



1248. .1736, 1249. .1731, 1514. .1735 



Seq. No. 33325 
Gene No. 69116 
Start 1209 

Name OJ991018_05 ..0301 . C15 . ol . tm 

..Start..., .-..,..,,1260.., .... , 

.GI. ..... ; ~, ,,. ^, 

Exons 1260. .1436, 1473. .-1847 



Seq. ID OJ991018_05.0301.C15 
Strand 

End 1940 

Method TBLASTX: Maize 

, „.,End . ,.. ......... r _l 8 47.,.. ^^ r ^ 

.Score. .-. r ,,_L9 2 . 



Seq. No. 33325 

Gene No. 69116 

Start 1209 

Name OJ991018_05 . 0301 . C15 . ol . ts 

Start 1344 

GI none 

Exons 1344. .1448, 1476. .1838 



Seq. ID OJ991018_05.0301.C15 
Strand 

End 194 0 

Method TBLASTX : Soybean 

End 1838 

Score 215 



Seq. No. 33325 

Gene No. 69116 

Start 1209 

Name OJ991018_05 . 0301 . C15 . ol . gs 

Start 1596 

GI none 

Exons 1596.. 1895 



Seq. ID OJ991018_05.0301.C15 
Strand 

End 1940 

Method GENSCAN 

End 1895 

Score .43 



Seq. No. 33325", 

Gene No. . ■ 69116 , ■ \ ' 

Start - 1209 

Name OJ991018_05 . 0301 . C15 . o2 . tw 

Start 1737 

GI none 

Exons 1737. .1940, 1747. .1935 



Seq. ID OJ991018_05.0301.C15 

Strand - - . " ■ 

End 1940 

Method TBLASTX : Wheat 

End 194 0 

Score 122 



Seq. No. 33326 

Gene No. 69117 

Start 1 

Name OJ991018_05 . 0301 . CI 6 . ol . np 

Start 1 

GI 6721515 

Exons 1..42, 150. .505, 581. .686 

GI Descrip. (AP001072) Similar to mudrA. (M76978) [Oryza sativa] 



Seq. ID OJ991018_05.0301.C16 

Strand + 

End 68 6 

Method AAT/NAP 

End 686 

Score 264 



33428 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



33326 
69118 
11992 

OJ991018_05.0301.C16.o2.gs 

11992 

none 



Seq. ID OJ991018_05.0301.C16 

Strand + 

End 16251 

Method GENSCAN 

End 16251 

Score .58 



11992. .12120, 13199. .13283, 13730 .. 14404 , 14 471 14 556, 
14899. .15210, 15282. .15323, 15472 15621, 15937.. 16251 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



33326 
69119 
203 

OJ991018_05.0301.C16.ol.gs 

203 

none 



Seq. ID OJ991018_05.0301.C16 
Strand 

End 11420 
Method GENSCAN 
End 11420 
Score .42 

203. .308, 811. .888, 2196. .2321, 2989. .3093, 3755. .3802, 
3927. .3966, 4557. .4730, 7296. .7449, 7503. .7742, 10764. .10964 
11205. .11420 



Seq. No. 
..Gene No.. . 
^_S.ta.rt 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
' Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



33326 

,69119 .... 

-OJ991018_05.0301.C16.o2.np 
3846 
6721516 
3846. .4048 

(AP001072) hypothetical protein [Oryza sativa] 



Seq. ID OJ991018_05.0301.C16 

Strand., ..- • . - 

End Ji. 1142Q.JJ„^.Z1,ZZI1:^ Z 

Method AAT/NAP- ■ - 

End 4048 
Score 60 



33326 
69119 
203 

OJ991018_05.0301.C16.ol.gp 
8793 

uC-osflm202109f08bl 



Seq. ID OJ991018_05.0301.C16 
Strand 

End 11420 

Method AAT/GAP 

End 9244 

Score 332 



8793.. 8862, 8961.. 9035, 9169.. 9244 

'1946300/emb|CAA73132| 3.0e-56 (Y12529) hypothetical protein 
[Silene latifolia] 1 



33326 

69120 

16768 ' 

OJ991018_05.0301.C16.o3.tm 

213 

none 



Seq. ID OJ991018_05.0301.C16 

Strand - 

End ' 23801' 

Method" TBLASTX: Maize 

End 659 

Score 171 



213. .377, 219. .377, 369. .470, 410. .469, 469. .498, 591. .659 



33326 
69120 
16768 

OJ991018_05.0301.C16.o3. ts 

16738 

none 



Seq. ID OJ991018_05.0301.C16 
Strand 

End 23801 

Method TBLASTX : Soybean 

End 17037 

Score 38 



16738. .16950, 16766. .167 95, 16768 . . 167 97 , 16835 1694 8, 
1684 0. .16950, 1696b. .17027, 16966. .17 037, 16968. .17036 



Seq. No. 



33326 



Seq. ID OJ991018_05.0301.C16 



33429 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



69120 Strand 

16768 . End 23801 

OJ991018_05. 0301.C16.o3.np Method AAT/NAP 

16768 End 23801 

4544372 Score 1044 

16768. .16925, 16961 .. 18334, 184 40 18853, 19354 .. 20388, 

23755.. 23801 

(AC006920)- ■ putative retroelement pol polyprotein [Arabidopsis 
thaliana] 



Seq. No. 


33326 




Seq. ID 


o.tqqi m ft n r o^m 


pi £ 


Pjono No 


69120 










Start 


16768 






^ jOUI 




Name 


OJ991018 05 0301 C16 


. o5 . tm 


Mo "H h /"»H 


TRT "sTY • Ma i *?o 




Start 


17385 ~~ 




FnH 


1 7 7 S Q 




GI ■ 


none 




Score 


1 1 
/ X 




Exons 


17385. .17603, 17601. 


.17759 








Seq. No. 


33326 




Cprr Tn 
OCLJ, X \J 


o.tqqi m ft dr n^m 


.LID 


PjPno NO 


69120 




Of- r-a nH 






Start 


16768 




FnH 


9 op A -i 
Z jOUI 




Name ; 


OJ991018 05 0301 C16 


. o2 . t s 


_ ... . nc u i 1 LJ .U .„.■ . 


TRT ZiCTY • QnuKaan 
_ r l o LiH.p 1 A ..qOyDcan 


— 


.S.tar.t 


-7.4J.8 1 Il^.._.Zl„l„. T . .7 




—CjIHX™. .„„ „ 


1 7 7 R £ 

L LJ..D„0.-._.-i v — , , 


_ -> 


GI - ■ ■ 


■ none ■ ■ * * ■ * - ■ - ■. 




Score* 


9 . .... 




Exons 


17448. .17756 










Seq. No. 


33326 




Seq. ID 


OJ991018J)5.0301 


PIC 


Gene No . 


69120 




Strand ' 






Start 


16768 




End 


23801 




Name 


OJ99101R OS 0^01 Plfi 




Method 


TBLASTX: Wheat 




Start 


18176 ~~ 




End 


18574 




GI 


none 




Score 


82 




Exons 


18176 1844S 1 R48S 


1 ft R7 A 

■ X O *J / *i 








Seq. No. 


33326 




Seq. ID 


OJ991018_05.0301 


.C16 


Gene No. 


69120 




Strand " 






Start 


16768 




End 


23801 




Name 


OJ991018 05.0301.C16 


.ol.ts 


Method 


TBLASTX: Soybean 




Start 


18209 




End 


18620 




GI 


none 




Score 


90 




Exons 


18209. . 18460, 18294.. 


18461, 


184 68. . 18620, 184 82. . 18 619 




Seq. No. 


33326 ' '...*. 


' ' ' 


Seq* ID 


.OJ991018_05.0301 


C16 


'Gene No.. 


' 69120 




Strand 






Start 


16768 




End 


23801 




Name 


OJ991018 05.0301.C16 


ol . tm 


Method 


TBLASTX: Maize 




Start 


19366 




End 


19826 




GI 


none 




Score 


68 




Exons 


19366. .19455, 19366. . 


19461, 


19407. .19826, 19462. .19518, 






19521. . i9826 











Seq. No. 33326 Seq. ID OJ991018_05 . 0301 . C16 

Gene No. 69120 Strand 

Start 16768 End 23801 

Name OJ99I018_05 . 0301 . CI 6 . o4 . ts Method TBLASTX : Soybean 

Start 19521 End 19751 

GI none Score 197 



33430 



Exons 



19521. .19751 



Seq. No. 33326 

Gene No. 69120 

Start 16768 

Name OJ991018_05 . 0301 . C16 . ol . tw 

Start 19694 

GI none 
Exons 



Seq. ID OJ991018_05.0301.C16 
Strand 

End 23801 

Method TBLASTX : Wheat 

End 20099 

Score 168 



19694. .20041, 19695 .. 2004 8 , 197 10 .. 20039, 19738 .. 2004 0, 
20043. .20099 



Seq. No. 33326 

Gene No. 69120 

Start 16768 

Name OJ991018_05 . 0301 . C16 . o2 . tm 

Start - 19827 

GI none 

Exons 19827. .20045, 19828.. 20040 



Seq. ID OJ991018_05.0301.C16 
Strand 

End 23801 

Method TBLASTX : Mai ze 

End 20045 

Score 211 



Seq. No. 
Gene No. 
Start m . 

-Name, r ^ 

Start - 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 



33326 
69120 

..•16768.. - .,. . 

_ Q. J 99 101 8_.Q.5- -Q3-Q.L.-C16 . o5_ ts... 

19896 

none 

19896. .20030, 20037.. 20261 



Seq. ID OJ991018_05.0301.C16 
Strand 

End..,. . .,.2380.1. . , ^ ^ 

, .Mathod- _ TBLASTX:. .Saybe aix„^ ^_ 

End - - 202 61 

Score 124 



33326 
69120 
16768 

OJ991018_05.0301.C16.o4.np 
21522 
6063554 
21522. .21709 

(AP000615) ESTs AU075609 (C63344 ) , C71850 (E04 64 ) , C98611 (E04 64 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. ID OJ991018_05.0301.C16 
Strand 

23801 
AAT/NAP 
21709 
153 



End 

Method 

End 

Score 



33326 
69121 
.24353 

QJ991018_05.0301.C16.o4 .tm 

24 353 . 

none 



Seq. ID OJ991018_05.0301.C16 
Strand 

End 24721 
Method TBLASTX :Maize 
End ' 24 721- . \. " . 

Score " 14 0 



24353. .24478, 24 370 .. 24 477 , 24503. .24721 



33327 
69122 
13 

OJ991018_05.0301.C17.ol.gs 
13 

none 



Seq. ID OJ991018_05.0301.C17 

Strand + 

End 5948 

Method GENSCAN 

End 5948 

Score .56 



13. .894, 953. .1132, 1530. .1704, 1717. .1842, 2055. .2277, 
2353. .3967, 4052. .4316, 4537. .4680, 5908. .5948 



33327 
69122 



Seq. ID OJ991018_05.0301.C17 
Strand + 



33431 




Start 


13 






End 


5948 




Name 


^ TQQ1 H1 £J OR 


.0301 


.C17.ol.np 


Method 


AAT/NAP 




Start 


1 1 y o 






End 


4453 




bl 


o yuz 4 4 O 






Score 


1418 




Exons 


1 1 y o . .JU40/ 


3205 


. .4453 








GI Descrip. 




GAG-POL precursor 


[Oryza sativa] 




beq. wo. 


J JJ^ / 






Seq. ID 


OJ991018_05.0301 


. CI / 


bene ino . 


■ 69122 






Strand 


+ 




Start 


13 






End 


5948 




Name 


OJ991018 05 


.0301 


.C17 .ol.gp 


Method 


AAT/GAP 




btart 


1805 






End 


2520 




bl 


5455576 






Score 


1166 




Exons 


1805. .2520 












GI Descrip. 


4544372/gb|AAD22283.1|AC006920 7 6.0e- 


26 (AC006920) putativ* 




reverse transcriptase [Arabidopsis thaliana] 




Seq. No. 


33327 






Seq. ID 


OJ991018_05.0301 


.C17 


Gene No. 


by iz o 






Strand 






o tar r 


7021 






End 


11521 




Name 


OJ991018 05 


.0301 


C17.o8.ts 


Method 


TBLASTX: Soybean 




b.ta.r-t. t 


...334... _____ 






..End...^ , 


. 69.6. 




.b.l,--,...-w 


. _none„; 




^ 


...;ScQre;\. .... 






Exons 


3-34. .696 - - 




. . 








Seq. No. 


33327 






Seq. ID 


OJ991018_05.0301 


C17 


Gene No. 


by Izj 






Strand 






Start 


7021 






End 


11521 




Name 


OJ991018 05 


.0301 


C17.o3. tw 


Method 


TBLASTX: Wheat 




btart 


1340 






End 


1750 




bl 


none 






Score 


309 




Exons 


1340. .1600, 


1357 


.1542, 1535. 


.1681, 1542. .1748, 1550. .1750, 




1551. .1697, 


1651 


.1749 








Seq. No. 


33327 






Seq. ID 


OJ991018_05.0301 


C17 


Gene No. 


69123 






Strand 






bcarc 


7021 






End 


11521 




Name 


OJ991018 05 


.0301. 


C17.ol0.tm 


Method 


TBLASTX: Maize 




b car c 


1400 






End 


1616 




b_L 


none 






Score 


188 




Exons . „ 


1400. .1603, 


1402. 


.1542, 1535. 


.1615., 1542. .1616 




Seq. No. 


33327 






Seq. ID 


•OJ991018- 05.030L. 


C17 


Gene No. 


(59123 






Strand 






otart 


7021 






End 


11521 




Name 


OJ991018 05 


.0301. 


C17.o4.tm 


Method 


TBLASTX: Maize 




C4- ~i -*->+- 

b care 


1617 






End 


2077 




bl 


none 






Score 


519 




Exons 


1617. .2015, 


1617. 


.2009, 1769. 


.2014, 2009. .2077, 2011. .2076 


o e q . in o . 


33327 






Seq. ID 


OJ991018_05.0301. 


C17 


Gene No. 


69123 






Strand 






Start 


7021 






End 


11521 




Name 


OJ991018J35 


.0301. 


C17.o4 .ts 


Method 


TBLASTX: Soybean 




Start 


1763 






End 


2232 




GI 


none 






Score 


212 




Exons 


1763. .2002, 


1764 . 


.2009, 2045. 


.2230, 2086.. 2232 





33432 




Seq. No. 


33327 








Seq. ID 


OJ991018_05.0301.C17 




6Q1 9^ 








Strand 




O L cl I L 


7091 








End 


11521 


Name 


D.TQQ1 01ft OR 




■ X / .Of* 


• L W 


Method 


TBLASTX: Wheat 


O Lai. L 


17 67 ~~ 








End 


2146 


GI 


none 








Score 


183 




1 7 67 90^ 


1 ft 9 1 
lull 


1 Q7 Q 


904 R 


.2146, 2047.. 2142 


Seq. No. 


33327 








Seq. ID 


OJ991018_05.0301.C17 


Gene No. 


69123 








Strand 




oiai l 


i \j ±. 








End 


11521 


ln a me 


o.tqqi ni ft 


0^01 


PI 7 r> ^ 




Method 


TBLASTX: Soybean 


O Lai L 


9 ^ft ^ ~ 
t JO J 








End 


2800 




none 








Score 


186 


Fl ynn <5 


2383. .2499, 


2384 


9 S91 


9^ft4 
1 0 0 1 • 


.2521, 2557. .2643, 2558. .2800, 




2683. .2796 












Seq. No. 


33327 








Seq. ID 


OJ991018_05.0301.C17 


UC1 IC LN L» . 


69123 








Strand 




q-j- = v-f- 


7021 








End 


11521 


3.iri©__ .. , : _ _-„ ^ 


. OJj 9. 9101,8 , 05,. ,Q3 01 


PI 7 




^Method. _ 


. TBLAS.TX: Wheat . '.. 


...0,L,ClJ. i 


...24.2.9 ____ 








C:End"r^l 


.~ 20.6.3 


riT - . - 

\J I 


none " - 








Score ■ 


82 - 


IT vnn o 


Z *i Z .7 . . Z O X O , 


Z 3 / Z 


. . Z Oft D , 


9^7^ 


.2863, 2677. .2778 


Seq. No. 


J J JL / 








Seq. ID 


OJ991018_05.0301.C17 


UCilC LNL> • 


D 31^ J 








Strand 




OLdl L 


7 n 9 1 

/ U Z X 








End 


11521 


Name 


OJ991018 05. 


.0301, 


PI 7 r\ Q 


, LIU 


Method 


TBLASTX: Maize 


O Ldl L 


3269 








End 


3622 


GI 


none 








Score 


216 


I? v Ti e 


3269. .3622 












Seq. No. 


33327 








Seq. ID 


OJ991018_05.0301.C17 


P(2l"n P» M Pi 
OC11C L N L 1 • 


69123 








Strand 




O L 0. 1 L 


7021 








End 


11521 


Name 


OJ991018 05, 


.0301. 


P1 7 n7 


L 0 


Method 


TBLASTX: Soybean 


O Lai L 


3476 








End 


3871 


O -L 


none 








Score 


243 




3476. .3871, 


3509. 




^^77 
jj / / . 


.3771 




OtrLj^ . 1NL/ . 


33327' 








Seq.- ID. 


OJ991018_05.0301.C17' 


Gene No. 


69123 / - 








' Strand' 




Start 


7021 








End 


11521 


Name 


OJ991018 05. 


0301. 


PI 7 ^1 
, X / .OX. 


IW 


Method 


TBLASTX: Wheat 


o Lai L 


3779 








End 


9820 


I 


none 








Score 


69 


Exons 


3779. .3949, 


9249. 


Q 7 QR 


qocn 
Z DU . 


.9399, 9252. .9413, 9396. .9536, 




9401. . 9532, 


9484. 


QCCQ 

. y 3 DO , 


Q t; 'J yi 


.9560, 9534.. 9560, 9572.. 9820, 




9591. .9818 












Seq. No. 


33327 








Seq. ID 


OJ991018_05.0301.C17 


Gene No. 


69123 








Strand 




C -1 . ^-4- 

u tai u 


7021 








End 


11521 


Name 


OJ991018 05. 


0301. 


C17.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


3779 








End 


9584 



33433 






none 








Score 


1Z 1 


Exons 




QQ1 Q 

o y i o 


Q O C Q 


o yzz . 


. y jy o , o 


yoo..yjyy, yj/i..yoii, 




QC1 n QCQ/I 


QC1 O 

y j i z 


. . y jo o , 


q c; 1 9 
y j i j . 


. y oo 4 




Seq. No. 


33327 








Seq. ID 


OJ991018_05.0301.C17 


Gene No. 


69123 








Strand 




C f- vf 

otart 


/ UZ 1 










I i col 

I I jZ 1 


Name 


uj yyiuio u j 


mni 

U jU 1 


. Ul / .Ob 


. tw 


M Q f V-i 


i bLiAb i a : wneat 


o car l 










Hina 


A A 

4 4 JO 


C T 
(jl 


none 








Score 


i y j 


TP V /"\ O 


4 fl 9 1 4 4 9P. 
fi U J 1 . . fi f* j 0 












Seq. No. 


33327 








Seq. ID 


OJ991018_05.0301.C17 


Gene No. 


69123 








Strand 




Of 3 r~+- 


7001 








iiina 


I 1 COI 

I I jZ 1 


Name 


u j yyiuio u j . 


n 9 n i 
U jUI 


. Ul / . oo 


. L.S 


Method 


i biiAb l A : boyoean 


Olal L 












4 ^ n n 
4 J u u 


P T 


none 








Score 


9 A A 

Z 4 4 




401/1 44^Q 
'tZll . . 4 4 j y , 


4 Z j o 


4 9 4 4 
. . 4 J f± f± , 


4 4 9 n 

H ft Z U . 


. 4 J u u 




beq. no. 


O O O O T 








Seq. ID 


OJ991018_05.0301.C17 


^Gene.^No . 


. . 69123. 








-J3trand. 




lit.ar.t_~.. -~H. 


_..JZ02:U. 








End,., "~ ] 




Name 


y y 1 U 1 o Uo . 


n t n i 
U JU 1 


PIT ^1 
.LI / ; Ol 


: tm 


-Method 


- TBLASTX: Maize - 7 - 


ctart 


by 1 4 








End 


7590 


P T 

bl 


none 








Score 


74 


Exons 


by 14 . . / uz / / 


byzu 


. . / U 4 j , 


bya i . 


.7046, 7042.. 7590, 7045.. 7209, 




/Ujo. . / 3oZ 












beq. iNo . 










Seq. ID 


OJ991018_05.0301.C17 


Gene No. 


69123 








Strand 




Start 


7021 








End 


11521 


Name 


uj yyiuio Uj . 


0301 


,C17.o2 


.np 


Method 


AAT/NAP 


btarc 


byi / 








End 


10231 


C T 
(jl 


jb4 jo y y 








Score 


3881 


Exons 


b y 1 / . . o b / 1 , 


8780 


. .10231 








bi ues.cnp. 


\ UDO 4 uo ; 0 


end not determined experimentally [Zea mays] 


Seq. No. 


33327 








Seq. ID 


OJ991018_05.0301.C17 


Gene No. 


69123 








Strand 




OLart- 


7 n o 1 








End 


11521 


Name 


uj yyiuio uo. 


0301 


.C17.ol 


.tc 


Method 


" TBLASTX: Cress 


Of 3 v-f 


oyjo 








End 


7392. ■ 


CT 
bl 


... 

none 








Score 


63 


IT 1 V f"\ Y*\ C 


£ Q 9 ^ 9 f) 4 R 

oyoD . . /U4 j, 


7057 


. .7146, 


7165. 


.7299, 7303. .7392 


beq . no . 


JJJZ / 








Seq. ID 


OJ991018_05.0301.C17 


Gene No. 


69123 








Strand 




Start 


7021 








End 


11521 


Name 


uj yyiuio Uj . 


0301 


C17.o2 


.gs 


Method 


GENSCAN 


Start 


n r\ o i 
/ UZ 1 






End 


11497 


GI 


none 








Score 


.49 


Exons 


7021. .7404, 


7585 


.7701, 


7703. 


.8135, 8255. .8434, 8539. .9427, 




10069. .10225 


, 10567. .10718, 10768. .11497 


Seq. No. 


33327 








Seq. ID 


OJ991018_05.0301.C17 


Gene No. 


69123 








Strand 





33434 



Start 
Name 
Start 
GI 

Exons 



7021 

OJ991018_05.0301.C17.o2.ts 

7054 

none 

7054. .7149, 7057. .7164, 7174, 



End 11521 
Method TBLASTX : Soybean 
End 7572 
Score 50 
.7572, 7184.. 7363 



Seq. No. 33327 Seq. ID 

Gene No; 69123 Strand 

Start 7021 End 

Name OJ991018_05 . 0301 . C17 . o7 . tw Method 

Start 7357 End 

GI none Score 

Exons 7357.. 7593, 7609.. 7761 



OJ991018_05.0301.C17 
11521 

TBLASTX: Wheat 

7761 

82 



Seq. No. 33327 
Gene No. . 69123 

Start 7021 

Name , OJ991018_05 . 0301 . C17 . o7 . tm 

Start 7591 

GI none 
Exons 



Seq. ID OJ991018_05.0301.C17 
Strand 

End 11521 

Method TBLASTX : Mai ze 

End 7775 

Score 166 



7591. .7761, 7592. .7759, 7599. .7775, 7613. .7774 



_Sjaq.:..,fta. 
Gene No". 
Start 
Name 
Start 
GI 

Exons 



-3:3327^__„._: 
■6912-3 - - - ■ 
7021 



OJ991018_05.0301.C17.o3.tm 
7817 
none 

7817. .8224, 7818. .8225, 7818. .8234, 7942. .8244, 8210. .8281, 
8212. .8283 



■S.e J q^.ID..-.-ai9.,9 LQ1.8_.Q5...0.3 01 , .C.l 7, 
Strand "- - 
End 11521 
Method TBLASTX : Maize 
End 8283 
Score 418 



Seq. No. 


33327 








Seq. ID 


OJ991018_05.0301.C17 


Gene No. 


69123 








Strand 




Start 


7021 








End 


11521 


Name 


OJ991018 05. 


0301 


.C17.ol 


. ts 


Method 


TBLASTX: Soybean 


Start 


7944 








End 


8550 


GI 


5509260 








Score 


179 


Exons 


7944 . .8210, 


7944 


. .8177, 


7946. 


.8224, 8 


212. .8325, 82221.8326, 




8320. .8550, 


8332 


. .8550 








GI Descrip. 














Seq.' No . " 


33327 








Seq. ID 


OJ991018_05.0301 .C17 


.Gene No. 


■69123 V. ■ 








. Strand " 




Start 


7021 








End 


11521 * ' 


Name 


OJ991018 05. 


0301 


Ci7.o2 


. tw 


Method 


TBLASTX: Wheat 


Start 


7958 








End 


8425 


GI 


none 








Score 


156 


Exons 


7958. .8224, 


7971. 


.8210, 


8210. 


.8302, 8 


212. .8304, 8303. .8353, 




8305. .8334, 


8335. 


.8409, 


8336. 


.8425 





Seq. No. 33327 

Gene No. 69123 

Start 7021 

Name OJ991018_05 . 0301 . C17 . 06 . tm 

Scart 6284 

GI none 

Exons 8284.. 8568, 8285.. 8590, 8286. 



Seq. ID OJ991018_05.0301.C17 
Strand 
End 

Method 
End 
Score 
.8579 



11521 

TBLASTX: Maize 

8590 

271 



33435 



Seq. No. 


33327 


Seq. ID 


OJ991018_05.0301 


.C17 


(?ono Mo 


fiQI 9^ 


Strand 








7091 
/ U Z, 1 


End 


11521 




Name 


htqqi m fi n^ n^m cm o^ +-<= 


Method 


TBLASTX: Soybean 






ft Qd ^ _ 

O Z? 4 O 


End 


9389 






n on o 


Score 


40 




T* 1 von c 


PQd^ QCIdd Q0Q"3 Q^RQ Q1 HO 


.9168, 9199. .9384 




Seq. No. 


33327 


Seq. ID 


OJ991018JD5.0301 


-C17 


f^^n^ Mo 


fiQI 9^ 

D _? ± z. O 


Strand 






OLdl L 


7091 
/ U Z 1 


End 


11521 




Name 


otqqi m fi rm n^ni r*i7 -t-m 
ujyyiuio uj.ujui.Li/.Oj.tni 


Method 


TBLASTX: Maize 




Of- r t- 




End 


9979 






none 


Score 


236 




Exons 


9584.. 9862, 9585. .9863, 9860. 


.9979, 98 


64. .9977 




Seq. No. 


33327 


Seq. ID 


OJ991018_05.0301 


.C17 


Gene No. 


69123 


Strand 






u Lai L 


7021 


End 


11521 




Name 


OJ991018 05.0301.C17.o9. tm 


Method 


- TBLASTX: Maize 






. . ,..,9981,.. ,_, „ . 


End 


1 0330 _ 




GI ' ■ 


..:.jione 


. £.c.o:te ' 


. 15.8. . 




Exons " 


9981. .10271, 10055: .10261; 10150 .. 10266/ 10277 .-.-10330 ,- 






10277. .10327 








Seq. No. 


33327 


Seq. ID 


OJ991018_05.0301 


.C17 


Gene No. 


69123 


Strand 






O U Ct i. 1, 


7021 


End 


11521 




Name 


OJ991018 05.0301.C17.o3.np 


Method 


AAT/NAP 




Of- -a >-+- 

o (- an. L, 


10241 


End 


11521 




rij 


4416301 


Score 


88 




Exons 


10241. .10405, 11410. .11521 








bl UcbL-Iip 


(AF105716) gag protein [Zea mays] 






Qprj Mo 


33328 


Seq. ID 


OJ991018_05.0301 


r*i Q ' 


fionp No 


69124 


Strand 


+ 




Start 


191 


End 


720 




Name 


OJ991018 05.0301.C19.ol.np 


Method 


AAT/NAP 




Start 


191 


End 


720 




GI . _ 


5922620 


. Score 


154 






191. .450, 548. .720 










..- (AP000492)' EST D15357 (C0514 ) j 


corresponds to a region of 


the' 




predicted gene.; hypothetical 


protein 


[Oryza sativa] 






gil 6016853|dbj |BAA85196.1| (AP000570) 


EST D15357 (C0514) 






corresponds to a region of the predicted gene.; hypothetical 




protein [Oryza sativa] 








Seq. No. 


33329 


Seq. ID 


OJ991018JD5.0301. 


C20 


Gene No . 


69125 


Strand 


+ 




Start 


109 


End 


550 




Name 


OJ991018 05.0301.C20.ol.gs 


Method 


GENSCAN 




Start 


109 


End 


459 




GI 


none 


Score 


.51 




Exons 


109. .292, 297. .459 








Seq. No. 


33329 


Seq. ID 


OJ991018_05.0301. 


C20 



33436 




Gene No. 


69125 


Strand 


+ 


Start 


109 


End 


550 


Name 


OJ991018 05.0301.C20.ol.np 


Method 


AAT/NAP 


Start 


299 


End 


550 


GI 


6721515 


Score 


148 


Exons 


299. . 550 






GI Descrip. 


(AP001072) Similar to mudrA. 


(M76978) 


[Oryza sativa] 


Seq. No. 


33330 


Seq. ID 


OJ000251_51.0217.C2 


Gene No. 


69126 


Strand 




Start 


94 


End 


485 


Name 


OJ000251 51.0217.C2.ol.tm 


Method 


TBLASTX • Maize 


Start 


72 ~ 


End 


484 


GI 


none 


Score 


147 


Exons 


72. .239, 77. .340, 84. .356, 8 


5. .483, 91 


. .480, 149. . 484 


O S CJ . IN O . 


o -d O Ofl 
jjjjU 


oeq . ± u 


UJUUUZOI Ol.Uzi/.L-Z 


Gene No. 


69126 


Strand 




Start 


94 


End 


485 


Name 


OJ000251 51.0217.C2.ol.gs 


Method 


GENSCAN 


Start 


94 


End 


429 


GI„ 


none . 


Score 


.86 


_EXQ£LS_ 


" 94 . ! 1 92, 247 . . 429 






Seq. No. 


33330 


Seq. ID 


OJ000251 51 0217 C2 


Gene No. 


69126 


Strand 




Start 


94 


End 


485 


Name 


OJ000251 51.0217.C2.ol.np 


Method 


AAT/NAP 


Start 


97 


End 


485 


GI 


6706427 


Score 


477 


Exons 


97. .485 






GI Descrip. 


(AL133248) acetylglutamate kinase-like 


Drotein f Arabi donsi • 




thaliana] 






Seq. No. 


33330 


Seq. ID 


OJ000251__51.0217.C2 


Gene No. 


69126 


Strand 




Start 


94 


End 


485 


Name 


OJ000251 51.0217.C2.ol.ts " 


Method 


TBLASTX * Sovbean 


Start 


106 


End 


480 


GI 


none 


Score 


318 


Exons . 


106.. 480, 149.. 463 






Seq. No. 


33331 • • 


■ Seq'. ID , 


OJ000-251_51.0217.C3- 


Gene No. 


69127 


Strand " 


' + 


Start 


3547 


End 


6076 


Name 


OJ000251 51.0217.C3.o2.gp 


Method 


AAT /GAP 


Start 


3547 


End 


5693 


GI 


none 


Score 


1037 


Exons 


3547. .4041, 5644 . .5693 




** 


Seq. No. 


33331 


Seq. ID 


OJ000251_51.0217.C3 


Gene No. 


69127 


Strand 


+ 


Start 


3547 


End 


6076 


Name 


OJ000251_51.0217.C3.o2.np 


Method 


AAT/NAP 


Start 


3919 


End 


6076 


GI 


4895254 


Score 


144 


Exons 


3919. .4038, 5644. .5805, 5883 


..5943, 6022. .6076 



33437 



GI Descrip. (AC007659) hypothetical protein [Arabidopsis thaliana] 



Seq. No. 33331 

Gene No. 69128 

Start 1 

Name OJ000251_51 . 0217 . C3 . ol . gp 

Start 1 

GI uC-osflcyp019h08bl 

Exons- 1. .211 

GI Descrip. 1 4895251/gb| AAD32836. 1 1 AC007659_18 7.0e-33 (AC007659) 
hypothetical protein [Arabidopsis thaliana] 1 



Seq. ID OJ000251_51.0217.C3 
Strand 

3988 
AAT/GAP 
211 
406 



End 

Method 

End 

Score 



Seq. No. 33331 

Gene No. 69128 

Start 1 

Name OJ000251_51 . 0217 . C3 . ol . np 

Start 1 

GI 81286 

Exons 1..206, 3739.. 3988 

GI Descrip. extensin - Volvox carteri (fragment) gi | 21992 | emb | CAA4 6283 | 
(X65165) extensin [Volvox carteri] 



Seq. ID OJ000251_51.0217.C3 
Strand 

End 3988 

Method AAT/NAP 

End 3988 

Score 122 



^£Leq.^.No-. 
Gene No-. 
Start 
Name 
Start 
GI 

Exons 



.3.3,332,. 



69129 - • ' 

27 

OJ000251_51.0217.C4 .ol.gp 
27 

none 

27. .150, 289. .425 



,Seq.. _.I D.,_0. JO 0.0 £5 1 „51_0.2 17-.,C4- 

Strand- .+ .--.'-..---.- - 

End 4359 
Method AAT/GAP 
End 425 
Score 460 



Seq. No. 33332 
Gene No. . 69129 

Start 27 

Name OJ000251_51 . 0217 . C4 . ol . gs 

Start 67 

GI none 

Exons 67.. 150, 289.. 408, 512.. 758 



Seq. ID OJ000251_51.0217.C4 
Strand + 

4359 
GENSCAN 
4031 
.87 



End 

Method 
End 
Score 

787..,, 947, 1228.. 1304, 1564.. 1758, 
1876. .1948, 2046. .2132, 2948. .3085, 3165. .3367, 3447. .3612, 
3957. .4031 



Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



33332 . Seq. ID 

69129 " . . " . Strand 

27 * . , - ■ End . 

OJ000251_5*1. 02.17. C4 .ol.np ' Method 
385 End 
4895255 Score 



OJ000251_51. 021.7. C4 
+ 

4 359 \ . 

"AAT/NAP . 
3876 
934 



385. .446, 508. .698, 787. .947, 1039. .1110, 1228. .1304, 

1564. .1758, 1876. .1948, 2046. .2132, 2948. .3085, 3165. .3367, 

3447. .3612, 3748. .3876 ., 

(AC007659) unknown protein [Arabidopsis thaliana] 



Seq. No. 33332 Seq. ID 

Gene No. 69129 Strand 

Start 27 End 

Name . OJ000251_51 . 0217 . C4 . o2 . gp Method 

Start 3127 End 

GI 4677 1.R1084 Score 



OJ000251_51.0217.C4 
+ 

4359 
AAT/GAP 
4359 
1847 



33438 



Exons 3127. .3367, 3447. .3612, 3748. .4359 

GI Descrip. '2344889 1.0e-45 (AC002388) unknown protein [Arabidopsis 

thaliana] >gi_4895255_gb_AAD3284 0 . 1_AC007659_22 (AC007659) 
unknown protein [Arabidopsis thaliana] ' 



Seq. No. 33332 

Gene No. 69130 

Start 7469 

Name OJ000251_51 . 0217 . C4 . o3 . gs 

Start 7469 

GI none 
Exons 



Seq. ID OJ000251_51.0217.C4 

Strand + 

End 12968 

Method GENS CAN 

End 12968 

Score .77 



7469. .7566, 8203. .8329, 8567. .8647, 9022. .9174, 9258. .9407, 
12209. .12305, 12766. .12968 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



33332 
69131 
4406 

OJ000251_51. 0217 .C4 .o2.gs 

4406 

none 



Seq. ID OJ000251_51.0217.C4 
Strand 

End 6977 

Method GENSCAN 

End 6977 

Score .63 



4406. .4481, 4705. .4832, 5278. .5430, 5637. .5771, 5875. .6050, 
.6776... 6977 



Seq. * No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



■33332 • 

69132 

13228 

OJ000251_51.0217.C4.o4.gs 

13228 
none 



/Seq-. ID ■ OJ000251_51;021-7rC4 
Strand 

End 14802 
Method GENSCAN 
End 14802 
Score .56 



13228. .1354 9, 14243. .14 452, 144 59. .14 656, 14717. .14802 



Seq. No. 33332 
Gene No. 69133 
Start 15251 

Name OJ000251_51 . 0217 . C4 . ol . tm 

Start 509 
GI none 

Exons 509.. 700, 510.. 698, 533.. 700, 

1035. .1112, 1037. .1111, 1039. 
1557. .1742, 1562. .1759, 1571. 
1895. .1948, 1896. .1955, 2062. 
'2946.. 3065, 2950.. 3081, 3151. 
*' • 3175.. 336?, 3429.. 3587, 3439. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000251 51. 0217. C4 



17313 

TBLASTX: Maize 
3589 
238 

786. .947, 786. .953, 787. .948, 
.1113, 1228. .1305, 1233. .1304, 
.1753, 1861. .1914, 1874. .1948, 
.2130, 2077. .2130, 2945. .3088, 
.3369, 3155. .3385, 3156. .3368, 
.3588',-* 3446. . 3589, 3446. .3589 _ 



Seq. No. 33332 

Gene No. 69133 

Start 15251 

Name OJ000251_51 . 0217 . C4 . o3 . tc 

Start 750 .. 

GI none 

Exons 750.. 947, 815.. 952, 1228.. 1305, 1228. 
1562. .1759 



Seq. ID OJ000251_51.0217.C4 
Strand 



End 

Method 

End 

Score 



17313 

TBLASTX: Cress 

1809 

132 

1308, 1540. .1809, 



Seq. No. 33332 Seq. ID 

Gene No. 69133 Strand 

Start 15251 End 

Name OJ000251 51 . 02 17 . C4 . o2 . ts Method 



OJ000251 51. 0217. C4 
17313 

TBLASTX: Soybean 



33439 



Start 


3156 


End 


3819 


GI 


none 


Score 


138 


Rxon s 

1_J *\ V—/ J. 1 o 


3156 3368 3162 3368 3429 


..3614, 3445. .3615, 3745. .3819, 




3747 . .3815 






Sea No 


33332 


Seq. ID 


OJ000251 51 0217 P4 


Gene No. 


69133 


Strand 




Start 


15251 


End 


17313 


Name 


OJ000251 51 0217 C4 o2 tc 


Mpf hod 




Start 


3432 ~~ 


End 


3880 


GI 


none 


Score 


148 


Fvons 


3432 3614 3445 361 5 3737 


..3781, 37 


38. .3878, 3745. .3879, 




3746 3880. 3747 3878 






Seq. No. 


33332 


Seq. ID 


OJ000251 51 0217 T4 


Gene No. 


69133 


Strand 




Start 


15251 


End 


17313 


Name 


OJ000251 51 0217 C4 o3 tm 


Method 


TBLASTX • Maize 


Start 


3592 _ 


End 


4326 


GI 


none 


Score 


47 


Exons 


3592 3615, 3739 3879 3747 


..3878, 42 


48. .4277, 4285. .4326 


.Saq...-,No^ 






o.Tonn^M si ri9i 7 ca * " 


Gene No. 


69133 ■ 


Qf r a nd - • - 




Start 


15251 


End 


17313 


Name 


O.TOOfiPSI M 0917 rrc: 




U LLi IN O t\ l\ 


Start 


15251 ~~ 


End 


17^1? 


GI 


none 


Score 


. 57 


p.xon s 
i_j ^\ \y ii ij 


15251 15554 15571 158^6 


17308. . 173 


13 


Sea No 


33332 

*J »J »J t- 


Seq. ID 


OJ000251_51.0217.C4 




69133 


Strand 




Start 


15251 


End 


17313 


Name 


OJ000251 51.0217.C4.o2.np 


Method 


AAT/NAP 


Start 


15410 


End 


15965 


GI 


4895256 


Score 


319 


Exons 


15410. . 15965 






GI Descrip. 


(AC007659) putative AP2 domain transcription factor [Arabidopsis 




thaliana] 






Sea No 


33332 . . 


Seq. ID 


OJ000251_51.0217.C4 . 


Gene "No. 


69133 


Strand . 




Start 


■ 15251 • ; • 


End 


;17313 , . . : . • ' ■ ■ 


Name 


OJ0002'51 51.0217.C4 "bl.tc 


. Method 


TBLASTX: Cress 


Start 


15431 


End 


15686 


GI 


none 


Score 


53 


Exons 


15431. .15538, 15438 .. 15518 , 15550 .. 15651 , 15552 .. 1568 6, 




15553. . 15672 






Sea No 


33332 


Seq. ID 


OJ000251_51.0217.C4 


UCllC IN (J. 


69133 


Strand 




Start 


15251 


End 


17313 


Name 


OJ000251 51.0217.C4.ol.ts 


Method 


TBLASTX: Soybean 


Start 


15431 


End 


15695 


GI 


none 


Score 


74 


Exons 


15431. . 15538, 154 35 .. 15518 , 15515 15550, 15552 15695, 




15553. . 15666 







33440 



Seq. No. 


33332 


Seq. ID 


OJ000251_51.0217 


C4 


Gene No. 


69133 


Strand 






Start 


15251 


End 


17313 




Name 


OJ000251 51 . 0217 . C4 . o2 . tm 


Method 


TBLASTX: Maize 




Start 


15506 ~~ 


End 


15707 




GI 


none 


Score 


51 




Exons 


15506. . 15538, * 15512 .. 15550, 


15550. .15660, 15552. .15707, 






15553. . 15678 








Seq. No. 


33333 


Seq. ID 


OJ000251_51.0217, 


C5 


Gene No. 


69134 


Strand 


+ 




Start 


3971 


End 


8908 




Name 


OJ000251 51 . 0217 .C5 .o2 . gs 


Method 


GENSCAN 




Start 


3971 ~~ 


End 


8908 




GI 


none 


Score 


. 4 9 




Exons 


3971.. 4031, 7842.. 8055, 8731 


. .8908 






Seq. No. 


33334 


Seq. ID 


OJ000251_51.0217. 


C6 


Gene No. 


69135 


Strand 


+ 




Start 


292 


End 


3678 




Name 


OJ000251 51 0217 C6 ol as 


Mp t hori 






. Si ar± _ _„^. r 


2921..71 t ™l"L^__ 1 ^'^./J 11" 


_^End.. 


-.3 6 7 8.7X17 XX77 




GI 


none ■*** ■ ■ ■ • - 








Exons 


292 345. 1654 1854 2311 


2515. 3641 


3678 




Seq. No. 


33334 


Seq. ID 


OJ000251 51 0217 


C6 


Gene No . 


69136 


Strand 






Start 


4050 


End 


4322 




Name 


OJ000251 51 0217 C6 o2 as 


Method 


GENSCAN 




Start 


4050 _ 


End 


4322 




GI 


none 


Score 


.57 




Exons 


4050 4084. 4220 4322 








Seq. No. 


33335 


Seq. ID 


OJ000251_51.0217. 


C7 


Gene No. 


69137 


Strand 






Start 


5289 


End 


5868 




Name 


OJ000251 51.0217.C7.ol.np 


Method 


AAT/NAP 




Start 


5289 


End 


5868 




GI 


4263785 


Score 


376 




Exons 


5289. .5868 








GI Descrip. 


(AC006068) putative AP2 domain transcription factor [Arabic 




thaliana] ' , - ■ 








Seq. No. 


33335 


Seq. ID 


OJ000251_51.0217. 


C7 


Gene No . 


69137 


Strand 






Start 


5289 


End 


5868 




Name 


OJ000251 51.0217.C7.ol.tc 


Method 


TBLASTX: Cress 




Start 


.5517 


End 


5754 




GI 


none 


Score 


168 




Exons 


5517.. 5753, 5530.. 5754 








Seq. No. 


33335 


Seq. ID 


OJ000251_51.0217. 


C7 


Gene No. 


69137 


Strand 






Star t 


526 9 


End 


5868 




Name 


OJ000251 51.0217.C7.ol.ts 


Method 


TBLASTX: Soybean 




Start 


5517 


End 


5762 





33441 




GI 


none 




OLUIC 


1 

J. -7 O 


Exons 


5517 5762. 


5530 5754 






Seq. No. 


33335 




Seq. ID 


OJ000251_51.0217.C7 


Gene No. 


69137 




Strand 




Start 


5289 




End 


«j o u o 


Name 


OJ000251 51 


0217 CI nl tm 


Lit. L11UU 


TRT Z1QTY • Mzi i 70 


Start 


5517 ~ 








GI 


none 




S core 


4 4 


Exons 


5517 . . 5771, 


5545 5598 5656 


. 5772 




Seq. No. 


33335 




Seq. ID 


OJ000251_51.0217.C7 


Gene No. 


69137 




Strand 




Start 


5289 




End 


58 68 


Name 


OJ000251 51 


0217 CI nl tw 


Mpf h oH 


1 O J_irt.O 1 /\ . vv i 1 tr a. L 


Start 


5551 ~~ 




End 


S7 4 1 

.J / *3 X 


GI 


none 




S core 


79 


Exons 


5551 . . 5739, 


5571. .5741 






Seq. No. 


33336 




Seq. ID 


OJ000251_51.0217.C8 


Gene No. 


69138 




Strand 




Start... . . 


. ^1093 




-End.... : . 7 


.,2 65 2,:, 


..-tj-t.-— — CillLC. . — Tr - — - ..... 


OJ00Q25L 51 


0?1 7 PR n? "hq 


...Me.t-h.ocL,. 


GENS CAN , "...1" 


Start 


1093 - ~ 




End 


- 2652 ' 


GI 


none 




Score 


.49 






1 1 R 1^4 0 14 £8 


.1625, 1719. .1849, 2577. .2652 


: : =: Sea No 


33337 




Seq. ID 


OJ000251_51.0217.C9 


Gene No. 


69139 




Strand 


+ 


Start 


1819 




End 


3404 


"z-.'- Name 


OJ000251 51. 


0217.C9.o2.np 


Method 


AAT/NAP 


\[\ Start 


1819 




End 


3404 


GI 


3193328 




Score 


476 


Exons 


1819. .2290, 


2433. .2498, 3299., 


.3404 




GI Descrip. 


(AF069299) No definition line 


found [Arabidopsis thaliana] 


i s ; ; Seq. No. 


33337 




Seq. ID 


OJ000251_51.0217.C9 


\]\ Gene No. 


69140 




Strand 


+ 


ill Start 


11811 




End 


12664 


: ss : Name 


OJ000251 51. 


0217.C9.o4 .gs 


Method 


GENSCAN 


Start 


11811 




End 


12664 


GI 


none 




Score 


.93 ' 


Exons 


11811. .12004 


, 124 93. .1266*4* 




Seq. No. 


33337 




Seq. ID 


OJ000251_51.0217.C9 


Gene No. 


69141 




Strand 




Start 


1 




End 


4081 


Name 


OJ000251 51. 


0217.C9.ol.np 


Method 


AAT/NAP 


Start 


1 




End 


1526 


GI 


135535 




Score 


446 


Exons 


1..327, 437. 


.496, 595. . 681, 770. . 859, 


1255. .1319, 1454. .1526 


GI Descrip. 


T-COMPLEX PROTEIN 1, ALPHA SUBUNIT ( TCP-1-ALPHA) (CCT-ALPHA) 



gi I 322602 | pir | | JN0448 t-complex polypeptide Tcp-1 - Arabidopsis 
thaliana gi | 21787 1 1 dbj | BAA01955 I (D11351) t-complex polypeptide 
I homologue [Arabidopsis thaliana] gi | 2326265 | dbj | BAA21772 | 
(D11352) CCT alpha/TCP-1 [Arabidopsis thaliana] 



33442 




O C \-i • LN \J ■ 


j *j _> j / 


Seq. ID 


OJ000251_51.0217 




Gene No. 


69141 


Strand 






Start 


1 


End 


4081 




Name 


OJ000251 51 0217 C9 ol as 


Method 


GENSCAN 




Start 


437 ~~ 


End 


4081 




GI 


none 


Score 


.68 




F von *=; 


4^7 496 SQS 681 749 RSQ 


1255. .1319, 1454. .1560, 






1906 2377 4078 4081 








Seq. No. 


33337 


Seq. ID 


OJ000251_51.0217 


.C9 


Gene No. 


69142 


Strand 






Start 


10064 


End 


11540 






OJ000251 51.0217.C9.o3.gs 


Method 


GENSCAN 




u Lai L 


10064 


End 


11540 




GI 


none 


Score 


. 65 




TTvnnc 

OA U 1 1 O 


10064. . 10168, 10826. .10974, 11414. .11540 




Seq . No . 


33337 


Seq. ID 


OJ000251_51.0217 


PQ 


Gene No. 


69143 


Strand 






Start 


14607 


End 


17672 




Name 


OJ000251 51.0217.C9.ol.tc. 


Method 


TBLASTX: Cress 




o Lai L 


.... 431 . ^ .. . _ 


_ E n d _ . , 


1521 




_qj; ^ t ^ 


^_.,none.^- r , _,...* ^ . ... 


...Sco.rje^-.- 


._6.3_ .„ „. 




i_j w 1 1 o 


431.. 499,.- 435; . -488/- 595/. 681, 


601. .687, 764 . . 853';/- 7 68 . . 


869-, 




784.. 867, 1252.. 1320, 1256.. 1321, 1450 


. .1521, 1455. .1520 




'33337 


Seq. ID 


OJ000251_51.0217 


.C9 


Gene No. 


69143 


Strand 






Start 


14607 


End 


17672 




Name 


OJ000251 51.0217.C9.ol.ts 


Method 


TBLASTX : Soybean 




OLdi. I 


431 


End 


1520 






none 


Score 


54 




tr v pin q 


431. .499, 595. .681, 613. .684, 


764. .853, 768. .869, 1252. 


. 132 




1256. .1321, 1455. .1520, 1456. 


.1509 






k_) \3 ■ LN L' . 


33337 


Seq. ID 


OJ000251_51.0217 


.C9 


rip-np No 


69143 


.Strand 






Start 


14607 


End 


17672 




Name 


OJ000251 51.0217.C9.ol.tm 


Method 


TBLASTX: Maize 




Start 


431 


End 


1571 




GI 


none 


Score 


87 






431. .499, 435. .494, "595. .681, 


607. .684 


, 633. .683, 764.. J 


353, 




768-. .869, 769.. 867. 1252,. 1320, 1256.. 


1321, 1450v,1521, 






1455. . 1571 








Seq. No. 


33337 


Seq. ID 


OJ000251_51.0217 


,C9 


Gene No. 


69143 


Strand 






Start 


14607 


End 


17672 






OJ000251 51.0217.C9.o2.tc 


Method 


TBLASTX: Cress 




ij Lai L 


1929 


End 


2291 




GI 


none 


Score 


87 




Exons 


1929.. 2069, 2046.. 2291, 2066. 


.2290 






Seq. No. 


33337 


Seq. ID 


OJ000251__51.0217 


C9 


Gene No. 


69143 


Strand 






Start 


14607 


End 


17672 




Name 


OJ000251 51.0217.C9.o2.ts 


Method 


TBLASTX: Soybean 





33443 




Start 


1929 ' 


End 


£. c. J. O 








GI 


none 












Exons 


1929.. 2069, 2030 2218 2031 


2216 










Seq. No. 


33337 


Seq. ID 


OJ000251 


_51 


.0217 


.C9 


Gene No. 


69143 


Strand 










Start 


14607 


End 


17672 








Name 


OJ000251 51 0217 C9 o5 as 


Method 


GENSCAN 








Start 


14607 ~~ 


End 


17672 








GI 


none 


Score 


.41 








Exons 


14607 .. 14752. 15421 15595 


17571. .17672 








Seq. No. 


33338 


Seq. ID 


OJ000251 


_51 


.0217 


.C10 


Gene No. 


69144 


Strand 


+ 








Start 


5998 


End 


6399 








Name 


OJ000251 51 . 0217 . C10 . o3 . gs 


Method 


GENSCAN 








Qfarf 

OLalL 




End 


6399 








GI 


none 


Score 


.84 








Exons 


5998 . . 6399 












Seq. No. . 


33338 


.Seq. ID 


OJ0002-51 


_51 


.0217 


.C10 


Gene .No v ...... 


..69145 , . .. _ ... 


Strand. ... 


.+-.... 




----- 




-SJtar.t,„_ 4 _, 


_J833L. . ... ' 




Zaiai" 7" 






— — 


■ Name 


- OJ000251 51 -0217 CIO o4 nq- 


Method 


GENSCAN - 








Start 


8331 ~~ 


End 


9185 








GI 


none 


Score 


.85 








Exons 


8331 8525 8884 8923 9109 


. .9185 










Seq. No. 


33338 


Seq. ID 


OJ000251_ 




. U /Z ± I , 


r*i n 


Gene No. 


69145 


Strand 


+ 








Start 


8331 


End 


9185 








Name 


OJ000251 51.0217.C10.ol.gp 


Method 


AAT/GAP 








Start 


8906 


End 


9185 








GI 


4715473 


Score 


306 








Exons 


8906. . 9011, 9109. . 9185 












GI Descrip. 


2245020/emb|CAB10440.1| 1 . Oe- 


-40 (Z97341) growth 


regulator 1j 




protein [Arabidopsis thaliana] 










Seq. No. 


33338 


Seq. ID 


OJ000251_ 


_51. 


,0217, 


,C10 


Gene No. 


69146 


Strand 










Start 


2024 


End 


6164 








Name 


OJ000251 51.0217.C10.ol.np 


Method 


AAT/NAP 








.Start- ■' 


2024 ' . \ ' 


End 


3449 








GI ' 


x 5852084 


Score 


"8 0" 








Exons 


2024 . .2108, 3409. .3449 












GI Descrip. 


(AL117264) zwh0007.1 [Oryza sativa] 










Seq. No. 


33338 


Seq. ID 


OJ000251_ 


51. 


0217. 


C10 


Gene No. 


69146 


Strand 










Start 


2024 


End 


6164 








Name 


OJ000251 51.0217.C10.o2.gs 


Method 


GENSCAN 








Start 


2905 


End 


5642 








GI 


none 


Score 


.73 








Exons 


2905. .3398, 5026. .5153, 5236. 


.5642 










Seq. No. 


33338 


Seq. ID 


OJ000251_ 


51. 


0217. 


C10 


Gene No. 


69146 


Strand 











33444 




Start 


2024 




End 


6164 


Name 


OJ000251 51 


.0217. C10. o2.np 


Method 


AAT/NAP 


Start 


3147 




End 


6164 


GI 


5931675 




Score 


270 


Exons 


3147 3308 


5026 5153 5236 


..5513, 6094.. 6164 


GI Descrip. 


(AJ011639) 




binding protein-like 9 [Arabidc 




thalianal 








Seq. No. 


33338 




Qorr T H 


UJUUUZDl Dx.UZx/.U±U 


Gene No. 


69146 








Start 


2024 




End 


6164 


Name 


OJ0002 51 51 


021 7 P10 n1 t~ q 


Method 


TBLASTX : Soybean 


Start 


5066 ~~ 




End 


5375 


GI 


none 




Score 


68 


Exons 


5066 5155, 


5235 5375 5239 


. .5322 




Seq. No. 


O *3 *3 *3 O 




Seq. ID 


OJ000251_51.0217.C10 


Gene No. 


69146 




Strand 




Start 


2024 




End 


6164 


Name 


O.70002S1 51 


0217 riO nl 1- n 


Method 


TBLASTX: Cress 


Start 


5069 ~~ 




•End 


• 5375 


_ GL 


none 




_ ..Score . „ 


.41 


Exons 


5069 5155 


511.2" 515 6 52 35 


_...5.37_5.. 52.39. . 5337 


Seq. No. 


33338 


Seq. ID 


OJ000251_51. 0217. C10 


Gene No. 


69146 




Strand 




Start 


2024 




'End 


6164 


Name 


o.Tonn?^! m 

UUUi J i. %J J. 


021 7 riO nl 1-m 


Method 


TBLASTX: Maize 


Start 


5087 ~~ 




End 


5420 


GI 


none 




Score 


147 


Ex on s 


5087 5155 


5233 5400 5235 


.5420 




Seq. No. 


33338 




Seq. ID 


OJ000251_51. 0217. C10 


Gene No. 


69147 




Strand 




Start 


837 6 




End 


8536 


Name 


OJ000251 51 


0217 riO r>2 1-tti 


Method 


TBLASTX: Maize 


Start 


8376 ~ 




End 


8536 


GI 


none 




Score 


242 


Exon s 


8376 8531 


84 OR 8 536 






Spo No 


33339 




. Seq. ID 


OJ000251_51.0217.C11 


Gene No . 


69148 




Strand 


+ - 


Start- 


1 




End 


6153 . .. ' ' ' ' 


Name 


OJ000251 51. 


0217.ClI.ol.gp 


Method 


AAT/GAP 


Start 


1 




End 


834 


GI 


4715473 




Score 


622 


Exon s 


1.-199, 663. 


.834 






GI DescriD 


224 5020/emb|CAB104 4 0. 1 | 1. Oe- 


40 (Z97341) growth regulator li 




protein [Arabidopsis thaliana] 




Seq. No. 


33339 




Seq. ID 


OJ000251_51.0217.C11 


Gene No. 


69148 




Strand 


+ 


Start 


1 




End 


6153 


Name 


OJ000251 51. 


0217.Cll.ol.np 


Method 


AAT/NAP 


Starr 


i 




End 


6153 


GI 


2245020 




Score 


1160 


Exons 


1..199, 663. 


.844, 969. .1071, 


1309.. 1637, 1853... 2095, 6125.. 6 



33445 



GI Descrip. (Z97341) growth regulator like protein [Arabidopsis thaliana] 



Li : 
:c : : 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI ■ 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
..Start,. 

Start'-'- 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name . 
Start 
GI : * 
Exons' 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons • 



Seq. No. 
Gene No. 



33339 


Seq. ID 


OJ000251 


69148 


Strand 


+ 


1 


End 


6153 


OJ000251 51.0217.Cll.ol.gs 


Method 


GENSCAN 


149 


End 


2535 


none 


Score 


.65 . 


149. .199, 663. .844, 969. .1071, 1309. .1412, 1545 


1853 1955. 2413 2535 






33339 


Seq. ID 


OJ000251 


69149 


Strand 


+ 


10678 


End 


11636 


OJ000251 51 0217 Cll o4 as 


Method 


GENSCAN 


10678 _ 


End 


11636 


none 


Score 


.61 


10678 10851 10910 11011 


11430. . 114 


91, 11540 


33339 


Seq. ID 


OJ000251 


69150 


Strand 


+ 


11980 . . ... 


... End.. , 


. .14 231.. 


._OJQ.6025£,51.J^^^ 


Method. 


. GENSCAN. 


-11980 ' . - - - 


- - End- - ' 


14231- 


none 


Score 


.6 


11980. .12030, 13526. .13633, 


14058. . 14231 


33339 


Seq. ID 


OJ000251_ 


69151 


Strand 


+ 


14950 


End 


18816 


OJ000251 51.0217.Cll.o4.gp 


Method 


AAT/GAP 


14885 


End 


15549 


LIB3434-057-P1-K1-A5 


Score 


879 


14885. . 15076, 15181 .. 15430, 


15512. . 15549 



'4895251/gb|AAD32836.1|AC007659_18 7.0e-33 (AC007659) 
hypothetical protein [Arabidopsis thaliana] 1 - 



33339 
69151 
14950 

0 JO 0 0 2 5 1_5 1 . 0 2 1 7 . C 1.1 . o 4. . np 
14950 . ' 

'3264596 - 



Seq. • ID OJ000251_51. 0217. Cll 

Strand + 

End 18816 . 

Method AAT/NAP 

End ( 15877 " . 1" " ; 

Score \ 1100 ' • . 



14950. .15076, 15181 .. 15430 , 15512. .'15877 
(AF057183) putative tonoplast aquaporin [Zea mays] 



33339 
69151 
14950 

OJ000251_51. 0217. Cll. o6.gs 

14950 

none 



Seq. ID OJ000251_51. 0217. Cll 

Strand + 

End 18816 

Method GENSCAN 

End 18816 

Score .66 



14950. .15076, 1518 1 .. 154 30, 15544 15856, 1 6097 16193, 
16907. .17099, 172 92. .18816 



33339 
69151 



Seq. ID OJ000251_51. 0217. Cll 
Strand + 



33446 




Start 


14950 


End 


18816 


Name 


OJ000251 51.0217.Cll.o5.np 


Method 


AAT /MAP 


Of- •= v-f- 


16848 


End 






6539588 


Score 






16848. .17166, 18505. .18529 






ul UCDtJ — L £J * 


(AP000837) hypothetical protein [Oryza 


sat i va J 


c orf KToi * ■* ■ 
JClj. LN (J . 


33339 


Seq. ID 


UJUUUZOi Ol.U^l / .Lll 


Gene No. 


69152 


Strand 




Start 


2323 


End 


2593 


Name 


OJ000251 51.0217.Cll.o2.gp 


Method 


AAT /GAP 


Start 


2323 


End 


2593 


GI 


4715474 


Score 


499 


Exons 


2323. .2593 







Seq. No. 33339 
Gene No. 69153 
Start 3066 

Name OJ000251_51 . 0217 . Cll . o2 . gs 

Start 3066 

GI - ■ none 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000251_51. 0217. Cll 

5996 

GENSCAN 

5996 

.91 



-•3575.,,,365L.^ 



,.-.-__5A6£-.^53^ 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



33339 
69153 
3066 

OJ000251_51. 0217. Cll. o2.np 

3066 

2341034 

3066. .3157, 3239. .3350, 3440. 
5458. .5616, 5726. .5768 



OJ000251_51. 0217. Cll 

5996 
AAT /NAP 
5768 
1117 



Seq. ID 
Strand 
End 

Method 
End 
Score 

3575, 3651. .3928, 5204. .5379, 



GI Descrip. (AC000104) F19P19.13 [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

G I Descrip . 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



33339 
69154 
6945 

OJ000251_51. 0217. Cll. o3.gp 

6945 

2312838 

6945.. ?009 

1420932/gb~|U61383|ORU61383 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000251_51. 0217. Cll 

7009 
AAT /GAP 
7009 
67 



7.0e-21 Oryza rufipdgon 



4-coumarate-CoA ligase. gene, intron 1, partial sequence 



33339 Seq. ID 

69155 Strand 

8738 End 

OJ000251_51. 0217. Cll. o3.np Method 

8685 End 

6815053 Score 



OJ000251_51. 0217. Cll 

9772 
AAT /NAP 
9772 
688 



8685. .8921, 8971. .9145, 9626. .9772 

(AP001080) hypothetical protein [Oryza sativa] 



Seq. No. 33339 Seq. ID 

Gene No. 69155 Strand 

Start 8738 End 

Name OJ000251_51 . 0217 . Cll . o3 . gs Method 



OJ000251_51. 0217. Cll 

9772 
GENSCAN 



33447 




Cf art 


87 38 




H»I1U. 








none 






. JO 




i — 1 llo 


8738 9064 










JC^j • LN • 


33339 












69156 




Strand 






Start 


19005 




End 


19457 




Name 


OJ000251 51.0217.Cll.o3, 


. ts 


Method 


TBLASTX: 


Soybean 


Start 


8 




End 


2051 


GI 


none 




Score 


115 




Exons 


8. .88, 9. .89, 633. .848, 


964. . 


,1068, 1305 


.1559, 


1330. .1506, 




1338. .1511, 1512. .1637, 


1513. 


..1638, 1519. .1638, 


1521. .1649, 




1845. .1904, 1847. .1939, 


1851. 


, .2051 







Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



33339 
69156 
19005 

OJ000251_51.0217.Cll.o3.tc 
738 
none 

738. .824, 964. .1053, 1309. .1515, 1311, 
.1539... 1631 . .... .„..,,„ 



Seq. ID OJ000251_51.0217.C11 
Strand 

End 19457 

Method TBLASTX : Cress 

End 1638 

Score 78 

1451, 1537 . .1638-, 



-33339 - 

69156 
19005 

OJ000251_51.0217.Cll.o3. tm 

1330 

none 

1330. .1515, 1332. .1499, 1471. 
1526. .1642, 1533. .1676, 1835. 



Seq.- "ID 
Strand 
End 

Method 
End 
Score 



OJ000251- 51. 0217 -;C11-- 



19457 

TBLASTX: Maize 
1997 
219 

1641, 1512. .1646, 1513. 
1966, 1848. .1988, 1851. 



,1641, 
,1997 



Seq. No. 33339 Seq. ID 

Gene No. 69156 Strand 

Start 19005 End 

Name OJ000251_51 . 0217 . Cll . o4 . tc Method 

Start 1851 End 

GI none Score 

Exons 1851.. 2051 



OJ000251_51. 0217. Cll 
19457 

TBLASTX: Cress 

2051 

210 



Seq. No. . 33339 . 
Gene' No. 69156 
Start . 19005 

Name * _OJ000251_51 . 0217 . Cll . o2 . tc 

Start 3067 
GI none 

Exons 3067.. 3159, 3069.. 3158, 3226. 

3444. .3545, 3650. .3931, 3651. 
5201. .5380, 5455. .5511, 5456. 
5724. .5762 



Seq. ID 
Strand 
End ; 
Method 
End 
Score 



OJ000251 .51. 0217. Cll. 



19457 ' v 
TBLASTX : Cress 
5762 
55 

3351, 3237.-3353, 3440. 

3938, 5190.. 5381, 5201. 

5620, 54.57.. 5642, 5476. 



,3565, 
,5383, 
,5622, 



Seq. No. 33339 Seq. ID OJ000251_51 . 0217 . Cll 

Gene No. 69156 Strand 

Start 19005 _ _ End 19457 

Name OJ00025i_bl . 0217 .Cll . ol . ts Method TBLASTX : Soybean 

Start 3069 End 5762 

GI none Score 124 



33448 



F" Vf^n Q 


^1 Rfi "3996 ^9^7 


.3353, 3440. .3574, 3444. .3545, 




^fiSO "36^7 ^Q^R SI QD 


.5306, 5201.. 5305, 5306.. 5380, 




S^07 S^fil S4S6 S690 S4S7 


.5642, 5724. .5762 


Seq . No . 


33339 


Seq. ID 


OJ000251_51.0217.C11 


npnp No 


69156 


Strand 




Start 


19005 


End 


19457 


Name 


OJ000251 51.0217.Cll.o2.tw 


Method 


TBLASTX: Wheat 


Start 


3069 


End 


5762 


GI 


none 


Score 


102 


F 1 von ^ 


^DfiQ *31 SR "^909 ?9^7 


.3353, 3440. .3574, 3444. .3545, 




^fiSD ?Q?T ^6S1 ?Q^R "384^ 


.3941, 3847. .3942, 5190. .5381, 




S901 S^RO S4Sn' Sfi9f) S4S7 


.5642, 5724. .5762 


Qprr No 


33339 


Seq. ID 


OJ000251_51.0217.C11 


("Ipnp No 


69156 


Strand 




Start 


19005 


End 


19457 


Name 


OJ000251 51.0217.Cll.o2.tm 


Method 


TBLASTX: Maize 


Start 


3069 


End 


5762 


O J. 


n ^n o 


Score 


111 




^HfiQ "31 SR ^909 ^S1 "3977 


.3353, 3440. .3574, 3444. .3545, 




"36SO ^9^1 ^Q^fi SI QD 


.538.1,. 5201. ..5380,... 54,5 6. ...5.62.0., 




S4S7 S649 S794™ S769 






Qpn No 


j j o j _? 


Seq. ID 


OJ000251_51.0217.C11 


f^pnp No 


69156 


Strand 




Start 


19005 


End 


19457 


Name 


OJ000251 51. 0.217. Cll.ol.tw 


Method 


TBLASTX: Wheat 


Start 


9444 


End 


15832 




none 


Score 


141 


F 1 von q 


9444. .9482, 9475. .9519, 9568. 


.9672, 14 


961. .15074, 14965. .150 




14965. . 15081, 15183. .15407, 151 94 .. 15394 , 15207 .. 15407, 




15511. . 157 92, 15512. .15826, 15623. . 15832 


Seq. No. 


33339 


Seq. ID 


OJ000251__51.0217.C11 


Gene No. 


69156 


Strand 




Start 


19005 


End 


19457 


Name 


OJ000251 51.0217.Cll.o4.tm 


Method 


TBLASTX: Maize 


Start 


13268 


End 


13796 


GI 


none 


Score 


85 


Exons 


13268. .13402, 13458 .. 13796, 13.4 77 .. 137 61 


Sea • No ■ 


33339 ; • - . . 


Seq.' ID • 


OJ000251_51.0217.C11 ' 


Gene No. 


69156 


Strand' 




Start 


19005 


End 


19457 


Name 


OJ000251 51.0217.Cll.ol.tc 


Method 


TBLASTX: Cress 


Start 


14928 


End 


15859 


GI 


none 


Score 


150 


F* v on 


14928. .15083, 14 965 . . 1508 4 , , 15183 .. 154 07 , 15185 154 12 , 




15512. .15535, 15532 .. 15792, 15533. .158 


59, 15623. .15838 


Seq. No. 


33339 


Seq. ID 


OJ000251_51.0217 .Cll 


Gene No. 


69156' 


Strand 




Start 


19005 


End 


19457 


Name 


OJUUU^bl 51.0217.Cll.ol.tm 


Method 


TBLASTX: Maize 


Start 


14943 


End 


15886 


GI 


none 


Score 


76 



33449 



Exons 



14943. .15038, 14 948 15037 , 14 94 9 .. 15083, 14 965 15084 , 
15179. .15409, 15180. .15407, 154 97 15535 , 15532 157 92, 
15533. .1588 6, 15623. .15880, 15832. .15885 



Seq. No. 33339 
Gene No. 69156 
Start 19005 

Name OJ000251_51 . 0217 . Cll . o2 . ts 

Start 14 94 9 

GI none 
Exons 14949. 

15185, 

15898. 



,15083, 14968. .15084, 
, 15415, 15535. . 15792, 
,15948 



Seq. ID 
Strand 
End 

Method 
End 
Score 

15183 

15536 



OJ000251 51. 0217. Cll 



19457 

TBLASTX: Soybean 
15948 
146 

15407, 15183. . 15407, 
15871, 15623. . 15859, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

JJI_^De scrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



33339 Seq. ID 

69156 Strand 

19005 End 

OJ000251_51.0217 .Cll.o6.np Method 

19005 End 

5042454 Score 
19005. . 19060, 19362. .19457 

;: ( ACQ Q77J3 9J_ putat±Y_e-._p.ol . 



OJ000251_51. 0217 .Cll 

19457 
AAT/NAP 
19457 
64 



33340 - - • • • 

69157 

126 

OJ000251_51.0217.C13.ol.gs 

126 

none 



Seq .ID - OJ000251_51.0217.C13- 

Strand + 

End 3167 

Method GENSCAN 

End 3167 

Score .75 



126. .229, 557. .636, 999. .1096, 1469. .1640, 1677. .2094, 
2109. .2254, 2349. .2557, 2700. .2812, 2830. .3000, 3006. .3167 



OJ000251_51.0217.C13 
+ 

3167 
AAT/NAP 
2993 
1722 



Seq. No. 33340 Seq. ID 

Gene No. 69157 Strand 

Start 126 End 

Name OJ000251_51 . 0217 . C13 . ol . np Method 

Start 1748 End 

GI 6721562 Score 

Exons 1748.. 2993 

GI Descrip. (AP001073) Similar to Zea mays 22-kDa alpha zein gene cluster; 
hypothetical protein. . (AF031569) [Oryza sativa] 

.gi I 68 15.087 I dbj |BAA90373-.1| (AP001081) Similar to Zea mays 22-kDa 
- alpha* zein gene cluster; hypothetical' protein. (AP031569) ■;[ Oryza 

sativaf 



Seq. No. 33340 Seq. ID 

Gene No. 69157 Strand 

Start 126 End 

Name O JO 0025 1_5 1.0217.C13.ol.tm Me t hod 

Start 2444 End 

GI none Score 

Exons 2444. .2692, 2446. .2691 



OJ000251_51.0217.C13 
+ 

3167 

TBLASTX: Maize 

2692 

198 



Seq. No. 33340 Seq. ID 

Gene No. 69157 Strand 

Start 126 End 

Name OJ000251 51 . 0217 . C13 . ol . tw Method 



OJ000251 51.0217.C13 
+ 

3167 

TBLASTX: Wheat 



33450 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



2456 End 2794 

none Score 116 

2456. .2554, 2473. .2553, 2521. .2760, 2537. .2794 



33341 
69158 
1 

OJ000251_51.0217.C14.ol.np 
1 

6498441 



Seq. ID OJ000251_51.0217.C14 

Strand + 

End ■ 4952 

Method AAT/NAP 

End 4 94 9 

Score 6286 



1..561, 891. .1354, 1418. .1791, 1975. .2109, 2283. .3005, 
3177. .4574, 4668. .4949 

(AP000815) EST C72786 (E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 





33341 






Seq. ID 


OJ000251_51.0217 


PI A 


Gene No. 


69158 






Strand 


+ 




Start 


1 






End 


4952 




iValllc 


OJ000251 51 


.0217.C14.ol 


.gs 


Method 


GENSCAN 




uLai i_ 


75 






End 


4952 






..none c; . u> 






: . Score. ....... 


._..55 ; 








-1192,. 


^.1524-^15.63,^-1 5£8^2,1A9-,- . ^ 






2166.*. 2622, 


2628. .3656, 


3735. 


.4952 • 






Seq. No. 


33341 






Seq. ID 


OJ000251_51.0217 


.C14 


Gene No. 


69159 






Strand 








2795 






End 


7202 




Name 


OJ000251 51 


.0217.C14.o3 


tw 


Method 


TBLASTX: Wheat 




q+- a rh 


775 






End 


1261 




\J A. 


none 






Score 


402 




W von 


775. .912, 776. .1261, 970. .1230 






Sea No 


33341 






Seq. ID 


OJ000251_51.0217 


PI 4 

. ^ J. 4 


Gene No. 


69159 






Strand 






Start 


2795 






End 


7202 - 




Name 


OJ000251 51 


0217.C14.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


1425 






End 


1888 




GI 


none 






Score 


226 




Exons 


1425. .1868, 


1426. .1881, 


1427. 


.1888, 1427. .1882 




Seq.' No." 


33341 






Seq. ( ID 


OJ'000251_51.0217 


C14 


Gene No. 


* 69159 . "■ 






Strand 






"Start 


2795" 






End - 


7202 ' 




Name 


OJ000251 51. 


0217.C14.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


1591 






End 


1912 




GI 


none 






Score 


386 




Exons 


1591. .1902, 


1592. .1912, 


1796. 


.1912 






Seq. No. 


33341 






Seq. ID 


OJ000251_51.0217. 


C14 


Gene No. 


69159 






Strand 






Start 


2795 






End 


7202 




Name 


OJ000251 51. 


0217.C14.o3. 


tm 


Method 


TBLASTX: Maize 




Start 


1939 






End 


2322 




GI 


none 






Score 


287 




Exons 


1939. .2223, 


1940. .2224, 


2212. 


.2322 







33451 




Seq. No. 


33341 








Seq. ID 


OJ000251_51.0217 


C14 


Gene No. 


69159 








Strand 






Start 


2795 








End 


7202 




Name 


OJ0002S1 SI 


.0217 


PI 4 n9 




Method 


TBLASTX: Wheat 




Start 


1996 ~~ 








End 


2415 




GI 


none 








Score 


281 




J?vf>n q 


1996 2226 


1997 


2227 , 


2209 . 


.2415, 2235.. 2390 




Seq. No. 


33341 








Seq. ID 


OJ000251_51.0217, 


C14 


Gene No. 


69159 








Strand 






Start 


27 95 








End 


7202 




Name 


o.Tonn^si si 


.0217 


fl 4 nl 

• Oil . \j X 




Method 


TBLASTX: Soybean 




Start 


?H7 S ~~ 








End 


2445 




GI 


none 








Score 


154 






?07 S 1 fl 




.2217 , 


??1 s 


.2445 






Sea No 


3334 1 








Seq. ID 


OJ000251_51.0217. 


C\ 4 


Gene No. 


69159 








Strand 






Start 


2795 








End 


7202 




Name 




.0217 


.C14 .o2 


.np 


Method 


AAT/NAP 




Start 


?7 9S _ 








End 


7202 




GI 


.. U / UO . .. _. 








^ Score-..-. , : 


. 2273... .. . .. ... 




r ■ ^ * j 1 1 _ ,-._ < . — x . 


97 QS ?ft?1 


73.46.6 


...~J3£1Z,;_ 


-55:9.1. 


..5QA2^ JE>9A3^.12QZ . „ 




\J J. w >-> J_ J- . 


V n t w vj x x £. J i 


hypothetical 


protein -[Oryza 


-sativa*] • - - ■ ■ - 




O C ^ . LN \J . 










Seq. ID 


OJ000251_51.0217. 


C14 


Gene No. 


69159 








Strand 






Start 


2795 








End 


7202 




Name 


o ( tooo?si si 


.0217 


,C14.o5 


tw 


Method 


TBLASTX: Wheat 




9t^rt 

O Lai t 


sn ~~ 








End 


3311 




GI 


none 








Score 


231 




tr v o n q 


?R SO "3101 

^•UiJVJ. a JXUX ; 


2877 


. .3128, 


2942. 


.3127, 3106.. 3138, 3171.. 3311, 




J X / J • • J _} X U 














Q pry Kfn 


^^41 

«J J -J 1 -L 








Seq. ID 


OJ000251_51.0217. 


C14 


Gene No. 


69159 








Strand 






Start 


2795 








End 


7202 




Name 


OJ000251 51 


.0217 


.C14.o2 


ts 


Method 


TBLASTX: Soybean 




Start 


3000 








End 


3566 




GI 


5666795 








Score 


63 




l?yon c; 


300.0. .3098,. 


3174 


. .3311, 


.3.366. 


.3566. 






W -L I—' ^ i»J W J- _L w * 


4206306" 2.0e-10 ' 


(AF049110) prpol [Zea. mays] 




Seq. No. 


53341 . 








Seq. ID 


OJ000251_51.0217. 


C14 


Gene No. 


69159 








Strand 






Start 


2795 








End 


7202 




Name 


OJ000251 51 


.0217 


.C14.o7. 


tw 


Method 


TBLASTX: Wheat 




Start 


3314 








End 


3626 






none 








Score 


191 






3314. .3490, 


3366 


. .3626 










Seq. No. 


33341 








Seq. ID 


OJ000251_51.0217. 


C14 


Gene No. 


69159 








Strand 






Start 


2795 








End 


7202 




N aiu6 


OJ000251 51 


. 0217 


.014 .o2. 


tm 


Method 


TBLASTX: Maize 




Start 


3819 








End 


4181 




GI 


none 








Score 


368 





33452 



Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3819. .4142, 3848. .4129, 4046. .4162, 4134. .4181 



33341 
69159 
2795 

OJ000251_51 . 0217 .C14 . o4 . tw 

3956 

none 

3956.-4357, 3957. .4337 



Seq. ID OJ000251_51.0217.C14 
Strand 

End 7202 

Method TBLASTX : Wheat 

End 4357 

Score 384 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 

Name _ ..... 
Js tart 

GI - 
. Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip . 

Seq . • No . 
Gene No. 
Start 
Name - 
Start 
GI 

Exons 



33341 
69159 
2795 

OJ000251_51.0217.C14 .o6.tw 

4362 

none 



Seq. ID OJ000251_51.0217.C14 
Strand 

End 7202 

Method TBLASTX : Wheat 

End 4940 

Score 239 



4362. .4640, 4364. .4621, 4386 . . 4754 , , ,4814 . . 4936, 4815. .4940 



33341 
69159 
2795 

.OJm02_5.1_5.1..02.17 ..Cl_4 ..o4 . trru. 

none ■ " ■ • - - ■ - ...... 

4808. .4948, 4809. .4952 

33341 
69159 
2795 

OJ000251_51.0217.C14.o2.gs 

5574 

none 



Seq. ID OJ000251_51.0217.C14 
Strand 

End 7202 

..Method,. ■ „. TBLASTX : Maize.. . 

.Xnd,_„ ,.___49 5,2. _VJ f 

Score * 18 6 ■-■ ' * 



Seq. ID OJ000251_51.0217.C14 
Strand 

End 7202 

Method GENSCAN 

End 7202 

Score .48 



5574. .5842, 5943. .6051, 6100. .6670, 6715. .7006, 7073. .7202 



33342 
69160 
1 

OJ000251_51.0217.C15.ol.np 
1 

2245020 
1. .21, 103. .1.89., . 267. .380 

(Z97341), .growth regulator like protein [Arabidopsis thaliana] 



Seq. ID OJ000251_51.0217.C15 

Strand 

End 380 

Method AAT/NAP 

End 380 

Score 161 



33342 • :. 

69160 

1 

OJ000251_51 .0217.C15.ol.ts 

101 

none 



Seq. ' ID OJ000251_51.0217.C15 
Strand 

End 380 

Method TBLASTX : Soybean 

End 345 

Score 107 



101. .190, 103. .189, 259. .342, 264. .341, 295. .345 



Seq. No. 33343 

Gene No. 69161 

Start 2942 

Name O JO 0025 1_5 1.02I7.CI6.oI.np 

Start 2930 

GI 4895251 



Seq. ID OJ000251_51.0217.C16 

Strand + 

End 5380 

Method AAT/NAP 

End 5377 

Score 1462 



33453 




Exons 2930.. 3333, 3420.. 3778, 3874.. 4002, 4091.. 4222, 4335.. 4607, 

4712.. 5112, 5237.. 5377 
GI Descrip. (AC007659) hypothetical protein [Arabidopsis thaliana] 









oeq . x u 


r\ to n n o ^ i 

vJJ U U UZo 1 


01. 1 / 


C 1 c 

.Lib 


Pono Mn 

UCllC IN lO . 


6Q1 61 

U _/ X O X 




o tr ana 


T 






Start 


2942 




Hi I 1U 


JOOU 






IN CtlUC 


n,Tnno9.si si 0917 


PIC r<t 1 rtn 


ncLnoa 










9Q?1 _ 

£. J O X 




End 


3197 






GI 


426401 




Score 


477 






Exons 


2931. .3197 












Seq. No. 


33 3 4 3 




Seq. ID 


OJ000251_ 


_51.0217 


.C16 




6Q1 fil 

U _? X O X 




Strand 


+ 






u Lai L 


9Q4 9 

^. ^ *i a- 




End 


5380 






Name 


n,70009M m 0917 




Method 


GENSCAN 








9Qd 9 _ 
y *a 




End 


5380 








none 




Score 


.89 






J_j 1 o 


2942 3333 3420 


..3778, 3874 


..4002, 4091. .4222, 


4335. .4607, 




4712. .5112, 5237 


. .5380 










o t; \J • ^ . LN . . . . 


.3334.3 




Seq. .. ID . 


OJp002.51_ 


^51... 02 1.7, 


-CI 6- 


/-\ r^i d NT /"^ 
fc!. — LMU..,. 


.._„63.L61_. ,, - , 






+ " 






OLdl L 


2942 - •• - ■ 




- End 


5380 - 






Name 


OJ000251 51.0217, 


.C16.o2.gp 


Method 


AAT/GAP 






uLal L 


3913 




End 


4448 






PT 
L3X 


5701670 




Score 


612 






Exons 


3913. .4002, 4091, 


..4222, 4335, 


. .4448 








GI Descrip. 


4895251/gb|AAD32[ 


336.1IAC007659 18 7.0e- 


-33 (AC007659) 






hypothetical protein [Arabidopsis thaliana] 






O . IN <o • 


33343 




Seq. ID 


OJ000251_ 


_51.0217 


. Clo 


Cpnp Mn 


69162 




Strand 


+ 






Start 


10971 




End 


11400 






Name 


OJ000251 51.0217. 


.C16.o4 .gp 


Method 


AAT/GAP 






Start 


10971 




End 


11400 






GI 


none 




Score 


840 






DAU 1 1 0 


10971. .11400 












O C ^ . IN(0 • 


33343 




Seq. ID 


OJ000251_ 


_51.0217 


.C16 


Cpnp Mn 


69163 . 




. Strand 








Start 


937 




End 


1733 






IN CliUC 


■OJ000251 .51.021*7. 


,C16:ol.gs ; 


Method 


GENSCAN 






Start 


937' . 




End 


1733 






GI 


none 




Score 


.51 








937. .1106, 1293.. 


,1386, 1608.. 


1733 








Seq. No. 


33343 




Seq. ID 


OJ000251_ 


_51.0217. 


.C16 


Gene No. 


69164 




Strand 








Start 


5811 




End 


7663 






Name 


OJ000251 51.0217. 


CI 6 . o3 . gs 


Method 


GENSCAN 






Start 


5811 




End 


7663 






GI 


none 




Score 


.78 






Exons 


5811. .6043, 6152. 


.6245, 6384. 


. 6711, 7200. .'7663 






Seq. No. 


33343 




Seq. ID 


OJ000251_ 


51.0217, 


,C16 


Gene No. 


69164 




Strand 









33454 



Start 
Name 
Start 
GI 

Exons 



5811 End 7663 

OJ000251_51 . 0217 . C16 . o3 . gp Method AAT/GAP 

6453 End 7361 

2428225 Score 759 
6453.. 6711, 7200.. 7361 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No.- 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. ' No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



33343 
69165 
11025 

OJ000251_51.0217.C16.o2.ts 
5014 
none 

5014.. 5112, 5234.. 5368, 5236.. 5391 



Seq. ID OJ000251_51.0217.C16 
Strand 
End 

Method 
End 
Score 



13004 

TBLASTX: Soybean 

5391 

106 



33343 Seq. ID 

69165 Strand 

11025 End 

OJ000251_51.0217.C16.o4 .gs Method 

11025 End 

none Score 



OJ000251_51.0217.C16 

13004 
GENSCAN 
13004 
.84 



11025.-. 11459, 11474. .11775, 11887 12022 , 124 34 .. 12502 , 
J25g8....J2,67.5 r .42999,. t . 13004 , „. . . ^ _ , ; ^^,..-...- r 



33343 - -• ■ • - 

69165 
11025 

OJ000251_51.0217.C16.o4.np 

11055 

6539588 



Seq. ID OJ000251_51.0217-.C16' 
Strand 

End 13004 

Method AAT/NAP 

End 12736 

Score 283 



11055. .11181, 11966. .12018, 12426.. 12736 
(AP000837) hypothetical protein [Oryza sativa] 



33343 
69165 
11025 

OJ000251_51.0217.C16.o3.np 

11056 

5541711 

11056. .11459, 11525. .11771, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000251_51.0217.C16 

13004 
AAT/NAP 
12025 
491 



11883. .12025 



(AL096860) aquaporin-like protein [Arabidopsis thaliana] 



3334 3 " 
69165 

11025 • 

OJ000251_51.0217 .C16.ol.tc 

11151 

none 

11151. .11243, 11191. .11241, 
11547. .11771, 11882. .11977, 

33343 
69165 
11025 

OJ000251_51.0217.C16.ol. tm 

11151 
none 



• Seq. ID OJ000251_51.0217..C!6 
-Strand- - 

End 13004' * ... 

Method TBLASTX : Cress 

End 11977 

Score 67 
11364 . .11459, 11522. . 11788, 
11895. .11951 



Seq. ID OJ000251 51.0217.C16 



Strand 
End 

Method 

End 

Score 



13004 

TBLASTX: Maize 

11977 

82 



11151. .11243, 11155. .1124 4, 11364 114 68 , 11522. .11788, 



33455 



11547. .11777, 11891. .11977, 11895. .11948 



Seq. No. 


33343 


Seq. ID 


OJ000251 


_51.0217 


Gene No . 


69165 


Strand 






Start 


11025 


End 


13004 




Name 


OJ000251 51.0217.C16.ol.ts 


Method 


TBLASTX: 




Start 


11151 ~ 


End 


11977 


GI 


none 


Score 


76 




Exons 


11151.. 11243, 111 91. . 11241, 


11364. .11408, 11528 


. . 11788 , 




11547. .11777, 11882. ,11977 








Seq. No. 


33343 


Seq. ID 


OJ000251 


51.0217 


Gene No . 


69165 


Strand 






Start 


11025 


End 


13004 




Name 


UJUUU^Ol Dl.UZl / .LlO.Ol.tW 


Method 


TBLASTX: 


Wheat 


Start 


11520 


End 


11977 




GI 


none 


Score 


145 




Exons 


11520. .11777, 11525. .11788, 


11891. .11977, 11895 


. .11948 


Seq. No. 


33344 


Seq. ID 


OJ000251 


51.0217 


Gene No . 


69166 


Strand 


+ 




. Start ^ . 


. 268 


.End, . 


.14 61^^,. 




Name ... 


,,.OJ0..Qd25.1„ 51 .(mi. .CI 8....0I .,gs_ 


^.Het'hpd™, 


genscaLI 




Start ™ ; — - 


268 - • " 


- End'- - 


1461' - 




GI 


none' 


Score 


.9 




Exons 


268. .492, 729.-896, 1244. .1461 






Seq. No. 


33345 


Seq. ID 


OJ000251 


45.0217 


Gene No . 


69167 


Strand 


+ 




Start 


55 


End 


500 




Name 


OJ000251 45.0217.Cl.ol.gs 


Method 


GENS CAN 




Start 


55 


End 


500 




GI 


none 


Score 


. 68 




Exons 


55. .259, 313. .500 








Seq. No. 


33345 


Seq. ID 


OJ000251_ 


_45.0217 


Gene No. 


69168 


Strand 






Start 


1' 


End 


527 




Name 


OJ000251 45.0217.Cl.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


527 




GI 


5852179 , 


Score . 


222 




Exons 


1. ,'207, 282.. 527' 








GI DescrLp. 


(AL117265) zhbp'009.. \ [Oryza 


sat'iva]. 






Seq. No. 


33346 


Seq. ID 


OJ000251_ 


_45. 0217 , 


Gene No. 


69169 


Strand 


+ 




Start 


1 


End 


677 




Name 


OJ000251 45.0217.C2.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


677 




GI 


5852180 


Score 


38 




Exons 


1. .83, 279. .446, 658. .677 








GI Descrip. 


(AL117265) zhbOOOlO.l [Oryza 


sativa] 






Seq. No. 


33346 


Seq. ID 


OJ000251_ 


_45.0217. 


Gene No. 


691/U 


Strand 






Start 


195 


End 


378 




Name 


OJ000251 45.0217.C2.ol.gp 


Method 


AAT/GAP 





33456 



Start 195 End 378 

GI uC-osflcyp033a04bl Score 290 

Exons 195.. 378 

GI Descrip. ' 6016845/dbj | AP000570 . 1 1 AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 1 



oeq. in o . 


33347 




beq. 1U 




. L. J 


i^ene ino . 


69171 




C -f- > i r~i /-^ 

b Liana 


+ 






1 




tina 


3 1 U / 




Name 


OJ000251 45.0217.C3.o3.np 




Method 


7\ 7\ T 1 /MA T5 




Start 


1 




End 


3707 




GI 


2943742 




Score 


126 






1..65, 3417. .3707 










GI Descrip. 


(AB002266) XA1 [Oryza sativa 


] 






o e q . wo. 


33347 




Seq. ID 






Gene No . 


69171 




Strand 


+ 




otart 


1 




End 


J / U / 




Name 


OJ000251 45.0217.C3.ol.np 




Method 


7\ 7\ T 1 /MAD 




Start 


108 




End 


2151 




■GI 


5852179 




Score 


223 


- ■ 


Exons. ... . -._„ . 


108. ...341, .416. ..612, 2122... 


2151^ . , r -_ ri ....... 






A G T - Das.c-rip,.; 


_lALH7-2 6 5 L^hhQO 0 Q ^1 XOrv za_ _s a. ti . v.a J 


















beq. NO. 


33347 




Seq. ID 


UJUUUzol 4o.UZ±/ 




Gene No . 


69171 




Strand 


+ 




b tart 


1 




End 


o *7 n *7 




Name 


OJ000251 45.0217.C3.o2.np 




Method 


AAT/NAP 




Start 


927 




End 


1941 




GI 


4680185 




Score 


391 




Exons 


927. .993, 1574. .1941 










GI Descrip. 


(AF111709) unknown [Oryza 


sativa subsp 


. indica] 




beq. vio . 


33347 




Seq. ID 


OJ000251_45.0217 


U J 


i^ene jno. 


69172 




Strand 


+ 




bcar c 


5915 




End 


8910 




Name 


OJ000251 45.0217.C3.o4.np 




Method 


AAT/NAP 




btart 


- 5915 




End 


8910 




GI 


5852179 




Score 


291 




Exons 


5915. .5935, 6922. .7143, 7218 


. .7614, 8877. .8910 




ui. uesciip. 


(AL117265) zhb0009.1. [Oryza 


sativa]. 






beq. INO . 


33347 .• 




• Seq. .-ID 


t OJ00.0251_45.0217'. 


Co 


Gene No. 


"69173 




Strand . 






Start 


111 




End 


8913 




Name 


OJ000251 45.0217.C3.ol.gs 




Method 


GENSCAN 




Start 


111 




End 


8913 




GI 


none 




Score 


.44 




Exons 


111. .361, 367. .745, 1387.. 


1509, 1636.. 


1836, 2122.. 2174, 






.2897. .2925, 4619. .4729, 6473 


..6500, 7013. .7115, 7169. .74 


92, 




8813. .8913 










Seq. No. 


33347 




Seq. ID 


OJ000251_45.0217. 


C3 


Gene No. 


69173 




Strand 






S tart 


ill 




End 


8913 




Name 


OJ000251 45.0217.C3.o2.tm 




Method 


TBLASTX: Maize 




Start 


3248 




End 


3623 





33457 



GI 

Exons 



none Score 44 

3248. .3319, 3311. .3385, 3313. .3384, 3382. .3540, 3384. .3623, 
3386.. 3622 



Seq. No. 33347 

Gene No. 69173 

Start 111 

Name OJ000251_45 . 0217 . C3 . ol . 

Start 5017 

GI 61605_3.R1084 

Exons 5017.. 5304 

GI Descrip. ' 1402920/emb | CAA66965 | 
thaliana] 1 



gp 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000251_45.0217.C3 

8913 
AAT/GAP. 
5304 
332 



2.0e-20 (X98321) peroxidase [Arabidopsis 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

, GI. ; ,Descrip.. 



OJ000251 45. 0217. C3 



33347 
69173 
111 

OJ000251_45.0217.C3.o2.gp 
5827 
2428185 
5827. . 6254 

, 5852 n.Q/e^ ,satlv.a^„_^ 
. ±ndi.ca IGhLix .^enomic^„pm,„x^mQSjome,._4 f _BACU clnna :,t u£Qj£ 



Seq. ID 

Strand 

End 

Method 

End 

Score 



8913 
AAT/GAP 
6254 
745 



Seq. No. 


33347 


Seq. ID 


OJ000251_45.0217.C3 


Gene No. 


69173 


Strand 




Start 


111 


End 


8913 


Name 


OJ000251 45.0217.C3.o3.gp 


Method 


AAT/GAP 


Start 


6270 


End 


6520 


GI 


101153 1.R1084 


Score 


397 


Exons 


6270. .6520 






GI Descrip. 


' 5852170/emb|AL117265.1 IOST17804 l.Oe- 


115 Oryza sativa 




indica (GLA4 ) genomic DNA, chromosome 4 


, BAC clone : tl7804 f 


Seq. No. 


33347 


Seq. ID 


OJ000251__45.0217.C3 


Gene No. 


69173 


Strand 




Start 


111 


End 


8913 


Name 


-OJ000251 45.0217.C3.ol.tm 


Method 


TBLASTX: Maize 


Start 


8448 


End 


8854 


GI 


none 


Score 


62 


Exons 


8448 . .8480, 8.551.. 8763, 8567 


. .8707,. 87 


83. .8854, 8784. .8840 


Seq. -No.' 


■33348 : '' • " \ *'• 


" .Seq. ID'. 


OJ00025.1 45 . 0217 . C4 


Gene No. 


69174 " 


Strand . 


+ ■ 


Start 


1118 


End 


8531 


Name 


OJ000251 45.0217.C4.ol.np 


Method 


AAT/NAP 


Start 


1118 


End 


8531 


GI 


5852180 


Score 


854 


Exons 


1118. .1178, 2162. .2278, 2331 


.2744, 3452. .3491, 8485. .8531 


GI Descrip. 


(AL117265) zhbOOOlO.l [Oryza 


sativa] 




Seq. No. 


33348 


Seq. ID 


OJ000251_45.0217.C4 


Gene No. 


69174 


Strand 


+ 


Start 


1118 


End 


8531 


Name 


OJ000251 45 . 021 7 .C4 . o'Z . np 


Method 


AAT/NAP 


Start 


7269 


End 


8531 


GI 


4680179 


Score 


277 



33458 



Exons 7269.. 7693, 7864.. 8069, 8506.. 8531 

GI Descrip. (AF111709) polyprotein [Oryza sativa subsp. indica] 

Seq. No. 33348 Seq. ID OJ000251_45 . 0217 . C4 

Gene No. 69175 Strand 

Start 1027 End 1408 

Name OJ000251_45 . 0217 . C4 . ol . gp Method AAT/GAP 

Start 1027 End 1408 

GI uC-osflcyp033a04bl Score 671 

Exons 1027.. 1408 

GI Descrip. 1 6016845/dbj | AP000570 . 1 | AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P07 1 1E10 * 

Seq. No. 33348 Seq. ID OJ000251_4 5 . 0217 . C4 

Gene No. 6917 6 Strand 

Start 7293 End 7592 

Name OJ000251_4 5 . 0217 . C4 . ol . tm Method TBLASTX : Maize 

Start 7293 End 7592 

GI none Score 212 

Exons 7293.-7592, 7304. .7396 

. Seq.^No,, .^..,3334 8__. , . ^___ ; ,.-_-^ r __ _ . S e.q . , ID ^ X) J 00 0 2,5 L_45. . r 02 ll.JZ£.~- \ _ 

-jG.eae-.No,.-., _._._.£ai.i.6^-,.™^.„_ . t raxid. ^ S^^^i—Z'^Z. „ ~"ZZ 

Start 7293 ■* End 7592 - • - - : 

Name OJ000251_45 . 0217 . C4 . ol . tw Method- TBLASTX : Wheat 

Start 7293 End 7589 

GI none Score 242 

Exons 7293.. 7589, 7293.. 7421, 7304.. 7474 

Seq. No. 33349 Seq. ID OJ000251_45 . 0217 . C5 

Gene No. 69177 Strand + 

Start 62 End 1360 

Name OJ000251_45 . 0217 . C5 . ol . gs Method GENSCAN 

Start 62 End 1360 

GI none Score .88 

Exons 62.. 1096, 1205.. 1360 

Seq. No. 33349 Seq. ID OJ000251J4 5.. 0217 . C5 

Gene No. * 69178 Strand + 

Start 8130 End 8513 

Name. . . O.J00025.1_45 . 0217 . C5...C.2.. gp Method .AAT/GAP _ 

"Start. " 8130 ' \ ".. ' ." 7'.." \" End " 8513 ~„" ' /" ; " 

■GI uC-osflcyp033a04bl •■ • • -Score ' 685 ■ < 

Exons ~ 8130. .8513' V " ■ 

GI Descrip. * 6016845/dbj | AP000570 . 1 | AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P07 11E10 ' 

Seq. No. 33349 Seq. ID OJ000251_45 . 0217 . C5 

Gene No. 6917 9 Strand + 

Start 9328 End 11272 . 

Name OJ000251_45 . 0217 . C5 . o2 . np Method AAT/NAP 

Start 9328 End 11272 

GI 4680186 Score 340 

Exons 9328.. 9346, 11072.. 11272 

GI Descrip. ( API 117 03) unknown [Oryza sativa subsp. indica] 

Seq. No. 33349 Seq. ID OJ000251_45 . 0217 . C5 



33459 



Gene No. 


69180 




Strand 


Start 


3412 




End 


Name 


OJ000251 45.0217.C5.ol 


. no 


Method 


Start 


3412 




End 


GI 


5852180 

-w* \J Jb \J \J 




Score 


Exons 


3412.. 3454, 4158.. 4568 


, 4619. 


.4736. 83 


GI Descrip. 


(AL117265) zhbOOOlO. 1 


[Oryza 


sat iva ] 


Seq. No. 


33349 




Seq. ID 


Gene No. 


69180 




Strand 


Start 


3412 




End 


Name 


OJ000251 45.0217 C5.o3 




Met" hr»H 


Start 


6877 ~~ 




End 


GI 


none 




Score 


Exons 


6877. . 7286, 7295. .7337 






Seq. No. 


33349 




Seq. ID 


Gene No. 


69180 




Strand 


Start 


3412 




End 


Name 


OJ000251 45.0217.C5.o4 


.gs 


Met hod 


Start 


7561- 




End 


GI 


..none.. ...... . ... 




S core 


Exons 


7S61 . .1661 . .9303" . 9564. 1 0R7? 


..-.J.6.9L6.™ 


Spa No 


33349 




Seq.^ ID 


Gene No . 


69180 




Strand 


Start 


3412 




End 


Name 


OJ000251 45.0217.C5.o3 


.gp 


Method 


Start 


10824 




End 


GI 


uC-osflcyp033a04bl 




Score 


Exons 


10824. .11205 






GI Descrip . 


1 6016845/dbj IAP000570.: 


1IAP000570 3.0e-J 




DNA, chromosome 1, clone : P0711E10 ' 


Seq. No. 


33350 




Seq. ID 


Gene No. 


69181 




Strand 


Start 


578 




End 


Name 


OJ000251 45.0217.C6.ol 


.gs 


Method 


Start 


578 




End 


GI 


none 




Score 


Exons 


578. ..606, 1.097. .1127 






Seq.' No. ' ; 


.33351 . v - 




Seq. JD . 


Gene No. 


69182 "V ; 




Strand 


Start 


95 




End 


Name 


OJ000251 45.0217.C7.ol 


.gs 


Method 


Start 


95 




End 


GI 


none 




Score 


Exon <=; 

J—J A X 1 


95. .748 -j 






O ~ ^ . LN \J . 


33351 




Seq. ID 


Gene No. 


69182 




Strand 


Start 


95 




End 


Name 


OJ000251_4 5.0217.C7 .ol, 


.np 


Method 


Start 


96 


End 


GI 


4680179 




Score 


Exons 


98. .979 







11826 
AAT/NAP 
11826 
638 



11826 
GENSCAN 
7337 
.91 



11826 
GENSCAN 
10916 
..54 ...... 



11826 
AAT/GAP 
11205 
667 



1127 
GENSCAN 
1127 
.4 



979 

GENSCAN 

748 

.89 



979 

AAT/NAP 

979 

1261 



33460 



GI Descrip. (AF111709) polyprotein [Oryza sativa subsp. indica] 



Seq. No. 33351 

Gene No. 69182 

Start 95 

Name 0 JO 0 0 2 5 1_4 5 . 0 2 1 7 . C7 . o2 . tw 

Start 143 

GI none 

Exons 143. .475, 207. .476 



Seq. ID OJ000251_45.0217.C7 
Strand 

End 979 

Method TBLASTX : Wheat 

End 476 

Score 144 



Seq. No. 33351 

Gene No. 69182 

Start 95 

Name OJ000251_45 . 0217 . C7 . ol . tm 

Start 323 

GI none 

Exons 323.. 916, 339.. 761, 679.. 921, 



Seq. No. 
Gene No. * 
Start 
Name . : _ 

GI* 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start- 
Name 
Start 
GI 

"Exons 



Seq. • No 

Gene No 

Start 

Name 

Start 

GI 

Exons 



33351 
69182 
95 

0 JO 002 51_4 5_. ,02.17X7.. ol . t w. 

none •■- ■ - ■; 

476. .796, 479. .601, 588. .797, 

33352 
69183 
1 

OJ000251_45.0217.C8.ol.np 
1 

4680179 

1..2383, 2417. .3496 
(AF111709) polyprotein [Oryza 

33352 
69183 
1 

OJ000251_45.0217.C8.ol.tw 
1 

. none .. . . , . . . . _ ... 

"17".552",""1.\390," 3. .485' "~ 

33352 
69183 
1 

OJ000251_45 . 0217 . C8 . o2 . ts 
3 

none 

3. .206, 7. .201 



Seq. ID OJ000251_45.0217.C7 
Strand 

End 97 9 

Method TBLASTX: Maize 

End 921 

Score 217 

680. .913, 799. .918 

Seq. ID OJ000251_45.0217.C7 
Strand 

End 979 

Method,,, , .TBLASTX,: Wheat 

£nd„,..,..™_.9Z8. ,™^r_„ 

Score - 62* - " 

793. .957, 793. .978 

Seq. ID OJ000251_45.0217.C8 
Strand 

End 3496 

Method AAT/NAP 

End 3496 

Score 3901 

sativa subsp. indica] 

Seq. ID OJ000251_45.0217.C8 
Strand 

End 3496 

Method TBLASTX : Wheat 

End 552 

Score . .. 2 92 _. _ 



Seq: ID ■ OJ00-0251_45.0217.C8 
Strand 

End 34 96 

Method TBLASTX : Soybean 

End 206 

Score 94 



Seq. No. 33352 

Gene No. 69183 

Start 1 

Name OJ000251_45 . 0217 . C8 . o3 . tm 

Start 3 

GI none 



Seq. ID OJ000251_45.0217.C8 
Strand 

End 3496 

Method TBLASTX : Maize 

End 344 

Score 102 



33461 



Exons 



3. .344, 31. .234, 45. .269 



Seq. No. . 33352 

Gene No. 69183 

Start 1 

Name OJ000251_45 . 0217 . C8 . ol . gs 

Start 20 

GI none 

Exons 20.. 854, 950.. 3067, 3128.. 3496 



Seq. ID OJ000251_45.0217.C8 
Strand 

End 3496 

Method GENSCAN 

End 3496 

Score .52 



Seq. No. 33352 

Gene No. 69183 

Start 1 

Name OJ000251_4 5 . 0217 . C8 . ol . tm 

Start 552 

GI none 

Exons 552.. 911, 561.. 914, 565.. 915 



Seq. ID OJ000251_45.0217.C8 
Strand 

End 34 96 

Method TBLASTX: Maize 

End 915 

Score 166 



Seq. No. 33352 
Gene No. 69183 
Start 1 

Name. . ..OJ0 002 51^.4 5.. 0.2,17 . C8 . o2 . tw , 

. S.ta.rjt^_ 3£±^^^^ 

GI none - : - 

Exons 561.. 938, 561.. 941, 565.. 942 



Seq. ID OJ000251_45.0217.C8 
Strand 

End 3496 

JYIethod^ , TBLASTX: Wheat ...^.^ 
-Score-'' - 24 4- - - - -•• 



Seq. No. 33352 

Gene No. 69183 

Start 1 

Name OJ000251_4 5 . 0217 . C8 . o3 . ts 

Start 735 

GI none 

Exons 735.. 947, 736.. 957 



Seq. ID OJ000251_45.0217.C8 
Strand 

End 3496 

Method TBLASTX : Soybean 

End 957 

Score 85 



Seq. No. 33352 

Gene No. 69183 

Start 1 

■Name OJ000251_4 5 . 0217 . C8 . o4 . tw 

Start 944 

GI none 

Exons . . 944.. .1288, 981.. 127.7 



Seq. ID OJ000251_45.0217.C8 
Strand 

End 3496 

Method TBLASTX: Wheat ■ 

End 1288 

Score 305 



Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 



33352 
69183 
1 

OJ000251_45.0217.C8.o2. tm 

950 

none 



.Seq.. ID .OJ000251_45..0217.C8. 

Strand . - 

End 3496 

Method TBLASTX: Maize 

End 1450 

Score 50 



950. .1264, 993. .1043, 1071. .1199, 1271. .1450, 1323. .1442 



Seq. No. 33352 

Gene No. 69183 

Start 1 

Name OJ000251_45 . 0217 . C8 . ol . ts 

Start 1001 

GI none 
Exons 



Seq. ID OJ000251_45.0217.C8 
Strand 

End 3496 

Method TBLASTX : Soybean 

End 1396 

Score 209 



1001. .1360, 1002. .1277, 1327. .1359, 1364. .1396, 1365. .1394 



33462 



Seq. No. 33352 

Gene No. 69183 

Start 1 

Name OJ000251_4 5 . 0217 . C8 . o3 . tw 

Start 1337 

GI none 

Exons 1337.. 1714, 1340.. 1705, 1380. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000251_45.0217.C8 
3496 

TBLASTX: Wheat 

1823 

209 



1823, 1769.. 1819 



Seq. No. 33352 Seq. ID 

Gene No. 69183 Strand 

Start 1 End 

Name OJ000251_45 . 0217 . C8 . o4 . tm Method 

Start 1518 End 

GI none Score 

Exons 1518.. 1808, 1520.. 1807 



OJ000251_45.0217.C8 
3496 

TBLASTX : Maize 

1808 

181 



Seq. No. 33352 
Gene No. 69183 
Start 1 

Name OJ000251_45 . 0217 . C8 . 06 . tw 

..Start,. ........... .,.1.988. ......... ....... 

..J3L ,_np.ne.._. „ v , r ;_., ,„^-~^~: 

■ Exons" 1988. .2101-r 1989; . : 2093, 2-14 7-.- 



Seq. ID 

Strand 

End 

Method 

End ;v 
.Scare... ^ 



OJ000251_45.0217.C8 
3496 

TBLASTX: Wheat 

2356 ... _ ■ „__. 

.j6,6__^____ _ 



2356, - 2208 . -.230-0- 



Seq. No. 33352 Seq. ID 

Gene No. 69183 Strand 

Start 1 End 

Name OJ000251_45 . 0217 . C8 . 06 . tm Method 

Start 2039 End 

GI none Score 

Exons 2039.. 2392 



OJ000251_45.0217.C8 
3496 

TBLASTX: Maize 

2392 

189 



Seq. No. 33352 Seq. ID 

Gene No. 69183 Strand 

Start 1 End 

Name OJ000251_4 5 . 0217 . C8 . o5 . tw Method 

Start 2669 End 

GI none Score 

Exons ■ 2669.. 3019, 2826.. 3020 



OJ000251_45.0217.C8 
3496 

TBLASTX: Wheat 

3020 

106 



"Seq. No.. .33352 " Seq. ID 

Gene No. 69183 ■ * s Strand " 

Start 1 . . End- • '• 

Name OJ000251_4 5 . 0217 . C8 . o5 . tm Method 

Start 2714 End 

GI none Score 

Exons 2714.. 3019, 2889.. 3005 



OJ00.0251_45.0217/C8" 
3496 

TBLASTX: Maize 

3019 

84 



Seq. No. 33352 Seq. ID 

Gene No. 69183 Strand 

Start 1 End 

Name OJ000251_4 5 . 02 17 . C8 . o7 . tw Method 

Start 3054 End 

GI none Score 

Exons 3054.. 3230, 3056.. 3253 



OJ000251_45.0217.C8 
3496 

TBLASTX: Wheat 

3253 

114 



33463 



Seq. No. 33353 

Gene No. 69184 

Start 257 

Name OJ000251_4 5 . 0217 . C12 . ol . gs 

Start 257 

GI none 

Exons 257. .356 



Seq. ID OJ000251_45.0217.C12 

Strand + 

End 356 

Method GENSCAN 

End 356 

Score .77 



Seq. No. 33354 

Gene No. 69185 

Start 129 

Name OJ000251_4 5 . 0217 . C13 . ol . gs 

Start 129 

GI none 

Exons 129. .222, 323. .397 



Seq. ID OJ000251_45.0217.C13 

Strand + 

End 397 

Method GENSCAN 

End 397 

Score . 65 



Seq. No. 
Gene No. 
Start 
Name 
Start- 

..Exons .. 

GI Descrip. 



33355 
69186 
526 

OJ000251_45.0217.C16.ol.np 

- 526 . . . 

. .4.680.18 6 • , 



Seq. ID OJ000251_45.0217.C16 

Strand + 

End 1597 

Method AAT/NAP 

End 1597 

..Score . 253 . _ 



... .5 2.6., .v5jL$W13 92- ,.,15 97_._,_. _ , ^, 

-"■ (AF111-709) -unknown- [Oryza-sativa -subsp.- indica] 



Seq. No. 33355 

Gene. No. 69187 

Start 1142 

Name OJ000251_4 5 . 0217 . C16 . ol . gp 

Start 1142 

GI uC-osflcyp033a04bl 

Exons 1142.. 1526 

GI Descrip. ' 601 684 5/dbj | AP000570 . 1 | AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 1 



Seq. ID OJ000251_45.0217.C16 
Strand 

End 1526 

Method AAT/GAP 

End 1526 

Score 638 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI . 

Exons 



33356 
69188 
149 

OJ000251_45 . 0217 . C17 . ol . tm 

147 

none 



Seq. ID OJ000251_45.0217.C17 

Strand + 

End - 658 

Method TBLASTX : Mai ze 

End 658 

Score 378 



147. .383, 148 . .384, 149'/. 385, 512. .658, 514. .648 



Seq. No. ' 33356" . " ' . ' ' 

Gene No. 69188 

Start 149 

Name OJ000251_45 . 0217 . C17 . ol . ts 

Start 147 

GI none 

Exons ■ 147.. 302, 148.. 321, 190.. 324 



Seq-. ID OJ000251_45.0217.C17' 

Strand + 

End 658 

Method TBLASTX : Soybean 

End 324 

Score 216 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



33356 
69188 
149 

CJGGG251_45 . 0217 . C17 . ol . gs 

149 

none 



Seq. ID OJ000251_45.0217.C17 

Strand + 

End 658 

Method GENSCAN 

End 613 

Score .7 



33464 



Exons 



149. .384, 515. .613 



Seq. No. 33356 Seq. ID OJ000251_45 . 0217 . C17 

Gene No. 69188 Strand + 

Start 149 End 658 

Name OJ000251_4 5 . 0217 . C17 . ol . np Method AAT/NAP 

Start 188 End 658 

GI 464873 Score 86 

Exons 188.. 384, 515.. 658 

GI Descrip. TRANSCRIPTION FACTOR IIIA (FACTOR A) (TFIIIA) 

gi I 345624 |pir | IJC1441 transcription factor IIIA - northern 
leopard frog gi 1213698 (M85211) transcription factor IIIA [Rana 
pipiens] gi | 429061 | emb | CAA4 1260 | (X58369) transcription factor 
IIIA [Rana pipiens] 



O C . Vi \J . 


_> _? j -j / 


UCLj. IU 




n^n^ Klo 

UC11C . 




OL.1 a. i 




Start 


112 


End 


365 


Name 


OJ000251 45.0217.C18.ol.gs 


Method 


GENSCAN 


Start 


112 


End 


365 


GI 


none 


Score 


.68 


IjAvUO --, 


.112. 365.,. 






Q^arr - Ma - . . 


V : " 33358- ' • : • ' - ' • • • 


■■ -Seq. ID 


OJ000-251_45 . 02 17-. O20 


UCHC IN U . 


69190 


Strand 




Of a r f 


1 


End 


101 


Name 


OJ000251 45.0217.C20.ol.gp 


Method 


AAT/GAP 


Start 


1 


End 


101 


GI 


3090468 


Score 


190 




1. .101 






Qpn Kin 


33358 


Seq. ID 


OJ000251_45.0217.C20 




69191 


Strand 




Cf a >-+- 


156 


End 


2845 


Name 


OJ000251 45.0217.C20.ol.np 


Method 


AAT/NAP 


Start 


156 


End 


2476 


GI 


2191129 


Score 


326 


Exons 


156. .205, 1530. .1690, 1775.. 


1909, 2082 


.".2348, 2441. .2476 


GI Descrip 


(AF007269) similar to SPF1 DNA-binding protein [Arabidopsis 




thaliana] 






Seq.' No.' 


33358 


Seq. ID 


0 JO 0 0 2 5 r '4 5 . 0 2 177 C 20 


Gene ,No. 


.69191 


Strand ' 




Start 


156 


. End 


2845 -■ 


Name 


OJ000251 45.0217.C20.oi.gs 


Method 


GENSCAN 


Start 


1189 


End 


2845 


GI 


none 


Score 


.96 


Exons 


1189. .1690, 1775. .1888, 2022 


..2556, 2794. .2845 


Seq. No. 


33358 


Seq. ID 


OJ000251_45.0217.C20 


Gene No. 


69191 


Strand 




Start 


156 


End 


2845 


Name 


OJ000251 45.0217.C20.ol.ts 


Method 


TBLASTX : Soybean 


Start 


1531 


End 


1900 


GI 


none 


Score 


175 


Exons 


1531. .1692, 1538. .1693, 1774 


. .1899, 1775. .1900 



33465 




Seq. No. 


33358 








Seq. ID 


OJ000251 


_45.0217 


.C20 


Gene No. 


69191 








Strand 








Start 


156 








End 


2845 






Name 


OJ000251 45 


.0217 


. C20 . ol 


. tw 


Method 


TBLASTX: 


Whoa f- 




Start 


1531 ~ 








End 


1842 






GI 


none 








Score 


106 






Exons 


1531 1692 


1580 . 


1693, 


1774 , 


. .1842, 1775. .1834 






Seq. No. 


33358 








Seq. ID 


OJ000251 


_45.0217 


.C20 


Gene No. 


69191 








Strand 








Start 


156 








End 


2845 






Name 


OJ000251 45 


0217 


P20 ol 




Method 


TBLASTX: 


Cress 




Start 


154 0 _ 

J. «J *i U 








End 


1872 






GI 


none 








Score 


134 






i_i \y 1 1 j 


1540 1692 


1541 . 


1693 


1774 , 


..1872, 1775. .1867 






Seq. No. 


33358 








Seq.' ID 


OJ000251 


_45.0217 


.C20 


Gene No. 


69191 








Strand 








Start 


156 








End 


2845 






Name 


OJ000251 45 


021 7 


P20 ol 


. tm 


Method 


TBLASTX: 


Via 1Z6 




Start 


157 6 _ 








End 


1842 






G I 


none 








:i ..Score . . 


.103.. . . 






F.x.nn.c; ' ■ 


157 6 " 1 692 . 


Il5~8-QL. 


JL693 ~ 


JLJJJL..JLSAZ, _12.7 r 5-.J.Aa3_ 


.... . . r- ~ 


....... .i-i—T-. 


Seq. No. 


33359 








Seq. ID 


OJ000251 


_45. 0217 


.C21 


Gene No. 


69192 








Strand 








Start 


2417 








End 


8969 






Name 




0917 


P9 1 o! 


.gs 


Method 


GENSCAN 






*wJ L. CIX U 


9417 ~" 








End 


8969 






GI 


none 








Score 


.7 






Rvnn c; 
j_j z\ \y 1 1 o 


2417 254 4 


2571 . 


970Q 


3025. 


.3232, 3258. .3399, 


ft 7 ft 1 ft 
0 / 0 X . . o 


Q £ Q 

y 0 j 


Seq. No. 


33360 








Seq. ID 


OJ000251 


_45.0217 


.C22 


Gene No . 


69193 








Strand 


+ 






Start 


1789 








End 


2892 






Name 


OJ000251 45 


. 0217 . 


C22 . ol 


. gs 


Method 


GENSCAN 






Start 


178 9 ~ 








End 


2892 






GI 


none 








Score 


. 69 






R von <^ 


1 7R 9 1 Q R? 




9fi Q9 












Sea No 


33360 








Seq. ID 


OJ000251 


4 J . U Z X J 




Gene No. 


69194 ' V ' 








' Strand 


. + 






Start 


4 427:' ■ 








End 


5027 . 






Name 


OJ000251.-45. 


.0217. 


C2'2.ol, 


. np : 


Method 


AAT/NAP 


• 




Start 


4150 








End 


5027 






GI 


6721507 








Score 


154 






1— I £\ \J L 1 O 


4150. .4404, 


4676. 


.4741, 


4949. 


.5027 








GI Descr ip . 


(AP001072) hypothetical 


protein [Oryza 


sativa] 






Seq. No. 


33360 








Seq. ID 


OJ000251_ 


_45.0217 


.C22 


Gene No. 


69194 








Strand 


+ 






Start 


4427 








End 


5027 






Name 


OJ000251 45. 


.0217. 


C22.o2. 


.gs 


Method 


GENSCAN 






Start 


4427 








End 


4821 






GI 


none 








Score 


.79. 







Exons 4427.. 4504, 4609.. 4821 



33466 



Opn No 


_> J J U X 








otr q . xl/ 


ri~rnnn9m a r no 1*7 


no ~z 


rjpnp "Wo 


69195 








Strand 


+ ~~ 




Start 


1567 








End 


3661 




Name 


OJ000251 45 


.0217 


.023. ol 


.np 


Method 


AAT/NAP 




Start 


1567 








End 


2716 




GI 


6539553 








Score 


1906 




IjAUI 1 0 


1567. .2716 














fl T err i n 


(AP000836) 


Similar to Oryza 


australiensis retrotransposon RL 




(D85597) [Oryza ; 


sativa] 


gi I 6539590 | db j 


IBAA88206.il (AP000837 




Similar to 


Oryza 


australiensis retrotransposon RIRE1 {D85597 




[Oryza sativa] 












Seq. No. 


33361 








Seq. ID 


OJ000251_45.0217 


.023 


Gene No. 


69195 








Strand 


+ 




Start 


1567 








End 


3661 




Name 


OJ000251 45 


.0217 


.023. o3 


.gs 


Method 


GENSCAN 




Start 


1658 








End 


3647 




GI 


none 








Score 


. 4 






1 cro 9/101 


2528 


. .2671, 


3334 


..3469, 3521. .3647 






33361 








Seq. ID 


OJ000251_45.0217 


.023 


. Gene .No . _ 


69195 - . ... 








Strand 


. + 














....F.ud 


"3661 ' 




Name - * ■ * 


OJO 00251 45 


.0217 


.023. o2 


.rip 


■ * Method 


AAT/NAP 




O L-ClX L, 


2924 








End 


3661 




O X 


4680183 








Score 


113 






OQ04 9 QQ4 


3602 


. .3661 










\J X L^COL^X xky. 


(AF111709) 


gag-pol protein [Oryza sativa subsp. indica] 




Seq. No. 


33361 








Seq. ID 


OJ000251_45.0217 


no ^ 


Gene No. 


69196 








Strand 






Start 


1110 








End 


1397 




Name 


OJ000251 45 


.0217, 


.023. o2. 


.gs 


Method 


GENSCAN 




O L- Cl. X L. 


1110 








End 


1397 






none 








Score 


.69 




J— 1 A W llO 


1110. .1397 














Seq. No. 


33361 








Seq. ID 


OJ000251_45.0217, 


POO 


Gene No. 


69197 








Strand 






Start 


1561 








End 


2007 




Name 


OJ000251 45 


.0217. 


.02.3.01. 


, tw 


Method 


TBLASTX: Wheat . 




Start 


1561 








" End ' 


1945 




GI " 


none - - 








Score' . 


45 ' . ' . 




i_J W i 1 O 


1561. .1611, 


1609. 


,Vl944, 


1610 


..1945 






Seq. No. 


33361 








Seq. ID 


OJ000251_45.0217, 


,023 


Gene No. 


69197 








Strand 






Start 


1561 








End 


2007 




LNCHLLC 


OJ000251 45 


.0217. 


023. ol. 


tm 


Method 


TBLASTX: Maize 


"i 


O L. d. X u 


1694 








End 


2007 




0 X 


none 








Score 


355 




Exons 


1694 . .2002, 


1702. 


.2007, 


1795 


. .2004 






Seq. No. 


33361 








Seq. ID 


OJ000251_45.0217. 


023 


Gene No. 


69198 








Strand 






Start 


2506 








End 


2718 




Name 


OJ000251 45, 


.0217. 


023. o2. 


tm 


Method 


TBLASTX: Maize 





33467 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 

^.Exons _ 



■ GI Descrip . 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2506 
none 

2506.. 2688, 2513.. 2713, 2514. 



End 2718 
Score 233 

.2690, 2522. .2716, 2533. .2718 



33362 Seq. ID 

69199 Strand 
1 End 
OJ00.0251_4 5 . 0217 . C24 . o2 . np Method 
1 End 
6539553 Score 
1..26, 1658. .4420 

(AP000836) Similar to Oryza australiensis retrotransposon RIRE1 
(D85597) [Oryza sativa] gi | 6539590 | dbj | BAA88206 . 1 | (AP000837) 
Similar to Oryza australiensis retrotransposon RIRE1 (D85597) 
[Oryza sativa] 



OJ00025i_45.0217.C24 
+ 

4420 - 
AAT/NAP 
4420 
4646 



33362 
69199 
1 

OJ000251_4 5.0217.C24.ol.np 

178 

5295955 ... _ . ■ 



Seq. ID OJ000251_45.0217.C24 
Strand + 
End 4420 
Method AAT/NAP 
End 1373 

Score 28.5 _ : 



(AB02 62 95 ") - Similar- to Epstein-Barr virus (EBV> : genome i.-(V0 1555 )- 
[Oryza sativa] 



33362 Seq. ID 

69199 Strand 

1 End 
OJ000251_45 . 0217 . C24 . ol . gs Method 

215 End 

none Score 
215. .823 



OJ000251_45.0217.C24 
+ 

4420 
GENSCAN 
823 
.83 



Seq. No. 33362 

Gene No. 69199 

Start 1 

Name OJ000251_4 5 . 0217 . C24 . o4 . tm 

Start 1660 

GI none 

Exons 1660.. 1776, 1661.. 1783, 1661, 

Seq. No..^' • -3.3362 
Gene No. * , 69199 

Start 1 

Name OJ000251_45 . 0217 . C24 . o5 . ts 

Start 1805 

GI none 

Exons 1805.. I960, 1943.. 2191 



Seq. ID OJ000251_45.0217.C24 

Strand + 

End 4420 

Method TBLASTX : Mai ze 

End 1861 

Score 166 

.178 3., 17 98. .184 2, . 17 99. .18 61 

Seq. ID OJ000251 1 45.0217 .C24 

Strand + 

End 4420 

Method TBLASTX : Soybean 

End 2191 

Score 85 



Seq. No. 33362 

Gene No. 69199 

Start 1 

Name OJ000251_45 . 0217 . C24 . o3 . tm 

Start 1979 

GI none 

Exons 1979.. 2413, 2188.. 2379 



Seq. ID OJ000251_45.0217.C24 

Strand + 

End 4420 

Method TBLASTX: Maize 

End 2413 

Score 276 



33468 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 

; ,_ Start ... 

: ^ 

'- • " j Exons 

jiii Seq. No. 

! „! ! Gene No. 

I**] Start 

yi Name 

; . = ; Start 

m GI 

Exons 

l s GI Descrip. 

%j Seq. No. 
j s = , Gene No. 
i. s ! Start 
11] Name 

Start 
P GI 

Exons 

■ ■ ^ ' Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 

r> j j_ 

GI 

Exons 



33362 Seq. ID OJ000251_4 5 . 0217 . C24 

69199 Strand + 

1 End 4420 

OJ000251_45.0217.C24 .o4 .tw Method TBLASTX : Wheat 

2057 End 2245 

none Score 271 

2057. .2245, 2057. .2242, 2112. .2243 

33362 Seq. ID OJ000251_4 5 . 0217 . C24 

69199 Strand + 

1 End 4420 

OJ000251_4 5 .0217 .C24 .o3. ts Method TBLASTX : Soybean 

2201 End 2599 

none Score 172 

2201. .2425, 2209. .2379, 2426.-2599, 2428. .2472 

33362 Seq. ID OJ000251_4 5 .0217 . C24 

69199 Strand * + 

1 End 4420 

OJ000251_4 5 . 0217 .C24 .ol.tw Method TBLASTX : Wheat 

.224.9 . .,.,,,..,._.End, .3Q04___ 

-none ... „. „ Scoxe.,„.-.^-94.4,.— r ... 



■2249. -.3004/ 2257. .2736, 2790.. 2984,- 2845..3003 • - •'• ^ ; - 

33362 Seq. ID OJ000251_45 . 0217 . C24 

69199 Strand + 

1 End 4420 

OJ000251_45 . 0217 . C24 . ol . ts Method TBLASTX : Soybean 

2930 End 3388 

5509260 Score 379 

2930.. 3388, 3025.. 3093, 3142.. 3237, 3310.. 3369 



33362 Seq. ID OJ00025 1_4 5 . 0217 . C24 

69199 Strand + 

1 End 4420 

OJ000251_45.0217.C24.ol.tc Method TBLASTX : Cress 

3017 End 3277 

none Score 286 

3017.. 3277, 3019.. 3096, 3075. .3137 

33362' ^ . ; , ' v Seq. ID ■*. ©J000251_45-. 0217 ;C24 . 

69199 •* Strand + 

1 End 4420 

OJ000251_45.0217 .C24 .ol. tm Method TBLASTX : Maize 

3059 End 3523 

none' Score 361 

3059.. 3523, 3194.. 3523 

33362 Seq. ID OJ000251_4 5 . 0217 . C24 

69199 Strand + 

1 End 4420 

OJ000251_45 . 0217 . C24 . o3 . tw Method TBLASTX : Wheat 

3059 End 3604 

none Score 319 



3059. .3403, 3398. .3604 



33469 




Seq. No. 


33362 


Seq. ID 


OJ000251_45.0217. 


-C24 




69199 


o l. x anu 


.j. 




O Lai L 


1 


FnH 


4 4 90 
i *i yj 




Name 


OJ000951 45 0917 c?a o9 tq 


LiC U 1 1<J<J- 






Start 


3457 _ 


End 


3809 

JO 




GI 


none 




305 






3457 3657 3458 380? 

J T J ' • • J O J f , J 1 J O . i JO 








Seq. No. 


33362 


Seq. ID 


OJ000251_45.0217. 


C24 




69199 


55 1 rand 


+ 




O Lai L 


i 




4 4 90 




Name 


0.7000951 45 0917 r94 o9 tm 


Mo i"hnH 

L\Lc L. I HJ (J 


TRT flQTY • Ma i to 
1 D xjr\0 1 A . IXlcl 12.C 




Start 


3620 ~ 


FnH 


3959 
J z? j c. 




GI 


none 


Score 


315 




Exons 


3620. .3952, 3620. .3937, 3628 


. . 3951 






Seq. No. 


33362 


Seq. ID 


OJ000251_45.0217. 


C24 


Gpnp No 


69199 


Strand 


+ 




o l. ai u 


1 


End 


4420 




Name 


0.7000951 45 0917 r?4 0? i-w 


Method 


TBLASTX: Wheat 




Start 


3808 "7- 


....End 


,425.5 ^ ^ 




GX „ 


n on g 


Score . 


...101 . . • 




F von q - - 


38 0 8 ^8 7Q ^8 0 9 "38 8^ "38 98 

JOUO . • JO / J; JOVJ..JOOJ, JO ?o 


. .4251, 3899. ; 42-55- ■ • ■' 




Seq. No. 


33362 


Seq. ID 


OJ000251_45.0217. 


C24 


UCHC 1.N <J . 


U J J 


Strand 


+ 




u Lai L 


1 

X 


End 


4420 






0,7000951 45 0917 P94 n4 t <=i 


Method 


TBLASTX: Soybean 




Start 


3815 _ 


End 


4156 




O X 


1 1VJ1 ic 


Score 


91 




DAUllO 


3815 ^998 "3841 ^991 ?Q47 

JOXJ..J_/^.0, JO*iX.#J_?Z.l, Jj*i/ 


..4156, 3952. .4077 




Seq. No. 


33363 


Seq. ID 


OJ000251 45.0217. 


C? 5 


Gene No 


69200 


Strand 


+ 




Start 


2018 


End 


3828 




Name 


OJ000251 45.0217.C25.o2.gp 


Method 


AAT/GAP 




Start 


2018 


End 


3828 




GI 


23235 1.R1084 


Score 


895 




R von «=; 


2018. .2230, 3538. .3828 








G T Dp qrri n 


'3702317 4.0e-10 (AC005397) . 


unknown protein [Arabidopsis 






thaliana] >gi 4559376 gb AAD23036/1 AC006526 1 (AC006526) . 


- " • 1 


'unknown protein. [Arabidops % is 


thaliana] 


* 




Seq. No. ' 


33363 


Seq. ID 


OJ000251 45.0217. 


C25 


Gene No. 


69200 


Strand 


+ 




Start 


2018 


End 


3828 




Name 


OJ000251 45.0217.C25.ol.np 


Method 


AAT/NAP 




Qf art 


2122 


End 


3644 




GI 


6850855 


Score 


151 




Exons 


2122.. 2230, 3538. .3644 








GI Descrip. 


(AL132959) putative protein 


[Arabidops 


is thaliana] 




Seq. No. 


33363 


Seq. ID 


OJ000251 45.0217. 


C25 


Gene No . 


'69201 


Strand 


+ 




Start 


5204 


End 


5374 




Name 


OJ000251_4 5.0217 .C25.o2.np 


Method 


AAT/NAP 





33470 



Start 


5204 






End 


5374 


GI 


133933 






Score 


201 


IjAUI 10 


5204. .5374 












CHL0R0PLAST 


30S RIBOSOMAL PROTEIN S3 gi | 1363605 | pir | | S585 90 




ribosomal protein S3 - 


maize 


chloroplast gi | 124 69 | emb | CAA68427 




(Y00340) ribosomal protein S3 


[Zea mays] gi | 902260 | emb | CAA6032 




(X86563) ribosomal protein S3 


[Zea mays] 


Seq. No. 


33363 






Seq. ID 


OJ000251 45.0217.C25 


Gene No. 


69202 






Strand 




olqi l 


3715 






End 


6006 


Name 


OJ000251 45 


.0217.C25.o2 


.gs 


Method 


GENSCAN 




3715 






End 


6000 




none 






Score 


.95 


Exons 


3715. .4021, 


5954. .6000 








Seq. No. 


33363 






Seq. ID 


OJ000251_45.0217.C25 


Gene No. 








btrana 




Cf 2 -r+- 
jLqi L 


3715 






End 


6006 


Name 


OJ000251 45, 


.0217.C25.o3 


.gp 


Method 


AAT/GAP 


Qt- a y t- 


5553 






End 


6006 


... ■ i . . 


. none ; . .„ ... . . 






Score .. ^ 


,202^ 1:T ..,„_^ 1T ...,. i ....... 


IT von Q 


.. 5553..,..5.57A,„. 




.^5 3.5 4; ~ 




. . ■ 


Seq. No. 


33363 




• ■-■ 

Seq. ID 


- . .- r. . . ' . - 

OJ000251_45.0217.C25 • 


Gene No. 


69203 






Strand 




o Lai L, 


70Q0 






End 


10491 


Name 


OJ000251 45. 


.0217.C25.o2 


. tm 


Method 


TBLASTX: Maize 


OtdlL 


3531 






End 


3657 


r; t 


none 






Score 


189 




3531. .3656, 


3533. .3655, 


3538. 


.3657 




Qnrf Mo 

oeq. IN O . 


33363 






Seq. ID 


OJ000251_45.0217.C25 


Gene No. 


69203 






Strand 




Start 


7392 






End 


10491 




UJUUUZjl H 0 , 


0917 CO ^ ol 


. ts 


Method 


TBLASTX : Soybean 


OL.di.L- 


5203 






End 


5362 


riT 


none 






Score 


64 


XT' von q 


5203. .5250, 


5204. ^5263, 


5204 . 


.5254, 5258. .5362, 5262.. 5312, 




5263. .5361 










Cprr" Mo 


"33363 






Seq. ID 


OJ000251_45.0217.C25 


• Gene .No . ■ . 


69203 - ■ 






'Strand 




■Start 


' 7392 - 




■ • End . 


10491 


Mama 

1\ a.1 LI t: 


OJ000251 45. 


0217.C25.ol 


. tc 


Method 


TBLASTX: Cress 


O Lai L 


5204 






End 


5582 


(IT 


none 






Score 


64 


Exons 


5204. .5263, 


5204. .5254, 


5258. , 


.5371, 5262. .5309, 5263. .5376, 




5348. .5419, 


5402. . 5494, 


5541. , 


.5582 




Sea No 


33363 






Seq. ID 


OJ000251_45.0217.C25 


Gene No. 


69203 






Strand 




Start 


7392 






End 


10491 


Name 


OJ000251_45. 


0217.C25.ol 


.tm 


Method 


TBLASTX: Maize 


S L a r t 


5207 






End 


5445 


GI 


none 






Score 


77 


Exons 


5207. .5260, 


5207. .5260, 


5254 . , 


.5439, 5258. .5419, 5259. .5438, 



33471 



5326. .5445 



Sea No. 


33363 




Seq. ID 


OJ000251_ 


i J. U^l / iO^J 




69203 




Strand 






Start 


7392 




End 


10491 




Name 


OJ0002S1 4 5 0217 


.C25.o3.gs 


Method 


GENSCAN 




Start 


7392 ~~ 


End 


10491 




GI 


none 




Score 


.51 




Exon <=; 


7392. .7727, 8184. 


..8255, 8481 


..8531, 8854. .8933, 


XUO/fi. . ± U fi :? J. 


Seq. No. 


33364 




Seq. ID 


OJ000251_ 


_45.0217.C26 


Gene No . 


69204 




Strand 


+ 




Start 


1531 




End 


5044 




Name 


OJ000251 45.0217. 


,C26.ol .gp. 


Method 


AAT/GAP 




Start 


1531 


End 


2042 




GI 


uC-osflM202052c07bl 


Score 


999 




UAUi 1 O 


1531. .2042 












•4234848 1.0e-12 


(AF082131) 


gag-pol polyprotein 


[ tied mays j 


Seq. No. 


33364 




Seq. ID 


OJ000251_ 


_45.0217.C26 


fjprip No 


69204 




Strand 


+ 




Start 


1531 




End. , ; 


.5044 




Name 


..,,.0 J : 0.0.0 25A-.A.5...6 21±. 


..C2.6^.o.i...np_ 


-.jyiejthod 


..AAT/NAP^.. 




St-art- 


1641 - - - - •• 




End- ~ 


5044 - • 




GI 


4234852 




Score 


2179 




Rvnnq 


1641. .1817, 1851. 


.5044 








GI Descrip. 


(AF082133) gag-pol polyprotein [Zea mays] 




Seq. No. 


33364 




Seq. ID 


OJ000251_ 


_45.0217.C26 


Gene No. 


69204 




Strand 


+ 




Start 


1531 




End 


5044 




Name 


OJ000251 45.0217. 


C26.ol.tm 


Method 


TBLASTX: Maize 


Start 


1734 




End 


2730 




GI 


none 




Score 


475 




Exons 


1734.. 2312, 1856. 


.2302, 2058 


..2336, 25! 


39. .2651, 


2590. .2730 



Seq. No. 


33364 






Seq. ID 


OJ000251_45.0217.C26 


Gene No. 


69204 






Strand 


+ 


Start 


1531 






End 


5044 


Name 


OJ000251 45.0217. 


C26.o2, 


.gp 


Method 


AAT/GAP 


Start 


2274 






End 


2841 . . 


GI . 


uC-osf Icyp006al0bl ■' 




Score . 


816 - • " " 


Exons 


2274 . .2485., 2593-. 


.2841- 








GI Descrip.' 


'4234846 7.0e-13 


(AF082130) 


gag-pol polyprotein [Zea mays] 1 


Seq. No. 


33364 






Seq. ID 


OJ000251_45.0217.C26 


Gene No. 


69204 






Strand 


+ 


Start 


1531 






End 


5044 


Name 


OJ000251 45.0217. 


C26.ol. 


,ts 


Method 


TBLASTX: Soybean 


Start 


3607 






End 


4021 


GI 


5509260 






Score 


315 


Exons 


3607. .3960, 3608. 


.4021 








GI Descrip. 












Seq. No. 


33364 






Seq. ID 


OJ000251_45.0217.C26 


Gene No. 


69204 






Strand 


+ 


Start 


1531 






End 


5044 



33472 




Name 


o.tooo?si 4S 


.0217 




fm 
■ L.IU 


rJc L UUU 


1 I A • L v Jd 1Z6 




Start 


3607 _ 








Eii l\J. 






GI 


none 














Pvnn s 

s\ no 


3607 3906 


3608 


3907 










Seq. No. 


33364 








Seq. ID 


OJ000251_45.0217. 


.C26 


Gene No. 


69204 








Strand 


+ 




Start 


1531 








End 


5044 




Name 


OJ000251 45 


. 0217 , 


. C26 . ol 


. tc 


t" hnH 


TRT.A9TY • P-reac; q 




Start 


3686 ~~ 








End 


j y i u 




GI 


none 










~J -7 




Exons 


3686 3946 


3688 , 


3924 










Seq. No. 


33364 








Seq. ID 


OJ000251_45.0217. 


C26 


Gene No. 


69204 








Strand 


+ 




Start 


1531 








End 


5044 




Name 


OJ000251 45, 


. 0217 . 


,C26.ol 


. tw 


Method 


TBLASTX: Wheat 




Start 


3727 ~~ 








End 


4510 




GI 


none 








Score 


295 




Exons 


3727 4011 


3728 , 


. 4012, 


3880 . 


.4029, 4017. .4100, 4107. .4325, 




4135 4371 


4143 . 


. 4325, 


4 304 . 


.4510, 4312. .4506 




Seq~l No;..'.' _„ 










Seq. ,.ID... 


,j0 J0.0D Z5X JL^.D 21 7 . 




Gene No.' 


69204 - • • 


~ - " 




"~ ■ - ■ 


Strand" - 


+ • " " 




Start 


1531 








End 


5044 




Name 




n?i 7 






Method 


TBLASTX: Maize 




Start 


4316 ~~ 








End 


4600 




GI 


none 








Score 


230 




Exons 


4316 4600. 


4450 . 


.4590 










Seq. No. 


33364 








Seq. ID 


OJ000251_45.0217. 


C26 


Gene No. 


69204 








Strand 


+ 




Start 


1531 








End 


5044 




Name 


OJ000251 45 


0217 . 




. L. W 


Method 


TBLASTX: Wheat 




Start 


4669 ~~ 








End 


5044 




GI 


none 








Score 


138 




Exons 


4669 4842 


4701 . 


.4841, 


4 8 50 


.5044 






Sea No 


33365 








Seq. ID 


OJ000251_45.0217. 


C28 


Gene No . 


69205 








Strand 






Start 


1899 








End 


2071 




Name 


' OJ000251 45. 


0217. 


C28.ol. 


gp * 


Method 


AAT/GAP 




Start; ■ . - 


.189-9. ■ : 








End ■, '. 


2071 • 




GI' 


LIB3433-026- 


Pl-Kl 


-CI / 




Score 


" 2:42 




Exons 


1899. .2071 














GI Descrip. 


f 5852170/emb| AL117265. 1 IOST17E 


104 l.Oe- 


44 Oryza sativa 






indica (GLA4 ) 


genomic DNA, chromosome 4 


, BAC clone:tl7804 


i 




33365 








Seq. ID 


OJ000251_45.0217. 


C28 


Gene No. 


69206 








Strand 






Start 


2455 








End 


2718 




Name 


OJ000251 45. 


0217. 


C28.ol. 


np 


Method 


AAT/NAP 




Start 


2455 








End 


2718 




GI 


6063554 








Score 


104 




Exons 


2455 . .2718 















GI Descrip. (AP000615) ESTs AU075609 (C63344 ) , C71850 (E0464 ) , C98611 (E04 64 ) 
correspond to a region of the predicted gene.; hypothetical 



33473 



protein [Oryza sativa] 



Can- Ma 
O G q • Ln U ■ 


O J J D O 


oeq . i u 


nT0009R1 A R 091"7 POQ 
KJO UUUiJl 43.UZ1 / . L^y 


Vjeiie LNU . 




oiiana 


J_ 
I 


Q-t- o v-4- 
Otdl L. 


907 Q 
z u / y 


Hjna 


^07 9 


LNaliie 


r>T0009 m 0917 roo r*i rrc 


i v je unoa 


kjHiLN O^H.lN 


Of a v- -j- 


z u / y 




^07 9 
DU / Z 


oi 


none 


Score 


R7 


Exons 


2079. .2489, 2540. .2814, 4213. 


.4591, 55i 


31. .5922, 5947. .6072 




JJJDv 


oeq . iu 


nT00n9M 0917 r*9Q 
UUUUUZ Jl ^D.UZX/.^Z_? 




6Q9 07 
u y z \j f 


C+- v-a nH 

o Lidnu 




O Lai L. 


907 Q 




(^07 9 

DU / Z 


Name 


n,T0009M 4 R 0917 P9Q ^1 rrn 


L v ie cr loa 




Start 


4185 ~~ 




4 S0^ 

*i J VJ *J 


CI 


R004 Rfil 


Score 


DUD 


Exons 


4185. .4503 






jc^. LN U • 


J jjDD 


oeq . i u 


OT0009R1 0917 P9Q 
UJUUU^jl 4 0 . UZ ± / . ^Z 


bene lno . 




Strand. 


1 

T 


OCdLt 


£1 ^0 




Djo / 


Name . . _ 


PiT0O09c;i A c: H917 POQ r\0 nr\ 


Method 


7\ A T / r , T\'D 


-.0 r. axx., — 




Lno .. 


. iD.Ja.z.„^ ir _.. , ,,.,„. .., 


bl 


none * ,. * ....... 


Score ■ 




Exons 


on coot 5 






Seq. No. 


33366 


Seq. ID 


OJ000251_45.0217.C29 


P ono KT ^ 
oeiie LNO . 


cqonq 


Strand 


+ 


0 tar l 


7^7^ 


End 


7682 


Name 


OT0009M 4^ 0917 P9Q r^9 nn 


Method 


AAT/NAP 


Q+- a t-+- 




End 


7682 




C.7 7 7 (T 1 7 
O / / /Oil 


Score 


79 


Exons 


7 t7 -3 7£G9 
f D f 3 , . / DO Z 






bl JJcSCiip . 


/ET9j1RQ00\ PQ Zi "3 O ^7 R 1 nrnf qi n 

\i\o z^ oyuu ; LaAJU j / d . 1 protein 


[Oryza sativa] 


Sea No 


33366 


Seq. ID 


OJ000251_45.0217.C29 


Gene No. 


69210 


Strand 




Start 


865 


End 


2435 


IN CUUC 


OJ000251 45.0217.C29.ol.np 


Method 


AAT/NAP 


OLdll. 


865 


End 


2435 




6063554 


Score 


159 


Exons 


865. .1039, 2198. .2435 








.(AP000615J ESTs. AU075609.fC63344) , C71850 (E0464 ) , C98 611 (E0464) 




correspond to - a region .of the 


predicted gene.; hypothetical 




protein [Oryza sativa] 






O e q . IN O . 


33367 


Seq. ID 


OJ000251_45.0217.C30 


bene lno . 


69211 


Strand 


+ 


Of — 4- 

0 l ar l 


330 


End 


2137 


Name 


OJ000251 45.0217.C30.ol.gs 


Method 


GENSCAN 


Start 


330 


End 


2137 


GI 


none 


Score 


.7 


Exons 


330. .552, 708. .848, 1977. .2137 




Seq. No. 


33367 


Seq. ID 


OJ000251_45.0217.C30 


Gene No. 


69212 


Strand 




Start 


3513 


End 


5839 



33474 




LNdilLC 


0.1000251 45 n?i7 r30 oi 




Method 


TBLASTX : Soybean 




O Lai U 


34 fto ~~ 




End 


3845 






n on o 




Score 


215 




T* 1 von ^ 


34ft0 372ff 34ft2 3727 


3717 


..3845, 3737.. 3835 




Seq. No. 


33367 




Seq. ID 


OJ000251__45.0217 


.C30 


Gene No. 


69212 




Strand 


+ 




OLal L 


351 3 
j ji j 




End 


5839 




Mam 


O.T000251 45 0217 P30 nl 




Method 


TBLASTX: Maize 




J Lai L 


3503 _ 

JJu J 




End 


3768 




(IT 


n on p» 




Score 


294 




Ej AU1 1 O 


3503 374ft 3504 3759 


3504 


..3749, 3505. .3768 




oc^ • IN w • 


33367 




Seq. ID 


OJ000251_45.0217 


P30 
• UjU 




69212 
u ^ ^. j. ji. 




Strand 


+ 




Start 


3513 




End 


5839 




Name 


OJ000251 45.0217.C30.ol 


.np 


Method 


AAT/NAP 




Cf art - 

O Lai L 


351 3 

J -J J- o 




End 


5839 




O -L 


5001 4 54 




Score 


175 




F 1 von <5 


3513 3R85 5757 5R3Q 










\J J. ucooiip • 


fAP007730^ nnf^fi vp non- 


-T.TR 


retrolelement reverse transcriptase 




f Ziralri Hrinc i c f ha 1 t anal 
j. -rt x. a -L UvJ \J o X p . U ua l l a 1 la. j _ 








~~- - - ■■ ■ 


*Seq-. No. 


r -33367'" " " 




-Seq. ID- 


ATnnno^i. f\o\n 

UJUUUZOl 4D.UZ1/ 




Gene No. 


69212 




Strand 


L 
J 




o u ai L. 


3513 




End 


t; q q 




Narue 


0. 7000251 45 021 7 P30 oi 


• LW 


Method 


i JdIiAo ia : wnear. 






3 59 5 ~ 




End 


jBod 




PT 


none 




Score 


Z Z 41 




Exons 


3^9^ 3R24 "360ft *3ft^0 


^ft 9 1 


. .3886 








33367 




Seq. ID 


OJ000251_45.0217 


.C30 


Gene No. 


69212 




Strand 


+ 




Start 


3513 




End 


5839 




Name 


OJ000251 45 0217 C30 o2 


.np 


Method 


AAT/NAP 






4ft20 _ 

*i O U 


End 


5839 






69070Rft 




Score 


554 




T* 1 von ^ 


4ft20 4Q57 51 33 537Q 


5819 


. .5839 








(AP00112Q^ h \mnt Hpt- i oa 1 


protein [Oryza 


sativa] 




Q<arr Mo 


33367 
j j *j \j / 




Seq. ID 


OJ0002.51_45.0217 


.C30 , 


Gene No. 


69212 "' 




Strand 


+ 




Start; . 


• 3513 . . . .. ' . - 




' End 


■5839 ,. . ■ 




Name 


OJ000251 4*5 021 7 C30 o3 


. np 


■ . Method 


AAT/NAP 




Q+- a r f 


5 513 ~ 

*J *J A. o 




End 


5839 






606Q65Q 




Score 


98 




T* 1 von q 


5513 5632 57Q4 5R3Q 










O-L UcoOIip . 


^Z\Pnn0616^ hunnf hafi pal 
^rirUUUDlD J fiypo Llie LICal 


protein [Oryza 


sativa] 




Can Mo 


3336ft 
jjjDO 




Seq. ID 


OJ000251_45.0217 


.C31 


Gene No . 


69213 




Strand 


+ 




Start 


1 




End 


763 




Name 


OJ000251 45.0217.C31.ol. 


, np 


Method 


AAT/NAP 




Start 


1 




End 


763 




GI 


C -7 O A £ O 17 
/ _/ M U J J 




Score 


234 




Exons 


1..763 










GI Descrip. 


(AP000391) hypothetical 


protein [Oryza 


sativa] 





33475 



Seq. No. 33368 Seq. ID 

Gene No. 69213 Strand 

Start 1 End 

Name OJ000251_4 5 . 0217 . C31 . ol . gs Method 

Start 324 End 

GI none Score 

Exons 324.. 673 



OJ000251_45.0217.C31 
+ 

7 63 

GENSCAN 
673 
. 98 



Seq. No. 33369 Seq. ID 

Gene No. 69214 Strand 

Start 2 6 End 

Name OJ000251_4 5 . 0217 . C36 . ol . gs Method 

Start 26 End 

GI none Score 

Exons 26. . 692 



OJ000251_45.0217.C36 
+ 

740 

GENSCAN 

692 

.7 



Seq. No. 33369 Seq. ID 

Gene No. 69214 Strand 

Start 26 End 

Name OJ000251_45 . 0217 . C36 . ol . np Method 

Start-,, - , 2 7 8. 7 „...„. ...,_ u -„ i ... ..... End 

Exons, - -™ 278.. 406; 629. .?40- : - - ■ - " * ' : - - 

GI Descrip. DNA-BINDING PROTEIN HEXBP (HEXAMER- BINDING PROTEIN) 
gi | 1078700 Ipir | | A47156 hexamer-binding protein HEXBP 



OJ000251_45.0217.C36 
+ 

740 

AAT/NAP 

74 0 .... 



Leishmania major gi 1159342 
[Leishmania major] 



(M94390) HEXBP DNA binding protein 



Seq. No. 


33370 




Seq. ID 


OJ000251_45.0217.C37 


Gene No. 


69215 




Strand 


+ 


Start 


180 




End 


788 


Name 


OJ000251 


45.0217.C37.ol.gs 


Method 


GENSCAN 


Start 


180 




End 


788 


GI 


none 




Score 


.53 


Exons 


180. .295, 


626. .788 






Seq. No. 


33371 




Seq. ID 


OJ000251_45.0217 .C38 


Gene No. 


69216 




Strand 


+ 


Start 


303 




End 


419 


Name 


OJ000251 . 


45.0217.C38.ol.gs 


Method 


GENSCAN 


Start 


303 




End 


419 


.GI . 


none 




: Score 


.4 • '. . . . - 


Exons 


. 303. '419 








Seq. No. 


33372 




Seq. ID 


OJ000251_45.0217.C39 


Gene No. 


69217 




Strand 


+ 


Start 


126 




End • 


1343 


Name 


OJ000251 


45.0217.C39.ol.np 


Method 


AAT/NAP 


Start 


126 


End 


1343 


GI 


6907087 




Score 


1044 


Exons 


126. .503, 


701. .1343 






GI Descrip. 


(AP001129 


) ESTs C72771 (E2215) , AU082313 (E2215) correspond to 




region of 


the predicted gene. 


; hypothetical protein [Oryza 




sativa J 








Seq. No. 


33372 




Seq. ID 


OJ000251_45.0217 .C39 



33476 




Gene No. 


69217 


Strand 






1 9fi 

X D 




1J4 J 


Name 


njonn^m n9i7 no nc 


\A /"\ 4~ 

LYie unoo. 




O tax L 


JUl 




1 -Di 7 
1 J 1 / 




none 


Score 


* D z? 


Exons 


1 *J1 1 
jOI . . ljl / 








J J O / J 


oeq . x u 


nTfinn9Ri a r 0917 rA 

UJUUUZ Jl 'iO.UZl/.U'i 


Gene No. 


69218 


Strand 


+ — 


Start 


1 


End 


765 


Name 


O.T0009M 0917 n1 nn 


Lie: LUUU 


A AT /NA P 


O Lai L 


1 _ 
X 


HI lt_l 


^AO 
D H £ 


r t 


c;p co i on 
jo jZIOU 


Score 


R 9 




i n 4 7 fi Rd 9 






\j ± UcbOl • 


/AT1179£R\ ThHfinni 0 I fnru7a 


sat i va J 








q prr T n 
O CtJ • X u 


n.Tfinn? m 4c;. n9i7 ca 


Gene No. 


69218 


Strand 


+ ~~ 


Start 


1 


End 


765 


Name 


OJ000251 45.0217.C43.o2.np 


Method 


A A T /MAD 


uldlL 


1 


End 


7 £R 
/ DO 


P T 


4680186. . s 


__Score, _ 


1 QR 

.iyp . ; 


T7 1 v /"\ r"\ o " 

\LiUIl,0. . - — -y - 


^.L.,..3l^64CL ~3&5l *-r 






kjX uescnp, 


(AF11 1709 )- unknown [Oryza sativa subsp 


' -1 . " . ". .. 

lriaica ] 


oeq . no . 


33373 


Seq. ID 


UJUUUZOi ^ j . u^l / . L4 




69219 


Strand 




Start 


389 


End 


765 


Name 


OJ000251 45.0217.C43.ol.gp 


Method 


AAT/GAP 




389 


End 


7 £ R ■ 
/ DO 


riT 
ox 


uC-osflcyp033a04bl 


Score 


£7 R 
D / 0 


Exons 


389. .765 






vjX UcoLl » 


' 601684 5/dbj | AP000570 . 1 | AP000570 3.0e- 


oy Oryza sativa genoi 




DNA, chromosome 1, clone : P07 11E10 1 






33374 


Seq. ID 


UJUUUz 01 4ifi.UZlD.Ul 




69220 


Strand 




Start 


1 


End 


249 


Name 


OJ000251 44.0216.Cl.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


249 




2498930 


Score 


65 . 


IT 1 von q 


1..22, 190. .249 






OX L>t:o y.X X • 


DORSAL- VENTRAL PATTERNING PROTEIN SOG 


( SHORT GAS T RELATION ; 




PROTEIN) gi 11203794" (U18774) 


Sog [Drosophila melariogaster] 


Seq. No. 


33375 


Seq. ID 


OJ000251_44 .0216.C2 


Gene No. 


69222 


Strand 




O Lai L 


409 


End 


481 


Name 


OJ000251 44.0216.C2.ol.tm 


Method 


TBLASTX : Maize 


O Ldl L 


1 


End 


378 


GI 


none 


Score 


72 


Exons 


1..177, 2. .190, 255. .377, 256 


. .378 




Seq. No. 


33375 


Seq. ID 


OJ000251_44 .0216.C2 


Gene No . 


69222 


Strand 




Start 


409 


End 


481 


Name 


OJ000251_4 4 .0216.C2.ol.gs 


Method 


GENSCAN 



33477 




Start 


409 




End 


4 ft 1 

*i O x 






GI 


none 




Q f> /-> >- o 


7 5 








4 09. .481 












Spa No 


33376 




Seq. ID 


o.Tnnn? 51 


44 n? i 




Gene No . 


69223 




Strand 


+ 






Start 


3067 




End 


11692 






Name 


OJ000251 44.0216 


. C3 . ol . gp 


Method 


AAT/GAP 






Start 


3037 




End 


3395 






GI 


63612 1 R1084 




Score 


\j \j *j 






FvAn c 


3037 _ 3395 
*j \j *j i . * *j ~j »j 












n T Hp ^prin 

V_J J. I—/ O >—* J- -J. Lri/ # 


'2586127 5 Op-18 


f HR 951 n \ h- 


J\C UU CLL y 1 


i. t. Li u.v_, Ldoc 


[Hordeum 




vulgare] 1 












Seq. No. 


33376 




Seq. ID 


OJ000251_ 


44.0216. 




Gene No. 


69223 




Strand 


+ 






Start 


3067 




End 


11692 






Name 


OJ000P51 4 4 6 

VJU U V V J 1 M T » \J J- KJ 


P3 r>9 n<z 


Mpt" h (^iH 


GENSCAN 






Start 


3067 ~ 




End 


6337 






GI 


none 




Score 


.8 








3067 3752 5608 


5630 5874 


• . U J J / 








Spa - No 


3337 6 " 




Cprr T D 


^xijMq^i^jX^Q2,i^ 




Gene" No; - - 


"69223 ' " 




' -Strand "• 









Start 


3067 




End 


11692 






Name 


OJ000251 44.0216 


•C3.ol.np 


Method 


AAT/NAP 






Start 


3082 




End 


10729 






GI 


2586127 




Score 


780 






F.xon <=; 

■LJ *\ V*S HO 


3082. .3752, 8856 


..8925, 1048 


1. .10729 








C^T Dp^pti o 

v_j x Lh/ ^ o *w j_ _i_ * 


(U89510) b-keto acyl reductase [Hordeum vulgare] 






Seq. No. 


33376 




Seq. ID 


OJ000251_ 


44.0216. 




Gene No. 


69223 




Strand 


+ 






Start 


3067 




End 


11692 






Name 


OJ000251 44.0216 


>C3.o4 .gs 


Method 


GENSCAN 






Start 


10505 




End 


11692 






GI 


none 




Score 


.76 






Exons 


10505. .10718, 11625. .11692 










Seq. No. 


33376 




Seq. ID 


OJ000251_ 


44 .0216. 


C3 


Gene No.. 


69224 




Strand . 








Start 


329" 




End " 


,'4QY V 






Name ■ 


OJ000251 44.0216 


C3.ol.gs 


. Method . 


GENSCAN 






Start 


'329 ^ ' ' 




*End 


401 






GI 


none 




Score 


. 96 






Exons 


329. .401 












Seq. No. 


33376 




Seq. ID 


OJ000251_ 


44 .0216. 


C3 


Gene No. 


69225 




Strand 








Start 


8979 




End 


9813 






Name 


OJ000251 44.0216. 


C3 . o3 . gs 


Method 


GENSCAN 






Start 


8979 




End 


9813 






GI 


none 




Score 


.83 






Exons 


8979.. 9104, 9175. 


.9327, 9463 


. .9813 








Seq. No. 


33376 




Seq. ID 


OJ000251_ 


44.0216. 


C3 


Gene No. 


69226 




Strand 









33478 




Start 


12770 




End 


13335 


Name 


OJ000251 44. 


,0216.C3.ol. tm 


Method 


TBLASTX • Maize 


Start 


3120 ~~ 




End 


10702 


GI 


none 




Score 


241 


Exons 


3120. .3392, 


3121.. 3393, 3403. 


.3438, 34 


45. . 3762, 8856 8927. 




8857 . .8940, 


10478. .10702, 10483. .10653 




Seq. No. 


33376 




Seq. ID 


OJ000251_44.0216.C3 


Gene No. 


69226 




Strand 




Start 


12770 




End 


13335 


Name 


OJ000251 44. 


0216.C3.o2. ts 


Method 


TBLASTX: Soybean 


Start 


3120 ~ 




End 


3450 


GI 


none 




Score 


45 


Exons 


3120 . . 3230, 


3121.. 3231, 3235. 


.3450, 3240. .3281 


Seq. No. 


33376 




Seq. ID 


OJ000251_44.0216.C3 


/-> _ ^. _ XT _ 

Gene No . 






Strand 




Start 


12770 




End 


13335 


Name 


OJ000251 44 


0216.C3.ol.tc 


Method 


TBLASTX: Cress 


Start 


3235 ~ 




End 


3654 


GI 


none 




Score 


187 


Exons _ 


.3235.. ..3.450 , 


.34 57. .3.654 ...... 






Seq. No. - • 


: 333-7 6 *■ 


■ : — ■ '* - 


-Seq. • ID - 


OJ000-251_4 4V0216VC3 - 


Gene No.' 


69226 




Strand 




Start 


12770 




End 


13335 


Name 


OJ000251 44 


0216.C3.ol.ts 


Method 


TBLASTX : Soybean 


Start 


3499 ~~ 




End 


10675 


GI 


none 




Score 


181 


Exons 


3499. . 3753, 


8857. .8940, 10437 


. .10670, 


10478. .10 675, 10483. .1067 4 


Sea No 


33376 




Seq. ID 


OJ000251_44.0216.C3 


Gene No. 


69226 




Strand 




Start 


12770 




End 


13335 


Name 


OJ000251 44. 


0216.C3.ol.tw 


Method 


TBLASTX: Wheat 


Start 


3712 ~~ 




End 


10681 


GI. 


none 




Score 


58 


Exons 


3712 . .3762, 


8856. .8927, 8857. 


.8940, 10436. .10651, 10478 .. 10681, 




10483 . .10674 








Seq. No. 


33376 




Seq. ID.. 


OJ000251_44.0216..C3 


'Gene No. 


69226 




Strand ™ 




Start 


.. 12770 




' End . 


13335 : .... 


Name 


OJ000251- 44 . 


0216.C3.o2.np 


Method 


AAT/NAP • 


Start 


12770 




End 


13335 


GI 


5902444 




Score 


403 


Exons 


12770. .13335 








GI Descrin 


(AB030283) GAG-POL precursor 


[Oryza sativa] 


Seq. No. 


33377 




Seq. ID 


OJ000251_44.0216.C4 


Gene No. 


69227 




Strand 


+ 


Start 


19112 




End 


21865 


Name 


OJ000251 44. 


0216.C4 .o4 .np 


Method 


AAT/NAP 


Start 


19112 




End 


21856 


r*> -r 
\J J. 


30333 99 




Score 


1537 


Exons 


19112. .19259 


, 20130. .21856 







GI Descrip. (AC004238) hypothetical protein [Arabidopsis thaliana] 



33479 



Seq. No. 33377 Seq. ID 

Gene No. 69227 Strand 

Start 19112 End 

Name OJ000251_44 . 0216 . C4 . o5 . gs Method 

Start 19997 End 

GI none Score 

Exons 19997.. 21865 



OJ000251_44.0216.C4 
+ 

21865 
GENSCAN 
21865 
.98 



Seq. No. 33377 

Gene No. 69228 

Start 23621 

Name OJ000251_44 . 0216 . C4 . 06 . gs 

Start 23621 

GI none 

Exons 23621. .23750, 24 648 .. 24780, 
29487. .29672, 29925 . .30260, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

25051 

30809 



OJ000251_44.0216.C4 

4 



30969 • 
GENSCAN 
30969 
.52 

25186, 28997, 
30969 



.29273, 



Seq. No. 
Gene No. 
Start 

Name... - - - ^ . . 
,.atart^i;.IlZ 
GI - - *" - 
Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons . ... 



33377 Seq. ID 

69229 Strand 

1 End 
,Ojp0p251__4 4 .0216,.,C4 J .p.l..np.. ; _ .Method, ... 

5902444 - - " - ------ Score- 

1..1013, 2997. .3037 



OJ000251 44. 0216. C4 



13053 
.AAT/NAP 

.-303.7, 

456- ----- 



(AB030283) GAG-POL precursor [Oryza sativa] 



33377 
69229 
1 

OJ000251_4 4 . 0216.C4 .o2.np 
1738 
6934300 



13053 
AAT/NAP 
4101 
133 

1738. .1810, 3674. .3751, 3837. .3935, 4024. .4101 
(AF221857) unknown [Euphorbia esula] 



Seq. ID OJ000251_44.0216.C4 
Strand 
End 

Method 
End 
Score 



33377 
69229 
1 

OJ000251_4 4 . 0216.C4 .o2.gs 

3611 _ . . 

none " 



Seq. ID OJ000251_44 .0216.C4 

Strand . - 

End 13053 

Method GENSCAN 

End ... 12 985 

Score . 74 ' . " ~ 



.3617. ".3807, 3837.. 3931,- 398.9..;. 4424,, 5240; . .5264,. 58.4 8 .. 58 93,- - 
6020.. '6133, 6449.. 6570 r 6674 /. 6745, 7977^. 8126, 11572. . 11707 , 
11773. .11917, 1207 6. .12178, 122 92 .. 124 91 , 12558. .12703, 
12807. .12985 



OJ000251 44. 0216. C4 



Seq. No. 33377 
Gene No. 69229 
Start 1 

Name OJ000251_4 4 . 021 6 . C4 . ol . gp 

Start 5093 
GI 15766JL.R1084 

Exons 5093.. 5419, 5848.. 5893, 6020. 

7 97 7.. 8074, 8241.. 82 62 
GI Descrip. 1 3169175/gb I AAC17818 . 1 | 2.0e-36 (AC004401) putative serine 

carboxypeptidase I [Arabidopsis thaliana] 1 



Seq. ID 

Strand 

End 

Method 

End 

Score 



13053 
AAT/GAP 
8262 
1391 



.6133, 6449. .6570, 6674. .6745, 



33480 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

.Seq,.. : No.. 
,.Gene„..N.o... 

Start-"--' 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

"Start 
-Name- 
"Start" 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



Seq. No. 



33377 
69229 
1 

OJ000251_4 4 .0216.C4 .o3.np 

5339 

6119535 



OJ000251_44.0216.C4 

13053 
AAT/NAP 
12931 
722 

5339. .5419, 5848. .5893, 6020. .6133, 6449. .6570, 6674. .6804, 
11562. .11643, 11758. .11879, 1204 3 .. 12178 , 12292 .. 124 91, 
12558. .12703, 12807. .12931 

(AC011560) putative glucose acyltransf erase [Arabidopsis 
thaliana] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



33377 
69229 
1 

OJ000251_44 . 0216 .C4 . o2 . gp 

11803 

none 



Seq. ID OJ000251_44 .0216.C4 
Strand 

End 13053 

Method AAT/GAP 

End 12195 

Score . 317 



11803. . 11874, 11948. .11985, 12076. .12195 



33377 ...... „ .... 

_.69.22.a_„_.„_ 

OJ000251_4 4.0216.C4.o3.gp 
12317 

25125 1.R1084 



. Seq..... ID .,OJa0Q251_4 4 .02 1 6. C4.„ 

.S trand ... ... ., ^ . r . _ . . v _ _ r 

End- --13053---- — 

Method AAT/GAP 
End 13053 
Score 999 



12317. .124 91, 12558. .12703, 12807. .13053 

, 3169174/gb|AAC17817.1| 4.0e-30 (AC004401) putative serine 
carboxypeptidase I [Arabidopsis thaliana] ' 



33377 
69230 
17174 

OJ000251_4 4 . 0216.C4 .o4 .gs 

17174 

none 



Seq. ID OJ000251_44 .0216.C4 
Strand 

End 18839 

Method GENSCAN 

End 18839 

Score . 65 



17174. .17392, 18332. .18 4 98, 18550. .18.611, 18796. .18839 

33377 Seq. ID OJ000251_4 4 . 021 6 . C4 

.69231 ..... Strand - ..... 

"23716 " . . " ' End .'" ' 27520 

OJ000251_44J0216.C4.o5.np . Method.. AAT/NAP 
23716. . . ' End. ■ 27520 

6721547 Score 90 

23716. .23768, 27428.. 27520 

(AP001073) Similar to Oryza sativa gene for Pib. (AB013448) 



33377 
69232 
29997 

OJ000251_4 4.0216.C4 .o4 .tc 

3713 



none 



33377 



3760. . 3894, 3634 



OJ000251_44.0216.C4 
30168 

TBLASTX: Cress 
4176 
64 

,3920, 4024. .4176 
Seq. ID OJ000251_44.0216.C4 



Seq. ID 

Strand 

End 

Method 

End 

Score 



33481 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



30168 

TBLASTX: Maize 

12672 

91 



69232 Strand 
29997 End 
OJ000251_44 . 0216. C4 . o2 . tm Method 
5336 End 
none Score 
5336. .5422, 5349. .5426, 5848. .5892, 6017. .6163, 6017. .6130, 
6019. .6144, 6421. .6456, 6449. .6577, 6451. .6570, 6674. .6745, 
6675. .6734, 8058. .8144, 11569 11658, 11757 .. 11876, 
11764 .. 11880, 11789. .11875, 12072 .. 12185, 12074 .. 12184 , 
12292. .12492, 12326 .. 124 93, 12556 .. 12624 , 12557 .; 12625 , 
12628. .12672 



Seq. No. 33377 

Gene No. 69232 

Start 29997 

Name OJ000251_4 4 . 0216 . C4 . o4 . ts 

Start 5336 ' 

GI none 

Exons 5336.. 5422, 
6020. .6154 



Seq. ID OJ000251_44 .0216.C4 
Strand 

End 30168 

Method TBLASTX : Soybean 

End 6154 

Score 98 

5352. .5423, 5848. .5901, 6017. .6133, 6019. .6144, 



...Seg t No. „ r 33377 ^ ^ . 

-Gene ... No... 632 32 -. w ,_._,„-^. iS ..... 

Start - ■ 29997 - - - - -•- 

Name OJ000251_4 4 . 0216 . C4 . o2 . ts 

Start 6451 

GI none 

Exons 6451.. 6531, 6544.. 6570, 11767, 



-_.Seq.,. . ID, , OJ000.2 5.1^4 4 ,,0 216^04^^ 
„. Strand . - „ .„ .... , 



^End ■ 
Method 
End 
Score 
. 11823, 



-30168 " -------- 

TBLASTX: Soybean 

12859 

51 

11848. .11880, 



12071. . 12181, 12286. . 12492, 12556 .. 12702 , 12806. .12859 



Seq. No. 33377 Seq. ID 

Gene No. 69232 Strand 

Start 29997 End 

Name OJ000251_4 4 . 0216 . C4 . o2 . tc Method 

Start 11773 End 

GI none Score 

Exons 11773. . 11877, 12071 .. 12184 , 12292. 

12556. . 12702, 12557 .. 12637 , 12806. 



OJ000251 44. 0216. C4 



30168 

TBLASTX: Cress 
12871 
58 

12492, 12362. .12499, 
12871 



Seq. No. 
Gene. No . 
Start 
Name ., 
Start ' 
GI 

Exons 



33377 
69232 

29997 " 

. 0 JQ0 0 2 5 1_4 4 .02 1 6, . C4 . o2 . tw , 
11779 ' 
none 

1177 9. . 11880, 11789. .11884, 
12338. . 12466, 20134. .20214 



Seq. ID 

Strand 

End 

Method* 
End ' 
Score 



OJ000251_44.0216.C4 
30168 

TBLASTX; Wheat* 

20214. 

58 



12077. .12181, 12292. .124 65, 



Seq. No. 33377. Seq. ID 

Gene No. 69232 Strand 

Start 29997 End 

Name OJ000251_4 4 . 0216 . C4 . ol . tm Method 

Start 20100 End 

GI none Score 



OJ000251_44 .0216.C4 
30168 

TBLASTX: Maize 

21807 

77 



20100. .20223, 20114 .. 20296, 20170 .. 20286, 20294 .. 20386, 
20300. .20377, 20321 .. 204 94 , 20321 204 85 , 20539 .. 20655, 
20540. .20656, 20594 20758 , 20642 .. 20758 , 20657 20851, 



33482 





20669 
\j \j \j ^ . 


907Sft 

< ' JO / 


906Q0 


90ft M 


907ft0 910RA o n ft 1 90QftO 




2084 6 . 


.21247, 


20957 


9 1 4 ft 7 


90QR7 919ft? 910Q1 914^7 




21470 . 


.21790, 


21481 


91 R07 




Seq. No. 


33377 








9prr TD O.70009S1 44 0916 


(2p-np No 


69232 








C4- -^a nH — 


Start 


29997 








FnH 301 fift 


Name 


OJ0002 


51 44. 0216. C4 


. ol . tc 




Start 


2014 7 








FnH 9 1 37 3 


GI 


none 








Score 91 


Exons 


20147. 


.20287, 


20159 


. .20308, 


20159. .20308, 20300 .. 20539, 




20318 . 


.20479, 


20324 


20587 


9D411 9066S 20417 90S79 




20485 . 


.20772, 


20504 


20ft09 


90S9ft 906QR 90S34 90ftOQ 




205SS 

\J *J *J +J * 


.20830, 


20576 


207 Sfi 


90Rft9 90*3^1 906Q0 91 977 




20768 


.20959, 


20915 


.21190, 


21067 2199S 91131 91373 




21248 . 


.21358 








Spo No 


33377 








Qpn TH O.T0009S1 44 0916 














Start 


29997 








End 30168 


Name 


OJ0002 


51 44. 0216. C4 


. o3 . ts 


Method TBLASTX : Soybean 


Start . -. 


20150 










GX__ 


none 








Conro ft 1 




-201 R0-. 


.20281,-- 


-20303" 


. . C. \J 4 \J X , 


9 04 4 7 — - - 90S 79 9 0R9-ft -9 0 6S6- - 




20618. 


.20758, 


20639, 


9 ofto q 


90R1Q 911R1 90ft31 91040 




21073. 


.21201 








9pn l\fn 


33377 








9^rr Tn O.T0009S1 44 091 6 


VJCliC i'U • 


69232 










O Lul L 


29997 








FnH ?01 6ft 


Name 


OJ000251 44. 0216. C4, 


, ol . tw 


Method TBLASTX : Wheat 


Start 


20300 








End 21439 


GI 


none 








OtUIc / O 




20300. 


.20401, 


20306, 


9047 Q 


903QQ 90S79 90R9ft 90(^ft0 




20585. 


.20806, 


20618. 


90ft0fi 


90fi7ft 90Rfif^ 90ft1Q 910^4 




20921. 


.21391,, 


21100, 




9191S 91331 919^^ 913Qfi 




21392. 


.21439 








Seq. No. 


33377 








Seq. ID OJ000251 44.0216, 


Gene No. 


69232 








Strand 


.Start 


29997 








Fnd 301 68 

J— illU JU1UO 


Name 


OJ000251 44. "0216. C4. 




rlcLHUU 1 DLnO 1 A , oOyDcan 


Start 


21251 .. 








- FnH 91 7Q0 ' " - ' - 


GI 


none" 








Cpnrp 177 


F, x o n s 


21251. 


.21472, 


21485. 


917 90 


914P7 91747 91R7R 917R7 


Seq. No. 


33377 








cjprr TD O.T0009S1 44 091 


Gene No. 


69232 








Strand ' - ~ 


Start 


29997 








End 30168 


Name 


OJ000251 44. 0216. C4. 


o3 . tc 


Method TBLASTX : Cress 


Start 


21560 








End 21825 


GI 


none 








Score 227 


Exons 


21560. 


.21823, 


21562. 


.21825 





Gene No, 
Start 



69232 
29997 



Seq. ID OJ000251_44 .0216.C4 
Strand 

End 30168 



33483 



Name OJ000251__44 . 0216 . C4 . o4 . gp Method AAT/GAP 

Start 29997 End 30168 

GI 14604_1.R1084 Score 313 

Exons 29997. .30168 

GI Descrip. '3763916 1.0e-145 (AC004450) unknown protein [Arabidopsis 
thaliana] >gi_4 5314 39_gb_AAD22124 . 1_AC006224_6 (AC006224) 
unknown protein [Arabidopsis thaliana] 1 



Seq. No. 33378 

Gene No. 69233 

Start 27 

Name OJ000251_44 . 0216 . C5 . ol . gs 

Start 27 

GI none 
Exons 



Seq. ID OJ000251 44. 0216. C5 



Strand + 

End 5034 

Method GENSCAN 

End 4800 

Score .43 

27. .84, 1199. .1368, 1466. .1577, 1662. .1781, 3381. .3538, 
4173. .4349, 4516. .4550, 4644. .4800 



\^ • Vi \J • 


33378 




Seq. ID 


OJ000251_44 


.0216.C5 


uCUC IN • 


69233 




Strand 


+ 




Start 


27 




End 


5034 






OJ000251 44 


.0216.C5.o2.np 


Method 


AAT/NAP 




J Lai L, . 


184 . , .. 




■. End.. 


.5034 




GJ— t — . 


. SA.5£1£3^ 




^...Score— 


^5l6-^„, ... 




Exons "-- — 


1 8 4--. 2 91 y 1171. -.1368 , 14 66.% 


1577- 1662- 


. .-1781-, 3381. 


.-.3550,----- 




4188. .4349, 


4516. .4550, 4644 


...4800, 5015.. 5034 




NwJ _L LJ \3 O -L -J- . 


(AC011622) 


unknown protein [Arabidopsis thaliana] 




O C • IN KJ ■ 


33378 




Seq. ID 


OJ000251__44 , 


.0216.C5 




69233 




Strand 


+ 




Start 


27 




End 


5034 




Name 


OJ000251 44 


.0216.C5.ol.gp 


Method 


AAT/GAP 




Start 


1210 




End 


4804 




GI 


14604 1.R10 


84 


Score 


1663 




Exons 


1210. .1368, 


1466.. 1577, 1662 


..1781, 3381. .3538, 4173. .4349, 




4516. .4550, 


4644. .4804 








GI Descrip. 


'3763916 1. 


0e-145 (AC004450) 


unknown protein [Arabidopsis 




thaliana] >gi 4531439 gb AAD22124.1 AC006224 6 (AC006224) 




unknown protein [Arabidopsis 


thaliana] 






Seq. No. 


33378 




Seq. ID 


OJ000251_44. 


,0216.C5 


Gene No. 


69234 




Strand 






Start^ 


1 




End 


1124 




Name. * 


OJ000251 44- 


.021"6.C5.ol.np 


Method 


AAT/NAP . 




Start 


1 




•End 


1124 




GI 


5852093 




Score 


43 




Exons 


1..89, 1033 


. . 1124 








GI Descrip. 


(AL117264) 


zwhl6.1 [Oryza sativa] 






Seq. No. 


33378 




Seq. ID 


OJ000251_44 . 


0216. C5 


Gene No. 


69235 




Strand 






Start 


1201 




End 


4805 




Name 


OJ000251 44 


.0216.C5.ol.tm 


Method 


TBLASTX : Maize 


Start 


1201 




End 


4805 




GI 


none 




Score 


238 




Exons 


1201 . .1371, 


1209. .1367, 1447 


..1578, 1463. .1594, 1463. .1576, 




1659. .1685, 


1661. .1777, 1664 


..1777, 3373. .3540, 3374. .3538, 




3382. .3543, 


4167.. 4349, 4170 


..4349, 4235. .4351, 4510. .4551, 



33484 



4515. .4550, 4629. .4805, 4642. .4800 



Seq. No. 33378 Seq. ID OJ000251_44 . 0216 . C5 

Gene No. 69235 Strand 

Start 1201 End 4805 

Name OJ000251_4 4 . 0216 . C5 . ol . ts Method TBLASTX : Soybean 

Start 1201 End 3517 

GI none Score 121 

Exons 1201. .1371, 1475. .1576, 1478. .1594, 1661. .1765, 1661. .1732, 
3374. .3517, 3379. .3513 

Seq. No. 33378 Seq. ID OJ000251_44 . 0216 . C5 

Gene No. 69235 Strand 

Start 1201 End 4805 

Name OJ000251_44 . 0216 . C5 . ol . tw Method TBLASTX: Wheat 

Start 4185 End 4682 

GI none Score 248 

Exons 4185. .4367, 4185. .4355, 4235. .4375, 4244. .4372, 4321. .4413, 
4507. .4551, 4512. .4538, 4641. .4682 

Seq. No. 33378 Seq. ID OJ000251_4 4 . 02 16 . C5 

.Gene,Np._ ....69235.,.....; .. ...... % .- . v Strand . . 

„S.tartL-,.. r „._._12D^..^ .„ ,^.,..Ead^.^^i.ad5_..^^llJ. I,. ", . 

Name-" ■ OJ000251-_4 4V0216 . 65 . o2'. ts -'-Method - TBLASTXVSoybeari - - • 

Start - 4206 End 4713 

GI none Score 197 

Exons 4206. .4349, 4292. .4378, 4292. .4348, 4510. .4551, 4642. .4713 

Seq. No. 33379 Seq. ID OJ000251_4 4 . 0216 . C8 

Gene No. 69236 Strand 

Start 1329 End 1430 

Name OJ000251_44 . 0216 . C8 . ol . gs Method GENSCAN 

Start 1329 End 1430 

GI none Score .79 

Exons 1329.. 1430 

Seq. No. 33380 Seq. ID OJ000251_4 4 . 0216 . C9 

Gene No. 69237 Strand + 

Start 993 End 2324 

Name OJ000251_4 4 . 0216 . C9 . ol . gs Method GENSCAN 

Start 993 . . End 2324 

GI none Score .57 

Exons. ' 993\ .1.145, ' L373 / . 14 44 , . 1554. .1675, 2-264 ...2324 * 

Seq. No. 33380 Seq. ID OJ000251_4 4 . 021 6 . C9 

Gene No. 69237 Strand + 

Start 993 End 2324 

Name OJ000251_4 4 . 0216 . C9 . ol . tm Method TBLASTX : Maize 

Start 1373 End 1675 

GI none Score 8 9 

Exons 1373. .1444, 1384. .1443, 1545. .1673, 1553. .1675 

Seq. No. 33380 Seq. ID OJ000251_4 4 . 021 6 . C9 

Gene No. 69237 Strand + 

Start 993 End 2324 

Name OJ000251_4 4 . 0216 . C9 . ol . np Method AAT/NAP 

Start 1375 End 1675 



33485 



GI 3169171 Score 85 

Exons 1375.. 1444, 1554.. 1675 

GI Descrip. (AC004401) putative serine carboxypeptidase II [Arabidopsis 
thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



33381 Seq. ID OJ000251_4 4 . 021 6 . Cll 

69238 Strand 
■ 1 End 
OJ000251_4 4 .0216.Cll.ol.np Method 
1 End 
2130089 Score 
1..78, 160. .285, 548. .617 

2-oxoglutarate/malate translocator (clone OMT103) , mitochondrial 
membrane - proso millet gi | 1100743 | dbj | BAA08105 | (D45075) 
2-oxoglutarate/malate translocator [Panicum miliaceum] 



OJ000251_ 
+ 

628 

AAT/NAP 

617 

151 



Seq. No. 
Gene No. 
Start 
Name 
Start 
GI. . . . 
.,Expns„...-._.^,.„. r 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID OJ000251_44. 0216. Cll 
Strand + 
End 628 
Method GENSCAN 
End 628 

Score .5. _ _ _ 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000251 
414 

AAT/GAP 

414 

389 



44^0216. Cll 



33381 
69238 
1 

OJ000251_4 4 .0216.Cll.ol.gs 
148 

none . . -. . .- 

~1.48 .,25.5 V 1.,^^1.^2;8^^1,_„^ 

33381 
69239 
193 

OJ000251_4 4 .0216. Cll. ol.gp 
193 

762_3.R1084 
193. .414 

1 2130089/pir | IS65042 6.0e-23 2-oxoglutarate/malate translocator 
(clone OMT103) , mitochondrial membrane - proso millet 
>gi_110074 3_dbj_BAA08105_ (D4 5075) 2-oxoglutarate/malate 
translocator [Panicum miliaceum] 1 



Seq. No. 


33382 


Seq. ID 


OJ000251_44 


.0216 


.C14 


Gene No. 


69240 


Strand 


+ 






Start 


40 


End 


647 






Name 


OJ000251 44.0216.C14.ol.gs 


Method 


GENSCAN 






Start 


.40 . 


End 


647 






Gi 


none 


Score 


.89 






Exons 


J 40. ..98, 284. '.'392, .522 ; .647'. 










Seq. No. 


33383 


Seq. ID 


OJ000251_44 


.0216 


.CIS 


Gene No. 


69241 


Strand 


+ 






Start 


49 


End 


5340 






Name 


OJ000251 44.0216.C15.ol.np 


Method 


AAT/NAP 






Start 


49 


End 


4937 






GI 


5257279 


Score 


5465 






Exons 


49. .594, 943. .1178, 1814. .4219, 4334.. 


4937 






GI Descrip. 


(AP000364) Similar to Transposon MAGGY 


gag and pol 


gene 






homologues. (L35053) [Oryza 


sativa] 









Seq. No. 33363 Seq. ID OJ000251_44 . 0216 . C15 

Gene No. 69241 Strand + 

Start 49 End 5340 



33486 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

.Seq... No. 
„ Gene ..No . 

•Start ■ 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 

GI ; ' 
Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 
Seq. No. 

n ~ ~ ~ ~ 

Start 
Name 



OJ000251_44. 

250 

none 

250. . 1242 

33383 
69241 
49 

OJ000251_44, 

1596 

none 

1596. .2207 

33383 
69241 
49 

OJ000251_44. 

1707 

none 

1707. .1922, 

3338.3 . 
, .69241..-. 
- 4 9- ■ 

OJ000251_44. 

2640 

none 

2640. .2963, 

33383 
69241 
49 

OJ000251_44. 

2645 

none 

2645. .2767, 

33383 
69241 
49 

OJ000251_44 . 

3098 

none 

3098: .3259, 

33383 
69241 
49 

OJ000251_44 . 

3195 

none 

3195. .3677, 

33383 
6924 1 
49 

OJ000251 44 



0216.C15.ol.gs 



0216.C15.o2.gs 



0216.C15.o6.tw 



Method GENSCAN 
End 1242 
Score . 9 



Seq. ID OJ000251_44 .0216.C15 

Strand + 

End 5340 

Method GENSCAN 

End 2207 

Score . 65 



Seq. ID OJ000251_44 .0216.C15 

Strand + 

End 5340 

Method TBLASTX : Wheat 

End 2093 

Score 159 



1707. .1829, 1730. .1912, 1947. .2093 



Seq.., ID : ,.OJQ00251_44. ; Q216.jC.15. 
,.S .tr ajidl„_+„_ 



0216.C15 ,o5.tm 
2687. .2788, 2901. 

0216.C15.o7.tw 
2646.. 2867, 2865. 

0216.C15.o6. tm 
3099.'. 3*260' 

0216.C15.o2.tw 



5340 - - ■■■ 
TBLASTX: Maize 
2963 
206 



End •-- 
Method 
End 
Score 
.2963 

Seq. ID 
Strand 
End 

Method 
End 
Score • 

.3008, 2901. .3023, 2912. .3022 



OJ000251_44 .0216.C15 
+ 

5340 

TBLASTX: Wheat 
3023 
135 



Seq. ID 

Strand 

End 

Method 
End 
Score . 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000251_44.0216.C15 
+ 

5340 

TBLASTX: Maize 
3260 

188 " * . • . 



OJ000251_44.0216.C15 
+ 

5340 

TBLASTX: Wheat 

3677 

538 



3206. .3502, 3315. .3668, 3530. .3673 



0216.C15.o2.tm 



Seq. . ID OJ000251_4 4 .02 16. CI 5 

Strand + 

End 5340 

Method TBLASTX: Maize 



33487 



Start 3264 

GI none 

Exons 3264.. 3731, 3335.. 3508 

Seq. No. 33383 

Gene No. 69241 

Start 4 9 

Name OJ000251_44 . 0216 . C15 . ol . ts 

Start 3618 

GI none 

Exons 3618.. 3650, 3618.. 3647, 3620. 
3656. .4012 



End 
Score 



3731 
383 



Seq. ID OJ000251_44 .0216.C15 

Strand + 

End 5340 

Method TBLASTX : Soybean 

End 4013 

Score 54 

3649, 3648. .3797, 3654. .4013, 



Seq. No, 

Gene No, 

Start 

Name 

Start 

GI 

Exons 

..Seq.., No. 
... Gene ..No> 
-Start ; 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 
. GI" 
Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No . 
Start 
Name 



33383 
69241 
49 

OJ000251_44 .0216/C15. o4 . tw 

3726 

none 

3726.. 4010, 3728. .4003, 3737. 

333.83 . _ 

.£924.i_- _ 

OJ000251_4 4 .0216.C15.o4. tm 

3747 

none 

3747. .4022, 3749. .4021 

33383 
69241 
49 

OJ000251_4 4 .0216.C15.o3. tw 

4012 

none 

4012. .4329, 4014. .4316 

33383 
69241 
49 

OJ00.02.51_4 4.. 0216 . C15 . ol . tc . 
4036 ' ' 
.none 

4036. .4209, " 4044. .4157, 4210.' 

33383 
69241 
49 

OJ000251_4 4 .0216.C15.o2.ts 
4128 
none 

4128. .4373, 4129. .4374 



Seq. ID OJ000251_44.0216.C15 
Strand + 

5340 

TBLASTX: Wheat 
4012 
358 



End 

Method 
End 
Score 
4012 



33383 



49 



-Seg... .ID. , PJQP0251_4 4 - Q2I6_._C15, 7 

..SirancL ^ __,_„_ T _^..„_ tt - r „^__ 

•End 

Method 

End 

Score 



•534 0 *•-- - - 
TBLASTX :.Maize 
4022 
262 



Seq. ID OJ000251_44 .0216. C15 

Strand + 

End 5340 

Method TBLASTX : Wheat 

End 4 329 ■ 

Score 410 



Seq. ID OJ000251J44.0216.C15 

Strand + 

End 5340 

Method . TBLASTX: Cress 

End " ' 4353" ' ~" 

Score 104' • 



.4353, 4212. .43.52 

Seq. ID OJ000251_44 .0216. C15 

Strand + 

End 5340 

Method TBLASTX: Soybean 

End 4374 

Score 257 



OJ000251 44 .0216. CIS. o3.tm 



Seq. ID OJ000251_44.0216.C15 

Strand + 

End 5340 

Method TBLASTX : Mai ze 



33488 






41 / D 








tnu 


A A £7 
H H O / 




none 








Score 


0 0 4 


Exons 


4 1 / O . . 4 4 DJ/ 


AMI 
41// 


A a cn 

. . 4 4 D / 








Seq. No. 


33383 








Seq. ID 


OJ000251_44 .0216. CIS 


Gene No. 


69241 








Strand 


+ 


Of a y-f- 

jLdl L 


A Q 










O O 4 U 


Name 




D91 


■LIj.OI 


+- T.I 




TDT Z\ CTY • Va7K a 6. +■ 

i dJj/^o ia . wnedi 


Of a y-f- 


4 O O D 








UrUQ 


A Q £9 




none 








Score 


O y 4 


Exons 


A "3 4Qfi9 




A R R £> 


d QH9 
4 y 


. . h y 0 ± 




oeq. in o . 


JJJOJ 








Seq. ID 


OJ000251_44 .0216. CIS 


Gene No. 


69241 








Strand 


+ 


Start 


49 








End 


5340 


Name 


n Tnnn9 ri 44 


D91 £ 
. U^l ID , 


. LI J . Ol 


. LIU 


Method 


TBLASTX: Maize 


Start 


4519 ~ 








End 


5103 




none 








Score 


212 


Exons 


4 0 j. .? . .40 / / / 


A R 9 1 

4 JZl , 


. .40/0/ 


d R9d 
4 3 Z 4 , 


..4679, 4547. .4681, 4622. .4804, 




4 DDj . . 4 .7 4 / , 


4 D / 4 , 


d Q67 
. . 4 :? O / , 


4 0 / O , 


. .5103 






. J -J -J O -J . . . . . 










■ 0 JP-QO 2 5 1_4 4 v 0 2 L6.X15 . 


..Gene..N.o.^..^.. 










.. Strandl... 




Start'" - - ' • 


4.9...... - - 








-End 


534 0- — 


Name 


OJ000251 44 


.0216. 


,C15.o5 


. tw 


Method 


TBLASTX: Wheat 


Start 


4962 








End 


5295 


GI 


none 








Score 


350 


Exons 


4962. .5186, 


4963. 


, .5295 









Seq. No. 33383 Seq. ID 

Gene No. 69241 Strand 

Start 4 9 End 

Name OJ000251_4 4 . 0216 . C15 . o7 . tm Method 

Start 5103 End 

GI none Score 

Exons 5103.. 5231, 5104.. 5340 



OJ000251_44 .0216. CIS 
+ 

5340 

TBLASTX : Maize 

5340 

186 



Seq. No. 33384 
Gene No. 69242 
Start 571 

Name OJ0Q02.51_4 4 . 021.6 . C21 . ol . gs 

Start ' 571 

GI- . none 

Exons . . 571. .629' 



Seq. ID OJ000251_44 .0216.C21 

Strand + 

End 62 9 

Method . GENSCAN . 

End 62 9 

Score .82 



Seq. No. 33385 Seq. ID 

Gene No. 69243 Strand 

Start 121 End 

Name OJ000251_4 4 . 0216 . C22 . ol . gs Method 

Start 121 End 

GI none Score 

Exons 121.. 485 



OJ000251_44 .0216.C22 
+ 

485 

GENSCAN 

485 

.99 



Seq. No; 

UC11C IN , 

Start 
Name 



33386 



18 



OJ000251_4 4 . 0216 . C25 . ol . gs 



Seq. ID 

Strand 

End 

Method 



OJ000251 44 .0216.C25 
537 

GENSCAN 



33489 



Start 
GI 

Exons 



18 

none 
18. .537 



End 
Score 



537 
.59 



Seq. No. 33387 
Gene No. 69245 
Start . 1 

Name OJ00025 1_4 4.0216.C27.ol.np 

Start 1 
GI 6539553 
Exons 1 . . 599 

GI Descrip. (AP000836) Similar to Oryza australiensis retrotransposon RIRE1 
(D85597) [Oryza sativa] gi | 6539590 | dbj | BAA88206 . 1 | (AP000837) 
Similar to Oryza australiensis retrotransposon RIRE1 (D85597) 
[Oryza sativa] 



Seq. ID OJ000251_44.0216.C27 
Strand 

End 599 

Method AAT/NAP 

End 599 

Score 852 



beq . iNO . 


JJJO / 


C Arv T Pi 

beq. id 


UJUUUzDl 44.UZXD 


con 


t^ene ino . 


by z 4 d 


otrana 






Start 


1 


End 


599 




Name 


OJ000251 44.0216.C27.ol.tw 


Method 


TBLASTX: Wheat 




Cf 

oldii 


137 


End 


585 




C T 


none ... ...... 


. . Score. . . 


210 ._ „ 




.Exons.., 


.1.3J„._285. / „„.ia7-..-.37..6.,_15A_.J.£ 


14^40 5Z-47.0 


, AXL^5B2.^l3J. 






•457 . .-582,- 458-. .583 - - 








beq . no . 


33387 


Seq. ID 


OJ000251_44 .0216 


. / 


Gene No . 


69245 


Strand 






Start 


1 


End 


599 




Name 


OJ000251 44.0216.C27.ol.gs 


Method 


GENSCAN 




otiar u 


155 


End 


307 






none 


Score 


.88 




Exons 


155. .307 








oeq . no . 


33388 


Seq. ID 


OJ000251_44 .0216 




\j tri it; , 


69246 


Strand 


+ 




Start 


1 


End 


912 




Name 


OJ000251 44.0216.C28.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


912 




GI 


2213632 


Score 


239 




Exons 


1..391, 881. .912 








GI Descrip. 


. (AC0.00103). F21J9.24 [Arabidopsis thaliana] 




Seq. No.. 


33388 ' •'. 


Seq. ID 


.OJ0002$l-_44 . 0216 


..C28 


Gene .No. 


69247 ' 


Strand 






Start 


451 


End 


643 




Name 


OJ000251 44.0216.C28.ol.tm 


Method 


TBLASTX: Maize 




Start 


75 


End 


399 




GI 


none 


Score . 


131 




Exons 


75.. 218, 196.. 339, 199.. 399, 201.,.350 






Seq. No. 


33388 


Seq. ID 


OJ000251_44.0216 


C28 


Gene No. 


69247 


Strand 






Start 


451 


End 


643 




Name 


OJ000251_4 4 .0216.C28.ol. tw 


Method 


TBLASTX: Wheat 




n j — -t- 

O UO..L U 


75 


End 


387 




GI 


none 


Score 


136 




Exons 


75. .200, 83. .190, 205. .387, 


205. .372 







33490 




Seq. No. 


33388 . 


Seq. ID 


OJ000251_4 4 . 0216.C28 


Gene No . 




Strand 




O -1 1 v<f 


4 31 


T~" _ _J 


C A T 

o4 O 


Name 


vjjuuuzdi 44 , u^id . l^o . oi . gs 


Method 


bENbLAN 




A ^ 1 
4 01 


ITr-i A 

liina 


C A T 

o4 J 




none 


Score 


. /z 


Exons 


/l^l CI 1 CI t C /I T 
401. .Oil, DID. . o4 O 






Seq. No. 


33389 


Seq. ID 


OJ000251_44 .0216.C29 


Gene No . 




btrana 


+ 


otart 


TCI 

ool 


tr „ _j 


4 U1U 


Name 


ujuuu/oi 4 4 . uzio . tzy . oi . gs 


_ j_ L. _ _J 

Metnoa 


GENSCAN 


Of -| vf 


TCI 
J D 1 


TP s4 

bna 


4 U 1 U 


C T 


none 


Score 


. 4 Z 


HjXOuS 


TCI 4 T OTCQ T1TQ T/1/1T 
O Dl . . 4 4 J , z /jo . . jIjo, j44 j . . 


T c; C Q T Q /I 7 

oo o y , Jo4/ 


a d i n 
. . 4 U 1 U 


Seq. No. 


33389 


Seq. ID 


OJ000251_44 .0216.C29 


t^ene jno . 


C no a q 

d y z 4 y 


Strand 


+ 


b car t 


/l Ci Q A 
4 3 y 4 


bna 


/ "7 A C 
4 / 4 D 


Name 


ujuuuzoi 4 4 . uz i o . oz y . oz . gs 


Method 


bENbLAN 


C -1 , v V 

orart 


y| CQ/1 

,ADj3fi ... - - .... _ - .^l.-^:-.-7: ..v.-r:.'-; 


. End ... 




GI 




^ r .-Scor.e. . 


9 4 


Exons •" " * 


- ■ 4 0 y 4 . -. 4 / 4 D' - - - - - 






Seq. No. 


33389 


Seq. ID 


OJ000251_44 .0216.C29 


Gene No . 


c q 0 c n 
d yz 3 u 


Strand 




bt ar u 


/I 1 A O 

4 1 4 Z 


End 


OD/4 


Name 


OJUUUZol 44 . Uzlo . Czy . OZ . tw 


Method 


TBLASTX : Wheat 


Of -iv"(- 

btart 


Q Q O 

0 yz 


End 


-lino 

1 1 yz 


bl 


none 


Score 


y 9 


Exons 


oyz..iujo/ iuj/..nyz / iu 4 1 . 


1 1 O 1 
. 11 0 1 




o e q . in o . 


33389 


Seq. ID 


UJUUUZOl 44.UZlb.OZy 


Gene No . 


69250 


Strand 




Start 


4142 


End 


8674 


Name 


OJ000251 44.0216.C29.o2.np 


Method 


AAT/NAP 


Start 


4142 


End 


8674 


GI 


6069646 


Score 


166 


Exons 


4142. .4186, 6119. .6499, 8630 


. .8674 




GI Descrip. 


(AP000616) similar to. putative reverse 


transcriptase (AC005315) 




~~ [Oryza "sativa] ~ g 1 |'6 9 0 7 Tl 2 T *cU5*j"l BAA90639 


. 1 1 (AP001129) "Similar ~ to 


-. : • -• 


Arabidopsis thaliana chromosome II. BAC -F9t>13 genomic sequence, 




putative non-LTR retroelement reverse 


transcriptase . (AC00624 8 ) 




[Oryza sativa] 






Seq. No. 


33389 


Seq. ID 


OJ000251_44.0216.C29 


Gene No. 


69250 


Strand 






4142 ' 


End 


8674 


Name 


OJ000251 44 .0216.C29.o3.gs 


Method 


GENSCAN 


Start 


5316 


End 


8347 


GI 


none 


Score 


.56 


Exons 


5316. .5380, 5965. .6067, 6111 


..6475, 6529.. 6562, 7351.. 7565, 




7986. .8347 






Seq. No. 


33389 


Seq. ID 


OJ000251_4 4 . 0216.C2 9 


Gene No. 


69250 


Strand 





33491 



Start 


4142 








End 


8674 




Name 


V-/U U v U J 1 1*4 


.0216 




t- w 


Method 


TBLASTX: Wheat 




Start 


5825 ~~ 








End 


6263 




GI 


none 








Score 


119 




F von s 


5825 5884 


58 69 


. 5982 , 


5962 . 


.6120, 6114. .6263 




Seq. No. 


33389 








Seq. ID 


OJ000251_44 .0216. 


C29 


Gene No. 


69250 








Strand 


- 




Start 


4142 








End 


8674 




Name 


OJ000251 44 


. 0216 


. C29 . o2 . 


tm 


Method 


TBLASTX: Maize 




Start 


5905 ~~ 








End 


6497 




GI 


none 








Score 


193 




R von s 


5905 6120 


6120 


. . 64 97 












*J J J O 








Seq. ID 


OJ000251_44 .0216. 


POQ 


Gene No. 


• 69250 








Strand 






Start 


4142 








End 


8674 




Name 


OJ000251 44 


.0216 


.C29.ol. 


gp 


Method 


AAT/GAP 




Start 


6225 








End 


6615 




GI 


3135538 








Score 


696 




Exons 


6225. .6615 















_S.eo; _ _No__ 333.&2~ 



Gene No. - ■ 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



_ ._.Seq.,_,.ID._.0 JDD Q25JL_44-.. 02Jl6..JZZSl . 

Strand' - — - -~ 

End 8674 
Method AAT/GAP 
End 8 674 

Score 1652. 



69250 -------- - - ----- 

4142 

OJ000251_4 4.0216.C29.o2.gp 
6930 

762_1.R1084 

6930. .7257, 7351. .7565, 7986. .8355, 8653. .8674 

? 2130089/pir | IS65042 1.0e-152 2-oxoglutarate/malate translocator 
(clone OMT103), mitochondrial membrane - proso millet 





>gi_1100743 


_dbj_ 


BAA08105_ (D45075) 2- 


oxoglutarate/malate 




translocator [Panicum miliaceum] 1 




Seq. No. 


33389 






Seq. ID 


OJ000251_44.0216.C29 


Gene No. 


69250 






Strand 




Start 


4142 






End 


8674 


Name 


OJ000251 44 


.0216 


.C29.o2.ts 


Method 


TBLASTX: Soybean 


Start 


7192 






End 


7456 


GI 


none 






Score 


118 


Exons 


7192.. 7263,. 


.7346 


..7456, 7348. 


.7455, 




.Seq. No.. •. 


"33389 . . 






. Seq.' : ID 


:OJ000251_44. 0216, C2"9 


Gene No . 


'69250 






Strand 




Start 


4142 






End 


8674 


Name 


OJ000251 44 


.0216 


.C29.ol.tw 


Method 


TBLASTX: Wheat 


Start 


7195 






End 


7581 


GI 


none 






Score 


319 


Exons 


7195. .7263 : , 


7337 


..7561, 7339. 


.7581, 7346. .7573, 7348. .7581 


Seq. No. 


33389 






Seq. ID 


OJ000251_4 4 .0216.C2 9 


Gene No. 


69250 






Strand 




Start 


4142 






End 


8674 


Name 


OJ000251_44 


.0216 


.C29.ol.tm 


Method 


TBLASTX: Maize 


3 1 art 


7196 






End 


8361 


GI 


none 






Score 


64 


Exons 


7198. .7263, 


7208 


..7264, 7346. 


.7567, 7348. .7572, 7352.-7579, 



33492 



7984. .8361, 7993. .8355 



# 



Seq. No. 33389 

Gene No. 69250 

Start 4142 

Name OJ000251_44 . 0216 . C29 . ol . tc 

Start 7201 

GI none 
Exons 



Seq. ID OJ000251_44.0216.C29 
Strand 

End 8674 

Method TBLASTX: Cress 

End 8361 

Score 211 



7201. .7263, 7346.-7558, 7348. .7527, 7365. .7532, 7531. .7572, 
7984. .8115, 8051. .8113, 8116. .8361, 8186. .8356 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene .No. , 

7s£ar±.l_l„l, 
Name 
Start 
GI 

Exons 



33389 
69250 
4142 

OJ000251_44 .0216.C2 9.o3.np 

7204 

2331139 



Seq. ID OJ000251_44.0216.C29 
Strand 

End 8674 

Method AAT/NAP 

End 8370 

Score 960 



7204. .7257, 7351. .7565, 7986. .8370 

(AF010583) 2-oxoglutarate/malate translocator [Oryza sativa] 



33389 
6925.0, , r 

OJ000251_44 .0216 .029; ol . ts 

7456 

none 



Seq. ID OJ000251_44-.0216.C29 

... ^Strand - 

;. r . .Endl .J. „_a67 £J^71171111 , 7. "11 

Method ■ TBLASTX: Soybean- '■' 

End 8361 

Score 146 



7456. .7572, 7457. .7567, 7980. .8255, 7984. .8361, 7993. .8334, 
8051. .8356 



Seq. No. 33390 Seq. ID 

Gene No. 69251 Strand 

Start 2891 End 

Name OJ000251_44 . 0216 . C30 . o2 . gs Method 

Start 2891 End 

GI none Score 

Exons 2891.. 2963, 3019.. 3179 

Seq. No.' 33390 Seq. ID 

Gene No. 69252 Strand 

Start 10497 End 

Name OJ000251_4 4 . 0216 . C30 . o4 . gs Method 

Start ; ' 104 97 End 

GI .none ... ■'. . Score- 

Exons 10497. .10982 



OJ000251_44 .0216.C30 
+ 

3179 
GENSCAN 
3179 
.54 



OJ000251_44.0216.C30 
+ 

10982 
GENSCAN 
10982 " 
.63 . - * 



Seq. No. 33390 Seq. ID OJ000251_44 . 0216 . C30 

Gene No. 69253 Strand 

Start 1 End 1449. 

Name OJ000251_44 . 0216 .C30 . ol . np Method AAT/NAP 

Start 1 End 1325 

GI 2130089 Score 214 

Exons 1. .226, .1176. .1325 

GI Descrip. 2-oxoglutarate/malate translocator (clone OMT103) , mitochondrial 
membrane - proso millet gi | 1100743 | dbj | BAA08105 I (D45075) 
2-oxuylutarate/maiate translocator [Panicum miliaceum] 



Seq. No. 



33390 



Seq. ID OJ000251_44.0216.C30 



33493 



Gene No. 69253 Strand 

Start 1 End 1449 

Name OJ000251_44 . 0216 . C30 . ol . gp Method AAT/GAP 

Start 72 End 1406 

GI 762_3.R1084 Score 709 

Exons 72.. 226, 1176.. 1406 

GI Descrip. ■ 213008 9/pir || S65042 6.0e-23 2-oxoglutarate/malate translocator 
(clone OMT103), mitochondrial membrane - proso millet 
>gi_1100743_dbj_BAA08105_ (D45075) 2-oxoglutarate/malate 
translocator [Panicum miliaceum] 1 



o e CJ . in o . 


O "3 -3Qf| 

jjjyu 




oeq . iu 




A A 
4 4 


091 £ 
. U Z 1 D ■ 


LOU 


L»ene ino . 


c; q 9 c o 
0 y Z D J 




ocrana 












i 
X 




r nr j 

tna 


1 A A Q 
1443 








Name 


UuUUUZ JI 44 . UZIU 




netnoa 


oEjLNo^rtlN 








o car c 


I/O — 
14 J 




Hjna 


1 A A Q 
14 4 3 








GI 


none 




Score 


.48 








Exons 


143. .252, 1176.. 


1449 












D € q . LN O . 


J J J "U 




Corr T H 

oeq. x u 


VJU UUU^ Jl. 


A A 
4 4 


• U Z 1 D . 




oe ne ino . 


f: Q o c / 
D y Z D 4 




Of r3nr ) 










o t. a rt_ . 


R ft 4 ^ 




- - - ■- 


64 19 

0_4 ± Z . _ . 






------- 


.Name. 


riTfinn^m Ad 0916 

- *...,„,-.- JJ.ju.U U. Ux. j.l.^.4-4- r .U.il.O 


..Lou hUj. . - 


N/Jd +~ t-i /™1 

- - VJ. x~i ,LilUU, - 










OCalt 


JU4 J 




HjnQ 


' fCA 1 9 - ' 
O 4 1 Z 








GI 


none 




Score 


.8 








Exons 


5043.. 5172, 6291 


. .6412 












oeq. in o . 


33390 




oeq ■ l u 


C\ Tfl 0 0 9 ^ 1 
U J U U U Z 0 1 


4 A 
4 4 


n 9 1 ^ 
. u Z 1 o . 


bJU 


bene ino . 


69255 














c +- >-+- 
OLaiL 


12340 




tjiia 


19/114 
1Z 4 1 4 








Name 


OJ000251 44.0216 


.C30.o5.gs 


Njt/^i 4- V~i /-J 


oEj1.NoUH.LN 








o car t. 


12340 




tina 


1Z 4 1 4 








GI 


none 




Score 


.58 








Exons 


12340. .12414 














o e CJ . IN o . 


33391 




oeq. iu 


a tpi no 9 m 


A A 
4 4 


. UZ 1 O . 


o^l 
LjI 


bene lno . 


69256 




oirsna 


~r 








CLdlL 


117 




rjna 


Q ^ ^ 

OJJ 








Name 


OJ000251 44.0216 


. C3.1 . ol . gs 


rie inou 


oEjLN D UH.LN 








C +- s •>-+- 

btdlt 


117 




hjna 


OJJ 








GI. 


none 




. Score 


..65. 








Exons 


117. .173, 227. .329,. 362. .833 












Seq. No. 


""' 33392 




Seq.' ID 


OJ0002'51_ 


_4 4 


.0216. 


C32 


Gene No. 


69257 




Strand 


+ 








Start 


5996 




End 


6574 








Name 


OJ000251 44.0216 


.C32.o2.gs 


Method 


GENSCAN 








Start 


5996 




End 


6574 










none 




Score 


.79 








Exons 


5996. .6184, 6470 


. .6574 












Seq. No. 


33392 




Seq. ID 


OJ000251_ 


44 


.0216. 


C32 


Gene No. 


69258 




Strand 


+ 








Start 


6819 




End 


27092 








LI OLlLt^ 


GJ000251 44.0216 


. C32 . o3 . gs 


Method 


GENSCAN 








Start 


6819 




End 


26663 








GI 


none 




Score 


.43 









33494 



Exons 



6819. .6997, 7482. .7574, 8063. .8118, 8395. .8507, 8782. .8913, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



Seq. No. 
Gene No . 
Start. . 

..Name. , : 

Start • - ■ 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 
'GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



10213. .10375, 10464. .10557, 10782. 

11982. .12154, 12218. .12399, 12479. 

13728. . 13765, 14277 14365, 16877. 

18823. .18999, 22574 .. 22726, 22816. 

24177. .24290, 24 4 55 .. 24 500 , 26580. 



.10823, 11760. .11844, 

,12678, 12784. .12886, 

,16960, 18277. .18463, 

,22887, 22982. .23103, 
.26663 



33392 Seq. ID 

69258 Strand 

6819 End 

OJ000251_44 . 0216 . C32 .ol . np Method 

12014 End 

6119535 Score 



OJ000251_44 .0216.C32 
+ 

27092 
AAT/NAP 
27092 
718 



12014. .12154, 12254. .12399, 1247 9. .12 678, 12784 . . 1291 6, 
14256. .14377, 16053 .. 16148 , 22594 22642 , 228 16 .. 22887 , 
22982. .23103, 24 177 .. 24290, 24455 .. 24 500 , 27012. .27092 
(AC011560) putative glucose acyltransf erase [Arabidopsis 
thaliana] 



33392 Seq. ID 

69259 Strand 

.23.34^. ...-_„_.... ... ........ ...End .. 

.Qjmb23i^J:.021.6..c'i2 pi.:gs r „,. v ^:,Me£ho'.d„-. 

2334 - - - ' • ' - ' -End 

none Score 



OJ000251_44 .0216.C32 

4112,.^^ -.-w,----^.-^ 

.GENSCAN^.^^..^. . . ... 

'4112 - • • - • ~ - 

.81 



2334. .2423, 3299.-3325, 3415. .3557, 3606. .3810, 4044. .4112 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000251 44.0216.C32 



4112 
AAT/GAP 
3584 
561 



33392 
69259 
2334 

OJ000251_4 4 .0216.C32.ol.gp 
3232 

86158_1.R1084 
3232. .3584 

' 5295936/dbj | AB026295 . 2 | AB026295 5.0e-42 Oryza sativa genomic 
DNA, chromosome 6, clone : P0681F10, complete sequence' 

33392 Seq f ID OJ000251_4 4 . 021 6 . C32 

69259 Strand 

2334 End 4112 

OJ000251_44 .0216.C32.o2.gp Method AAT/GAP 

3232 ' ' End 3584 . 

86158JL-.R1084 ■ Score 559 *■ . . 

3232. .3584 ' ... ' 

'5295936/dbj | AB026295 . 2 | AB026295 5.0e-42 Oryza sativa genomic 
DNA, chromosome 6, clone : P068 1F10, complete sequence 1 



33392 
69260 
27538 

OJ000251_4 4.0216.C32.ol. tc 
12102 
none 
12102. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000251- 44 .0216.C32 



.12155, 12255. 
, 12 603 , 127 63. 



,12401, 
, 12888, 



30255 

TBLASTX: Cress 
14365 
4 8 

12320. .124 00, 124 69. . 12654, 
14261. . 14365 



Seq. No. 



33392 



Seq. ID OJ000251_44 .0216.C32 



33495 



Gene No. 


69260 




Strand 








Start 


27538 




End 


30255 






Name 


OJ000251 44 . 0216. C32 


.ol.ts 


Method 


TBLASTX : 


ou yucctii 




Start 


12102 ~~ 




End 


14377 




GI 


none 




Score 


48 






Exons 


12102 12155 12255 


. 12401, 


12320. . 12400, 12469 








12477 . . 12608, 12763. 


12888. 


14261. .14377 






Seq. No. 


33392 




Seq. ID 


OJ000251 


14 . U *L X D 




Gene No . 


69260 




Strand 








Start 


27538 




End 


30255 






Name 


OJ000251 44 0216 C32 


. o 1 tm 


Method 


TBLASTX :i 


i la. 1lc 




Start 


12285 ~~ 




End 


27095 






GI 


none 




Score 


46 






Exons 


12285. . 12314, 12285. 


.12329, 


12332. .12400, 12333 


. . 12401, 






12469. . 12672, 12477 . 


. 12524, 


12543. .12674, 12565 


12678 , 






12774. .12887, 12775. 


. 12888, 


12775. .128' 


91, 12782 


. . X ^. O .7 O , 






14261 14365 14262 


. 14366, 


14263. . 14364, 14476 


1 4 S77 






22819.. 22887, 22827. 


. 22892, 


22975. .23100, 22979 


. .23101, 






24171.. 24290, 24175. 


.24291, 


27005. .27091, 27012 


. .27095 




Sea • No 


33392 




Seq, ID., 


.0.100.025.1 


^4 4 .0216 




.GeJielNd.; 






;.";.-.Strand , 








Start - - - 


'27538' ■ - • - 




• End - 


30255 






Name 


OJ000251 44 0216 C32 


. ol . tw 


Method 


TBLASTX: Wheat 




Start 


12505 ~~ 




End 


14359 






GI 


none 




Score 


126 






Exons 


12505 12633 12516 


. 12671 , 


12742. . 128! 


35, 12753 


. .12884, 






14261 14359 












Seq. No. 


33392 




Seq. ID 


OJ000251_ 


_44.0216 


.C32 


Gene No. 


69260 




Strand 








Start 


27538 




End 


30255 






Name 


OJ000251 44 0216 C32 


pi 4 rr q 
■ *± . y o 


Method 


GENSCAN 






Start 


27538 ~~ 




End 


30255 






GI 


none 




Score 


.58 






Exons 


27538 27712 27803 


. 28173, 


29674 . .29705, 30249 


. .30255 




Seq. No. 


33393 




Seq. ID 


OJ000251_ 


J4.0216 


• J 


Gene No. 


69261 




Strand 








Start 


3112 . 




End 


5087 „ 






Name 


OJ000251 4 4 . 02 16. '033. 


o 1 np 


Method 


AAT/NAP" . 






Start 


3112 ~~ ' " ■ 




End * 


5087 






GI 


'5852172 




Score 


126 . 






Exons 


3112 3248, 5044 50£ 


37 










GI Descrip. 


(AL117265) zhb0002 1 


[ Or y za 


sativa] 








Seq. No. 


33394 




Seq. ID 


OJ000251_ 


_44 .0216, 


,C34 


Gene No. 


69262 




Strand 


+ 






Start 


140 




End 


569 






Name 


OJ000251 44.0216.C34. 


, ol . gs 


Method 


GENSCAN 






Start 


140 




End 


569 






GI 


none 




Score 


.82 






Exons 


140. .220, 313. .394, 436. .569 










Seq. No. 


33394 




Seq. ID 


OJ000251_ 


_44 .0216, 


,C34 


Gene No. 


69263 




Strand 









33496 



Start 1 End 978 

Name OJ000251_4 4 . 0216 . C34 . ol . np Method AAT/NAP 

Start 1 End 978 

GI 5295955 Score 738 

Exons 1..130, 170. .237, 317. .724, 901. .978 

GI Descrip. (AB026295) Similar to Epstein-Barr virus (EBV) genome. (V01555) 
[Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 

Start _ 

:gl^.,,,.. ? 

Exons - - : - 



33395 Seq. ID 

69264 Strand 

357 End 739 
OJ000251_4 4 . 021 6 . C37 . ol . np Method AAT/NAP 

357 End 739 

2809237 Score 122 
357. .547, 688. .739 

(AC002560) F21B7.6 [Arabidopsis thaliana] 



OJ000251 44.0216.C37 



33395 
69264 
357 

OJ000251_4 4 .0216.C37.ol.gs 

; 37 6... ,_ :u , 

,none- _ t C~_ ..." , 

376; .547 - ■ ' - ' • 



Seq. ID 

Strand 

End 

Method 
End. , .... 
-Score,., 



OJ000251 44.0216.C37 



739 

GENSCAN 

547... 



Q&rt Kin 


33395 


Seq. ID 


OJ000251_44.0216.C37 


Gene No. 


69264 


Strand 




Start 


357 


End 


739 


Name 


OJ000251 44.0216.C37.ol.tm 


Method 


TBLASTX: Maize 


Start 


419 


End 


674 


GI 


none 


Score 


98 


Exons 


419. .520, 419. .529, 420. .530, 


420. .542 


648. .674 


Seq. No. 


33396 


Seq. ID 


OJ000251_44.0216.C38 


Gene No. 


69265 


Strand 




Start 


1 


End 


403 


Name 


OJ000251 44.0216.C38.ol.np ' 


Method 


AAT/NAP 


Start 


1 


End 


403 


GI 


5852093 


Score 


93 


Exons 


1..141, 367. .403 






GI Descrip . 


(AL117264) zwhl6. 1 . [Oryza sativa] 




.Seq .' No . 


.33397 


Seq. ID 


OJ000251_4 4 . 0216 .C39 


Gene No. 


'69266 


Strand' 


+ 


Start 


1 " 


End 


477 


Name 


OJ000251 44.0216.C39.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


477 


GI 


3913437 


Score 


714 


Exons 


1. .477 






GI Descrip. 


PUTATIVE PRE-MRNA SPLICING FACTOR ATP- 


DEPENDENT RNA HELICASE 




gi|1402875|emb|CAA66825| (X98130) RNA 


helicase [Arabidopsis 




thaliana] gi | 14 9527 1 | emb | CAA66613 | (X97970) RNA helicase 




[Arabidopsis thaliana] 






Seq. No. 


33397 


Seq. ID 


OJ000251_44.0216.C39 


Gene No. 


69266 


Strand 


+ 


Start 


1 


End 


477 



33497 



# 



Name 

Start 

GI 

Exons 



OJ000251_44 .0216.C39.ol.gs Method GENSCAN 

128 End 406 

none Score . 68 
128. .406 



Seq. No. 33397 

Gene No. 69267 

Start 329 

Name OJ000251_4 4 . 0216 . C39 . ol . tc 

Start 1 

GI none 

Exons 1..477, 9. .476 



Seq. ID OJ000251_44.0216.C39 
Strand 

End 477 

Method TBLASTX: Cress 

End 477 

Score 714 



Seq. No. 33397 

Gene No. 69267 

Start 329 

Name OJ000251_4 4 . 0216 . C39 . ol . tm 

Start 52 

GI none 

Exons 52. .477, 53. .472, 54. .476 



Seq. ID OJ000251_44.0216.C39 
Strand 

End 477 

Method TBLASTX: Maize 

End 477 

Score 64 6 



.Seq.. :/ No.. 

,.Gene.„,NQ;. 
Start- 
Name 
Start 
GI 

Exons 



..3339.7... . :„ _...„„.. 

,65.2.6.7;:,., 

"329 ' • " - - 

OJ000251_4 4 .0216.C39.ol.ts 

156 

none 



, Seq.- ,jp^,..pJQ00251._,4 i- 0216.,£3.9,^^ 
...Stxand - r ^ . 

End -477 - ■- - ~~ - - 

Method TBLASTX : Soybean 

End 477 

Score 101 



156. .215, 157. .219, 158. .220, 189. .473, 190. .477, 197. .295, 
234. .476 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No . 
Start 
Name 



Seq. ID OJ000251_44.0216.C39 

Strand 

End 477 

Method AAT/GAP 

End 477 

Score 250 



33397 
69267 
329 

OJ000251_4 4 .0216.C39.ol.gp 
329 

1518_1.R1084 
329. .477 

• t; 3913437/sp|Q38953|DDX8_ARATH 3.0e-13 PUTATIVE PRE-MRNA SPLICING 
FACTOR ATP- DEPENDENT RNA HELICASE >gi_14 0287 5_emb_CAA6 682 5_ 
(X98130) RNA helicase [Arabidopsis thaliana] 

>gi_14 95271_emb_CAA66613_ (X97970) RNA helicase [Arabidopsis 
thaliana]" 1 



33398 
69268 
1 

OJ000251_4 4 . 0216.C4 6.ol.np 
1 

5001454 
1..146, 420. .672 

(AC007730) putative non-LTR retrolelement reverse transcriptase 
[Arabidopsis thaliana] 



Seq. ID OJ000251_44.0216.C46 
Strand 

End 672 

Method AAT/NAP 

End 672 

Score 104 



33398 
69266 
1 

OJ000251 44.0216.C46.ol.tm 



Seq. ID OJ000251 44.0216.C46 
Strand 

End 672 

Method TBLASTX: Maize 



33498 




Start 


290 


EillKJ. 


M A 
D X ft 


GI 


none 


OLUIC 


Dj 


J_l AVl 1 w> 


?90 4 99 9 M ^ "3 0 9 ^14 






Sea No 


33399 


OfcrLJ . X U 


CilOnnO^I AA HA Q 
vJUUUUZOX H 4 . X 0 . L-4 O 


Gene No. 


69269 


Strand 




Start 


1 


End 


307 


Name 


OJ000251 44 .0216.C48.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


307 


GI 


6539555 


Score 


239 


Exons 


1. .307 






GI Descrip. 


(AP000836) Similar to mariner 


transposase (AF078934) [Oryza 




sativa] gi I 6539592 | dbj | BAA88208 . 1 1 (AP000837) Similar to ma: 




+■ v*3 r\ cnn c a c a. 1 Zi TTH *7 Q Q *5 /I \ r Ay.,,™ 
LlallopUodbc ^Hr U 1 Oy OH ) i\J±yZ.ai 


sativa ] 




Seq. No. 


DO 


oeq. xu 


UJUUUZ j! 44.UzXb.C4y 


Gene No . 


O _/ Z / U 


btrana 




Start 


o o 


hna 


0 c 0 


Name 


UUuUUi Jl f± ft . UZXD.U^y.OX . OS 


J. A _ 4_ 1— ^-v ^-J 

Metnoa 


GENbCAN 


Start 


38 


End 


253 


GI 


none 


Score 


.72 


Exons _ ^„ 


. 33.^253, = -, . , ,, 






Seq. No; 


-33401-'-' - - 


Seq.' ID 


• 0 J 0 0 0 2 5 1_4 4.0 21-6*. C 5 0 


Gene No. 


69271 


Strand 


+ 


Start 


71 


End 


556 


Name 


OJ000251 44.0216.C50.ol.gs 


Method 


GENSCAN 


Start 


71 


End 


556 


GI 


none 


Score 


.91 


Exons 


71. .213, 299. .365, 402. .556 






Sea No 


33402 


Seq. ID 


OJ000251_44 .0216.C54 


Gene No . 


69272 


Strand 


+ 


Start 


1 


End 


537 . 


Name 


OJ000251 44.0216.C54.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


498 


GI 


4115536 


Score 


330 


Exons 


1. .498 






GI Descrip. 


(AB012115) UDP-glycose: f lavonoid glycosyltransf erase [Vigna 




mungo] 






Seq. "No. 


33402 


Seq. ID 


O'J000251_44 .0216 .'C54 


Gene No. 


69272 


Strand ' 


+ ■ 


Start 


1 


End 


537 


Name 


OJ000251 44.0216.C54.ol.tm 


Method 


TBLASTX: Maize 


Start 


1 


End 


485 


GI 


none 


Score 


52 


Exons 


1..45, 58. .111, 63. .161, 106.. 


312, 108. 


.362, 312. .485, 325.. 


Seq. No. 


33402 


Seq. ID 


OJ000251 44.0216.C54 


Gene No. 


69272 


Strand 


+ 


Start 


1 


End 


537 


Name 


OJ000251 44.0216.C54.ol.ts 


Method 


TBLASTX: Soybean 


Start 


1 


End 


357 


GI 


none 


Score 


38 


Exons 


1..27, 40. .111, 106. ,357, 108. 


.347, 166 


.354 



33499 



Seq. No. 


33402 








Seq. ID 


OJ000251_44 .0216 


.C54 


Gene No. 


69272 








Strand 


+ 




Start 


1 








End 


537 




Name 


OJ000251 


44 . 


. 0216. 


C54 . ol . tc 


Met* hod 


TBLASTX - Cress 




Start 


25 








End 


297 




GI 


none 








Score 


67 




Exons 


25 . .111, 


33 . 


. .110, 


108 . .281, 


109 . .297 






Seq. No. 


33402 








Seq. ID 


OJ000251_44.0216 


.C54 


Gene No. 


69272 








Strand 


+ 




Start 


1 








End 


537 




Name 


OJ000251 


44 , 


. 0216 . 


C54 ol as 




GENSCAN 




Start 


55 








End 


537 




GI 


none 








Score 


. 91 




P, v n n *5 


55 . . 537 














Seq. No. 


33402 








Seq. ID 


OJ000251_44.0216 


.C54 


Gene No. 


69272 








Strand 


+ 




Start 


1 








End 


537 




Name 


OJ000251 


4 4 . 


.0216. 


C54.ol.tw 


Method 


TBLASTX: Wheat 




Start 


118 








End 


303 ...... 




■GI,.^.,,..^... ... 


: .; . ...none . " 








. .Score 


, 202 .__ 





_ Exons. 



Seq. No. 33403 Seq. ID 

Gene No. 69273 Strand 

Start 220 End 1010 

Name OJ000251_44 . 0216 . C56 . ol . np Method AAT/NAP 

Start 220 End 1010 

GI 5295955 Score 225 

Exons 220.. 334, 877.. 1010 

GI Descrip. (AB026295) Similar to Epstein-Barr virus (EBV) 
[Oryza sativa] 



OJ000251 44.0216.C56 



genome . ( V01555 ) 



Seq. No. 33404 Seq. ID 

Gene No. 69274 Strand 

Start 181 End 

Name OJ000251_4 4 . 0216 . C57 . ol . np Method 

Start 181 End 

GI 6539553 Score 

Exons 181. .3397 .... 

GI Descrip. (AP000836) Similar to Oryza. australiensis retrotransposon RIRE1 
; "; . (D85597) ' [Oryza /sativa] gi | 653959.0 | dbj IBAA88206 . if (AP000837.) 

Similar to Oryza australiensis retrotransposon RIRE1 (D85597) 
[Oryza sativa] 



OJ000251_44 .0216.C57 
+ 

4802 
AAT/NAP 
3397 
4579 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



33404 Seq. ID 

69274 Strand 

181 End .j 

OJ000251_4 4 .0216.C57.o2.gs Method 

1731 End 

none Score 



1731. .2249, 2327. .2450, 2532. .2617, 2625. .2801, 2819 
3259. .3462, 3468. .3599, 3674. .3800, 4588. .4802 



OJ000251_44.0216.C57 
+ 

4802 
GENSCAN 
4802 
. 63 

2938, 



Seq. No. 
Gene No. 



33404 
69275 



Seq. ID OJ000251_44 .0216.C57 
Strand 



33500 



Start 


5565 








End 


647 0 


Name 


OJ000251 44 


.0216 


.C57.o2 




Method 


TBLASTX: Wheat 


Start 


128 








End 


471 


GI 


none 








Score 


50 


Pvon *5 


128. .166, 142. .168, 177 


356 


178. .336, 316. .471, 318. .467 


Seq. No. 


33404 








Seq. ID 


OJ000251_44.0216.C57 


Gene No. 


69275 








Strand 


- 


Start 


5565 








End 


6470 


Name 


OJ000251 44 


.0216 


.C57.o3 


. tm 


Method 


TBLASTX: Maize 


Start 


310 








End 


596 


GI 


none 








Score 


236 


Exons 


310. .522, 318. .521, 320 


529, 


481. .594 


, 522.-596 


Sea No 


33404 








Seq. ID 


OJ000251_44 .0216.C57 


Gene No. 


69275 








Strand 




Start 


5565 








End 


6470 


Name 


OJ000251 44 


.0216. 


C57.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


1102 








End 


1416 


GI 


none 








Score 


58 


F.xon s 


1102. .1152, 


1103. 


.1153, 


1110. 


.1154, 114 9. .1415, 1151. .1390, 




117,1 _ 14 16 




_. _ _ . ^ . 








Seq-. No. 


-*r~ v . 

' 334 04 - 


- - 


• - - 


• - •-- 


■Seq., ID- 


-OJ000251-44". 021-6 . C57 ■ '- 


Gene No. 


69275 








Strand 




Start 


5565 








End. 


6470 


Name 


OJ0002S1 44 


OPT 6 


PS7 nP 


> LIU 


Method 


TBLASTX: Maize 


Start 


1608 








End 


2042 


GI 


none 








Score 


260 


Exons 


1608. .2042, 


1871. 


.1969 








Seq. No. 


33404 








Seq. ID 


OJ000251_44 .0216.C57 


Gene No. 


69275 








Strand 




Start 


5565 








End 


6470 


Name 


OJ000251 44 


0216. 


C57.o3 


tw 


Method 


TBLASTX: Wheat 


Start 


1683 








End 


1877 


GI 


none 








Score 


251 


Exons 


. 1683 . .1877, 


1686. 


. 1877 








Seq. No. 


33404 








Seq. ID 


OJ000251_44.0216.C57 


Gene No. 


6927.5 








Strand 




Start 


5565 








End 


6470 ' . 


Name 


.. OJ000251 44. 


0216. 


C57.ol. 




Metnod 


TBLASTX: Soybean 


Start 


'. 1845 . . 








End' 


2228.' .... 


GI 


none 








Score 


154 


Exons 


- 1845. .2054, 


1845. 


.2009, 


2055 . 


.2228, 2063. .2122 


Seq. No. 


33404 








Seq. ID 


OJ000251_44.0216.C57 


Gene No. 


69275 








Strand 




Start 


5565 








End 


6470 


Name 


OJ000251 44. 


0216. 


C57.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


1878 








End 


2635 


GI 


none 








Score 


484 


Exons 


1878. .2315, 


1883. 


.1975, 


1887. 


2315, 2063.. 2335, 2302. .2367, 




2387 . .2635, 


2368. 




2396. . 


2635 




Seq. No. 


33404 








Seq. ID 


OJ000251_44.0216.C57 



33501 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



69275 Strand 
5565 End 
OJ000251_4 4 . 0216.C57.o2.ts Method 
2631 End 
5509260 Score 
2631. .2813, 2836. .2895, 2885. .3001 



33404 
69275 
5565 

OJ000251_4 4 . 0216 . C57 . o4 . tm 

2691 

none 



6470 

TBLASTX : Soybean 

3001 

123 



Seq. ID OJ000251_44.0216.C57 
Strand 

End 6470 

Method TBLASTX : Mai ze 

End 3151 

Score 112 



2691. .2840, 2818. .2895, 2885. .3151 



Seq. No. 33404 

Gene No. 69275 

Start 5565 

Name OJ000251_4 4 . 0216 . C57 . o4 . tw 

Start- 2691 

£x.oas., ^. 



Seq. ID OJ000251_44.0216.C57 
Strand 

End 6470 

Method TBLASTX: Wheat 

End 3172 

.Score. . . .96 „ 



,26.9X^2.813 ,~,283£.,. .2a.95..„_2 8.8 5.-,.,3,0.(X7.,,. 3.05.3 . „31 Z2^ , 



Seq. No. 33404 

Gene No. 69275 

Start 5565 

Name OJ000251_4 4 . 0216 . C57 . o3 . ts 

Start 3086 

GI none 

Exons 3086.. 3172, 3160.. 3396 



Seq. ID OJ000251_44.0216.C57 
Strand 

End 6470 

Method TBLASTX : Soybean 

End 3396 

Score 83 



Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 

Seq. ■ No. 
Gene No. 
Start . 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Stai L 
GI 

Exons 



33404 
69275 
5565 

OJ000251_4 4 .0216.C57 .o3.gs 

5565 

none 

5565.. 5581, 6253.. 6399, 6461. 



Seq. ID OJ000251_44.0216.C57 
Strand 

6470 
GENS CAN 
6470 
.44 ■ 



End 

Method 
End 
Score ' 
,6470 



33405. 
69276 
1 

OJ000251_44 . 0216.C5.8.ol.np 
1 

6598853 

1..208, 298. .402, 932. .1069, 1169. .1249, 2225. .2284 
(AC010556) putative serine carboxypeptidase [Arabidopsis 
thaliana] 



Seq. ID OJ000251_44.0216.C58 
Strand .+ 
End -2284 • 

Method " AAT/NAP 
End 2284 
Score 264 



33405 
69276 
1 

OJ000251_4 4 . 0216.C58.ol.tm 
7 

none 



Seq. ID OJ000251_44.0216.C58 

Strand + 

End 2284 

Method TBLASTX : Maize 

End 1270 

Score 274 



7. .54, 8. .202, 20. .202, 73. .207, 144. .203, 282. .401, 289. .402, 



33502 



296. .418, 296. .409, 962. .1078, 965. .1069, 967. .1074, 1166. .1270 



OCljt Ln kj . 








O.T0009 c i1 44 0916 


r^ft 


belle 1>1L> • 


£Q97fi 




O L x. ai in 








1 
± 




Hii I Li. 


9 9ft 4 




Name 


OT0009M 44 091 P^R nl 1-q 




l JC L 11UU 


1 DLinO i A . oOyUcdil 




O Lai. L 


7 ~~ 




End 


1075 










jL-UIC 


1 S4 




Exons 


7. .138, 8. .202, 289. .402, 


965 


. .1075 






O t! . IN L> . 


^40^ 




Seq. ID 


OJ000251_44 .0216. 


rsft 

L JO 


ocllc LNL> . 


6Q97 




Strand 


+ 






1 
X 




End 


2284 




Name 


O.T0009S1 44 0916 rSR nl t-r 




Method 


TBLASTX : Cress 




o Lai l 


ft ~ 

0 




End 


1075 




C T 


none 




Score 


143 






ft 1 S4 7^ 1 Rfi 971 409 


274. .402, 962. .1075 




Seq. No. 


33405 




Seq. ID 


OJ000251_44 .0216. 


C58 




\J J £. 1 \> 




Strand 


+ 




O Lax L 


1 
X 




End 


2284 




Name ^. . ^ --.-;..-„ 


r>T0009Ri 44 09 1 6 prp n i +-w 




.jyie^thod ^ 


. T.BLASTX.: Wheat. 




~,.a. L aI.L,.^ 


35 _ 




-?E~ncL . ...Zr -> 


J.Q.63 




w X 


nunc 




- Score- - - 


: -130 ■ - " 






•3 c; 909 44 1 £6 4 901 


28 


7. .394, 2 


89. .399, 298. .393, 






312. .398, 962. .1063 










O S t_J . IN U . 


33405 




Seq. ID 


OJ000251_44.0216. 


r^ft 
too 


CL c± ti d Nl o 


69276 




Strand 


+ 




OtaX L 


1 




End 


2284 




Name 


OJ000251 44.0216.C58.ol.gs 




Method 


GENSCAN 




O Lai L 


86 




End 


1543 






none 




Score 


.84 




Exons 


86. .208, 273. .475, 968. .1069, 


1472. .1543 




Seq. No. 


33406 




Seq. ID 


OJ000251_44.0216. 


C64 




69277 




Strand 






O Lai. L 


630 




End 


8618 




Name 


OJ000251 44.0216.C64.ol.gs 




Method 


GENSCAN 




Cf arf 

O L d-L L 


630 




End 


8481 






none 




Score 


.69 






630.. 694, 2311^.3202, 3666 


;.3844, 4171 


. .'4284, 5447. '.5530, 




6683.Z6753, 7857'. .7996, 8371. 


84*81 ' 






Seq. No. 


33406 




Seq. ID 


OJ000251_44 .0216. 


C64 


UCllC LN LJ • 


69277 




Strand 






OLdl L 


630 




End 


8618 




Name 


OJ000251 44.0216.C64.ol.np 




Method 


AAT/NAP 




Start 


1971 




End 


3246 




GI 


6862923 




Score 


329 




Exons 


1971. .2506, 2549. .3246 










GI Descrip. 


(AC018907) unknown protein 


[Arabidopsis thaliana] 




Seq. No. 


33406 




Seq. ID 


OJ000251_44.0216. 


C64 


Gene No. 


69277 




Strand 






Start 


630 




End 


8618 




Name 


OJ000251 44.0216.C64.ol.ts 




Method 


TBLASTX: Soybean 





33503 



Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name- 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. - 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



2052 End 2833 

none * Score 60 

2052. .2132, 2133. .2309, 2414. .2467, 2549. .2638, 2554. .2694, 

2740.. 2832, 2741.. 2833 



33406 Seq. ID 

69277 Strand 

630 End 

OJ000251_4 4 .0216.C64 .o2.np Method 

2064 End 

4680501 Score 



OJ000251_44.0216.C64 

8618 
AAT/NAP 
3244 
376 



2064. .2372, 2405. .2494, 2530. .3244 

(AF119222) hypothetical protein [Oryza sativa] 



33406 
69277 
630 

OJ000251_4 4 .0216.C64 .ol.tm 

2133 

none 



Seq. ID OJ000251_44.0216.C64 
Strand 

End 8618 

Method TBLASTX : Mai ze 

End 3157 

Score 75 



2133. .2309, 2414. .2467, 2554. .2637, 2740. .2832, 3019. .3156, 
-3.032. .315.7, _ ........ -.. . 



-33406 • -■■ - 

69277 
630 

OJ000251_4 4 .0216.C64 .ol.gp 
5022 

14604_1.R1084 

5022. .5332, 5447. .5530, 6683. 



Seq; - ID- 

Strand 

End 

Method 

End 

Score 



OJ000251_4 4:*0216-C64- 

8618 
AAT/GAP 
8463 
1291 



,6753, 7857. .7996, 8371. .8463 



1 3763916 1.0e-145 (AC004450) unknown protein [Arabidopsis 
thaliana] >gi_4 5314 39_gb_AAD22124 . 1_AC006224_6 (AC006224) 
unknown protein [Arabidopsis thaliana] * 



Seq. No. 

Gene No. 

Start 

Name' 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



33406 
69277 
630 . 

OJ000251_4 4 .0216.C64 .o3.np 

5229 

6850311 

5229.. 5332, 5447.. 5530, 6683 



OJ000251 44.0216.C64 



Seq. ID _ 
Strand 

End 8618 
Method AAT/NAP 
End 8618 
Score 433 

6753, 7857.. 7996, 8371.. 8618. 
(AC009999) . Contains "similarity to a vacuolar sorting receptor 
homoiog from. Arabidopsis thaliana gb|'U79959. 



33406 
69277 
630 

OJ000251_4 4 .0216.C64 . o2 . tm 

5232 

none 

5232.. 5333, 5235.. 5333, 5239. 
5445. .5519, 5449. .5529, 5450. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000251_44.0216.C6~4 
8618 

TBLASTX: Maize 

8469 

100 



,5349, 5239. .5355, 
,5530, 5451.. 5531, 



6682. .6756, 6682. .6759, 7838. .7996, 7856. .7996, 
7926. .7997, 8365.-8469, 8369. .8464, 8371. .8466 



5431, 
6681, 
7861, 



,5511, 
,6755, 
,7998, 



Seq. No. 
Gene No. 



33407 
69278 



Seq. ID 

Strand 



OJ000251 44.0216.C66 



33504 



Start 


125 








End 






IN dXUt; 






nl 


. gs 








O Lai L 


1 ? S 














GI 


none 








Score 






pvAn o 


125 . . 315 














Seq. No. 


33408 








Seq. ID 


OJ000251_ 


_4 4 


Gene No. 


69279 








Strand 






Start 


440 








End 


505 




Name 


OJ000251 


44 0216 C67 


nl 
\j ± 




Mpi t" In r^H 

L JC L. 1 1UU 


Vj Hi IN O V^//*llN 




Start 


440 








End 


SOS 

J V J 




GI 


none 














Exons 


440 505 














Seq. No. 


33409 








Seq. ID 


OJ000251 

\y w w v/ w w 


44 


Gene No. 


69280 








Strand 


+ 




Start 


416 








End 


669 




Name 


OJ000251 


44.0216.C68. 


ol 


. gs 


Method 


GENSCAN 




Start 


416 








End 


669 




GI 


none 








Score 


.72 




Exons 


416. .451, 


532. . 669 













,.Seq JSIo 

Gene No .- 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



..3.3-41.0;-- . . ~„ — -j. _, ■ w :„.S'e - q.^- JH. 

69281 -• ■ ■ - ■• • - - -Strand • 

•1 End 
OJ000251_4 4 . 0216 . C69 . ol . np Method 
1 End 
5295971 Score 
1. .732 

(AB026295) EST D24315 (R1718 ) corresponds to 
predicted gene.; Similar to Tobacco DNA for 
transposon Tnt 1-94 . (X13777 ) [Oryza sativa] 



Q JJPD.02.51_44.,JO .ZL6uJC£ 9__ 



732 

AAT/NAP 
732 
1192 



a region of the 
retroviral -like 



33410 Seq. ID 

69281 Strand 

1 End 
OJ000251_44 . 0216 . C69 . ol . tm Method 

4 End 

none Score 

4. .195, 6. .212 



OJ000251_44 .0216.C69 
732 

TBLASTX: Maize 

212 ; • 
284 



Seq. . No. 
.Gene No. 
'Start' 

Name 

Start 

GI 

Exons 



33410 

69281'. 

1 

OJ000251 
16 

none 
16. .680 



44.0216.C69.ol.gs 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000251_44 .0216.C69 
732 

GENSCAN 

680 

.73 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



33410 Seq. ID 

69281 Strand 

1 End 
OJ000251_4 4 . 0216 . C69 . o2 . tm Method 

447 . End 

none Score 

447. .668, 447. .668, 566. .670, 702. .731 



OJ000251_44 .0216.C69 
732 

TBLASTX: Maize 

731 

211 



33505 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



33411 
69282 
238 

OJ000251 

238 

none 

238. .345 



44 .0216.C70.ol.gs 



Seq. ID OJ000251_44 .0216.C70 

Strand + 

End 345 

Method GENSCAN 

End 345 

Score .81 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq.- No. 

.J3ene ^Np 
rStart-^ 

Name - - 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start- 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ000251_44 .0216.C73 
Strand 

End 4 93 

Method AAT/NAP 

End 4 93 

Score 731 



33412 
69283 
1 

OJ000251_4 4 .0216.C73.ol.np 
1 

3913437 
1..493 

PUTATIVE PRE-MRNA SPLICING FACTOR ATP- DEPENDENT RNA HELICASE 
gi| 1402875|emb|CAA66825| (X98130) RNA helicase [Arabidopsis 
thaliana] gi | 14 95271 | emb | CAA66613 | (X97970) RNA helicase 
[Arabidopsis thaliana] 



33412 

..69.283,.. . ^, sr _.„ 

: OJ000251_4 4-.0216.-C7 3.ol.tc 
3 

none 

3. .491, 4. .492, 248. .493 

33412 
69283 
1 

OJ000251_4 4 .0216.C73.ol. tm 

3 

none 

3. .440, 4. .441 

33412 
69283 
1 

OJ000251_4 4 .0216.C73.o2.ts 

3. 

none 

3. .14.9, "4. .147. 

33412 
69283 
1 

OJ000251_4 4.0216iC73.ol.gs 
53 

none 
53. .392 



Seq. ID OJ000251_44 .0216.C73 

.Strand^ .^._'.^._...^,.„^. ... ^^^^ 
^_.-.EncL., r .-.4.93,_ .... 



Method 

End 

Score 



TBLASTX: Cress 

493 

457 



Seq. ID OJ000251_44 .0216.C73 
Strand 

End 4 93 

Method TBLASTX : Mai ze 

End 441 

Score 510 



Seq. ID OJ000251_44 .0216.C73 

Strand 

End 493 

Method TBLASTX : Soybean 

End 149 

Score 107 



Seq. ID OJ000251_44 .0216.C73 
Strand 

End 4 93 

Method GENSCAN 

End 392 

Score .6 



Seq. No. 33412 

Gene No. 69283 

C4- ^ —4- -| 

Name OJ000251_4 4 . 02 16 . C73 . ol . ts 

Start 151 



Seq. ID OJ000251_44 .0216.C73 
Strand 

End 4 93 

Method TBLASTX : Soybean 

End 480 



33506 



GI 


none 




Score 


209 


D A U 1 J O 


1S1 480 153 479 








ij G VJ • LN V^y • 


33413 




Seq. ID 


OJ000951 44 0?lfi CI 


Gene No . 


69284 




Strand 


+ — 


Start 


22 




End 


745 


Name 


OJ000251 44.0216.C75.ol.np 




Method 


AAT/NAP 


Start. 


22 




End 


745 


GI 


6721561 




Score 


107 


Exons 


22. .104, 700. .745 








GI Descrip. 


(AP001073) EST AU082058 (C12976) corresponds to a region of 




predicted gene.; hypothetical 


protein 


[Oryza sativa] 




ai 1 6815086 1 dbi 1 BAA90372 11 


(AP001081) 


EST AU082058 (C12976) 




corresponds to a region of 


the predicted gene.; hypothetic 




protein [Oryza sativa] 








Seq. No. 


33413 




Seq. ID 


OJ000251_44 .0216.C7 


Gene No. 


69285 




Strand 




Start 


505 

J V J 




End 


745 


Name 


OJ000251 44 0216 C75 o2 no 




Method 


AAT/NAP 


Start 


505 _ 




End 


745 • - 


GI _ . L 


. 4 68,0183 • , ;.- _ . 




: Score, „ 


65 ._ 


..LiAUna. 


, .5.0.5..:, 7.45,_, -ll.^-J., 








Q T T)p qpr in 

\J -L L-/ ^ O J- ^/ « 


C AF1 1- 1 70 9 } • aa-or-'nol ■ orot pin 


[Oryza sativa subsp. indica]- - 


Seq. No. 


33414 




Seq. ID 


OJ000251_44 .0216.C7 


Gene No. 


69286 




Strand 


+ 


Start 


320 




End 


586 


Name 


OJ000251 44 0216 C78 ol as 




Method 


GENSCAN 


Start 


320 




End 


586 


GI 


none 




Score 


.59 


Exons 


320 . . 586 








Seq. No. 


334 15 




Seq. ID 


OJ000251 46. 0217. C2 


Gene No. 


69287 




Strand 


+ 


Start 


241 




End 


992 


Name 


OJ000251 46 0217 C2 ol as 




Method 


GENSCAN 


Start 


241 ~ 




End 


992 


GI 


none 




Score 


.81 


Exons 


241. .311, 841. .992 








Seq. No. 


33416 ' 




Seq. ID 


OJ000251_4 6.0217.C3 


Gene No.. 


69288 ' 




Strand 




Start 


178 




End 


389 1 ' . 


Name 


OJ000251 46.0217.C3.ol.gs 




Method 


GENSCAN 


Start 


178 




End 


237 


GI 


none 




Score 




F" von ^ 

J_j AUl 1 O 


178. .237 








Sea No 


33416 




Seq. ID 


OJ000251_46.0217.C3 


Gene No. 


69288 




Strand 




Start 


178 




End 


389 


Name 


OJ000251 46.0217.C3.ol.np 




Method 


AAT/NAP 


Start 


178 




End 


389 


GI 


O A noaon 

~t _> U 




Score 


40 


Exons 


178. .237, 360. .389 








GI Descrip. 


DORSAL- VENTRAL PATTERNING PROTEIN SOG 


(SHORT GASTRULATION 



33507 



PROTEIN) gi 1 1203794 (U18774) Sog [Drosophila melanogaster ] 



Seq. No. 33417 

Gene No. 69289 

Start 329 

Name OJ000251_4 6 . 0217 . C4 . ol . gs 

Start 329 

GI none 

Exons 329.. 472 



Seq. ID OJ000251_46.0217.C4 
Strand 

End 4 72 

Method GENSCAN 

End 472 

Score . 8 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



33418 
69290 
1 

OJ000251_4 6.0217.C5.ol.np 
1 

6498441 



Seq. ID OJ000251_46.0217.C5 
Strand + 

3543 
AAT/NAP 
3543 
4155 



End 

Method 
End 
Score 

1..191, 375. .509, 684. .1110, 1303. .1599, 1771. .3168, 3262. .3543 
(AP000815) EST C72786 (E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl . (AF098806) [Oryza sativa] 





.; 334 18,. 




- *• - 








Gpne No* 














Start - : - • 


'4174 : 






FnH 


f) ? ft 
OU JO 




Name 


OJ000251 


_46.0217.C5.o3 


. tm 


Method 


TBLASTX: Maize 




Start 


96 






End 


312 




GI 


none 






Score 


C. \J u 




jTyon Q 
J_i ^i. \y L 1 o 




Q7 119 1 no 


^1 9 










33418 








nTonn^i a& n9i7 




Gene No. 


69291 






Strand 






Start 


4174 






End 


6038 




Name 


OJ000251 


_46.0217.C5.ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


181 






End 


600 




GI 


none 






Score 


464 




Exons 


181. .600, 


183. .587 










Seq. No. 


33418 






Seq. ID 


OJ000251_46.0217. 


C5 


Gene No. 


69291 






Strand 






Start 


4174 






End 


6038 




Name 


OJ00Q251 


46.0217.C5.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


.339 






■ End 


723 




GI ' 


none ■ 






Score 


358 




Exons 


339. .704,' 


34 0 . .723 










Seq. No. 


33418 






Seq. ID 


OJ000251_46.0217. 


C5 


Gene No. 


69291 






Strand 






Start 


4174 






End 


6038 




Name 


OJ000251 


46.0217.C5.ol 


.ts 


Method 


TBLASTX: Soybean 




Start 


445 






End 


780 




GI 


none 






Score 


229 




Exons 


445. .780, 


492. .635 










Seq. No. 


33418 






Seq. ID 


OJ000251 46.0217. 


C5 


Gene No . 


692 91 






Strand 






Start 


4174 






End 


6038 




Name 


OJ000251 


46.0217.C5.o5 


. tw 


Method 


TBLASTX: Wheat 





33508 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



600 
none 

600. .791, 601. 



.780 



33418 
69291 
4174 

OJ000251_4 6.0217.C5.o3.tw 

1447 

none 



End 
Score 



791 
193 



Seq. ID OJ000251_46.0217.C5 
Strand 

End 6038 

Method TBLASTX : Wheat 

End ■ 1905 

Score 236 



1447. .1701, 1471. .1722, 1536. .1721, 1756. .1905, 1765. .1902, 
1767. .1904 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

..Se'q_..No_.^._ 

Gene No'. - 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
"Start 
GI.. '. 
Exons 

Seq. No. 

Gene" No. 

Start 

Name 

Start 

GI 

Exons 



33418 
69291 
4174 

OJ000251_4 6.0217.C5.o2.ts 

1594 

5666795 



Seq. ID OJ000251_46.0217.C5 
Strand 

End 6038 

Method- TBLASTX: Soybean 

End 2160 

Score 69 



1594. .1692, 1768. .1905, 1960. .2160 

4206306 2.0e-10 (AF049110) prpol [Zea mays] 



.334.18 

69291 : - - ■■ - 

4174 

OJ000251_4 6.0217 .C5.o6.tw 

1908 

none 

1908. .2084, 1960. .2220 

33418 
69291 
4174 

OJ000251_4 6 . 0217 . C5 . o2 . tm 

2413 

none 

2413. .2736, 2442.. 2723, 212i 

33418 
69291 
4174 

OJ000251M6.0217.C5.o2.tw 

2550 ^ 

none 



Seq... „XD. O.J.O 00 2 51^46.. .0212JC 5™ 

-Strand - - ^ ... 

End 6038 

Method TBLASTX : Wheat 

End 2220 

Score 187 



Seq. ID OJ000251_46.0217.C5 
Strand 

6038 

TBLASTX: Maize 
2775 
351 



End 

Method 
End 
Score 
.2775 



Seq. ID OJ000251_46.0217.C5 
Strand 

End 6038 

Method TBLASTX: Wheat ' 

End ; .2931 

Score 368 . 



2550. .2606, 2551. .2931, 2554. .2892, 2652. .2900 



33418 - 

69291 

4174 

OJ000251_4 6.0217.C5.o4 .tw 

2932 

none 



Seq. ID OJ000251_46.0217.C5 
Strand 

End 6038 

Method TBLASTX : Wheat 

End 3534 

Score 250 



2932. .3222, 2937. .3215, 3408. .3530, 3409. .3534 



Gene No. 
Start 



10 

69291 
4174 



Seq. ID OJ000251_46.0217.C5 
Strand 

End 6038 



33509 



Name OJ000251__4 6 . 0217 . C5 . o4 . tm 

Start 3403 

GI none 

Exons 3403.. 3549, 3408.. 3542 

Seq. No. 33418 

Gene No. 69291 

Start 4174 

Name OJ000251_4 6 . 0217 . C5 . o2 . gs 

Start 4174 

GI none 

Exons 4174.. 5959 



Method 

End 

Score 



TBLASTX: Maize 

3549 

186 



Seq. ID OJ000251_46.0217.C5 
Strand 

End 6038 

Method GENSCAN 

End 5959 

Score .85 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

_SLeq_- r No..._ 

Gene No. ■ 

Start 

Name 

Start 

GI 

Exons 



33418 
69291 
4174 

OJ000251_4 6.0217 .C5.o2.np 
4177 
6539586 
4177. .6038 

(AP000837) hypothetical protein [Oryza sativa] 



Seq. ID OJ000251_46.0217.C5 
Strand 

End 6038 

Method AAT/NAP 

End 6038 

Score 2524 



3.3AL9.. 



69292 ------ ■ -.. - . 

88 

OJ000251_4 6. 0217 .C6.ol.gs 



.Seq .iD_pJ00.02.5,l_4^...02AX^C£- 

Strand - -' + ■.--■-■.-■...-„--.-_■■_.. 

End 3079 

Method GENSCAN 

End 307 9 

Score .75 



none 

88. .290, 460. .604, 1163. .1239, 1853. .1989, 2396. .2514, 
2998. .3079 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



33419 
69292 



Seq. ID OJ000251_46.0217.C6 

Strand + 

End 3079 

Method AAT/GAP 

End 1648 

Score 163 



OJ000251_4 6. 0217 .C6.ol.gp 
1541 

uC-osflcypl7 2a09al 
1541. .1648 

, 5803242/dbj IAP000399.1 IAP000399 1.0e-35 Oryza sativa genomic 
DNA, chromosome 6, clone : P0535G04 ' 



Seq. "No. 

Gene No. , 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



33419 Seq. ID 

692 93 Strand. 

6412 ' End 

OJ000251_4 6 . 0217 . C6 . o2 . gp Method 

6412 End 

4107134 Score 
6412. .7192 

4680179/gb|AAD27547.1|AF111709_l 3 . Oe-97 (AF111709 ) polyprotein 
[Oryza sativa subsp. indica] 



OJ000'251_46.0217.C6" 
+ 

7192 
AAT/GAP 
7192 
1163 



Seq. No. 
Gene No. 
Start 

Start 
GI 



33419 
69294 
1 

OJ 000251_4 6.02I7.C6.oi. np 
1 

6907089 



Seq. ID OJ000251_46.0217.C6 
Strand 

End 559 

Method AAT/NAP 

End 559 

Score 937 



33510 




Exons 1. . 559 

GI Descrip. (AP001129) hypothetical protein [Oryza sativa] 



OC^i LNL> • 


^4 1 Q 








O ti LJ • X U 


OJ000251_46.0217- 


.C6 




U y £. Z> -J 








C+- -ra nH 






Start 


3424 










7806 




Ln CLiUC 




. \J X / 


P6 n? 


gs 




GENS CAN 




Start 


34 24 ~~ 








_»i ILL 


7758 






none 








JLUIC 


. 63 




Exons 


3424 . .3572, 


3617 


. .3712, 


3804. 


.4047, 48 


86. . 6874, 6977. .7758 




33419 








Seq. ID 


OJ000251_46.0217 


.C6 


rZoriA Mn 


6Q? 








Strand 






Start 


3424 








End 


7806 




Name 




.0217 


.C6.o2. 


np 


Method 


AAT/NAP 




Start 


4751 _ 








End 


7806 




\J X 


4 fiftm 7Q 








Score 


4985 




Exons 


4751. .7806 














GI Descrip. 


(AF111709) 


polyprotein 


[Oryza 


sativa subsp. indica] 




C orr Kin 
O tJ • In U • 


^4 1 Q 








Seq. ID 


OJ000251_46.0217 


.-C6- 




6 Q 9 Q R 






--»-=■- - 


..Strand 






-J-l.l_CXi-.l_ _ 


^4 94 

J.*t.4_ H. 








-End 


h 8 0.6L1Z 7""-~.~ 




Name " - * 


- 0,1000? s i 4 6 


.0217 


.C6.06-. 




-Method ' • 


TBLASTX: Wheat- 




Oiai L 


4 7 61 ~~ 








End 


5129 




GI 


none 








Score 


36 




Exons 


4761. .4814, 


4796 


. .5128, 


4929. 


.5129 






Cap, K\r> 










Seq. ID 


OJ000251_46.0217 


.C6 


UC11C LN U • 


6Q? Q s 
u _? ^. y *j 








Strand 








?4 94 

*J *i _. *i 








End 


7806 




Name 


o,Tnno?si 4 6 


.0217 


.C6.0I. 


LIU 


Method 


TBLASTX: Maize 




Start 


4 Qftfi — 








End 


5575 




GI 


none 








Score 


237 




Exons 


4988. .5416, 


4989 


. .5414, 


5414. 


.5575, 5421. .5567 




O tr ^ . LM W • 


^^4 1 9 








Seq. ID 


OJ000251_46.0217 


C6 


(^Z f_ n f— Mn 


69295 








Strand 






Start 


3424 








End 


7806 




Name 




.0217 


.C6.0I. 


l_ W 


Method 


TBLASTX: Wheat 




Start 


512 9 _ 








End 


5755 




GI' 


none 








Score 


351 




Exons 


5129. .5755, 


"5130 


. .5753 










Q>(^n Mn 


^ ^4 1 Q 








Seq. ID 


OJ000251_46.0217. 


C6 




6Q? Q s 

U _7 ^ .7 J 








Strand • 






Start 


14 9 4 

w> 1 ^ 1 








End 


7806 




Name 


OTnnn9M 46 

UUUUUZ Jl flu 


0217 


C6.o3. 




Method 


TBLASTX: Maize 




Start 


5624 








; End 


5915 




GI 


none 








Score 


229 




Exons 


5624 . .5914, 


5628 


.5915 










Seq. No. 


33419 








Seq. ID 


OJ000251_46.0217. 


C6 


Gene No. 


69295 








Strand 






Star L 


3424 








End 


7806 




Name 


OJ000251 46 


0217. 


C6.o2. 


ts 


Method 


TBLASTX: Soybean 




Start . 


5714 








End 


5974 





33511 






none 






Score 


13/ 


Exons 


O / 1 f± . • 3 y / fl , 


J 










J yj *± X J 










Gene No. 


69295 






Strand 




Start 


3424 






End 


7806 


Name 


OJ000251 46 


0217. 


C6.ol.tc 


Method 


TBLASTX: Cress 


Start 


5738 






End 


6055 


GI 


none 






Score 


87 


Exons 


5738. .5881, 


5739. 


.5879, 5882. 


.6055 





Seq. No. 33419 

Gene No. 69295 

Start 3424 

Name OJ000251_4 6 . 0217 . C6 . o3 . tw 

Start 5762 

GI none 

Exons 5762.. 6241, 5763.. 6017, 5795.. 6208 



Seq. ID OJ000251_46.0217 .C6 
Strand 

End 7806 

Method TBLASTX : Wheat 

End 6241 

Score 248 



Seq. No. 33419 

Gene No. ■ 69295 ■ . 

, Start T „ n - .^...,^34.24 .^ r= ..,_ j; „ ; .„, ^ v , 

..Name „ 0 JR0Q2 5-L iiL 0212j5.6„a 2. jLw^ 



Start-' 
GI 

Exons 



6245' - - - -v-^.--. - - ■ 

none 

6245. .6754, 6332. .6715, 6336. 



Seq. No. 33419 

Gene No. 69295 

Start 3424 

Name OJ000251_4 6 . 0217 . C6 . o2 . tm 

Start 6322 

GI none 

Exons 6322.. 6474, 6324.. 6521, 6329, 



Seq. ID 

Strand 
-,EncL 

JXletriod 

•End- 

Score 
. 6746 

Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000251_46.0217.C6 

JTBIiASTXj-Wheat™.^ 

•'6754- r - : 
254 



OJ000251_46.0217.C6 
7806 

TBLASTX: Maize 

6682 

76 



.6682, 6336.. 6680 



Seq. No. 33419 Seq. ID 

Gene No. 69295 Strand 

Start 3424 ■ End 

Name ' OJ000251_4 6 . 0217 . C6 . o3 . ts Method 

Start 6503 End 

GI . none . . .. Score 

Exons ' 6503.. 6748 [ 



OJ000251_46.0217.C6 
7806 

TBLASTX: Soybean 
6748 

209.. 



Seq.. No. .33419 . . . Seq.. ID 

Gene No. 69295 Strand 

Start 3424 End 

Name - OJ000251_4 6 . 0217 . C6 . o5 . tm Method 

Start 6683 End 

GI none Score 

Exons 6683.. 7021, 6690.. 6968 



OJ0Q0251_46.0217.C6 
7806 

TBLASTX: Maize 

7021 

123 



Seq. No. 33419 Seq. ID 

Gene No. 69295 Strand 

Start 3424 End 

Name OJ00G25i_4 6 . 0217 . C6 . o5 . tw Method 

Start 6755 End 

GI none Score 



OJ000251_46.0217.C6 
7806 

TBLASTX: Wheat 

7056 

245 



33512 



Exons 



6755. .7018, 6756. .7019, 6764. .7054, 6976. .7056 



Seq. No. 33419 

Gene No. 69295 

Start 3424 

Name OJ000251_4 6 . 02 17 . C6 . ol . ts 

Start 6770 

GI none 
Exons 



Seq. ID OJ000251_46.0217.C6 
Strand 

End 7806 

Method TBLASTX : Soybean 

End 7165 

Score 160 



6770. .7021, 6771. .7013, 6800. .7117, 6982. .7122, 7076. .7129, 
7133. .7165, 7137. .7163 



Seq. No. 33419 

Gene No. 69295 

Start 3424 

Name OJ000251_4 6 . 0217 . C6 . o4 . tm 

Start 7082 

GI none 

Exons 7082.. 7519, 7149.. 7448 



Seq. ID OJ000251_46.0217.C6 
Strand 

End 7806 

Method TBLASTX : Mai ze 

End 7519 

Score 109 



Seq. No. . 33419 
Gene No. 69295 

, S tart,, . 3 4 24 „. , ^„ „ _ _ 

Start • - -7106 - - " ------ ■ 

GI none 
Exons 7106.. 7588, 7149.. 7484 



Seq. ID OJ000251_46.0217.C6 

-■ Strand 

EnaL_,.^_ J7 8.0 6 

-^Method.. —XBLASJ^Whea^l,— 

-End - 7588- • • - - ■'- 

Score -2 68 



Seq. No. 33419 

Gene No. 69295 

Start 3424 

Name OJ000251_4 6 . 0217 . C6 . o4 . ts 

Start 7238 

GI none 

Exons 7238.. 7552 



Seq. ID OJ000251_46.0217.C6 
Strand 

End 7806 

Method TBLASTX : Soybean 

End 7552 

Score 183 



Seq. No. 

Gene ..No . 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 
Seq. No. 



Start 
Name 



33420 
69296 
142 

OJ000251_4 6.0217.C7.ol.np 
142 

50424.54 



Seq. ID OJ000251_46.0217.C7 

Strand + 

End 13693 

Method AAT/NAP 

End 13693 

Score 98 



142. .301, 632. .'816,- 2388. .2616, 1010.3. . 10307 , 13655, . 1.3693 
(AC007789) putative polyprotein [Oryza sativa] 



33420 
69296 
142 

OJ000251_4 6.0217 .C7.o3.np 
7326 
1903264 
7326. .7661, 9193. .9262 

(Y11824) hypothetical protein [Pisum sativum] 



Seq. ID OJ000251_46.0217.C7 

Strand + 

End 13693 

Method AAT/NAP 

End 92 62 

Score 108 



33420 

mo AT 

16001 

OJ000251_4 6.0217 .C7.o5.np 



Seq. ID OJ000251_46. 0217 .C7 

Strand + 

End 16078 

Method AAT/NAP 



33513 



Start 16001 End 16078 

GI 6630699 Score 80 

Exons 16001.. 16078 

GI Descrip. (AP000969) hypothetical protein [Oryza sativa] 

gi I 6721536 | dbj IBAA89566.il (AP001073) hypothetical protein 
[Oryza sativa] 



Seq. No. 33420 Seq. ID 

Gene No. 69298 Strand 

Start 20238 End 

Name OJ000251_4 6 . 0217 . C7 . 06 . np Method 

Start 20238 End 

GI 6815099 Score 

Exons 20238. .20269, 21420.. 21543 

GI Descrip. (AP001081) hypothetical protein [Oryza sativa] 



OJ000251_46.0217.C7 
+ 

21543 
AAT/NAP 
21543 
75 



Seq. No. 33420 Seq. ID 

Gene No. 69299 " Strand 

Start 4237 End 

Name OJ000251_4 6 . 02 17 . C7 . ol . gp Method 

Start 4195 - End 

GL . .^...^-^..^npne. ^^^^^..^^ _.„ ______ __..^.jScore., .__. 

JExonsi il-95* .ASAR _ Z„ .ZZ Z~- Z Z1ZZ -~— Z. ' Z--. Z 



OJ000251_46.0217.C7 

12402 

AAT/GAP 

4648 

..._81.5.„. - , 



Seq. No. 33420 

Gene No. 69299 

Start 4237 

Name OJ000251_4 6 . 0217 . C7 . o2 . gs 

Start 4237 

GI none 

Exons 4237.. 4686, 6099.. 6206, 6288, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000251_46.0217.C7 

12402 
GENSCAN 
12402 
.68 



6359, 6460. .6559, 6647. .6724, 



7252.. 7459, 7519.. 7725, 7893. .8273, 10280 .. 10590, 12290.. 12402 



Seq. No. 


33420 




Seq. ID OJ000251_46 


.0217. C7 


Gene No. 


69299 




Strand 




Start 


4237 




End 12402 




Name 


OJ000251 46.0217.C7.o2. 


np 


Method AAT/NAP 




Start 


4348 




End 10181 




GI 


4510381 




Score 310 




Exons 


4348. .4686, 6099. .6206, 


6288. 


.6359, 6460. .6559, 6647. .6714, 




10126. .10181 








GI Descrip. 


(AC007017 )' unknown protein [Arabidopsis thaliana] 




Seq. No. 


33420 




Seq. .ID OJ000251 46 


0217.C7 


Gene No. 


69299 




Strand 




Start 


4237 




End 12402 




Name 


OJ000251 46.0217.C7.o2. 


gp 


Method AAT/GAP 




Start 


4608 




End 7931 




GI 


14916 1.R1084 




Score 1307 




Exons 


4608. .4686, 6099. .6206, 


6288. 


.6359, 6460. .6559, 6647. .6724, 




6943. .7001, 7100. .7158, 


7252. 


.7408, 7893. .7931 




GI Descrip. 


' 4 510381/gb|AAD214 69.1 | 


l.Oe- 


44 (AC007017) unknown 


protein 




[Arabidopsis thaliana] 1 








Seq. No. 


33420 




Seq. ID OJ000251_46. 


0217. C7 


Gene No. 


69300 




Strand 




Start 


12857 




End 15941 





33514 



Name 

Start 

GI 

Exons 

GI Descrip. 



Method AAT/NAP 
End 15941 
Score 788 
14 608. .14770, 15011. .1504 4, 
15903. .15941 

(AP000492) EST D15357 (C0514 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi|6016853|dbj IBAA85196.il (AP000570) EST D15357 (C0514 ) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



OJ000251_4 6. 0217.C7 ,o4 .np 

12857 

5922620 

12857. . 12956, 14303 .. 14560, 
15680. .15704, 15750 .. 15863, 



Seq. No. 33420 

Gene No. 69300 

Start 12857 

Name OJ000251_4 6 . 0217 . C7 . o3 . gs 

Start 13602 

GI none 

Exons 13602. . 13688, 14120 14234 , 
15205. .15368, 15680. .15704, 



Seq. ID 

Strand 
End 

Method 
End 
Score 

14648 

15750 



OJ000251 46. 0217. C7 



15941 
GENSCAN 
15878 
.68 

14770, 14855. 
15878 



,15009, 



Seq. No. 

. Gene.JSIo % . 
,..s£ar~tL"~ 
- Name" - - 

Start 

GI 

Exons 



•33420 
: .6.9.301 



OJ0002 
3973 
none 
3973. . 
4110. . 
4141. . 
4422. . 
6101. . 
6454 . . 
6943. . 
7250 



51 4 6.0217-.C7-.ol.tm- 



4053, 3990.. 4109, 3992. 

4139, 4110. .4139, 4114. 

4188, 4181. .4600, 4182. 

4703, 6095.. 6211, 6096. 

6208, 6283.. 6312, 6287. 

6558, 6461.. 6484, 6531. 

6984, 6976.. 6999, 6979. 

7288, 7251. .7286 



Seq. ID OJ000251_46.0217.C7 
.Strand ...^ : . . 

Method ■ TBLASTX: Maize : -~ 

End 7288 

Score 82 

.4108, 3993. .4109, 3994. .4113, 

.4140, 4140. .4181, 4141. .4182, 

.4271, 4183. .4689, 4183. .4689, 

.6212, 6099.. 6164, 6100.. 6207, 

.6361, 6288.. 6362, 6291.. 6362, 

.6557, 6642.. 6686, 6646.. 6723, 

.7002, 7097. .7162, 7107. .7172, 



Seq. No. 33420 

Gene No. 69301 

Start 22291 

Name OJ000251_4 6 . 0217 . C7 . ol . tc 

Start 6126 

GI none . . 

Exons 



Seq. ID OJ000251_46.0217.C7 



Strand 
End 

Method 

End 

Score 



22463 

TBLASTX: Cress 

6504 

66 



6126.. 6212, 6133.. 6207, 6288.. 6362, 6454.. 6504 



.Seq.' No. ' .33420 ' 

Gene No. 69301 

Start 22291 

Name OJ000251_4 6 . 0217 . C7 . o4 . gp 

Start 22291 

GI 10431_1.R1084 

Exons 22291. .22463 

GI Descrip. ' 1256198/dbj | D63711 | RICTNR3 
complete sequence 1 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000251_46.0217.C7 

22463 
AAT/GAP 
22463 
303 



4.0e-82 Rice transposon Tnr3 DNA, 



Seq. No. 33421 Seq. ID 

Gene No. 69302 Strand 

Start 1210 End 

Name OJ000251_4 6 . 0217 . C8 . ol . gs Method 



OJ000251_46.0217.CE 
+ 

1697 
GENSCAN 



33515 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



1210 
none 

1210. . 1357, 1582. 



1697 



End 
Score 



1697 
.57 



33422 Seq. ID OJ000251_4 6 . 0217 . C9 

69303 . Strand + 

1813 End . 2238 

OJ000251_4 6 . 0217 . C9 . ol . gp Method AAT/GAP 

1813 End 2238 

LIB3479-006-Q6-K1-B11 Score 620 

1813. .2238 

'5734616/dbj IAP000391. 1 IAP000391 1.0e-110 Oryza sativa genomic 
DNA, chromosome 6, clone : P0538C01 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. • No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



33422 Seq. ID 

69304 Strand 

217 8 End 

OJ000251_4 6 . 0217 . C9 . ol . gs Method 

2178 End 

none Score 
2178. .2484, 2862. .3025, 3224, 
9 0.^,4 2,76^457 6 .-4,662^ 7 



OJ000251_46.0217.C9 
+ 

5428 
GEN SCAN 
4662 
.54 

,3367, 3369. .3720, 3954. .4108, 



33422 - - - -■■ • * -■ Seq. ID 

69304 Strand 
2178 End 
OJ0002 5 1_4 6 . 02 17 . C9 . ol . np Method 
2293 End 
5922620 Score 

2293. .2331, 2372. .2504, 3562. .3638, 



OJ000251_46-.0217.C9- 
+ 

5428 
AAT/NAP 
5428 
414 

3737.. 3992, 5207.. 5428 



(AP000492) EST D15357 (C0514 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi|6016853|dbj IBAA85196.il (AP000570) EST D15357 (C0514 ) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons ■ 



33422 Seq. ID 

69305 Strand 

6984 End 

OJ000251_4 6 . 0217 . C9 . o3 . gs Method 

6984. End 

none Score 
6984. .7610 



OJ000251_46.0217.C9 
+ 

8569 
GENSCAN 
7610 
.72 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



33422 Seq. ID 

69305 Strand 

6984 End 8569 

OJ000251_4 6 . 0217 . C9 . o3 . np Method AAT/NAP 

6998 End ' 8569 

322873 Score 148 
6998. .7296, 8542. .8569 

hypothetical protein 2 - maize transposon En-1 

gi I 225006 | prf | | 1206239B ORF 2 [Zea mays] 



OJ000251_46. 0217 .C9 
+ 



ocq. L\JU . 

Gene No. 
Start 



69306 
5208 



Seq. ID 

Strand 

End 



OJ000251 46. 0217. C9 



5558 



33516 



Name 

Start 

GI 

Exons 



OJ000251_4 6 . 0217 . C9 . o2 . gs Method GENSCAN 

5208 End 5558 

none Score .79 
5208.. 5398, 5513.. 5558 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 

.Exons^._ 



33422 
69307 
5567 

OJ000251_4 6.0217.C9.o2.np 
5567 
6630699 
5567. .5646 

(AP000969) hypothetical protein [Oryza sativa] 

gi I 6721536 | dbj IBAA89566.il (AP001073) hypothetical protein 

[Oryza sativa] 



Seq. ID OJ000251_46.0217.C9 
Strand 

End 5646 

Method AAT7NAP 

End 5646 

Score 77 



33422 
69308 
8085 

OJ000251_4 6.0217.C9.o4.gs 
8085 

.none 



Seq. ID OJ000251_46.0217.C9 
Strand 

End 12275 
Method GENSCAN 
End 12275 

. Score -.„._. „ . 4 _ 



. __8D 8 5_ .,8.2.0 2„_8.3 77_, .8 5.25.,.__8.610- 8.-7.1 3., .„1 0.1 5 6.. : ..JL02Q3;,™12D 62^.^12 27.5 



Seq. No. 33423 

Gene No. 69309 

Start 59 

Name OJ000251_4 6 . 0217 . C10 . ol . gs 

Start 59 

GI none 

Exons 59.. 488 



Seq. ID OJ000251_46. 0217. C10 

Strand 

End 488 

Method GENSCAN 

End 4 88 

Score .93 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



33424 
69310 
1 

OJ000251_4 6.0217.Cll.ol.np 
1 

6751696 



Seq. ID OJ000251_46.0217.C11 

Strand + 

End 3214 

Method AAT/NAP 

End 3214 

Score 122 



1..557, 668. .919, 950 .. 1080, '3133 3214 

(AC018908) hypothetical protein [Arabidopsis thaliana] 



Seq. No. 33424 

.Gene No. * 69310 * 

Start '. 1. . 

Name OJ000251_4 6 . 0217 . Cll . ol . gs 

Start 158 

GI none 

Exons 158. .210, 328. .727, 810. .1166 



Seq. ID OJ000251_46,0217.C11 

•Strand +'.."" 

End 3214 

Method GENSCAN 

End 1166 

Score .81 



Seq. No. 33424 

Gene No. 69311 

Start 7440 

Name OJ000251_4 6 . 0217 . Cll . o3 . gs 

Start 7440 

CI nune 

Exons 7440. .7591, 7952. .8145 



Seq. ID OJ000251_46.0217.C11 

Strand + 

End 8145 

Method GENSCAN 

End 8145 

Score .59 



33517 




Jdy i IN (J ■ 


^4 94 




Q&n Tn 

OCLj i X u 


Pi.THfiOOSI 46 D917 n 1 


Gene No. 


69312 




Strand 




Start 


51 




End 


1226 


LN dllLC 




.np 


Method 


AAT /NA P 
r\r\ 1 / LNrvxr 


O Lai t 


SI ~ 




End 


199 6 


\3 X 


6ft 1 SI HQ 

UOl 




Score 




t? v" (^i Tl Q 


SI 1996 








Ol LVCJ O O J L • 


\nc iUOl j ll_y|JkJ L.11C l — LL-ClJL 


protein [Oryza 


s3l i va J 


o c ^ * in w • 


^4 94 




Seq. ID 


r»,Tnnn9Si 46 H9i7 n 1 


Gene No. 


69313 




Strand 




Start 


1928 




End 


2021 


IN CliLLt; 


OJ000251 46.0217.Cll.o3 


.np 


Method 


AAT /NAP 


O Lai. L 


1928 




End 


2021 


CI T 
ul 


4680183 




Score 


108 




1928. .2021 








O X L/COL>J LU ■ 


(AF111709) gag-pol protein 


[Oryza sativa subsp. indica] 


ij C • Vi\J • 


33424 




Seq. ID 


OJ000251 46.0217.C11 


Gene No. 


69314 




Strand 


- 


Start 


2741 




End 


6680 


Najxte . .* _ 


n,innn9si 46 0917 pi i n4 


np. 


. _. _ Method 




. O L. d.I. L. i.„,- 


-.-■-2.7,4 .l". r^T-------^- V. 




.... -Endl 


. '5.1 ml ISZl^'l- -^-11.^1 


fit ■ • - 


4-680341-' - ■ - - 




Score 


630 - . ■ - 




2741. .2808, 5042. .5109, 


5408. .5789, 58 


48. .5931, 5957. .6110 


K3 A. Lyt-OLyi. X £J • 


(AF128457) hypothetical 


protein [Oryza 


sativa subsp. indica 


OC\j« LNU • 


33424 




Seq. ID 


OJ000251_4 6. 0217 .Cll 




69314 




Strand 




Start 


2741 




End 


DDOU 


Name 


OJ000251 46.0217.Cll.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


5119 




End 


6680 


X 


none 




Score 


52 




5119. .5178, 5129. .5191, 


52S 


4... 5349, 52 


85. .5350, 5285. .5374, 




5286.. 5375, 5292.. 5363, 


5405. .5518, 54 


21. .5519, 5456. .5521, 




6621. . 6680 








OCLj • IN L* . 


33425 




Seq. ID 


OJ000251_46.0217.C12 


Gene No. 


69315 




Strand 


+ 


Start 


46 




End 


3429 


Name 


. OJ000251 46.0217.C12.ol. 


np. 


Method 


AAT /NAP 


O l_ a. X L- 


46 




. End 


2558 


GI 


6742729 ' * ; 




Score. 


. 2843 " - . 




46.. .552, 1105. .2558 








PIT Hp^rri n 


(AF121139) RIM2 protein 


[Oryza sativa] 




Seq. No. 


33425 




Seq. ID 


OJ000251_46.0217.C12 


Gene No . 


69315 




Strand 


+ 




46 




End 


3429 


Name 


OJ000251 46.0217.C12.ol. 


gs 


Method 


GENSCAN 




170 




End 


3094 


GI 


none 




Score 


.47 


Exons 


170.. 505, 1121. .1307, 1523. 


.1701, 1804 


..2543, 2562. .3094 


O ^ M~ 


O T> A o C 
~J ~J '-t ^ u 




Seq. ID 


OJ000251_46.0217.C12 


Gene No. 


69315 




Strand 


+ 


Start 


46 




End 


3429 



33518 



Name OJ000251_4 6 . 0217 . C12 . o2 . np Method AAT/NAP 

Start 2080 End 3429 

GI 4734013 Score 166 

Exons 2080.. 2394, 2464.. 2867, 3381.. 3429 

GI Descrip. (AC007112) putative TNPl-like transposon protein [Arabidopsis 
thaliana] 



Seq. No. 33425 

Gene No. 69316 

Start 66 

Name OJ000251_4 6 . 0217 . C12 . ol . gp 

Start 66 

GI 342_1.R1084 

Exons 66.. 542, 1095.. 3329 

GI Descrip. ' 4574406/gb | AAD24042 . 1 | 0.0e+00 (AF121139) RIM2 protein [Oryza 
sativa] 1 



Seq. ID OJ000251_46.0217.C12 
Strand 

End 3329 

Method AAT/GAP 

End 3329 

Score 4254 



Seq. No. 
Gene No. 
Start 
Name 
..Start v. . 

Exons- '-■ 



33425 
69316 
66 

OJ000251_46.0217.C12.o2.tc 

7.3 " „,„.,, . 



Seq. ID OJ000251_46.0217.C12 
Strand 

End ' 3329 

Method TBLASTX: Cress 

r End„ ___„ 367 , , 



-none 



_ ,S.co.r.e..._ _„ „ 7 2. n _._, 



73.. 213, 212.. 367,- 220.. 363- 



Seq. No. 33425 

Gene No. 69316 

Start 66 

Name OJ000251_4 6.0217. C12 . o2 . tw 

Start 153 

GI none 
Exons 



Seq. ID OJ000251_46.0217.C12 
Strand 

End 3329 

Method TBLASTX : Wheat 

End 1176 

Score 4 9 



153. .302, 166. .234, 187. .309, 212. .313, 317. .415, 322. .411, 
395.-547, 415. .552, 418. .546, 1078. .1176, 1085. .1171 



Seq. No. 33425 

Gene No. 69316 

Start 66 

Name OJ000251_4 6'. 0217 . C12 . o2 . tm 

Start 208 

GI none 
Exons 



Seq. ID OJ000251_46.0217.C12 
Strand 

End 3329 

Method TBLASTX : Maize 

End 1210 

Score 238 



208. .453, 209. .454, 209. .454, 464. .562, 1085... 1210 



Seq. No. 33425 

Gene No.' • 69316 

Start 66 ' 

Name OJ000251_4 6 . 0217 . C12 . o3 . tm 

Start 567 

GI none 

Exons 567.. 836 



Seq.. ID OJ00025.1_46.0217.C12" 

Strand - 

End - 3329 

Method TBLASTX : Maize 

End 836 

Score 196 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



33425 
69316 
66 

OJ000251_4 6.0217.C12.o3.tw 

1 O i r 
i JU 

none 



Seq. ID OJ000251_46.0217.C12 
Strand 

End 3329 

Method TBLASTX : Wheat 

hind 1719 

Score 87 



1315. .1365, 1316. .1378, 1364. .1426, 1408. .1605, 1410. .1565, 



33519 



1420. .1629, 1638. .1718, 1639. .1719 



Seq. No. 33425 Seq. ID 

Gene No. 69316 Strand 

Start 66 End 

Name OJ000251_4 6 . 0217 . C12 . ol . tw Method 

Start 1720 End 

GI none Score 
Exons 



OJ000251_46.0217.C12 
3329 

TBLASTX: Wheat 

3042 

538 



1720. .1905, 1725. .2627, 1726. .2151, 2024. .2170, 2200. .2643, 

2637. .2678, 2637. .2681, 2638. .2682, 2685. .2780, 2689. .2748, 

2727. .2867, 2728.-2856, 2758. .2874, 2796. .2876, 2880. .2918, 

2881. .2961, 2950. .3042, 2954. .3025, 2976. .3041 



Seq. No. 33425 

Gene No. 69316 

Start 66 

Name OJ000251_4 6.0217. C12 . ol . tm 

Start 1768 

GI none 

Exons 1768.. 2082, 1779 



Seq. ID 
Strand 
End 

Method 
End 
Score 
2054, 1852. .2082 



OJ000251_4 6. 0217.C12 
3329 

TBLASTX: Maize 

2082 

288 



■ Seq,.. No . .„...„ ... 33.4 25_ . ,^ „. s ^ - ^ ; - r ^.,~. ^ .Seq..., ,ID .^0^000251^16 ..02.17 . _12_ . 

..Gene^.N.o.„.„^_63.3i6 __S.tr.and_^ . . 

Start 66 " - • End - 3329 - -- -- 

Name OJ000251_4 6 . 0217 . C12 . ol . tc Method TBLASTX : Cress ' 

Start 2013 End 2462 

GI none Score 183 

Exons 2013. .2462, 2017. .2151, 2051. .2170, 2200. .2460 



Seq. No. 


33426 


Seq. ID 


OJ000251_46.0217 


.C13 


Gene No. 


69317 


Strand 


+ 




Start 


8478 


End 


20257 




Name 


OJ000251 46.0217.C13.ol.np 


Method 


AAT/NAP 




Start 


8165 


End 


20257 




GI 


2586082 


Score 


4265 




Exons 


8165.. 10489, 11369. .11406, 


14908. .14959, 15217 .. 1674 4 , 






19863. .20257 








GI Descrip. 


(U72725) retrofit [Oryza longistaminata] 




Seq. No. 


33426 


Seq. ID 


OJ000251_46.0217 


.C13 


Gene No. 


69317 


Strand 


+ 




Start 


8478" 


End 


20257 




Name - , 


' OJ000251 46. 02-17. C13.o4.gs 


* Method . 


GENSCAN 




Start 


. 8478 


. End' 


12518 




GI 


none 


Score 


. 4 




Exons 


8478. .9419, 12366. .12518 








Seq. No. 


33426 


Seq. ID 


OJ000251_46.0217 


.C13 


Gene No. 


69317 


Strand 


+ . } 




Start 


8478 


End 


20257 




Name 


OJ000251 46.0217 .C13.o2.gp 


Method 


AAT/GAP 




Start 


10790 


End 


11357 




GI 


4879016 


Score 


859 




Exons 


10790. . 11357 








t r-\ _ -- 


6041757 /gb i AuOlISOb. i j ACU11B06 0. 0e+00 


Genomic Sequence 


For 



Oryza sativa Clone 10P20, Lemont Strain, Complete Sequence, 
complete sequence 
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Seq. No. 


33426 




Seq. ID 


OJ000251_ 


46.0217 


.C13 


Gene No . 


69317 




Strand 


+ 






Start 


8478 




End 


20257 






Name 


OJ000251 46.0217 C13 


06 . gs 


- Method 


GENSCAN 






Start 


15286 ~ 


End 


18040 






GI 


none 




Score 


.68 






Exons 


15286. . 16396, 16427 . . 


16494, 


17689. . 17922, 17972. 


.18040 




Seq. No. 


33426 




Seq. ID 


OJ000251_ 


46.0217 


.C13 


Gene No. 


69317 




Strand 


+ 






Start 


8478 




End 


20257 






Name 


OJ000251 46.0217.C13. 


o4 . gp 


Method 


AAT/GAP 






Start 


17883 




End 


18612 






GI 


101153 1.R1084 




Score 


423 






Exons 


17883. . 17930, 18389.. 


18612 










GI Descrip. 


, 5852170/emb| AL1172 65 


. 1 I0ST1 


7804 l.Oe- 


115 Oryza 


sativa 





indica (GLA4 ) genomic DNA, chromosome 4, BAC clone : t 17804 ' 



Seq. No. 33426 Seq. ID 

Gene No. 69317- Strand 

.Start,.., ...... , r . v ....... 84 78 : . . c ___ _ ...^ ^ ^,_ n .End^ „ ■__ 

..Name,^.«. r ^0J0Aq251^Xs.. 0.213 Jci3 ...o.5_gp_ _.,..Met hod _ 

Start 19605 - - . •■■ ■ • - - End - ' 

GI 61605_3.R1084 Score 

Exons 19605. . 19856, 19924.. 19952 

GI Descrip. 1 1402920/emb | CAA66965 | 2.0e-20 (X98321) peroxidase [Arabidopsis 
thaliana] 1 



OJ000251_46.0217.C13 
+ 

,,202 57^__^ ^ 

..AAT/GAP^. [ ll^jZZ 

•19952- ■ — .■ 

432 



Seq. No. 33426 Seq. ID 

Gene No. 69318 Strand 

Start 24071 End 

Name OJ000251_4 6 . 0217 . C13 . 06 . gp Method 

Start 24071 End 

GI LIB3477-003-P1-K1-E9 Score 

Exons 24071. .24147 

GI Descrip. ' 24 9858 6/sp | Q40638 | MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] 1 



OJ000251_46.0217.C13 
+ 

24147 
AAT/GAP 
24147 
115 



Seq. No. 33426 

Gene No. . 69319 • - 

Start - 5050 • , " • 

Name * ' ' OJ000251_46 . 0217 .C13 . o2 . gs 

Start 5050 

GI none 

Exons 5050.. 5107, 5416.. 5598, 5953. 



Seq. ID OJ000251_46.0217.C13 
Strand" 

End •' ■ 6209 

Method . GENSCAN 

End 6209 

Score .71 
.6209 



Seq. No. 33426 

Gene No. 69320 

Start 7305 

Name OJ000251_4 6 . 0217 . C13 . o3 . gs 

Start 7305 

GI none 

Exons 7305.. 7495, 7503.. 7755 



Seq. .jID OJ000251_46.0217 .C13 
Strand 

End 7755 

Method GENSCAN 

End 7755 

Score .45 



Seq. No. 



33426 



Seq. ID OJ000251_46.0217.C13 



33521 






69321 


Strand 




Start 


12118 


End 


12499 


Name 


OJ000251 46.0217.C13.o3.gp 


Method 


AAT/GAP 


Start 


12118 


End 


12499 


O J. 


uC-osflcyp033a04bl 


Score 




Cj A \J 1 1 0 


12118. .12499 








1 601684 5/dbj | AP000570 . 1 | AP000570 3.0e- 


*j z> vi y oaLiva y t; 1 1 will J. 




DNA, chromosome 1, clone : P0711E10 1 


Seq. No. 


33426 


Seq. ID 


OJ000251_46.0217.C13 


Gene No. 


69322 


Strand 




Start 


13367 


End 


13946 


Name 


OJ000251 46.0217.C13.o5.gs 


Method 


GENSCAN 


Start 


13367 


End 


13946 




none 


Score 


.56 


Exons 


13367. .13481, 13574 . . 13713 , 


13755. . 13946 


Seq . No . 


33426 


Seq. ID 


OJ000251_46.0217.C13 


Gene No. 


69323 


Strand 




Start 


18360 


End 


21385 


Name 


OJ000251 46.0217.C13.o7.gs 


Method 


GENSCAN 


Start 


^18360^ ..^_,.^^^^,^^,._,.;^,, r ,^ 




.2.1.3.85 


QJ 


..none „ „ , 


, .Score 






18360. .184 85, * 18 964"; -. 18998, - 


19544. .19661, 2094 6 .-. 2108 9,- 




21239. .21385 






Q fury Mo 


33426 


Seq. ID 


OJ000251_46.0217.C13 


Gene No. 


69324 


Strand 




Start 


23328 


End 


25973 


Name 


OJ000251 46.0217.C13.o2.np 


Method 


AAT/NAP 


Start 


23328 


End 


25799 


GI 


6056422 


Score 


536 


J— I AUl 1 O 


23328. .24022, 25553.. 25799 






GT Dp qrri n 


(AC009525) Similar to pectinesterases 


[Arabidopsis thaliana] 


Seq. No. 


33426 


Seq. ID 


OJ000251_46.0217.C13 


Gene No. 


69324 


Strand 




Start 


23328 • 


End 


25973 < 


Name 


OJ000251 46.0217.C13.o8.gs 


Method 


GENSCAN 


Start 


23328 


End 


25973 


GI 


none 


Score 


. 66 


Rvnnq 

J—J *\ —J 1 1 O 


23328 . .24022, 25553 .. 25973 . 






Seq. No. 


33426 


" Seq. ID 


OJ000251_46, 0217 .C13 


Gene No. 


69325 


Strand 




Start 


27075 


End 


27547 


Name 


OJ000251 46.0217.C13.o4.tw 


Method 


TBLASTX: Wheat 


Start 


2023 


End 


2424 


GI 


none 


Score 


201 


F! v o n 


2023. .2259, 2023. .2166, 2124 


..2267, 2319.. 2423, 2329.. 2424 


Seq. No. 


33426 


Seq. ID 


OJ000251_46.0217.C13 


Gene No. 


69325 


Strand 




Start 


27075 


End ■ 


27547 


Ndine 


OJ00025I 46.U2l7.C13.o4 .tc 


Method 


TBLASTX: Cress 


Start 


8226 


End 


8732 


GI 


none 


Score 


87 



33522 



Exons 



8226.. 8342, 8322.. 8732 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 
.Name ^.,.„ ■_ 
„s£ar;ti.L_ 
-GI- - 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No, 
Gene No. 
Start 
Name 
Start. 
GI " 
Exons ' 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 

r> j 

Name 
Start 



33426 
69325 
27075 

OJ000251_46. 

8232 

none 

8232. .8327, 

33426 
69325 
27075 

OJ000251_46. 

8493 

none 

8493. .8843 

33426 
69325 
27075 
. OJ0 00.251^4.6 

..ao±2__™..._„ 

- none 
9012. .9080, 
9255. .9356 

33426 
69325 
27075 

OJ000251_46. 

9098 

none 

9098. .9337, 
9316. . 9444 

33426 
69325 
27075 

OJ000251_46. 
9525 
none 

9525. .96*05, 

33426 
69325 
27075 

OJ000251_46. 
9949 
none 

9949. .10035, 

33426 
69325 
27075 

OJ000251_46. 
9952 



0217.C13.o3.tm 



Seq. ID OJ000251_46. 0217 .C13 
Strand 

End 27547 

Method TBLASTX : Maize 

End 867 8 

Score 103 
8249. .8323, 8382. .8678, 8393. .8509, 8568. .8678 



Seq. ID OJ000251_46.0217.C13 
Strand 

End 27547 

Method TBLASTX : Wheat 

End 8843 

Score 226 



0217.C13.o7.tw 



.,02 17. ..CI 3. .o7 . tin. 



9017.. 9055, 9114. 



0217.C13.o2.tw 



Seq. ID OJ000251_46.0217.C13 
Strand 

End 27547 • - 

..Me.th.o.d,._- TBLAST.X.:.Malze. 
indv-^.. 9.25.^ 

Score -80 •' - ~ * - * ■ 

.9191, 9114. .9167, 9251. .9355, 



Seq. ID OJ000251_46.0217.C13 
Strand 

End 27547 

Method TBLASTX : Wheat 

End 9444 

Score 96 



9098. .9424, 9099. .9428, 9111. .9425, 9298. .9435, 



0217.C13.o5.ts 
9633.. 9743, .9759. 

0217.C13.o5.tm 
10057. .10371 

0217.C13.o2.tc 



Seq. ID OJ000251_46.0217.C13 
Strand 

27547 

TBLASTX: Soybean 
9938 
77 ■ 



End 

Method 
End 
Score 
.9938 ' 



Seq. ID OJ000251_46.0217.C13 
Strand 

End 27547 ■ 

Method TBLASTX : Maize 

End 10371 

Score 59 



Seq. ID OJ000251__46.0217.C13 
Strand 

End 27547 

Method TBLASTX : Cress 

End 10401 



33523 



GI none Score 312 

Exons 9952.. 10401 



Seq. No. 33426 Seq. ID 

Gene No. 69325 Strand 

Start 27075 End 

Name OJ000251_4 6.0217 . C13 . o4 . ts Method 

Start 9964 End 

GI none Score 

Exons 9964.. 10380 



OJ000251_46.0217.C13 
27547 

TBLASTX: Soybean . 

10380 

238 



Seq. No. 


33426 




Seq. ID 


OJ000251_46.0217 




69325 




Strand 




OLdl L 


27075 




End 


27547 


IN CL1LLG 


OJ000251 46.0217.C13 


. o5 . tw 


Method 


TBLASTX: Wheat 


OLdI L 


10054 




End 


10401 


(IT 


none 




Score 


259 




10054 .. 10401, 10269. 


. 10397 






Seq. No. 


33426 




Seq. ID 


OJ000251_46.0217 


VjJtil 1C IN U . 


69325 




Strand 






. ,27075..: .... 




... ,, End., wr ^„ ; 


J754J^_. %: ,^_. ; OT 


,Name ...^ — ., — . — , — . 


...JD.J.Q 0,0.2 5.1-^46^021 7. ..CI 3L..o ; 2..±,s ... 


Methods 


.TBLASTX .: JS o_y.be an,.., 


OLal L 


1560-7----- ----- - : 




End - -- 


1 6-1-13 ~ — ■ - 




5509260 




Score 


336 


LAUilo 


15607. .16050,. 15732. 


. 15887, 


15933. .1604 6, 16051. .16113, 




16056. .16112 








GI Descrip. 










Seq. No. 


33426 




Seq. ID 


OJ000251_46.0217 


Gene No. 


69325 




Strand 




Start 


27075 




End 


27547 


Name 


OJ000251 46.0217.C13 


.08. tm 


Method 


TBLASTX: Maize 


Start 


15646 




End 


15903 


GI 


none 




Score 


202 


Exons 


15646. .15903, 15654. 


.15863 






Seq. No. 


33426 




Seq. ID 


OJ000251_46.0217 


Gene No. 


69325 




Strand 




Start 


27075 




End 


27547 


Name 


OJ000251 46.0217.C13 


. o3 . tc 


Method 


TBLASTX: Cress 


Start 


15732 




End 


15993 


GI ' 


none 




Score 


305 


Exons 


15732. .15992, 15733. 


.15993 







Seq. No. 33426 

Gene No. 69325 

Start 27075 

Name OJ000251_4 6 . 0217 . C13 . o3 . tw 

Start 15775 

GI none 

Exons 15775. . 16050, 157 92 .. 16037 , 
16168. .16191 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000251_46.0217.C13 
27547 

TBLASTX: Wheat 

16290 

235 



16051. . 16122, 16114. .16290, 



LN U . 

Gene No. 
Start 



69325 
27075 



• Seq. ID 
Strand 
End 



OJ000251 46.0217.C13 



27547 



33524 



Name 

Start 

GI 

Exons 



OJ000251_4 6 . 0217 .C13 . o2 . tm Method TBLASTX : Maize 

15907 End 16356 

none Score 142 

15907. .16050, 15930. . 16037, 16038 .. 16223, 16051. .16356 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



33426 
69325 
27075 

OJ000251_4 6.0217.C13.ol.tw 

16291 

none 



Seq. ID OJ000251_46.0217.C13 
Strand 

End 27547 

Method TBLASTX : Wheat 

End 16731 

Score 328 



16291. . 16593, 16291 .. 16572 , 16296 .. 1 6577 , 16594 . 1 6731 , 
16644. .16730 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

..Seq .__.No.. 
■ Gene ■ No-. 

Start 

Name 

Start 

GI 

Exons 



33426 
69325 
27075 ■ 

OJ000251__4 6.0217.C13.o6.tm 

16423 

none 



Seq. ID OJ000251_46.0217.C13 
Strand 
End 

Method 
End 
Score 



27547 

TBLASTX: Maize 

16659 

218 



16423. .16593, 1 64 28 16580, 1 642 9 165 93, 1 65 94 . . 1 6659- 



,3.3.4.2,6^. -..-^ 

•6932-5 '-- '- '- - 

27075 

OJ000251_4 6.0217.C13.o3.ts 
16492 
none 

16492. . 16593, 1 64 95 .. 16593, 16594 
19859. .20056, 198 64 .. 19983, 20060 



. Se^;;ia_ojo.Q025i^ 

-Strand ' - *—■:-" --^i- - 

27547 

TBLASTX : Soybean 
20206 
113 

16746, 16689. .16745, 
20206, 20068.. 20100 



End 

Method 
End 
Score 



Seq. No. 33426 

Gene No. 69325 

Start 27075 

Name OJ000251_4 6 . 0217 . C13 . o4 . tm 

Start 16662 

GI none 

Exons 16662. . 16709, 1 6662 .. 16739, 
19916. .20059, 20060.. 20200 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000251_46.0217.C13 
27547 

TBLASTX: Maize 

20200 

69 



16663. .1674 3, 19859-. .19909, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



33426 . , 

69325 

27075 • 

OJ0002.51_4 6.0217.C13..ol.ts 

23358 

none 



Seq. ID OJ000251_46.0217.C13 
Strand 

End . 27547 ■ * 

Method TBLASTX: Soybean 

End 24005 

Score 67 



23358. .23507, 23362 .. 234 90, 23538 .. 23654 , 23542 .. 23637 , 
23658. .24005, 23662 .. 23736, 23788 .. 23859, 23944. .24003 



Seq. No. 33426 

Gene No. 69325 

Start 27075 

Name OJ000251_4 6 . 0217 . C13 . ol . tm 

Start 23359 

GI none 

Exons 23359. .23484, 23364 .. 23510, 23541 
23650. .23886, 23670 24023, 23674 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000251 46.0217.C13 



27547 

TBLASTX: Maize 
24023 • 
67 

23642, 23614 . .23640, 
23886, 23895.. 23978 



33525 



Seq. No. 33426 Seq. ID 

Gene No. 69325 Strand 

Start 27075 End 

Name OJ000251_4 6 . 0217 . C13 . ol . tc Method 

Start 23364 End 

GI none Score 
Exons 



OJ000251_46.0217.C13 
27547 

TBLASTX: Cress 

25802 

73 



23364. .23429, 23415 .. 23507, 2354 1 .. 23636, 23542 .. 23637 , 
23665. .23832, 23667 .. 24023, 23875 .. 24024 , 25551 .. 25655, 
25719. .25802 



Seq. No. 33426 

Gene No. 69325 

Start 27075 

Name OJ000251_4 6 . 0217 . C13 . 06 . tw 

Start 23565 

GI none 
Exons 



Seq. ID OJ000251_46.0217.C13 
Strand 

End 27547 

Method TBLASTX : Wheat 

End 23979 

Score 44 



23565. .23642, 23605 23643, 23670 .. 23978 , 2367 4 2388 6, 
23944 . .23979 



Seq. No. 
. Gene _Na. 
. Start 

Name 

Start 

GI 

Exons 



33426 Seq. ID OJ000251_46 . 0217 -. C13 

...6.932.5...... .Strand_. . - „.. ._ 

„2j..67.5-...,-, - . . .\ . ." End, 21547,:. 

OJ000251_46: 0217 rC13;b9.gs : - - -Method GENSCAN - - -' ^ - 

27075 End 27547 

none Score .63 

27075. .27168, 27515. .27547 



Seq. No. 33427 

Gene No. 69326 

Start 128 

Name OJ000251_4 6 . 0217 . C14 . ol . gs 

Start 128 

GI none 

Exons 128. .271 



Seq. ID OJ000251_46.0217.C14 

Strand + 

End 271 

Method GENSCAN 

End 271 

Score . 68 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



33428 
69327 
1 

OJ000251_4 6.0217.C16.ol.np 

1 

5922619 

1. .79',. 135. .234 - '■ ■ \- 
(AP000492) hypothetical' protein [Oryza sativa] 



Seq. ID OJ000251_46.0217.C16 
Strand + 

237 

AAT/NAP 
234 
96 



End 

Method 
End 
Score ■ 



gi| 6016852 I dbj |BAA85195.1 ; 
[Oryza sativa] 

33428 
69327 
1 

OJ000251_4 6.0217.C16.ol.gs 

127 

none 

127. .237 



(AP000570) hypothetical protein 



Seq. ID OJ000251_46.0217.C16 

Strand + 

End 237 

Method GENSCAN 

End 237 

Score .98 



Seq. No. 
Gene No. 



33429 
69328 



Seq. ID OJ000251_46.0217.C19 
Strand + 



33526 



Start 54 End 

Name OJ000251_4 6 . 0217 . CI 9 . ol . gs Method 

Start 54 .End 

GI none Score 

Exons 54.. 345, 494.. 691 

Seq. No. 33430 Seq. ID 

Gene No. 69329 Strand 

Start 264 End 

Name OJ000251_4 6 . 0217 . C22 . ol . gs Method 

Start 264 End 

GI none Score 

Exons 264..548 



691 

GENSCAN 

691 

.78 



OJ000251_4 6. 0217 .C22 
548 

GENSCAN 

548 

.73 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



33431 
69330 
145 

OJ000251 

145 

none 

145. .575 



46.0217.C25.ol.gs 



Seq. ID OJ000251_46.0217.C25 

Strand + 

End 575 

Method GENSCAN 

End 575 

Score .6 



. Seq., ...No... _ ; 

Gene No'. 

Start 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start . 
GI 

Exons 



. S.eq,. . . Z D- ,O.J.0.0.02 J 5,l_4„6,..02.17_j^2.6_ 
" Strand-- + - - ■- ~ " = "~ : ■"•*• — "- - : 

End 659 

Method AAT/NAP 

End 659 

Score 294 



..334 32. „. . ... 

69331 ••-=■ - ----- -' - 

1 

OJ000251_4 6.0217.C2 6.ol.np 
1 

4680341 
1..403, 429. .512, 571. .659 

(AF128457) hypothetical protein [Oryza sativa subsp. indica] 



33432 Seq. ID 

69331 Strand 
1 End 
OJ000251_4 6 . 0217 . C26 . ol . gs Method 
69 End 
none Score 
69.-379, 428. .548 

33433 Seq. ID 

69332 Strand 
■457 ... . * End 
OJ0"00251_46.0217.C27.ol.gs . "Method 
457. . End • 
none Score 
457. .504 



OJ000251_46.0217 .C26 
+ 

659 

GENSCAN 

548 

.82 



OJ000251_46.0217.C27 
504 

GENSCAN- 
504 . 
.93 



Seq. No. 33434 Seq. ID OJ000251_4 6 . 0217 . C28 

Gene No. 69333 Strand 

Start 1 End 633 

Name OJ000251_4 6 . 02 17 . C28 . ol . np Method AAT/NAP 

Start 1 End 633 

GI 6498441 Score 872 

Exons 1 . . 633 

GI Descrip. (APOOOblb) EST C72786 (E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



33527 



Seq. No. 


33434 


Seq. ID 


OJ000251_46.0217 


.C28 


Hpnp Wo 


U J J J J 


o l. x aiivj. 






J Lui L 


1 

X 


RnH 


U J J 




IN G1UC 


OJ000251 46 0217 C28 ol tm 


t - h oH 


x uxirto i £\ . Lid x £. e 




U LCLI L 






317 

J X / 




GI 


none 


Score 


175 




iTvnn 5 ! 


39 317 40 288 








Seq. No. 


33434 


Seq. ID 


OJ000251_46.0217 


.C28 




69333 


c: +- rand 






Start 




End 


633 

u J J 




Name 


OJ0002H1 46 0217 C?8 nl tw 


Mpf h oH 


± O J_lx^O X/\ ■ VV i 1 C CI L, 




Start 


42 _ 


End 


419 




GI 


none 


Score 


109 




<L-J WO 


42 419, 103 261. 126 305 








Seq. No. 


33434 


Seq. ID 


OJ000251_46.0217 


.C28 


VjCIJC liU • 


69333 


^t rsnd 

OCX CI 1 1 H 






o u a x l. 


i 


RnH 

Ej 1 l\Ji 


U J ~J 




Ma TTI^ 
Ln CllUC 


D.T0002ST 46 0217 P28 ol rr^ 


lit. l_ Li 


ODLNu ^/ALN 




.Start 


22 6 ~. _ 


RnH 


4 8 S 






n on ^ 


O.OL/X C 








-1 -2~6 " 4 8 : S — • - -""-» --- - 

IlU t . 1 U J 






. . . 


Seq. No. 


33435 


Seq. ID 


OJ000251_46.0217 


.C31 


Gene No. 


69334 


Strand 


+ 




J Lai l 


\ 


End 


136 




Name 


O.TOOO^SI 46 0917 P^1 o1 nn 


Method 


AAT/NAP 




Start 




End 


136 




GI 


4 68020 ^ 


Score 


95 




R v o n ^ 


1 . .136 








f^T Dp Qfr "i ti 


(API 141 71} TNP2-1 i k-p nmfpin 


[Sorghum bicolor] 




Seq. No. 


33435 


Seq. ID 


OJ000251_46.0217 


.C31 




69335 


Strand 


+ 




Start 


8 5 


End 


174 




Name 


OJ0002S1 46 0217 f31 ol ac: 


Method 


GEN SCAN 




Start 


fi 5 _ 


End 


174 




GI 


n on p> 


Score 


.96 




R von 


8 S 17 4 








Spa No 


33435 ' 


■Seq. ID ■ 


OJ000251_46. 0217 


.C31 


Gene No. 


69336 


Strand 






Start 


1 


End 


237 




Name 


OJ000251 46.0217.C31.ol.gp 


Method 


AAT/GAP 




Start 


1 


End 


237 




GI 


LIB3431-028-P1-N1-A10 


Score 


312 




I_j A. l^J 1 1 O 


1..122, 167. .237 








T Oq C! /"< v* n 

ox Ucoti * 


, 4680203/gb|AAD27566.1|AF114171 7 3.0e 


-33 (AF114171) TNP2-like 




protein [Sorghum bicolor] ' 








Seq. No. 


33436 


Seq. ID 


OJ000251_46.0217 


.C33 


Gene No. 


69337 


Strand 






3 Lart 


1 


End 


570 




Name 


OJ000251 46.0217.C33.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


570 





33528 



GI 5042447 Score 531 

Exons 1..570 

GI Descrip. (AC007789) putative polyprotein [Oryza sativa] 



Seq. No. 33436 

Gene No. 69337 

Start 1 

Name OJ000251_4 6 . 0217 . C33 . ol . tm 

Start ' 65 

GI none 

Exons 65.. 205, 67.. 303 



Seq. ID OJ000251_46.0217.C33 
Strand 

End 570 

Method TBLASTX : Mai ze 

End 303 

Score 123 



Seq. No. 33436 

Gene No. 69337 

Start 1 

Name OJ000251_4 6 . 0217 . C33 . ol . tw 

Start 65 

GI none 

Exons 65.. 211, 67.. 315 



Seq. ID OJ000251_46.0217.C33 

Strand 

End 570 

Method TBLASTX : Wheat 

End 315 

Score 119 



Seq. No. 33436 

Gene ; No... r;r .. T: ... 69337, . ........ ^ . r . 

. S.tart._ _* -v. 1— - 

'-Name'-" : - OJ00"0251~_4 6 . 021?".-C3-3-. ol-; gs ' 

Start 106 
GI none 
Exons 106. . 345 



Seq. ID OJ000251_46.0217.C33 
Strand. __-_.„„„.. i __,___ 
.End; :Z.-SJ5l61^S~^^-l~y"" ' 



Method - : GENS CAN 
End 345 
Score .69 



Seq. No. 33437 

Gene No. 69338 

Start 1 

Name OJ000251_4 6.0217. C34 . ol . np 

Start 1 

GI 5852182 

Exons 1..311, 725.. 836 

GI Descrip. (AL117265) zhb0012.1 [Oryza sativa] 



Seq. ID OJ000251_46.0217.C34 
Strand 

End 836 

Method AAT/NAP 

End 836 

Score 350 



Seq. No. 33438 

Gene No. 69339 

Start 1 

Name OJ000251_4 6 . 0217 . C36 . ol . np 

Start ■ 1 

GI -322873 ■ 

Exons 1 . . 138, 623. . 650 

GI Descrip. hypothetical protein 2 - maize transposon En-1 
gi I 225006 | prf | | 1206239B ORF 2 [Zea mays] 



Seq. ID OJ000251_46.0217.C36 
Strand 

End 650 

Method AAT/NAP 

End . 650 % 

Score 69 * . ■ " 



Seq. No. 33439 

Gene No. 69340 

Start 159 

Name OJ000251_4 6 . 0217 . C37 . ol . np 

Start 159 

GI 6815099 

Exons 159. .264 

GI Descrip.- ( AP0OI08 I ) hypothetical protein [Oryza sativa] 



Seq. ID OJ000251_46.0217.C37 

Strand + 

End 264 

Method AAT/NAP 

End 2 64 

Score 70 



Seq. No. 



33440 



Seq. ID OJ000251_46.0217.C38 



33529 




Gene No. 


69341 


Strand 


+ 




Start 


1 


End 


667 




Name 


OJ000251 46.0217.C38.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


667 




GI 


5922620 


Score 


285 




Exons 


1..351, 399.. 667 








GI Descrip. 


(AP000492) EST D15357 (C0514 ) 


corresponds to a region of 


the 




predicted gene.; hypothetical protein 


[Oryza sativa] 






gi|6016853|dbj IBAA85196.il ( 


AP000570) 


EST D15357 (C0514) 






corresponds to a region of the predicted gene.; hypothetical 




[JIULclIl LWXy^eL ocALJLVclJ 








Sea. No. 


33441 


Seq. ID 


OJ000251 46.0217 


.C39 


Gene No. 


69342 


Strand 


+ 




Start 


I 


End 


675 




Name 


uuuuvz ji fio.uzj. / . uj". oi . np 


Method 


AAT/NAP 




Start 


1 ~~ 

-L 


End 


675 




GI 


JO J^lOv 


Score 


225 




Exons 


1 R 4 4 9 S 67 S 








GI Descrip. 


\ r\±j± -L / ZDJ J ZI1DUU UiU . ±. [uryzd 


sativa] 






Seq . .No 


.3,3.44 2 f .. , 


-^--Seq ,,. JD, 


. -OJ.O 00 2 51 s . 4 6 ... 021.7._C4 1 _ 


..Gene. ; No ..._^, rT .„ 


_693_4 3 ™., « „ _ 1 


™ Strand 


.„-t 




Start"' ; " T 


1 


: ' End ' 


- 1095*' ■• ~ " 




Name 


0.10009^1 46 0917 P41 n>T nn 


Method 


AAT/NAP 




Start 


i ~~ 
j. 


End 


1095 




GI 


4 680203 


Score 


709 




Exons 










GI Descrip. 


(AF114171) TNP2-like protein 


[Sorghum bicolor] 




Seq. No. 


33442 


Seq. ID 


OJ000251 46.0217 


C41 


Gene No. 


69343 


Strand 


+ 




Start 


1 


End 


1095 




Name 


OJ000251 46.0217.C41.ol.gs 


Method 


GENSCAN 




Start 


549 


End 


1091 




GI 


none 


Score 


.48 




Exons 


549. .819, 859. .1091 








Seq. No. 


334.42 


Seq. ID 


OJ000251_46.0217. 


C41 


Gene No. 


69343 


Strand 


+ 




Start 


1 


End 


1095 




Name 


OJ000251 46.0217.C41.ol.tw 


Method 


TBLASTX: Wheat 




Start 


'666 : * . 


•' End 


1062 




GI- . 


none 


Score 


101 




Exons 


666. .818, 801. .1052, 802. .1044, 809. .1051, 820. .1062 




Seq. No. 


33442 


Seq. ID 


OJ000251__46.0217. 


C41 


Gene No. 


69343 


Strand 


+ 




Start 


1 


End 


1095 




Name 


OJ000251 46.0217.C41.ol. ts 


Method 


TBLASTX: Soybean 




Start 


834 


End 


1052 




GI 


none 


Score 


216 




Exons 


834.. 1052, 842.. 1048 








Seq. No. 


334 4 3 


Seq. ID 


OJ000251_46.0217. 


C45 


Gene No. 


69344 


Strand 


+ 




Start 


67 


End 


515 





33530 



Name 

Start 

GI 

Exons 



OJ000251_4 6 . 0217 . C4 5 . ol . gs Method GENSCAN 

67 End 515 

none Score .42 
67. .301," 445. .515 



Seq. No. 33444 Seq. ID 

Gene No. 69345 Strand 

Start 81 End 

Name OJ000251_4 6 . 0217 . C4 7 . ol . tc Method 

Start 2 End 

GI none Score 

Exons 2. .121, 3. .119 



OJ000251_4 6. 0217.C47 
+ 

527 

TBLASTX: Cress 

121 

178 



Seq. No. 33444 Seq. ID 

Gene No. 69345 Strand 

Start 81 End 

Name OJ000251_4 6. 0217 .C47 . ol . gs Method 

Start 81 End 

GI none Score 

Exons 81.. 404 



OJ000251_46.0217.C47 
+ 

527 

GENSCAN 
404 
. 61 



Seq._ No,.,,.. 
jG£n.e.-JWa.~-— . 
Start ' : 
Name 
Start 
GI 

Exons 

GI Descrip. 



.334.44. 
J833A5- 
81- 



.,. ,Seq. v ..ID.. 
-.^atrani^ 
End - " ' ' - 



: ,Q JO 00.2.51^ 
1 1 __JZ 



-4.6...0217....C.4.7.„ 



OJ000251_4 6.0217 .C4 7 .ol .np Method 
81 End 
5103193 Score 
81. .527 

(AP000342) transposase of TnlO [Plasmid R100] 
gi | 5738084 | gb | AAD50242 . 1 |AF162223_1 (AF1 62223) 
transposase [Shigella flexneri] 



527 ■ 
AAT/NAP 
527 
783 



ISlO-left 



Seq. No. 


33445 




Seq. ID 


OJ000251_ 


_4 6 


.0217 


.C49 


Gene No. 


69346 




Strand 


+ 








Start 


1 




End 


1117 








Name 


OJ000251 46.0217.C49.ol. 


np 


Method 


AAT/NAP 








Start 


1 




End 


1117 








GI 


6907089 




Score 


1382 ■ 








Exons 


1. .655, 750. .1117 ' 














GI Descrip. 


(AP001129) hypothetical 


protein [Oryza 


sativa] 








Seq: No. 


33445 




Seq. ID 


OJ000251_ 


_4 6, 


0217 


._C4 9 


Gene No. 


■69346 * 




Strand . 


+ 








Start 


' 1 




End 


1117 








Name 


OJ000251 46.0217.C49.ol. 


gs 


Method 


GENSCAN 








Start 


39 




End 


891 








GI 


none 




Score 


. 98 








Exons 


39. .655, 750. .891 














Seq. No. 


33446 




Seq. ID 


OJ000251_ 


_4 6. 


0217 


.C52 


Gene No. 


69347 




Strand 


+ 








Start 


1 




End 


427 








Name 


OJ000251 46.0217.C52.ol. 


np 


Method 


AAT/NAP 








Start 


1 




End 


427 








r* t 

\j J. 


^, JO DUOZ 




Score 


273 








Exons 


1. .427 














GI Descrip. 


(U72725) retrofit [Oryza 


longistaminata] 









33531 



Seq. No. 


33446 


Seq. ID 


Gene No . 


69347 


Strand 


Start 


1 


End 


Name 


OJ000251 46. 0217 .C52 .ol . gs 


Met hod 


Start 


52 ~ 


End 


GI 


none 


Score 


Exons 


52 . . 223 




Seq. No. 


33446 


Seq. ID 


Gene No. 


69347 


Strand 


Start 


1 


End 


Name 


OJ000251 46. 0217 .C52 .ol . tm 


Me t hod 


Start 


68 ~ 


End 


GI 


none 


Score 


Exons 


oo . . iyu, oy.-iyi, iyz..^4, 


19 / . . 223 


Seq. No. 


33447 


Seq. ID 


Gene No. 


69348 


Strand 


Start 


299 


End 


Name 


OJ000251 46 0217 C53 ol as 




.Start.-.-.. 


_ 299....... _~ . . „ ff 


..„ .End 


GX 


nnnp 


Scor© 


Exons 


2 99.' . 419 " ■ " 




Seq. No. 


33448 


Seq. ID 


Gene No. 


69349 


Strand 


Start 


1 


End 


Name 


OJ000251 46.0217.C54.ol.np 


Method 


Start 


1 


End 


GI 


5042454 


Score 


Exons 


1..96, 331. .384 




GI Descrip. 


(AC007789) putative polyprotein [Oryza 


Seq. No. 


33448 


Seq. ID 


Gene No . 


69350 


Strand 


Start 


331 


End 


Name 


OJ000251 46.0217:C54.ol.gs 


Method 


Start 


331 


End 


GI 


none 


Score 


Exons 


331. .501, 575. .640 




Seq. No; . 


33449 ' ' 


Seq. ID 


Gene No. 


69351 


Strand 


Start 


31 


End 


Name 


OJ000251 41.0216.Cl.o2.tw 


Method 


Start 


31 


End 


GI 


none 


Score 


Exons 


31. .396, 152. .397 




Seq. No. 


33449 


Seq. ID 


Gene No. 


69351 


Strand 


Start 


31 


End 


Name 


OJ000251_41.0216.Cl.o2. ts 


Method 


Start 


154 


End 


GI 


none 


Score 


Exons 


154. .552, 236. .403 





OJ000251_46.0217.C52 
+ 

427 

GENSCAN 
223 
. 9 



OJ000251_46.0217.C52 
+ 

427 

TBLASTX: Maize 

224 

156 



OJ000251_4 6.0217.C53 
+ 

419 

GENSCAN 

..419 .. ... 

™ :. 



OJ000251_46.0217.C54 
+ 

384 

AAT/NAP 

384 

121 

sativa] 

OJ000251_46.0217.C54 
+ 

640 

GENSCAN 

640 

.88 



OJ000251_41".0216.C1 
786 

TBLASTX: Wheat 

397 

74 



OJ000251_41.0216.C1 
786 

TBLASTX: Soybean 

552 

63 



33532 



Seq. No. 33449 

Gene No. 69351 

Start 31 

Name OJ000251_4 1 . 021 6 . CI . ol . tm 

Start 409 

GI none 

Exons 409.. 786 



Seq. ID OJ000251_41.0216.C1 
Strand 

End 786 

Method TBLASTX : Mai ze 

End 786 

Score 202 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start. ..... 

j£r_„._. 

Exons " 



33449 
69352 
972 

OJ000251_41 .0216.Cl.ol. tw 

972 

none 

972. .1241, 1281. .1370 



Seq. ID OJ000251_41.0216.C1 
Strand 

End 1415 

Method TBLASTX : Wheat 

End 1370 

Score 80 



33449 
69352 
972 

OJ000251_4 1.0216. CI. ol.ts 

_.none_., - ^ ... 

1005. \ 1256, 1087.;. 1257, - 1198. .1263," 1264. .1413, 1277.' .1414, 
1278. .1415 



Seq. ID OJ000251_41.0216.C1 
Strand 

1415 

TBLASTX : Soybean 

-.1.4.1.5 



End 

Method 
End ..... 



. ^ _ ^.S-Cor.e. ,8.6_ 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name t 
Start 
GI 

Exons 



Seq. ID OJ000251_41.0216.C2 
Strand 

End 2203 

Method AAT/NAP 

End 2203 

Score 582 



33450 
69353 
1 

OJ000251_41.0216.C2.ol.np 
1 

4544372 
1..911, 2145. .2203 

(AC006920) putative retroelement pol polyprotein [Arabidops 
thaliana] 



33450 
69353 
1 

OJ000251_4 1 . 0216 . C2 . ol . ts 
50 

none 

50. .277,,. 75. .182, 222.. ,278 



Seq. ID OJ000251_41.0216.C2 
Strand 

End 2203 

Method TBLASTX : Soybean 

End 278 

Score 75 



Seq. No. 33450 

Gene No. 69353 

Start 1 

Name OJ000251_4 1 . 0216 . C2 . ol . tm 

Start 71 

GI none 

Exons 71.. 352, 75.. 350 



Seq. ID OJ000251_41 . 0216.C2 
Strand 

End 2203 

Method TBLASTX : Mai ze 

End 352 

Score 219 



Seq. No. 33450 

Gene No. 69353 

Start I 

Name OJ000251_4 1 . 021 6 . C2 . ol . gs 

Start 74 



Seq. ID OJ000251_41.0216.C2 
Strand 

End 2203 

Method GENSCAN 

End 1895 



33533 



GI 

Exons 

Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 

■Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none Score 

74. .620, 828. .1037, 1153. .1895 

33450 Seq. ID 

69353 Strand 
1 End 
OJ000251_4 1 . 0216 . C2 . ol . tw Method 
221 End 
none Score 

221. .574, 222. .566, 569. .625, 579. .620 



.73 



OJ000251_41.0216.C2 
2203 

TBLASTX: Wheat 

625 

292 



33450 Seq. ID 

69353 Strand 
1 End 
0 J00025 1_4 1 . 02 1 6 . C2 . o2 . tm Method 
353 End 
none Score 

353. .571, 354. .566 



OJ000251_41.0216.C2 
2203 

TBLASTX: Maize 

571 

221 



Seq. No. 33450 

Gene No. ■ 69353 

..Start - ..... ... 

..Name., !.0 JO 0 "6.2.51^.4 l'i02 lL 02 ...o2~.± s 

Start ' '4 22 

GI none 

Exons 422.. 556, 563.. 787 

Seq. No. 33450 

Gene No. 69353 

Start 1 

Name 0 J000251_4 1 . 02 1 6 . C2 . o2 . tw 

Start 626 

GI none 

Exons 626.. 928 



Seq. ID 
- Strand 

. EnoL w _. 
^Me.t.hod.„., 

End " ' ' 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000251 41. 0216. C2 



.2.20.3.. 



JEBLASTX :,So.yhearu 
■ 787 • " -. • . - 

140 



OJ000251_41.0216.C2 
2203 

TBLASTX: Wheat 

928 

171 



Seq. No. 33450 Seq. ID 

Gene No. 69353 Strand 

Start 1 End 

Name OJ000251_41 . 02 1 6 . C2 . o3 . ts Method 

Start 1137 End 

GI none Score 

Exons 1137.. 1535 



OJ000251_41.0216.C2 
2203 

TBLASTX: Soybean 

1535 

189 



Seq. No. ■ 33451 Seq. ID 

Gene No. 69354 Strand 

Start 193 End 

Name OJ000251_4 1 . 02 1 6 . C3 . ol . gs Method 

Start 193 End 

GI none .. Score 

Exons 193.. 975, 1288.. 1566, 1651.. 1688, 1725. 
2142. .2646 



OJ000251_41.0216.C3 

2646 
GENSCAN 
2646 
.44 

.1857, 1917. .2074, 



Seq. No. 33451 Seq. ID 

Gene No. 69355 Strand 

Start 2 67 6 End 

Name OJ000251_4 1 . 021 6 . C3 . o2 . np Method 

Start 2676 End 



OJ000251_41.0216.C3 

6872 

AAT/NAP 

4909 



33534 






5042463 


Score 


179 








T7 1 von c 


2676. .2794, 2847. .2978, 3636 


..3881, 4720. .4909 








\J A. L>" O O *w -L -L £J • 


(AC007789) unknown protein [Oryza sativa] 








Seq. No. 


33451 


Seq. ID 


OJ000251 


_41 


.0216 


.C3 


Gene No. 


69355 


Strand 


- 










2676 


End 


6872 








Name 


OJ000251 41.0216.C3.o2.gs 


Method 


GENSCAN 








Of a r +- 


4565 


End 


6531 










none 


Score 


.5 










4S6S 4919 4978 S307 6S?4 


. 6531 












33451 


Seq. ID 


OJ000251 


A 1 

4 JL 






Gene No. 


69355 


Strand 


- 








Start 


2676 


End 


6872 








Name 


OJ000251 41.0216.C3.o4.np 


Method 


AAT/NAP 








Start 


4756 


End 


6872 








GI 


5852181 


Score 


86 








Fvnnc: 


4756. .5027, 5147. .5334, 6850 


. .6872 










X ~ O ^ i Lw* 


(AL117265) zhbOOll.l [Oryza 


sativa] 












334 52.. „. 


^..Seq., ip„. 


^Qjg^QZSJ, 


.. 1 1 


091 6 






J63356., .._- r ._ _ 


^.atrania 










Start - • 


726 • • • - - ■■■■■■ • •• 


■ End 


2569' 








Name 


OJ000251- 41.0216.C4.ol.gp 


Method 


AAT/GAP 








Start 


726 


End 


1107 








rzj 


uC-osflcyp033a04bl 


Score 


667 








£j AUUo 


726. .1107 












(~1 T DpQr , T"i Pi 


, 6016845/dbj | AP000570 . 1 | AP000570 3.0e- 


D " <JL y £ci 


sativa genor 




DNA, chromosome 1, clone : P0711E10 1 










Seq. No. 


33452 


Seq. ID 


OJ000251 


_41 


0216, 


C4 


Gene No. 


69356 


Strand 


+ 








Start 


726 


End 


2569 








Name 


OJ000251 41.0216.C4.ol.gs 


Method 


GENSCAN 








Start 


904 


End 


2569 








GI 


none 


Score 


.92 










904. .975, 1994.'. 2569 












iwl *3 VJ • • 


33452 


Seq. ID 


OJ000251_ 


_41 


0216. 


C4 


Gene No. 


69357 . 


Strand 


+ 








Start 


3050 


- End 


5679 








N ame 


■ OJ000251 41. 0216. C4 . o2 . np "•• 


Method 


AAT/NAP 








Start 


3050 . 


. End 


5679 . 








GI 


5042447 


Score 


656 








T? von q 

J_i AUl 1 O 


3050. .3920, 4758. .4793, 5018 


. .5100, 5594 . .5679 








f^T npQpri n 
\j j. ucoui • 


(AC007789) putative polyprotein [Oryza 


sativa] 








o c; • in \j . 


33452 


Seq. ID 


OJ000251_ 


_41. 


0216. 


C4 


Gene No . 


69358 


Strand 










Start 


659 


End 


5679 








Name 


OJ000251 41.0216.C4.ol.np 


Method 


AAT/NAP 








Start 


659 


End 


5679 








GI 


4680186 


Score 


362 








EXOHb 


659. .859, 1697. .1745, bblO.. 


5679 










GI Descrip. 


(AF111709) unknown [Oryza sativa subsp 


. indica] 









33535 



Seq. No. 33452 

Gene No. 69358 ' 

Start 659 

Name OJ000251_4 1 . 0216 . C4 . o2 . tw 

Start 3233 

GI none 
Exons 



Seq. ID OJ000251_41.0216.C4 
Strand 

End 5 67 9 

Method TBLASTX : Wheat 

End 3492 

Score 211 



3233. .3280, 3293. . 34 90,... 3295 . .34 92 



Seq. No. 33452 

Gene No. 69358 

Start 659 

Name OJ000251_4 1 . 021 6 . C4 . ol . tw 

Start 3526 

GI none 

Exons 3526.. 3705, 3527.. 3877 



Seq. ID OJ000251_41.0216.C4 
Strand 

End 5679 

Method TBLASTX : Wheat 

End 3877 

Score 293 



Seq. No. 33452 

Gene No. 69358 

Start 659 

Name 0 JO 0025 1_41. 0216. C4.ol.tm 

Start 3527 

GI . ._ . : -. .none , , ,„,^._ ^ 

.■Expns„ ^ ,^,l3S2 T I..^3.aa2.,^354l .IVi.6.5-1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ000251_41. 0216.C4 
Strand 

End 5679 

Method TBLASTX: Maize 

End - 3832 

Score . 2.36 



33453 
69359 
1 

OJ000251_41.0216.C5.ol.np 
1 

6705984 
1. . 1804 

(AB033235) gag-pol polyprotein [Oryza sativa] 



Seq. ID OJ000251_41.0216.C5 

Strand + 

End 1804 

Method AAT/NAP 

End 1804 

Score 1916 



33453 
69359 
1 

OJ000251_41. 0216.C5.ol.tw 

394 

none 



Seq. ID OJ000251_41.0216.C5 

Strand + 

End 1804 

Method TBLASTX : Wheat 

End 971 

Score 192 



394. .600, 411. .602, 412. .600, 601. .963, 606. .749, 606. .971, 
607. .963 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



334 53 

69359 ' .. . 

1 

OJ000251_41.0216.C5.o2.tm 

396 

none 



Seq. ID pj000251j41.021Q.C5 
Strand 

End 1804 

Method TBLASTX: Maize 

End 633 

Score 59 ; .< 



396. .515, 397. .633, 397. .594, 408. .632 



Seq. No. 
Gene No. 
Start 
Name 

ri j j_ 

o u a.J_ i_ 

GI 

Exons 



33453 
69359 
1 

OJ000251_41 .0216.C5.o2. ts 

4 41 

none 



Seq. ID OJ000251_41.0216.C5 

Strand + 

End 1804 

Method TBLASTX : Soybean 

End 837 

Score 122 



441. .575, 442. .576, 616. .837, 636. .824 



33536 



Seq. No. 33453 Seq. ID OJ000251_41 . 0216 . C5 

Gene No. 69359 Strand + 

Start 1 End 1804 

Name OJ00025 1_4 1 . 02 1 6 . C5 . o2 . tw Method TBLASTX : Wheat 

Start 1321 End 1803 

GI none Score 342 

Exons 1321.. 1596, 1333.. 1590, 1341.. 1595, 1595.. 1765, 1609.. 1803, 
1610. .1777, 1614. .1790 

Seq. No. 33453 Seq. ID OJ000251_4 1 . 02 16 . C5 

Gene No. 69359 Strand + 

Start 1 End 1804 

Name 0 J0002 51_4 1 . 02 1 6 . C5 . ol . ts Method TBLASTX : Soybean 

Start 1372 End 1803 

GI none Score 206 

Exons 1372. .1644, 1407. .1637, 1633. .1803 A - ' ' 

Seq. No. 33453 Seq. ID OJ000251_41 . 0216 . C5 

Gene No. 69359 Strand + 

Start 1 End 1804 

,Name„ . ;r _ _ _. .OJ.0.0.0251_41 . 02X6 . C5. ol . tm... Method. TBLASTX :.Maize 

_ S±art_„.. - _1 5 61. . ..,1. , r .l : _ ., ; _ , T l JEnd 1, ...J . 1 8.0.31 "1 .llll^ Zllll 

GI none - Score 292 

Exons 1561.. 1803, 1563.. 1796, 1567.. 1803 

Seq. No. 33454 Seq. ID OJ000251_4 1 . 021 6 . C6 

Gene No. 69360 Strand + 

Start 1 End 1309 

Name OJ000251_4 1 . 0216 . C6 . ol . np Method AAT/NAP 

Start 1 End 1309 

GI 6705984 Score 1784 

Exons 1..1309 

GI Descrip. (AB033235) gag-pol polyprotein [Oryza sativa] 

Seq. No. 33454 Seq. ID OJ000251_41 . 0216 . C6 

Gene No. 69360 Strand + 

Start 1 End 1309 

Name OJ000251_4 1 . 0216 . C6 . o2 . ts Method TBLASTX: Soybean 

Start 2 End 151 

GI none Score 188 

Exons 2. .151, .8. .145 

Seq. No. 33454 . Seq. ID OJ000251_4 1 . 0216 . C6 

Gene No. 69360 Strand + 

Start 1 End 1309 

Name 0 J000 2 5 1_4 1 . 02 1 6 . C 6 . o4 . tm Method TBLASTX : Mai ze 

Start 2 End 154 

GI none Score 197 

Exons 2. .154, 4. .120, 8. .145 

Seq. No. 33454 Seq. ID OJ000251_41 . 0216 . C6 

Gene No. 69360 Strand + 

Start 1 End 1309 

Name CJ 0 0 0 2 5 1_4 1.0216.C6.o2.tw Method TbLASTX : Wheat 

Start 19 End 388 

GI none Score 134 



33537 



• 



Exons 19. .123, 20. .172, 205. .384, 206. .388 

Seq. No. 33454 Seq. ID 

Gene No. 69360 Strand 

Start 1 End 

Name OJ000251_4 1 . 0216 . C6 . ol . gs Method 

Start 104 End 

GI none Score 

Exons 104. .289, 365. .540, 676. .1010 



OJ000251_41.0216.C6 
+ 

1309 
GENSCAN 
1010 
.42 



Seq. No. 33454 

Gene No. 69360 

Start 1 

Name OJ000251_4 1 . 0216 . C6 . o3 . tm 

Start 227 

GI none 

Exons 227.. 322, 335.. 478, 337.. 477 



Seq. ID OJ000251_41.0216.C6 

Strand + 

End 1309 

Method TBLASTX: Maize 

End 478 

Score 67 



Seq. No. 33454 Seq. ID 

Gene No. 69360 Strand 

Start 1 End 

, Name... , , 0 JO 0.0 2.5.1 _J 1 ... 02 1.6, C6...o\. tw^_ _ ...Method... 

.._ .S±axjtL,..™_.. w ,.^ r . v .4.31. . T r- End.,__ 

GI- none " • Score - 
Exons 434.. 916, 529.. 882 



OJ000251_41.0216.C6 
+ 

1309 

TBLAS.TX : .Wheat 

-9.16 : 

383 - - 



Seq. No. 33454 Seq. ID 

Gene No. 69360 Strand 

Start 1 End 

Name OJ000251_4 1 . 0216 . C6 . ol . tm Method 

Start 503 End 

GI none Score 

Exons 503.. 970, 578.. 937, 715.. 939 



OJ000251_41.0216.C6 
+ 

1309 

TBLASTX: Maize 

970 

401 



Seq. No. 33454 Seq. ID 

Gene No. 69360 Strand 

Start 1 * End 

Name O JO 0 0 2 5 1_4 1 . 0 2 1 6 . C 6 . o 1 . t s Me t hod 

Start 8 93 End 

GI none Score 

Exons 893.. 1252, 1012.. 1239 



OJ000251_41. 0216.C6 

+ 

1309 

TBLASTX: Soybean 

1252 

341 



Seq. 'No.' 33454 - Seq. ID 

Gene No. 69360 'Strand 

Start 1 End 

Name OJ000251_4 1 . 021 6 . C6 . o3 . tw Method 

Start 965 End 

GI none Score 

Exons 965.. 1303, 1012.. 1293 



OJ.000251_41.0216.C6 
+ 

1309 

TBLASTX: Wheat 

1303 

258 



Seq. No. 33454 Seq. ID 

Gene No. 69360 Strand 

Start 1 End 

Name 0 J000251_4 1 . 02 1 6 . C6 . o2 . tm Method 

Start 1013 End 

GI none Score 

Exons 1013.. 1303, 1054.. 1293 



OJ000251_41.0216.C6 
+ 

1309 

TBLASTX: Maize 

1303 

259 



33538 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000251_41.0216.C7 
+ 

8027 
AAT/NAP 
7991 
6687 



33455 
69361 
1938 

OJ000251_4 1 . 0216 . C7 . ol . np 
1938 
5922631 

1938.. 2062, 2321.. 2559, 2794, 
3934. .4857, 5464. .7991 

(AP000492) ESTs C26347 (C12145) ,AU078074 (C12145) correspond to a 
region of the predicted gene.; similar to prpol; Zea mays 
retrotransposon Cinful-1. (AF049110) [Oryza sativa] 
gi I 6016864 | dbj IBAA85207.il (AP000570) ESTs 

C26347 (C12145) , AU078074 (C12145) correspond to a region of the 
predicted gene.; Similar to prpol; Zea mays retrotransposon 



,2996, 3042. .3613, 3656. .3807, 





Cinful-1. (AF049110) [Oryza 


sativ 






Seq. No. 


33455 




Seq. ID 


OJ000251 41.0216 


. C7 


Gene No. 


69361 




Strand 


+ 




Start 


1938 




End 


8027 




Name 


OJ000251 41 


.0216.C7-.o2.gs 


Method 


GENSCAN 




Start-...:, 


....... 1938.. _ r 




,,-End., 


..8.02.7 „ 


i — - 


-GlL~.l. ; ..,Jl, 


v.nonfi...,.; _ 




J3.cor.e-. 


..-.8.6 . 




Exons" 


1938. .2543, 


2557 . '. 2718, 2724 


. .4849, 4946. .8027 ■ 




Seq. No. 


33455 




Seq. ID 


OJ000251_41.0216 


. C7 


Gene No. 


69362 




Strand 






Start 


136 




End 


1200 




Name 


OJ000251 41 


.0216.C7.ol.gs 


Method 


GENSCAN 




Start 


136 




End 


1200 




GI 


none 




Score 


.45 




Exons 


136. .596, 666. .1200 








Seq. No. 


33455 




Seq. ID 


OJ000251_41.0216 


. C7 


Gene No. 


69363 




Strand 






Start 


8344 




End 


12876 




Name 


OJ000251 41 


0216.C7 ,o7 .tw 


Method 


TBLASTX: Wheat 




Start 


3218 




End 


3620 




GI 


none 




Score 


294 




Exons 


3218. .3487, 


3219. .3620 








Seq. No. 


33455 




Seq. ID 


OJ000251_41.0216 


C7 


£ene No. 


69363 




Strand 






Start 


8344 




End' 


12876 




Name 


OJ000251 41. 


0216.C7 .06. tw 


Method 


TBLASTX: Wheat 




Start . 


4197 




End 


4654 




GI 


none 




Score 


149 




Exons 


4197. .4373, 


4260. .4373, 4418 


. .4654, 4422. .4652 




Seq. No. 


33455 




Seq. ID 


OJ000251_41.0216. 


C7 


Gene No. 


69363 




Strand 






Start 


8344 




End 


12876 




Name 


OJ000251 41. 


0216.C7.o7.tm 


Method 


TBLASTX: Maize 




Start 


4506 




End 


4652 






none 




Score 


183 




Exons 


4506. .4652, 


4506. .4595, 4523 


. .4651 







33539 




Seq. No. 


33455 








Seq. ID 


OJ000251_41.0216 


• C7 


Gene No. 


69363 








Strand 






Start 


8344 








End 


12876 




Name 


OJ000251 41 


. 0216 


.C7 .ol 


t w 


Met hod 


TBLASTX • Wheat 




Start 


4874 _ 








End 


5330 




GI 


none 








Score 


497 




Exons 


4874 . . 5329, 


4875 


. . 5330 










Seq. No. 


33455 








Seq. ID 


OJ000251_41.0216 


.C7 


Gene No. 


69363 








Strand 






Start 


8344 








End 


12876 




Name 


OJ000251 41 


.0216 


.C7.o3. 


ts 


L JC t_ 1 1UU 


TRT.ASTX * ^ouhpsn 
x xj ±jr\tD x /\ . ouyjjcdii 




Start 


4 914 ~~ 








End 


527 9 




GI 


none 








Score 


138 




Exons 

J—J *\. \— ' 1 1 w 


4914 . . 5138, 


5145 


. . 5279 










Seq. No. 


33455 








Seq. ID 


OJ000251_41.0216 


.C7 


Gene No. 


69363 








Strand 






Start 


8344 








End 


12876 




Naiue 


OJ000251 41 


. 0216 


,C7.o2. 


tm 


Mpt hnd 


TBLASTX * Maizp 




Start . - 


-5004 ~ 








End 


5360 




GI 


none 








Score 


375 




Ex ons 


5004 5361)7 


J5.0A5~ 


7 .535.0.".. 










Seq. No. 


33455 








Seq. ID 


OJ000251_41.0216 


,C7 


Gene No. 


69363 








Strand 






Start 


834 4 








End 


1287 6 




Name 


OJ000251 41 


.0216 


C7 . o2 . 


t w 


Mp t"hr>H 


TRLASTX • WhMt 




Start 


5445 ~~ 








End 


58 69 




GI 


none 








Score 


4 4 6 




Exons 


5445 5864. 


5489 


. 5869, 


5510 . 


. 5869 






Seq. No. 


33455 








Seq. ID 


OJ000251_41.0216 


.C7 


Gene No. 


69363 








Strand 






Start 


8344 








End 


12876 




Name 


OJ000251 41 


. 0216. 


C7 . ol . 


t s 




TRLASTX • ^nvhp^n 




Start 


5523 " 








End 


5924 




GI 


none 








Score 


313 




Exons 


■5523 5924. 


5540 , 


. 5683, 


5720 . 


. 5890 






Seq. No. 


33455 








Seq. ID 


OJ000251_41.0216 


C7 


Gene No . 


69363 








Strand 






Start 


8344 ' 




- 




■ End 


128.76 . ' 




Name 


"OJ000251 41 


0216. 


C7 . o3 


tm 


Method 


TBLASTX: Maize 




Start 


5591 ~~ 








End' 


6035 




GI 


none 








Score 


276 




Exons 


5591 58 45. 


5592 . 


. 5846, 


58 67 . 


.5998, 5868. .6011, 6009. .6035 


Seq. No. 


33455 








Seq. ID 


OJ000251 41. 0216. C7 


Gene No. 


69363 








Strand 






Start 


8344 








End 


12876 




Name 


OJ000251 41. 


0216. 


C7.o8. 


tw 


Method 


TBLASTX: Wheat 




Start 


5873 








End 


6155 




GI 


none 








Score 


276 




T7> . . 


5873 . . 5950 , 


5874 . 


. 6155, 


60U9. 


. 6143 






Seq. No. 


33455 








Seq. ID 


OJ000251_41.0216. 


C7 



33540 



\1 



Gene No. 69363 

Start 8344 

Name 0 JO 0 02 5 1_4 1 . 0 2 1 6 . C7 . o2 . t s 

Start 6150 

GI none 

Exons 6150.. 6536, 6158.. 6538 

Seq. No. - 33455 

Gene No. 69363 

Start 8344 

Name OJ000251__4 1 . 0216 . C7 . o4 . tw 

Start 6159 

GI none 

Exons 6159.. 6581, 6167.. 6571 



Strand 
End 

Method 

End 

Score 



12876 

TBLASTX: Soybean 

6538 

261 



Seq. ID OJ000251_41.0216.C7 
Strand 

End . 12876 

Method TBLASTX : Wheat 

End 6581 

Score 413 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

..Exons 

Seq'. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



33455 
69363 
8344 

OJ000251_41.0216.C7.o5.tm 

6411 
none 

,6411.... 6665 ,, r 64.1 9_,...Jo52 6. _ . s 



33455 - 

69363 

8344 

OJ000251_41.0216.C7.ol0.tw 

6597 

none 

6597.. 6731, 6756.. 6896 



Seq. ID OJ000251_41.0216.C7 
Strand 

End 12876 

Method TBLASTX : Mai ze 

End 6665 

Score 193 



Seq v ID OJ000251_41 . 0216 . 07 
Strand 

End 12876 

Method TBLASTX : Wheat 

End 6896 

Score 129 



Seq. No. 33455 

Gene No. 69363 

Start 8344 

Name OJ000251_4 1 . 02 16 . C7 . ol . tm 

Start 6893 

GI none 

Exons 6893.. 7204, 6894.. 7217, 6914, 



Seq. ID OJ000251_41.0216.C7 
Strand 

End 12876 

Method TBLASTX : Mai ze 

End 7256 

Score . 446 

.7237, 7208.. 7255, 7209.. 7256 



Seq. No. 33455 

Gene No. 69363 . 

Start 8344 

Name OJQ0025-l_41.0216.C7.o3.tw * 

Start ' .68 99 

GI none 

Exons 6899.. 7210, 6900.. 7286, 7095. 



Seq. ID OJ000251_41.0216.C7 
Strand 

End 12876 

Method * TBLASTX: Wheat' 

End . 7286 

Score 420 
.7286 



Seq. No. 33455 

Gene No. 69363 

Start 8344 

Name OJ000251_4 1 . 0216 . C7 . 06 . tm 
Start , 7358 

GI none 

Exons 7358.. 7465, 7359.. 7457, 7448. 

Seq. No. 33455 

Gene No. 69363 



Seq. ID OJ000251_41.0216.C7 

Strand - .. 

End 12876 

Method TBLASTX : Mai ze 

End 7631 

Score 95 

.7522, 7452. .7535, 7545. .7631 

Seq. ID OJ000251_41.0216.C7 
Strand 



33541 



Start 


8 34 4 






End 


12876 




Name 




DPI 6 


Cl oS fw 


Method 


TBLASTX: 




a rt" 


74 m ~~ 

/ *± \J X 






End 


8015 






none 






Score 


273 




F von 


7401 7679 


7421 . 


7510 7562 


. .7663, 7734 . .7892, 


7 ft 7 ft 


Seq. No. 


33455 






Seq. ID 


OJ000251 


_41.02 


Gene No. 


69363 






Strand 


- 




Start 


834 4 






End 


12876 




Name 


OJOOOPSI 41 

W u U U U J 1 1 x • 


n?i 6 


Cl o4 t*m 

^ / • <w> T • U ill 


Method 


TBLASTX : 


L v Jd -L 


Start 


7743 _ 






End 


7976 




GI 


none 






Score 


149 




P. von s 


7743 7895 


7835 . 


7894 7874 


..7975, 78 


75. .7976 




O ^ V_J • L<I\J i 


334 55 






Seq. ID 


OJ000251 


4 1 n? 


Gene No. 


69363 






Strand 






Start 


8344 






End 


12876 




Name 


OJ000251 41 


0216. 


C7 .o3.gs 


Method 


GEN SCAN 




Start 


8344 _ 






End 


12876 




GI 


none 






Score 


.85 




Rvon =5 


8 ?4 4 87 Q? 


8865. 


.8969, 9042 


. . 9161, 9294 . . 9494, 








, . -104 21, .11.34 ,4,._, 


1.2826.._,1,28 


7 6-..,.,.,,,. 




Cpn ' Mo* 


^^4 S R 

J J *i *J 






-* Seq". ID 


OJ000251 


'4 1' 09 


Gene No . 


69363 






Strand 






Start 


8344 






End 


12876 




Name 


OJ000251 41. 


0216. 


C7 . o2 . np 


Method 


AAT/NAP 




Start 


8347 






End 


11305 




GI 


6691716 






Score 


2377 




Exons 


8347. .8792, 


8865. 


.8977, 9128 


. .9231, 9307. .9494, 


9569. 




9843. .9963, 


10045 


. .10237, 10435. . 11305 







GI Descrip. (AP000492) hypothetical protein [Oryza sativa] 

gi I 6691717 | dbj IBAA89397.il (AP000570) hypothetical protein 
[Oryza sativa] 



Seq. No. 33455 

Gene No. 69363 

Start 8344 

Name OJ000251_41 . 02 16 . C7 . o9 . tw 

Start 10895 

GI none 

Exons 10895. , 11185 



Seq. ID OJ000251_41 . 021 6. C7 
Strand 

End 12876 

Method TBLASTX : Wheat 

End 11185 

Score 217 



Seq. No. 33456 

Gene No.. 69364 

Start 87 

Name OJ000251_4 1 . 02 16 . C9 . ol . np 

Start 87 

GI 2498930 

Exons 87 . . 148 

GI Descrip. DORSAL-VENTRAL PATTERNING PROTEIN SOG (SHORT GAS T RULAT I ON 
PROTEIN) gi|1203794 (U18774) Sog [ Drosophila melanogaster ] 



Seq. ID OJ000251_41,0216.C9 

Strand + 

End 148 

Method AAT/NAP 

End 148 

Score 55 



Seq. No. 33456 

Gene No. b93bb 

Start 89 

Name OJ000251_41 . 0216 . C9 . ol . gs 



Seq. ID OJ000251_41.0216.C9 

Strand + 

End 148 

Method GENSCAN 



33542 



O Lai u 


ft Q 


HI in 


140 




GI 


none 


OLULC 


Qft 






ft Q T 4 ft 








Seq . No . 


33457 


O C ^ • J.U 


o.TDnn^si 4i D9i s 


pi n 


Gene No. 


69366 


Strand 


+ _ 




Start 


1 


End 


772 




Name 


OJ000251 41.0216.C10.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


772 




GI 


2443320 


Score 


1147 




1_| 4\. 1 1 o 


1. .772 








fIT DP n 

N_J X LJ \Zi t-3 V_* J_ -L. ■ 


(D85597) polyprotein [Oryza australiensis] 




Seq. No. 


33457 


Seq. ID 


OJ000251_41.0216. 


C10 


Gene No. 


69366 


Strand 


+ 




Start 


1 


End 


772 




Name 


OJ000251_41. 0216.C10.o2.tw 


Method 


TBLASTX: Wheat 




Start 


A 
1 


HiIlQ. 


9 4 "3 




GI 


none 


Score 


197 




1_-J \J llu 


4. .243, .6. .233 








-S.ec[... i ...No.. 


.33.4.5.7 _ 


,Seq... : ID , 


OJ000,251^4L,..0216^ 




jGene.„No-.._ 


-6.93,6.6 „. _ 


^.Strand; 






Start ■" 


• 1 • • • - 


End 


772 " 




Name 


OJ000251 41.0216.C10.ol.tm 


Method 


TBLASTX: Maize 




Start 


1 


Htna. 


7 91 




GI 


none 


Score 


182 




T? yon ^ 

ill A ^/lllJ 


133. .489, 545. .721 








Seq. No. 


33457 


Seq. ID 


OJ000251_41.0216. 


C10 


Gene No. 


69366 


Strand 


+ 




Start 


1 


End 


772 




Name 


OJ000251 41.0216.C10.ol.ts 


Method 


TBLASTX: Soybean 




Start 


142 • 


End 


637 




GI 


none 


Score 


202 




Rvnn ^ 

J_i W 1 lu 


142. .489, 542. .637 








Seq. No. 


33457 


Seq-. ID 


OJ000251 41.0216. 


C10 


Gene No. 


69366 


Strand 


+ 




Start 


1 


End 


772 




Name 


OJ000251 41. 0216. CIO. ol. tw 


Method 


TBLASTX: Wheat 




Start 


244 


End 


733 




GI 


. none 


Score 


279 ■ 




i_l jTi W HO 


244.. 498, 245. .466,, 249. .485, 


541. .732', 


542. .733 




Qprr Mo 


33458 


Seq. ID 


OJ000251_41.0216. 


PI 1 


Gene No . 


69367 


Strand 


+ 




Start 


1800 


End 


2089 




Name 


OJ000251 41.0216.Cll.jO2.gp 


Method 


AAT/GAP 




Start 


1800 


End 


2089 




(IT 


5816518 


Score 


155 




Exons 


1800. .1905, 2064. .2089 








GI Descrip. 


4 521193/dbj | AB0134 50 . 1 | AB0134 50 3.0e-4 0 


Oryza sativa DNA 






similar sequence to Pib gene 








Seq. No. 


33458 


Seq. ID 


OJ000251_41.0216. 


Cll 


Gene No. 


69368 


Strand 







33543 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
.Start 

Exons" 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI' 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 



1544 End 1791 

OJ000251_41 . 0216 . Cll . ol . gp Method AAT/GAP 

1544 End 1791 

3761181 Score 438 
1544. .1791 

4521193/dbj | AB013450 . 1 | AB013450 1.0e-99 Oryza sativa DNA, 
similar sequence to Pib gene 



33459 Seq. ID 

69369 Strand 

1 End 

OJ000251_41 . 0216 . C12 . ol . np Method 

1 End 

5091513 Score 



OJ000251_41.0216.C12 

7125 
AAT/NAP 
5161 
1371 



1..33, 881. .1052, 1100. .1165, 1589. .2172, 2407, 
(AB023482) Hypothetical protein [Oryza sativa] 



.3099, 5095. .5161 



33459 
69369 

1 End 
OJ000251_4 1.0216. C12 . ol . gs Method 

1724^ „_ , : ,. r _^ _ .^ r „.^End 
-none r . _S c o rje_^„ 

1724 /. 2165, 2292. .3169, 3640\ : .4002, 4383. .4649, 5186. .5257, 
6090.. 6230, 6336.. 6631, 6721.. 7012 



Seq. ID OJ000251_41.0216.C12 
Strand 

7125 
GENSCAN 

. ..7.0.12 

„9_ 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000251 41.0216.C12 



33459 
69369 
1 

OJ000251_41.0216.C12.ol.gp 
4033 
3761181 
4033. .4282 

4521193/dbj | AB0134 50 . 1 | AB013450 1.0e-99 Oryza sativa DNA, 
similar sequence to Pib gene 



7125 
AAT/GAP 
4282 
424 



33459 ■- Seq. ID 

69369 Strand 

1 End 

OJ000251_4 1.0216. C12 . o3 . gp Method 

5517 End 

144 2.R1084 Score 



OJ000251_41.0216.C12 

7125 
AAT/GAP 
7125 
2476 



5517. .6006, 6090. .6230-, 6336 .. 6631 , 6721 .. 7 125 

! 1657950 1.0e-118 (U73467) MipE [Mesembryanthemum * crystal linum] ' 



OJ000251 41.0216.C12 



33459 
69369 
1 ' 

OJ000251_41.0216.C12.o2.np 
5890 
2924520 

5890. .6006, 6090. .6230, 6336. .6631, 6721. .7012 
(AL022023) plasma membrane intrinsic protein (SIMIP) 
[Arabidopsis thaliana] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



7125 
AAT/NAP 
7012 
1098 



33459 
69370 



Seq. ID OJ000251_41.0216.C12 
Strand 



33544 



Start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name : . 
,.Star±™ 
GI • 
Exons 



8230 

OJ000251_41.0216.C12.ol.tc 
5890 
none 
5890. 
6333. 
6822. 



End 

Method 

End 

Score 



12078 

TBLASTX: Cress 

7025 

62 



,6009, 5891. .6007, 6079. .6231, 6093. .6221, 6331. .6441, 
,6635, 6538.. 6633, 6719.. 6805, 6720.. 6800, 6818.. 7024, 
6929, 6990.. 7025 



33459 
69370 
8230 

OJ000251_41. 0216. C12.ol. tin 
5899 



Seq. ID OJ000251_41.0216.C12 
Strand 

12078 

TBLASTX: Maize 
6970 
78 



End 

Method 
End 

none Score 
5899. .5958, 5899. .6006, 6079. .6237, 6090. .6221, 6331. .6444, 
6333.. 6635, 6537.. 6626, 6538.. 6633, 6719. .6805, 6720. .6806, 
6765. .6926, 6782. .6970, 6818. .6940 

33459 Seq. ID OJ000251_4 1 . 021 6 . C12 

69370 Strand 

8230 End 12078 

T OJ0.00251._4L.. 0.2.16 . C12.o.l..ts Method TBLASTXj.So.yb.ean_____ . 

.5.8 9S- . .End. „.,_ _7Q15l l^^--— J^1_IL 

none' ...... Score '64 ' -"-'- 

5899. .5958, 5899. .6009, 6093. .6221, 6094. .6261, 6333. .6635, 
6334. .6441, 6541. .6633, 6719. .6805, 6720. .6800, 6818. .7015, 
6822. .6926 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 
Start • 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 
Seq. No. 



33459 
69370 
8230 

OJ000251_4 1.0216. C12 . ol . tw 

5899 

none 



Seq. ID OJ000251_41.0216.C12 
Strand 

End 12078 

Method TBLASTX : Wheat 

End 6970 

Score 77 



5899. .5958, 5899. .5994, 5986. .6009, 5987. .6007, 6093. .6221, 
6094. .6237, 6333. .6635, 6334. .6444, 6537. .6626, 6538. .6633, 
6719. .6826, 6720. .6800, 6818. .6970, 6819. .6926, 6821. .6934 

33459 Seq. ID OJ000251_4 1 . 0216 . C12 ' 

69370 Strand 

8230 End 12078 

OJ000251_41.0216.C12:o3.np Method AAT/NAP ' 
.8230 • - -End 12078 

,6815052 . ■ . Score ' '1630 

8230. .8349, 8631. .8705, 8787. .9520, 9569. .9713, 104 91 .. 10583, 
11451. . 11550, 11848. .12078 

(AP001080) hypothetical protein [Oryza sativa] 



33459 
69370 
8230 

OJ000251_41. 0216.C12.o2 . tw 

9620 

none 



Seq. ID OJ000251_41.0216.C12 
Strand 

End 12078 

Method TBLASTX : Wheat 

End 10268 

Score 90 



9620. .9688, 9774. .10064, 10085. .10237, 1008 9. .10268 

33459 Seq. ID OJ000251 41.0216.C12 



33545 



Gene No. 


69370 


Strand 






Start 


8230 


End 


12078 




Name 


OJ000251 41.0216.C12.o2.ts 


Method 


TBLASTX : Soybean 




Start 


9876 ~~ 


End 


10250 




GI 


none 


Score 


107 




Exons 


9876. .10070, 10065. .10250 








Seq. No. 


33460 


Seq. ID 


OJ000251_41.0216. 


C13 


Gene No. 


69371 


Strand 


+ 




Start 


1306 


End 


3505 




Name 


OJ000251 41.0216.C13.ol.gs 


Method 


GENSCAN 




Start 


1306 


End 


3505 




GI 


none 


Score 


.88 




Exons 


1306. .1343, 2581. .2860, 3056 


..3125, 3420. .3505 




Seq. No. 


33460 


' Seq. ID 


OJ000251_41.0216. 


C13 


Gene No. 


69372 


Strand 


+ 




Start 


3933 


End 


4314 




Name 


OJ000251 41.0216.C13.ol.gp 


Method 


AAT/GAP 




Start 


3933 


End 


4314 




GI 


uC-osflcyp033a04bl 


Score 


683 




.Exons. 


. ,.3 933. 31.4. , ■ ____ 








GI ,De scrip,... 


_- , ,60.16845/dbj,|.APp0.0570..1 l.AP0.Q0570-..,3^Qe- 


5 9 -Ox y z a^s a.t i.y a „cjeriom 




DNA, chromosome 1," clone : P0711E10 r ' 






Seq. No. 


33460 


Seq, ID 


OJ000251_41.0216. 




Gene No. 


69373 


Strand 


+ 




Start 


9652 


End 


13568 




Name 


OJ000251 41.0216.C13.ol.np 


Method 


AAT/NAP 




Start 


9652 


End 


10893 




GI 


5042447 


Score 


774 




Exons 


9652. .10740, 10774. .10893 








GI Descrip. 


(AC007789) putative polyprotein [Oryza 


sativa] 




Seq. No. 


33460 


Seq. ID 


OJ000251_41.0216. 


C13 


Gene No. 


69373 


Strand 


+ 




Start 


9652 


End 


13568 




Name 


OJ000251- 41.0216.C13.o3.gs 


Method 


GENSCAN 




Start 


10225 


End 


13568 




GI 


none 


Score 


.64 




Exons 


10225. .10855, 1134 4 .. 11378 , 


11643. .11882, 12 906. . 1305 9, 






13474. .13568 








Seq. No . . . 


334 60 ' ... . 


" Seq. ID 


OJ000251_41.0216. 


C13 


Gene No. 


69374 


Strand 






Start 


11577 


End 


12498 




Name 


OJ000251 41.0216.C13.o2.np 


Method 


AAT/NAP 




Start 


11577 


End 


12498 




GI 


4680185 


Score 


422 




Exons 


11577. .11955, 12438. .12498 








GI Descrip. 


(AF111709) unknown [Oryza sativa subsp 


. indica] 




Seq. No. 


33460 


Seq. ID 


OJ000251_41.0216. 


C13 


Gene No. 


6937,5 


Strand 






Start 


12659 


End 


13039 




Name 


OJ000251 41.0216.C13.o2.tw 


Method 


TBLASTX: Wheat 




Start 


9844 


End 


10103 





33546 



GI none Score 200 

Exons 9844.. 9891, 9904.. 10101, 9906.. 10103 



Sea No 


33460 




Spo TD 

u ^ vj . j. Ly 




f2pnp No 


69375 




St rami 




Start 


12659 




End 


13039 


Name 


OJ000251 41.0216.C13.ol.tm 


Met hod 


TBLASTX • Ma i 7P 


Start 


10138 




End 


1 0.4 4 3 


GI 


none 




Score 


230 


Exons 


10138. 


.10443, 10152. .10268 






Qprr No 


33460 








Conp No 


69375 




St rand 




Start 


12659 




End 


13039 


Name 


OJ000251 41.0216.C13.ol.tw 






Start 


10138 




End 


10488 


GI 


none 




Score 


27 "5 


Exons 


10138. 


.10488 






Seq. No. 


33460 




Seq. ID 


OJ000251_41.0216.C13 


Gene No. 


69375 




Strand 




Start 


12.65.9._ 






. -110.3.9. 


.Name. _.. ..... 


. ..OJO.0.0.25,1 _,4 1 . .0.2.1.6,. C.13..,o-3 .gp_ 


. . .Methods . 


-AAT./GAR._ • 


Start " 


12659 




End 


13039 " * ■ -. - - 


GI 


uC-osflcyp033a04bl 


Score 


662 


Exons 


12659. 


.13039 






GI Descrip. 


'6016845/dbj | AP000570 . 1 | AP000570 3.0e- 


59 Oryza sativa genomic 




DNA, chromosome 1, clone : P07 11E10 1 





Seq. No. 33461 

Gene No. 69376 

Start 1523 

Name OJ000251_4 1 . 0216 . C14 . o2 . gp 

Start 1523 

GI uC-osflcyp033a04bl 

Exons 1523.. 1903 

GI Descrip. ' 6016845/dbj | AP000570 . 1 | AP000570 3 
DNA, chromosome 1, clone : P0711E10 1 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000251_ 
+ 

1903 
AAT/GAP 
1903 
670 



41.0216.C14 



0e-59 Oryza sativa genomic 



Seq. No. 33461 Seq. ID 

Gene No.- . 69377- Strand 

Start 163 End 

Name' . OJ000251_41 . 0216. C14 . ol . np- -Method 

Start .163 . . ' " .. End 

GI 5852180 Score 

Exons 163.. 597, 649.. 767, 1753.. 1809, 2038. 
GI Descrip. 



OJ000251_41.0216.C14 

2177 
AAT/NAP- 
2177. . 
512 
.2177 



(AL117265) zhbOOOlO.l [Oryza sativa] 



Seq. No. 33461 Seq. ID 

Gene No. 69377 Strand 

Start 163 End 

Name OJ000251_4 1 . 0216 . CI 4 . o2 . gs Method 

Start 1453 End 

GI none Score 

Exons 1453.. 1565, 1753.. 1805 



OJ000251_41.0216.C14 

2177 
GENSCAN 
1805 
.64 



Seq. No. 33462 Seq. ID OJ000251_41 . 0216 . C15 

33547 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 

.GI-.....-...,,..^ 

. .Exons . 

GI ■ Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No.- 

Start 

Name 

Start 

GI 

Exons 



69378 Strand 

1 End 489 

OJ000251_4 1.0216. CIS. ol.np Method AAT/NAP 

1 End 489 

4680179 Score 205 
1..151, 185. .321, 356. .489 

(AF111709) polyprotein [Oryza sativa subsp. indica] 



33462 
69378 
1 

OJ000251_41.0216.C15.ol.tw 

2 

none 



Seq. ID OJ000251_41.0216;€15 
Strand 

End 489 

Method TBLASTX : Wheat 

End 253 

Score 66 



2. .133, 3. .131, 152. .253, 189. .233 



33463 
69379 
1 

OJ000251_4 1.021 6. C16. ol.np 
1 

..68150.99. ._ 

l....-2.a,. ..2 92,.;.41.8._ : . . ...... ,. . .. ...... 

(AP001081) '-hypothetical protein [Oryza ' sativa] 



Seq. ID OJ000251_41.0216.C16 
Strand + 
End 788 
Method AAT/NAP 
End 418 

..Score „ .69.. _.„ 



33463 
69379 
1 

OJ000251_41.0216.C16.ol.tw 

32 

none 

32. .286, 160. .291 

33463 
69379 
1 

OJ000251_41 . 021 6 . C16 . ol . gs 

80 

none 

80. .307, 693. .788 

33464 
69380 

737 . . - 

OJ000251_41.0216.C19.ol.gs 

737 

none 

737. .1450 



Seq. ID OJ000251_41.0216.C16 

Strand + 

End 788 

Method TBLASTX: Wheat . 

End 291 

Score 201 



Seq. ID OJ000251_41.0216.C16 

Strand + 

End 788 

Method GENSCAN 

End 788 

Score .52 



Seq. ID OJ000251_41.0216.C19 
Strand 

End 1450 

Method GENSCAN 

End 1450 

Score .78 



Seq. No. 
Gene No. 
Start 
Name 
Start 

n t 

Exons 



33465 
69381 
26 

OJ000251_4 1 .0216 . C20 . ol . gs 
26 

none 



Seq. ID OJ000251_41.0216.C20 
Strand 

End 12607 

Method GENSCAN 

End 12206 

Score .51 



26. .64, 1708. .1816, 3090. .3276, 3354. .3361, 3410. .3631, 
3637. .4460, 4500. .5452, 5618. .5862, 6156. .6253, 6494. .7253, 



33548 



7383.. 7513, 8245.. 8501, 8599.. 8720, 8771.. 9022, 9078.. 9187, 
9563. .9731, 10023. .10067, 10393. .104 43, 114 75 .. 11740, 
11825. .12206 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



33465 
69381 
26 

OJ000251_41.0216.C20.ol.np 

3452 

4325357 



Seq. ID OJ000251_41.0216.C20 
Strand 

End 12607 

Method AAT/NAP 

End 6586 

Score 447 



3452. .3589, 3766. .4259, 5064. .5630, 6451. .6586 
(AF128395) contains similarity to Arabidopsis thaliana 
retrotransposon Athila hypothetical protein 1 (GB:X81801) 
[Arabidopsis thaliana] 



Seq. No. 


33465 








Seq. ID 


OJ000251 41 0216 C90 


Gene No. 


69381 








Strand 




Start 


26 








End 


12607 


Name 


OJ000251 41 


,0216 


. C20 . 06 


. tw 


- Method 


TBLASTX: Wheat 


Start 


3952 — 








End 


4323 


GI 


none 








Score 


68 


Fynn c; 


3952 4137 


3953 


. . 4 0.66,. 


42 80-. 


,.4323..,, _ 




Sea No 


334 65"- 








Seq. ID 


OJ000251__41. 0216.X20 




69381 








Strand 




Start 


26 








End 


12607 


Name 


OJ000251 41. 


0216, 


.C20.O2 


. tc 


Method 


TBLASTX: Cress 


Start 


5095 








End 


5403 


GI 


none 








Score 


192 


Exons 


5095. .5403 












Seq. No. 


33465 








Seq. ID 


OJ000251_41.0216.C20 


Qpnp Mo 


69381 








Strand 




Start 


26 








End 


12607 


Name 


OJ000251 41. 


0216. 


,C20.o7 


. tw 


Method 


TBLASTX: Wheat 


Start 


5122 








End 


12461 


GI 


none 








Score 


112 


Exons 


5122. .5229, 


5197, 


. .5418, 


5434. 


.5550, 12252. .12461 


Seq. No. 


33465 








Seq. ID 


OJ000251_41.0216-.C20'" 


Gene No. 


69381- 








Strand 




Start 


26 








End 


■ 12607 


Name 


OJ000251 41"^ 


0216. 


,C20'.o2 


:np 


Method 


AAT/NAP 


Start" 


6192 








End 


12607 


GI 


6691191 








Score 


1805 


Exons 


6192. .6279, 


6488. 


, .8642, 


8922. 


.9022, 9346.. 9909, 12490.. 12607 


GI Descrip. 


(AC007534) F7F22. 


.15 [Arabidopsis thaliana] 


Seq. No. 


33465 








Seq. ID 


OJ000251_41.0216.C20 


Gene No. 


69381 








Strand 




Start 


26 








End 


12607 


Name 


OJ000251 41. 


0216. 


C20.ol 


. ts 


Method 


TBLASTX: Soybean 


Start 


6489 








End 


6977 


GI 


none 








Score 


45 


Exons 


6489. .6578, 


6587. 


.6976, 


6588. 


.6977, 6647. .6697, 6721. .6975 


Seq. No. 


33465 








Seq. ID 


OJ000251_41.0216.C20 



33549 



Gene No. 69381 

Start 26 

Name OJ000251_41 . 0216 . C20 . o2 . tw 

Start 6585 

GI none 

Exons 6585.. 6965, 6586.. 6909, 



Strand 
End 

Method 
End 
Score 
6943. .6966 



12607 

TBLASTX: Wheat 

6966 

118 



Seq. No. 33465 Seq. ID 

Gene No. 69381 Strand 

Start 26 End 

Name OJ000251_41 . 0216 . C20 . o4 . tw Method 

Start 6969 End 

GI none Score 

Exons 6969.. 7301, 6970.. 7155, 7202.. 7297 



OJ000251_41.0216.C20 
12607 

TBLASTX: Wheat 

7301 

90 



Sea No 


33465 








Seq. ID 


OJ000251_41.0216 


• _C \J 


Gene No. 


69381 








Strand 






Start 


26 








End 


12607 




Name 


OJ000251 41 


. 0216 


.C20.o2 


. ts 


Method 


TBLASTX: Soybean 




Start 


6978 ~~ 








End 


7302 




GI 


none 








Score 


93 




; .Exons. 


6978 7238, 


6979 


. ..7236, 


_ 7.2.60 . 


,,13.01,_7261. , 7302 




Sea. No. 


33465 ■ 




______ 




Seq. ID 


OJ000251_41.0216 




Gene No . 


69381 








Strand 






! Start 


26 








End 


12607 




Name 


OJ000251 41 


.0216 


.C20.ol 


.tc 


Method 


TBLASTX: Cress 




Start 


7323 








End 


7706 






none 








Score 


60 




Exons 


7323. .7625, 


7647 


. .7706 










Seq. No. 


33465 








Seq. ID 


OJ000251_41.0216 


C20 


Gene No . 


69381 








Strand 






Start 


26 








End 


12607 




Name 


OJ000251 41 


.0216 


.C20.O5 


.tw 


Method 


TBLASTX: Wheat 




Start 


7419 








End 


7892 




GI 


none 








Score 


58 




Exons 


7419. .7622, 


7602 


. .7697, 


7791. 


.7889, 7815. .7892 




i Seq. No. 


33465 








Seq. ID 


OJ000251_41.0216. 


C20 


Gene No. 


69381 








Strand 






Start 


26 








End 


12607 




. .Name 


•OJ000251- 41 


.0216 


C20.ol 


. tw 


Method 


TBLASTX: Wheat 




Start 


7905 * 








End 


8213 




GI 


none 








Score 


144 




Exons 


7905. .8213, 


8020 


.8211 











Seq. No. 33465 Seq. ID 

Gene No. 69381 Strand 

Start 26 End 

Name OJ000251_4 1 . 0216 . C20 . o4 . ts Method 

Start 7983 End 

GI none Score 

Exons 7983.. 8216, 8008.. 8205 



OJ000251_41.0216.C20 
12607 

TBLASTX: Soybean 

8216 

97 



Seq. No. 33465 Seq. ID OJ000251_4 1 . 0216 . C20 

Gene No. 69381 Strand 

33550 




Start 


26 


End 


12607 




Name 


OJ000251 41 0216 C20 o3 tw 


Mp t hnH 


TRT.A^TX • Whp^t- 




Start 


' 9367 ' — 


End 


9749 




GI 


none 


Score 


137 




Exons 


9367. .9420, 9417. .9749, 9421 


. . 9651 






Seq. No. 


33465 


Seq. ID 


OJ000251_41.0216 


.C20 


Gene No. 


69381 


Strand ■ 






Start 


26 


End 


12607 




Name 


OJ000251 41. 0216.C20.o3. ts 


Method 


TBLASTX: Soybean 




Start 


9373 ~~ 


End 


9749 




GI 


none 


Score 


86 




Exons 


9373. .9420, 9396. .9749, 9417 


. . 9659, 9433. . 9747 




Seq. No. 


33466 


Seq. ID 


OJ000251_41.0216 


. C21 


Gene No. 


69382 


Strand 


+ 




Start 


1 


End 


1987 




Name 


OJ000251 41.0216.C21.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


1 1 65 




GI 


6705984 


Score 


1848 




Exons 


1..1165 








. G.I. „De scrip... 


. ..(■ ABO 3 32 3 5 ) gag-po.l . p.pl ypr o t.e i n . . [ Or y za . 


sativa] ... 




Seq. ' No. 


' 33466 - - ■ .- ■ 


Seq. ID 


" OJ000251__41.0216 


,C21 


Gene No. 


69382 


Strand 


+ 




Start 


i 

X 


Ej 11 (J. 


1987 




Name 


OJ000251 41.0216.C21.ol.gs 


Method 


GENSCAN 

\j i—i i> kj \^r\LH 




Start 


83" 


End 


1987 




GI 


none 


Score 


.58 




Exons 


83. .1264, 1336. .1453, 1833.. 


1987 






Seq. No. 


33466 


Seq. ID 


OJ000251_41.0216. 


.C21 


Gene No. 


69383 


Strand 


- 




Start 


2292 


End 


2460 




Name 


OJ000251 41.0216.C21.ol.tc 


Method 


TRLA9TX • Prpqq 




Start 


11 


End 


376 




GI 


none 


Score 


448 




Exons 


11. .376, 83. .373, 151. .375 








Seq. No. 


33466 


Seq. ID 


OJ000251_41.0216, 


X21 


Gene No. 


69383 


Strand 






Start 


2292 


End 


2460 




Name 


OJ000251 41.0216.-Cf21.ol.tm 


Method 


TBLASTX: Maize • 




Start 


95 ~ • „ * ■ 


End' 


443 


• 


GI 


none 


Score 


521 




Exons 


95. .439, 98. .436, 105. .443, : 


L05. .437, 


127. .438 




Seq. No. 


33466 


Seq. ID 


OJ000251_41.0216. 


,C21 


Gene No. 


69383 


Strand 






Start 


2292 


End 


2460 




Name 


OJ000251 41.0216.C21.o2. tw 


Method 


TBLASTX: Wheat 




Start 


188 


End 


547 




GI 


none 


Score 


417 




Exons 


188. .547, 193. .537 








Seq. No. 


33466 


Seq. ID 


OJ000251_41.0216. 


C21 


Gene No. 


69383 


Strand 







33551 




Start 


2292 




End 


2460 




Name 


OJ000251 41.0216.C21.ol 


. ts 


Mpt* hod 






Start 


242 " 




End 


511 




GI 


none 




Score 


83 




Exons 


242. .316, 329. .511 










Seq. No. 


33466 




Seq. ID 


OJ000251_41.0216 


.C21 


Gene No. 


69383 




Strand 






Start 


2292 




End 


2460 




Name 


OJ000251 41.0216.C21.o4 


. tm 


Method 


TBLASTX • Mai ze 

A i—> J_l.il <J J. £\ • i- -Id -L. C-t n3 




Start 


446 




End 


739 




GI 


none 




Score 


217 




Exons 


446. .739 










Seq. No. 


33466 




Seq. ID 


OJ000251_41.0216 


.C21 


Gene No. 


69383 




Strand 






Start 


2292 




End 


2460 




Name 


OJ000251 41.0216.C21.ol 


. tw 


Method 


TBLASTX: Wheat 




Start 


578 ~~ 




End 


976 




GI 


none 




Score 


554 




Exons 


578 . . 976, 580 . . 963 










„Se.q-.,.Np.._ _ 




. 


_S.eq„ ID.., 


16jM02^ 


Gene No/ 


69383 ■ . 




Strand 






Start 


2292 




End 


2460 ■ 




Name 


OJ000251 41.0216.C21.o2 


. tm 


Mpf hoH 


TBLASTX: Maize 




Start 


743 ~~ 




End 


1017 




GI 


none 




Score 


343 




Exons 


743. . 1015, 745. . 1017 










Seq. No. 


33466 




Seq. ID 


OJ000251_41.0216 


C21 


Gene No. 


69383 




Strand 






Start 


2292 




End 


2460 




Name 


OJ000251 41.0216.C21.o3 


. tm 


Method 


TBLASTX: Maize 




Start 


1019 ~~ 




End 


1258 




GI 


none 




Score 


227 




Exons 


1019. .1207, 1021. .1137, 


1023. 


.1181, 1055. .1195, 1220. .1258 


Seq. No. 


33466 




Seq. ID 


OJ000251_41.0216. 


C21 


Gene No. 


69383 




Strand 






Start 


2292 




End 


2460 




Name 


OJ000251 41.0216.C21.o2. 




Method 


GENSCAN 




Start 


2292 ~ . * 




End' 


•2460. 




GI 


none 




. Score 


.8 ' 




Exons 


2292 . . 2460 










Seq. No. 


33467 




Seq. ID 


OJ000251_41.0216. 


C22 


Gene No. 


69384 




Strand 


+ 




Start 


1 




End •■ 


4319 




Name 


OJ000251 41.0216.C22 ol, 


no 


Method 


AAT/NAP 




Start 


1 ~ 




End 


4319 




GI 


4680179 




Score 


161 




Exons 


1..467, 4141. .4319 










GI Descrip. 


(AF111709) polyprotein 


[Oryza 


sativa subsp. indica] 




Seq. No. 


33467 




Seq. ID 


OJ000251_41.0216. 


C22 


Gene No. 


69384 




Strand 


+ 





33552 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 

..Start.., ....... .,, 

.JG1. . „ .«! 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



End 

Method 
End 
Score 



4319 
AAT/GAP 
2808 
813 



OJ000251_41.0216.C22.o2.gp 
2379 
2428185 
2379. .2808 

5852170/emb|AL117265.1 IOST17804 1.0e-177 Oryza sativa 
indica(GLA4) genomic DNA, chromosome 4, BAC clone :t 17 8 04 



33467 
69384 



Seq. ID OJ000251_41.0216.C22 
Strand + 



OJ000251_41.0216.C22.o3.np 
4131 
4680179 
4131. .4319 

(AF111709) polyprotein [Oryza sativa subsp. indica] 



End 

Method 
End 
Score 



4319 
AAT/NAP 
4319 
155 



33467 Seq. ID 

69385 Strand 
1615 End 
OJ000251_4 1.0216. C22 . o2 . np Method 
1615 -_ r ., „ i ., ..... ri , , ., T .,,.,,,,End, J .- i -., 

...58.5.2.180.- T . .'. Score.,,... 

1615. .1969, 2978. .3052- - 
(AL117265) zhbOOOlO.l [Oryza sativa] 



OJ000251_41.0216.C22 

3052 

AAT/NAP 

. 3052 ^ __ __ 5 __ sas .„ 

f .3.3 4 . ... „.L . _ _„ „,„ ... 



OJ000251 41.0216.C22 



33467 Seq. ID 

69386 Strand 

3339 End 3594 

OJ000251_41.0216.C22.o3.gp Method AAT/GAP 

3339 End 3594 

61605_3.R1084 Score 441 
3339. .3594 

! 1402920/emb|CAA66965| 2.0e-20 (X98321) peroxidase [Arabidopsis 
thaliana] 1 



Seq. No. 

Gene ' No . 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID OJ000251_41.0216.C23 

Strand + 

End 11044 

Method AAT/NAP 

End 5450 

Score 274 



33468 
69387 
1 

OJ000251_41. 0216.C23.ol.np 
1 

6705984 

1. .29, 1079. .1381, 5346. .5450 - .. * 

(AB033235) .gag-pol . polyprotein [Oryza sativa] 

33468 Seq. ID OJ000251_41 . 0216 . C23 

69387 Strand + 

1 End 11044 

OJ000251_41. 0216.C23.ol.gp Method AAT/GAP 

112 End 423 

61605_3.R1084 Score 440 

112. .423 

' 14 02920/emb | CAA66965 | 2.0e-20 (X98321) peroxidase [Arabidopsis 
thaliana] 1 



Seq. No. 
Gene No. 



33468 
69387 



Seq. ID OJ000251_41.0216.C23 
Strand + 



33553 




Start 


1 








End 


11044 


IN CUUC 


\sU\J\J\J4~-UX IX 


\J £. X \J 






Method 


GEN SCAN 


Ol-dlL 


1 1 9d _ 

X X £. H 








End 


11044 


\J X 


n on o 








Score 


.47 


Hi aUI 13 


1124 1508 


22R7 


24 4 fl 


274 Q 


..2801, 4590. .4701, 5346. .5472, 




SRDR 5Q44 


Zf \j 4 x 






..9661, 9736. .9834, 10913. .1104 




^H468 








Seq. ID 


OJ000251_41.0216.C23 


npnp No . 


69387 








Strand 


+ 


Start 


1 








End 


11044 


Name 


OJ000251 41. 


0216 


.C23.o2 


• gp 


Method 


AAT/GAP 


O L. Cl -L L. 


8910 








End 


9118 


O X 


LIB3433-058- 


-P1-K1-G6 




Score 


290 


U 1 von Q 


8910. .9118 














'3426039 4.0e-35 


(AC005168) 


unknown protein [Arabidopsis 




unaxiana j 












Seq. No. 










Seq. ID 


OJ000251_41.0216.C23 


Gene No. 


69388 








Strand 




Start 


12496 








End 


15657 


NT 3 mo 


UuUUU^ Jl . ft 1 . 




CO 7 o9 


+"Ta7 

. L W 


Method - 


TBLASTX: Wheat 




.._-J..U.o p. i--^- 










_1315 . 


. O.J - , 


^.no ne. — — ■ =• - — 






* *" '" — '*~ 


:,..-jS.c.o.r.e- ! ._„ ~ 


.2.6 A „ , „ 


: . TT v o n Q 


1 U o D . . IjIj, 


11UO 


. iz y o 








:!; Seq. No. 


JJ^ 0 0 








Seq. ID 


OJ000251_41.0216.C23 


i ! Gene No. 


69388 








Strand' 




"! Qfarf 
- . : O Lai L 


12496 








End 


15657 


j LMclllLC 




U Z X O 


k^Z O . oz 


. US 


Method 


TBLASTX : Soybean 


- : uLdi L 


o y D / 








End 


9186 


s : : \D X 


none 








Score 


114 


~ ' P von <5 


ft Q £7 Qfl £ 


Q Q7 A 


Q1 ft£ 

. y i o o , 




..9172, 8979.. 9185 


!!i Seq. No. 


JJ4DO 








Seq. ID 


OJ000251_41.0216.C23 


tj Gene No. 


69388 








Strand 




Start 


12496 








End 


15657 


; . Vi CI 111 C 


OJ000251 41. 


0216. 


C23.o2 


. tc 


Method 


TBLASTX: Cress 


O Lai L 


8970 








End 


9198 


!II RT 


none 








Score 


86 


' " ' : F. von 


8970. .9185, 


8974 . 


. 9198, 


8974 


..9189, 8979. .9194 


Seq. No. 


33468 








Seq. ID 


OJ000251_41.0216.C23 


Gene No. 


69388- ■■ 








• Strand 




Start 


1249.6 








End 


15657 


Name 


OJ000251 41. 


0216. 


C23.o2 


. tm 


Method 


TBLASTX: Maize 


O LGL L. 


8973 








End 


9231 


O X 


. .. none 








Score 


207 


Hi 0 1 J. O 


"'8973.'. 9185, 


8974 . 


. 9231, 


8976 


. .9230 




Seq. No. 


33468 








Seq. ID 


OJ000251_41.0216.C23 


Gene No. 


69388 








Strand 




Start 


12496 








End 


15657 


Name 


OJ000251 41. 


0216. 


C23.o3 


gp 


Method 


AAT/GAP 


Start 


11932 








End 


14910 


GI 


1176 1.R1084 








Score 


3009 


Exons 


11932. .11971 


, 12212. . 12777, 


13046. .13117, 13207. .13307, 



13394. .13615, 13917 13998 , 14 114 .. 14299, 14396 .. 14530, 



33554 



GI Descrip, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



14628. .14910 

1 4 521193/dbj | ABO 134 50. 1 1 ABO 134 50 3.0e-40 Oryza sativa DNA, 
similar sequence to Pib gene 1 



33468 
69388 
12496 

OJ000251_4 1 . 02 16 . C23 . o2 . gs 
12496 
none 

12496. .12831, 13046. . 13117, 13207 .. 13307 , 13394 
13917. .13998, 14 114 .. 14299, 14396 .. 14530, 14628 
14857. .14964, 15493. .15657 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000251 41.0216.C23 



15657 
GENSCAN 
15657 
.71 



13615, 
14737, 



Seq. No. 33468 Seq. ID OJ000251_4 1 . 0216 . C23 

Gene No. 69388 Strand 

Start 12496 End 15657 

Name OJ000251_41 . 0216 .C23 . o2 .rip Method AAT/NAP 

Start 12499 End 14726 

GI 1173347 Score 1693 

Exons 12499. . 12777, 1304 6 13117 , 13207 .. 13307 , 13394 .- .13615 , 

_ , .^_ r „-.^^ JL4a?,6 v ..,1.4 53Q^lA£2R,^.jnj*&.^ . ^ 

.Gi~De scrip,... J..^ 

• • - ■ (SEDOHEPTULOSE-BISPHOSPHATASE)- (SBPASE) '-'( SED { 1 ,- 7 )'P2ASE j - " : : - 

gi 1 100803 Ipir | IS23452 sedoheptulose-bisphosphatase (.EC 3.1.3.37) 
precursor - wheat gi | 14265 | emb | CAA4 6507 | (X65540) 
sedoheptulose-1, 7-bisphosphatase [Triticum aestivum] 



Seq. No. 33468 
Gene No. 69388 
Start 12496 

Name OJ000251_4 1 . 0216 . C23 . ol . tc 

Start 12529 
GI none 

Exons 12529. .12780, 12530 .. 12799, 

13047. .13118, 13199. .13312, 
13392. .13616, 13393 .. 13620, 
13915. .13998, 13916 .. 13999, 
14105. .14299, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000251 41.0216.C23 



14163. .14300, 



15657 

TBLASTX: Cress 
14434 
230 

13015. .13086, 13040. .13123, 
13204. .13308, 13250. .13309, 
13393. .13617, 13395. .13631, 
13922. .13999, 13932 .. 14000 , 
14396. . 14434 



Seq. . No. 
Gene No. 
Start 
Name . 
Start 
GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 
Start 



33468 
69388 

12496 ' * 

OJ000251_41.0216.C23..ol.tm 
12529 
none 
12529. 
13047. 
13208. 
13408. 
14114. 



Seq. ID 
Strand •' 
End 

Method 
End 
Score 



OJ000251 41.0216.C23 



,12780, 12529. .12780, 12530. 

,13118, 13048. .13119, 13204. 

13309, 13392. .13616, 13392. 

13617, 13915. .13998, 13916. 

14215, 14163. .14216 



15657 

TBLASTX: Maize. 
14216 
346 

12799, 13040. .13120, 
13308, 13205... 13312, 
13616, 13393. .13620, 
13999, 14108. .14215, 



33468 

69388 

12496 

OJ000251 

12529 



41.0216.C23.ol.tw 



Seq. ID 

Strand 

End 

Method 
End 



OJ000251_41.0216.C23 
15657 

TBLASTX: Wheat 
13091 



33555 



GI 

Exons 



none 



Score 



250 



12529. .12780, 12530 .. 12778 , 1254 4 12798 , 13040 .. 13090, 
13047.. 13091 



Seq. No. 33468 
Gene No. 69388 
Start 12496 

Name OJ000251_4 1 . 0216 . C23 . ol . ts 

Start 12529 

GI none 

Exons 12529. . 12780, 12530 

13199. .13312, 13204 
13475. .13651, 13475 
14108. . 14299, 14163 
14468. . 14515 



Seq. ID OJ000251_41.0216.C23 
Strand 

End 15657 
Method TBLASTX : Soybean 
End 14515 
Score 244 
12799, 13010. . 13120, 13040 .. 13123, 
13308, 13392. .13616, 13393 .. 13620, 
13627, 13915. .13998, 13916 13987, 
14300, 14379. .14429, 14396 .. 14431, 



Seq. No. 
Gene No. 
Start 
Name 
Start 
GI ..... 

„Exons^. r . 



33468 
69388 
12496 
OJ000251 
14216 
..none.. _ ..... 



41.0216.C23.o3. tm 



Seq. ID 
Strand 
End 

Method 
End 

: ..Score.-, 



OJ000251_41.0216.C23 
15657 

TBLASTX: Maize 

14687 

.124 _____ 



- - 1 4.2X6l.-.: 1A2.9 9. /: JLA2±3..^1£305.,.^1A2A2 ... -1 4 3.1 6 4.25IL 
14385. :145-31- 14396. .14533, • 14 620 \ .14 682, 14628. 
14629. .14679 



..L43.Q-CL 



14 687-, 



Seq. No. 33468 

Gene No. 69389 

Start 16803 

Name OJ000251_4 1.0216. C23 . o3 . tw 

Start 16803 

GI none 

Exons 16803. .17078, 16817 .. 16933, 

Seq. No. 33469 

Gene No. 69390 

Start 661 

Name OJ000251_4 1 . 0216 . C24 . ol . gs 

Start 661 

GI none 

Exons 661.. 842, 1815.. 1947 

-Seq. No. ' 33469 

Gene No. 69391 

Start 612 

Name OJ000251_4 1 . 0216 . C24 . ol . np 

Start 612 

GI 5852181 

Exons 612. .851, 1546. .1732, 3458.. 

GI Descrip. (AL117265) zhbOOll.l [Oryza 

Seq. No. 33469 

Gene No. 69391 

Start 612 

Name OJ000251_4 1 . 021 6 . C24 . o2 . gs 

Start 2321 

GI none 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000251_41.0216.C23 
17083 

TBLASTX: Wheat 

17083 

234 



16952. .17083 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 

3565 

sativa] 

Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000251_41.0216.C24 
+ 

1947 
GENSCAN 
1947 
.86 



OJ000251 41\0216.C24 



3565 
AAT/NAP 
3565 
98 



OJ000251_41. 0216.C24 

3565 
GENSCAN 
2996 
. 6 



33556 



Exons 


2321. 2524. 2889 2996 










Seq. No. 


33470 




Seq. ID 


OJ000251 41 0216 


. C27 


Gene No. 


69392 




Strand 


+ " 




Start 


1 




End 


710 




Name 


OJ000251 41.0216.C27.ol 


. no 


Method 


AAT/NAP 




Start 


1 ~~ 




End 


710 




GI 


4 680179 




Score 


471 




Exons 


1 . .710 










GI Descrip. 


(AF111709) polyprotein 


[Ory za 


sat i va 


subsD . indical 




Seq. No. 


33470 




Seq. ID 


OJ000251 41.0216 


.C27 


Gene No. 


69393 




Strand 






Start 


92 




End 


410 




Name 


OJ000251 41.0216.C27.ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


36 




End 


410 




GI 


none 




Score 


434 




Exons 


36. .410, 47. .409 











Seq. No. 33470 

Gene No. 69393 
. .Starts ,,,. TO ._„.92^^^ ^ 
JName^__^„_6^ 

Start " 92 ' ' ' - ■ - * 

GI none 

Exons 92.. 203 



Seq. ID OJ000251_41 .0216.C27 
Strand 

.End .4.10 _..„_ ^ 

/.Method^ 



End - 
Score 



■203- 
. 91 



Seq. No. 33470 

Gene No. 69393 

Start 92 

Name OJ000251_41.0216.C27.ol.tm 

Start 189 

GI none 

Exons 189. .410, 264 . .353 



Seq. ID OJ000251_41.0216.C27 
Strand 

End 410 

Method TBLASTX : Mai ze 

End 410 

Score 184 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No.' 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 



33471 
69394 
93 

OJ000251_41.0216.C28 .ol . gs 
93 

none 

93. .192, 744. .823 



Seq. ID OJ000251_41.0216.C28 

Strand 

End 823 

Method GENSCAN 

End 823 

Score .92 



33472 
69395 
1 

OJ000251_41.0216.C29.ol.np 
1 

5103193 
1..459 

(AP000342) transposase of TnlO [Plasmid R100] 

gi | 5738084 | gb | AAD50242 . 1 |AF162223_1 (AF162223) ISlO-left 

transposase [Shigella flexneri] 



Seq. ID OJ.000251_41 .0216.C29, 
Strand 

End 459 

Method AAT/NAP 

End 459 

Score 766 



33472 
69395 
1 



Seq. ID. OJ000251_41.0216.C29 
Strand 

End 459 



33557 




Name 


OJ000251 41 


. 0216 


.C29 


. ol . gs 


Method 


GENSCAN 




Start 


31 ~ 








End 


459 




GI 


none 








Score 


1 




Exons 


31 . .459 














Seq. No. 


33472 








Seq. ID 


OJ000251_41.0216 


.C29 


Gene No. 


69396 








Strand 






Start 


419 








End 


565 




Name 


OJ000251 41 


.0216, 


.C29 


. ol . tc 


Method 


TBLASTX: Cress 




Start 


419 








End 


565 




GI 


none 








Score 


191 




Exons 


419. .565, 419. .538, 


421 . .564 








Seq. No. 


33473 








Seq. - ID 


OJ000251 41.0216 


.C31 


Gene No. 


69397 








Strand 






Start 


1 








End 


490 




Name 


OJ000251 41 


. 0216. 


.C31 


. ol . np 


Method 


AAT/NAP 




Start 


1 








End 


490 




GI 


6691193 








Score 


491 




Exons 


1. .490 














GI Descrip. 


■ (AC007534) 


F7F22 . 


. 17- 


[Arabidopsis thaliana] 




r aeqU^No 


^34^3..;,, 


fr- ; :- 






^„ T Seq-^jiu 






Gene No .- 


69397- 








Strand 


■ - 




■Start 


1 








End 


490 




Name 


OJ000251 41 


. 0216, 


,C31 


. ol . tw 


Mfa-i- hod 






Start 


2 








End 


439 




GI 


none 








Score 


118 




Exons 


2. .439, 81. 


.293, 


340 


. .435 








Seq. No. 


33473 








Seq. ID 


OJ000251_41.0216, 


.C31 


Gene No. 


69397 








Strand 






Start 


1 








End 


490 




Name 


OJ000251 41 


. 0216. 


C31 


. ol . gs 


Method 


GENSCAN 




Start 


39 








End 


391 




GI 


none 








Score 


.84 




Exons 


39. . 391 














Seq. No. 


33473 








Seq. ID 


OJ000251_41.0216. 


.C31 


Gene No. 


69397 








Strand 






Start 


1 








End 


490 




Name 


OJ000251 41 


.0216. 


C31 


. ol ..ts 


Method 


TBLASTX : Soybean 




Start 


86 ' 








End 


440. 




GI 


none 








- Score 


119 




Exons 


86. .376, 87 


. .374, 


39* 


3 . .439, 


399. .440 






Seq. No. 


33474 








Seq. ID 


OJ000251__41.0216. 


C33 


Gene No. 


69398 








Strand 


+ 




Start 


336 








End 


623 




Name 


OJ000251 41, 


.0216. 


C33, 


. ol . gs 


Method 


GENSCAN 




Start 


336 








End 


623 




GI 


none 








Score 


.8 




Exons 


336. .623 














Seq. No. 


33474 








Seq. ID 


OJ000251_41.0216. 


C33 


Gene No. 


69399 








Strand 


+ 




Start 


922 








End 


1043 





33558 




Name 


OJ000251 41 0216 C33 ol 


. np 


Method 


AAT /NAP 






Start 


922 ~~ 




End 


1043 






GI 






Score 


124 






F.xnns 

1_J A. Vh^ llO 


922 1043 












X w O J- -X. k^r ■ 


(AP001080) hvnothet ical 


protein [Oryza 


O GL (_ -l_ V CA J 






Sea No 


33475 




Seq. ID 


OJ000251 41. 


0216 


. C34 


Gene No. 


69400 




Strand 


+ _ 






Start 


1 




End 


259 






Naine 


OJ000251 41.0216.C34.ol 


.np 


Method 


AAT /NAP 






Start 


1 _ 




End 


259 






GI 


68 15052 
\j \j j. *j \j +j 




Score 


178 






Fynn S 

J_J 4\. lltj 


1 . . 259 












GI Descrip. 


(AP001080) hypothetical 


protein [Oryza 


sativa ] 






Seq. No. 


33475 




Seq. ID 


OJ000251_41. 


0216 


.C34 


Gene No. 


/~ n a a i 

694 01 




Strand 








Start 


103 




End 


299 






Name 


OJ000251 41 0216 C34 ol 


,gs 


Method 


GENSCAN 






Start 


103 _ 




End 


299 






GI 


none 




Score 


. 6 






Exon s 


103 299 






- - - — - - 


~~* """" 




Seq. No. ■ 


33476 - 




Seq. ■ ID 


OJ000251J41- 


■021*6 


.C35 


Gene No. 


■ 69402 




Strand 


+ 






Start 


282 




End 


4 54 






Name 


OJ000251 41 0216 C35 ol 


. gs 


Method 








Start 


282 _ 




End 


4 54 






GI 


none 




Score 


. 68 






E von s 


282 . .454 












Sea No 


33476 




Seq. ID 


OJ000251 41 


0216 


. C35 


Gene No. 


69403 




Strand 








Start 


1 




End 


716 






Name 


OJ000251 41 0216 C35 ol 


. np 


Method 


AAT /NAP 






Start 


1 _ 




End 


716 






GI 


6815052 

\V vJ X. *J \J t- 




Score 


129 






Exon s 


1 144, 561 716 












GI Descrio 


(AP001080) hvoothetical 


protein [Oryza 


q a f- i v3 1 

JO LX V CZ J 






Sea No 


33477 




Seq. ID 


OJ000251 41 

W \J \J \J \J 4-. -~> -i- ™ Jw • 


0216 


. C38 


Gene No.. 


69404 




Strand 








Start - 


1 




End 


572 






Name 


OJ000251 '41.0216.C38.ol 


.np 


Method 


AAT /NAP. 






Start 


1 




End 


572 






GI 


5902445 




Score 


969 






R x o n s 


1. . 572 












GI Descrip. 


(AB030283) GAG-POL precursor 


[Oryza sativa] 






Seq. No. 


33477 




Seq. ID 


OJ000251_41. 


0216 


. C38 


Gene No. 


69405 




Strand 








Start 


420 




End 


571 






Name 


OJ000251 4r.0216.C38.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


178 




End 


541 






Gi 


none 




Score 


446 






Exons 


178. .489, 179. .502, 199 


.522, 


493. .540, 


494 . .541 







33559 




Seq. No. 


33477 


Seq. ID 


OJ000251_41.0216 


,C38 


Gene No. 


69405 


Strand 






Start 


420 


Hi 1 L\JL 


^71 




Ma mo 




iyjc tnoa 


i d1j/\o i a : wnea l 






1 ft4 ~~ 




0 / 1 




(IT 




Score 


A 1 R 
H X D 






184 495, 185 571 ^80 R71 








Seq. No. 


33477 


Seq. ID 


OJ000251_41.0216 


.C38 


Gene No. 


69405 


Strand 






Start 


420 


Hii 1U, 


S7 1 




Name 


O.TOOO^SI 41 0?1fi P^fi nl rrQ 

vU \J \J \J £s *J -L 11.Ut.lUi\>JOiUl«Uo 




C P M Q C 7\ m 




Cf a v-4- 
OLQl l 


4 9D ~~ 
1 u 




con 




GI 


none 




.-7 0 
















J J *i / O 


Oct] . ± U 






Gene No. 


69406 


Strand 


+ ~ 




Start 


1 


End 


1744 




Name 


OJ000251 41.0216.C39.ol.np 


Method 


AAT/NAP 






1 


End 


1744 




. \j a. .... ._- 


. .50.42.4 63. .„.. 


_S.core„ , 


„ 169 _ 






^^.^jl f ^^B2.^AlAi^ 






..... , ..... 




(AC00778'9)' unknown protein [Oryza sativa] 




Seq. No. 


33478 


Seq. ID 


OJ000251_41.0216 


.C39 


Gene No. 


69407 


Strand 






Start 


5658 


End 


5788 ■ 




INCH LLC 


OJ000251 41.0216.C39.o2.gs 


Method 


GENSCAN 




O Lai L 


5658 


End 


5788 




O -L 


none 


Score 


.73 






5658. .5788 










33479 


Seq. ID 


OJ000251 41.0216 




Gene No 


69408 


Strand 


+ 




Start 


1 


End 


2003 




Name 


OJ000251 41.0216.C40.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


2003 




(IT 


629693 


Score 


275 




FvnnQ 

l_i A \Ls HO 


1..669, 1985. .2003 








J_ I—' *3 O N-v JL J. k-"* . 


probable integrase - common tobacco (fragment) 






gi | 530742 | emb | CAA56791 | (X80£ 


130) integrase [Nicotiana ^tabacum] 


O v> ^ . LMU «, 


33479 


Seq. ID 


OJ000251_41.021'6. 


-C4 0' 


Gene No . 


69408 


Strand 


+ 




Start 


1 


End 


2003 




Name 


OJ000251 41.0216.C40.o2.np 


Method 


AAT/NAP 




Start 


1 


End 


2003 




(IT 


4263831 


Score 


172 




Exon s 


1..264, 390. .644, 1986. .2003 








GI Descrip. 


(AC006067) putative retroelement pol polyprotein [Arabidopsis 




thaliana] 








Seq. No. 


33479 


Seq. ID 


OJ000251_41.0216. 


C40 


Gene No. 


69408 


Strand 


+ 




Start 


1 


End 


2003 




Name 


OJ000251 41.0216.C40.ol.gs 


Method 


GENSCAN 





33560 



Start 224 End 1924 

GI none Score . 6 . 

Exons 224. .283, 319. .369, 895. .1026, 1623. .1781, 1847. .1924 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID OJ000251 41.0216.C40 



33479 
69408 
1 

OJ000251_4 1 . 021 6 . C4 0 . o3 . np 
1635 
4680179 
1635.. 1936 

(AF111709) polyprotein [Oryza sativa subsp. indica] 



Strand 
End 

Method 

End 

Score 



+ 

2003 
AAT/NAP 
1936 
163 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



33480 Seq. ID OJ000251_4 1 . 0216 . C4 1 

69409 Strand 

1637 End 1969 

OJ000251_41. 0216.C41.ol.np Method AAT/NAP 

1637 End 1918 

6630696 Score 351 

1637. .1918 

(AP000969) ESTs D221 14 (C10364 ) , AU07 6106 (E204 23 ) correspond to a 
..region, .of,^ the .predicted gene_.__;_ Similar .to. retro virus -rel^ated^pol 
.po Lypxq t.ain„.f r.orrL,.tran spas.on ~;Tnt_1^9.4,.__ XP-1-0 Jil &l„J.£>r.y z a„ .sa.tiy.aj 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



33480 Seq. ID 

69409 Strand 

1637 End 
OJ00025 1_4 1 . 021 6 . C4 1 . ol . tw Method 

1637 End 

none Score 

1637. .1840, 1638. .1859, 1910. .1969 



OJ000251_41.0216.C41 
1969 

TBLASTX: Wheat 

1969 

174 



Seq. No. 


33481 


Seq. ID 


OJ000251_41.0216.C42 


Gene No. 


69410 


Strand 


+ 


Start 


1 


End 


4766 


Name 


OJ000251 41.0216.C42.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


4766 


GI 


5852180 


Score 


513 


Exons 


1..55, 1193. .1244, 2226. .234' 


1, 2396. .2 


840, 4738..4766 


GI Descrip. 


(AL117265) zhb00010.1 [Oryza 


sativa] 




Seq. No. 


33481 


Seq. ID 


_OJ000251_41. 0216.C42 


Gene No. 


69411 ' '■ 


Strand 




Start 


io'94 


End 


1474 


Name 


OJ000251 41.0216.C42.ol.gp 


Method 


AAT/GAP 


Start 


1094 


End 


1474 


GI 


uC-osflcyp033a04bl 


Score 


662 


Exons' 


1094. .1474 






GI Descrip. 


■6016845/dbj | AP000570 . 1 1 AP000570 3.0e- 


59 Oryza sativa genomic 



DNA, chromosome 1, clone : P07 11E10 1 



Seq. No. 33481 Seq. ID 

Gene No. 69412 Strand 

Start 1906 End 

Name 0 JO 0025 1_41. 0216. C42.o2.gs Method 

Start 1906 End 

GI none Score 



OJ000251_41.0216.C42 

4766 
GENSCAN 
4702 
.55 



33561 




F.xon s 


1906 1991 


2285 


2354 , 


2550 . 


.2827, 3513.. 3756, 3932.. 4702 


Seq. No. 


33481 








Seq. ID 


OJ000251 41.0216 


. C42 


Gene No. 


69412 








Strand 






Start 


1906 








End 


4766 




Name 


OJ000251 41 


.0216 


.C42.o2 


no 


Method 


AAT/NAP 




Start 


3499 ~~ 






End 


4766 




GI 


4680179 








Score 


1277 




Exons 


3499. . 4766 














GI Descrip. 


(AF111709) 


polyprotein 


[ Or y za 


sativa 


subsp. indica] 




Seq. No. 


33481 








Seq. ID 


OJ000251_41.0216 


.C42 


Gene No. 


69412 








Strand 


- 




Start 


1906 








End 


4766 




Name 


OJ000251 41 


.0216 


.C42.o2 


. tw 


Method 


TBLASTX: Wheat 




Start 


3544 ~ 








End 


3838 




GI 


none 








Score 


127 




Exons 


3544 . . 3837, 


3608 


. .3838 










Seq. No. 


33481 








Seq. ID 


OJ000251_41. 0216 


.C42 


Gene No. 


69412 








Strand 


- 




Start. 


. 1 9.0.6, .„.. . 








,End. : .,,, r . r; 




— = ^^-~ 


-Name..,, „ 


bjddQ25*l'~4~l 


0.2.1 6-..C.4.Z.0.3,. tm.„. r 


_Method„ 


. r XBLAsix..:.Mai2 e , 4 




Start ' ' " ■ ' 


3595 ' ~~ ' 








End- 


-3828' - " •-- 




GI 


none 








Score 


122 




Fx on ^ 


3595 3828 


364 4 


. . O O -L X , 




.3822 






Seq. No. 


33481 








Seq. ID 


OJ000251_41.0216 


C42 


Gene No. 


69412 








Strand 


- 




Start 


1906 








End 


4766 




Name 


OJ000251 41 


.0216 


C42.o4 


. tw 


Method 


TBLASTX: Wheat 




Start 


3839 _ 








End 


4016 




GI 


none 








Score 


120 




Exons 


3839. . 4009, 


3839 


.4015, 


3861. 


.4016 






Seq. No. 


33481 








Seq. ID 


OJ000251_41.0216 


C42 


Gene No. 


69412 








Strand 


- 




Start 


1906 








End 


4766 




Name 


OJ000251 41 


.0216, 


C42.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


3884 ~~ 








End 


4176 




GI 


none 








Score 


198 




Exons 


3884 . . 4174 . 


3888. 


.4175,. 


3988. 


.4176 






Seq. No. 


.33481 








Seq. ID 


OJ000251_41.0216. 


C42 


Gene No. 


69412 








Strand 


- 




Start 


1906 








End 


4766 




Name 


OJ000251 41 


.0216. 


C42.ol 


ts 


Method 


TBLASTX: Soybean 




Start 


3973 ~ 








End 


4234 




GI 


none 








Score 


138 




Jwl jC± V—/ 1 1 


3973 4155 


3974. 


.4234, 


3975. . 


4229 






Seq. No. 


33481 








Seq. ID 


OJ000251_41.0216. 


C42 


Gene No. 


69412 








Strand 






Start 


1906 








End 


4766 




Name 


OJ000251 41 


.0216. 


C42.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


3998 








End 


4315 




GI 


none 








Score 


82 





33562 




Exons 


3998 . .4141, 


3999 4139. 


4142. 


. 4315 






Seq. No. 


33481 






Seq. ID 


OJ000251_41.0216 


.C42 


Gene No . 


69412 






Strand 






Start 


1906 






End 


47 66 




Name 


OJ000251 41 


0216 C42 ol 


. tw 








Start 


4022 ~ 






End 


4 600 
1 \j \j \j 




GI 


none 






Score 


348 




Exons 


4022 . .4600, 


4023. .4589 










Seq. No. 


33481 






Seq. ID 


OJ000251_41.0216 


.C42 


Gene No. 


69412 






Strand 






Start 


1906 






End 


4766 




Name 


OJ000251 41 


0216 C42 o2 


. tm 


Mpf hnd 


TBLASTX • Ma i 7p 




Start 


4589 ~ 






End 


4765 




GI 


none 






Score 


95 




Exons 


4589 . . 4765, 


4593. .4739 










Seq. No. 


33481 






Seq. ID 


OJ000251_41.0216 


.C42 


Gene No. 


69412 






Strand 






Start 


1906 






End 


47 66 




Name „ 


OJ000251 41 


0216 C42 o3 


tw 


liC LllU.U.. _. . 






Start 


14.6 01 " 






End„_ 


47 fifi 




' GI 


none 






S co ire 


]_4 4 .. * - 




Exons 


4601 . .4765, 


4602 . .4766 










Seq. No. 


33482 






Seq. ' ID 


OJ000251_41.0216 


C43 


Gene No. 


69413 






Strand - 






Start 


315 






End 


1085 




Name 


OJ000251 41 


0216 C43 ol 


• y 0 


L JC LilUU 






Start 


315 _ 






End 


1067 

X \J \J f 




GI 


none 






Score 






Exons 


315 1067 












Sea No 


33482 






OCv^ • J. U 


O.7000? 51 41 091 f, 




Gene No. 


69413 






Strand 






Start 


315 






End 


1085 




■Name 


OJ000251 41 


.0216.C43.ol 




Method 


AAT/NAP 




Start 


318 






End 


1085 




GI 


4680179 






Score 


1095 




Exons 


318. .1085 












GI Descrip. 


(AF111709) polyprotein 


[ Oryza 


sativa subsp. indica] 




Seq. .No. 


33482 






Seq. ID 


OJ00.0251_41.0216. 


C43 


Gene No. 


69413 






Strand 






Start 


315 






End 


1085 




Name 


OJ000251 41 


.0216.C43.o2 


tw 


Method 


TBLASTX: Wheat 




Start 


363 






End 


696 




GI 


none 






Score 


151 




Exons 


363. .695, 427. .696 










Seq. No. 


33482 






Seq. ID 


OJ000251_41.0216. 


C43 


Gene No. 


69413 






Strand 






Start 


315 






End 


1085 




Name 


OJ000251 41 


0216.C43.ol 


.tm 


Method 


TBLASTX: Maize 




Start 


543 






End 


1085 




GI 


none 






Score 


207 





33563 



Exons 543.. 983, 559.. 981, 981.. 1085, 1000.. 1077 



Seq. No. 


33482 




Seq. ID 


OJ000251 41.0216 


,C43 


Gene No . 


69413 




Strand 






Start 


315 




End 


1085 




Name 


OJ000251 41. 0216.C43.ol 


. tw 


Method 


TBLASTX: Wheat 




Start 


696 




End 


1085 




GI 


none 




Score 


184 




Exons 


696. . 1085, 808 . . 1080 










Seq. No. 


33483 




Seq. ID 


OJ000251_41.0216 


C44 


Gene No. 


69414 




Strand 






Start 


1 




End 


1529 




Name 


OJ000251 41.0216.C44.ol 


.np 


Method 


AAT/NAP 




Start 


1 




End 


1529 




GI 


4680179 




Score 


2159 




Exons 


1. .1529 










GI Descrip. 


(AF111709) polyprotein 


[Oryza 


sativa 


subsp. indica] 





Seq. No. 33483 Seq. ID 

Gene No. - 69414 - Strand 
.Starts l-„ ,,.-,-....-^ J ,-......-.^ T .^,- ^. . r _,, A .,.j:nd 

.-Name..-..- _,„„6^ .Method,.. 

Start 88 ' ■ ' * ■■ - 'End • 

GI none Score 

Exons 88. .591, 166. .543, 170. .559 



OJ000251 41.0216.C44 



.. 1.52.9 ^ 

TBLASTX :Hheat.,_ 

591- • 

246 



Seq. No. 33483 Seq. ID 

Gene No. 69414 Strand 

Start 1 End 

Name OJ000251_4 1 . 021 6 . C4 4 . ol . tm Method 

Start 157 End 

GI none Score 

Exons 157. .519, 166. .519, 170. .520 



OJ000251_41.0216.C44 
1529 

TBLASTX: Maize 

520 

172 



Seq. No. 33483 Seq. ID 

Gene No. 69414 Strand 

Start 1 End 

Name OJ000251_4 1 . 0216 . C4 4 . ol . gs Method 

Start 204 End 

GI none Score 

Exons 204.. 1455 



OJ000251_41.0216.C44 

1529 
GENSCAN 
1455 
.44 



Seq. No. 33483 . . . Seq. ID 

Gene No. 69414 Strand 

Start 1 End 

Name OJ000251_4 1 . 021 6 . C4 4 . o2 . ts Method 

Start 340 End 

GI none . } Score 

Exons 340. .585, 341. .568 



OJ000251_41.0216._C44 
1529 

TBLASTX: Soybean 

585 

93 



.Seq. No. 33483 Seq. ID 

Gene No. 69414 Strand 

Start 1 End 

Name OJ0U0251_41 . 021 6 . C4 4 . o2 . tm Method 

Start 556 End 

GI none Score 



OJ000251_41.0216.C44 
1529 

TBLASTX: Maize 

1056 

50 



33564 



Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 

.Name_ . 
Ist^rLZl 
GI 

Exons 



556. .870, 599. .649, 677. .730, 877. .1056, 929. .1048 



33483 
69414 
1 

OJ000251_41.0216.C4 4 .o3.tw 

592 

none 

592. .894, 608. .892 

33483 
69414 
1 

OJ000251_41.0216.C4 4 .ol.ts 

607 

none 



Seq. ID OJ000251_41.0216.C44 
Strand 

End 1529 

Method TBLASTX : Wheat 

End 8 94 

Score 272 



Seq. ID OJ000251_41.0216.C44 
Strand 

End 1529 

Method TBLASTX : Soybean 

End 1002 

Score 193 



607. .966, 608. .898, 929. .964, 970. .1002, 971. .1000 



Seq. ID OJ000251_41.0216.C44 
Strand 

End - 1529 



33483 
69414 

1 .. .. 

0 Jp0p251_4.1., : 0216 . C.4.4 ..O.2.. tw„.„_ ..Method TBLASTX :. Wheat 

_ „ 9.4 3 r - f — 1.— ,U ~- ^ ^._,End^._ .... -_14_2 9Li~ ^ .1 

- none' " ■' " Score - 261- ■ ' - " " - 

943. .1320, 986. .1429, 1375. .1425* 



Seq. No. 33483 

Gene No. 69414 

Start 1 

Name OJ000251_4 1 . 0216 . C4 4 . ol . tc 

Start 979 

GI none 

Exons 979. . 1296 



Seq. ID OJ000251_41.0216.C44 
Strand 

End 1529 

Method TBLASTX: Cress 

End 1296 

Score 180 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq; ,No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



33483 
69414 
1 

OJ000251_41.0216.C4 4 .o3.tm 

1124 

none 

1124. .1414, 1126. .1413 



Seq. ID OJ000251_41.0216.C44 
Strand 

End 1529 

Method TBLASTX : Mai ze 

End 1414 

Score 185 



334 84 - 
69415 
1 

OJ000251_41.0216.C45.ol.np 
1 

4680179 
1..286,, 320. .1399 

(AF111709) polyprotein [Oryza sativa subsp. indica] 



Seq. ID OJ000251_41.0216.C45 
Strand 

End 1399 

Method AAT/NAP 

End 1399 

Score 1012 



33484 
69415 
1 

0 JO 0025 1_4 1 . 0216. C4 5 . o3 . t w 
2 

none 



Seq. ID OJ000251_41.0216.C45 
Strand 

End 1399 

Method TBLASTX: Wheat 

End 37 9 

Score 57 



33565 



# • 



L-i S\. V-/ 1 1 


2 256 63 203 284 


. 379 








Seq. No. 


33484 




Seq. ID 


OJ000251_41.0216. 


C45 


Gene No. 


69415 




Strand 






Start 


1 




End 


1399 




Name 


OJ000251 41 0216 C45 


0 1 . gs 


Mpf hnH 






Start 


208 ~ 




End 


1 "3Q6 




GI 


none 




Score 


79 




FvAn q 

1_ ii. ^ 1 1 O 


208 1396 










Seq. No. 


33484 




Seq. ID 


OJ000251_41.0216. 


C45 


Gene No. 


69415 




Strand 






Start 


1 




End 


1399 




Name 


OJ000251 41 0216 C45 


0 1 . t W 


Mp t" hnH 


TRT.A^TX • Whpat- 




Start 


578 ~~ 




End 


92 9 




GI 


none 




Score 


112 




Exons 


578 . . 928, 735 . . 929 










Seq. No. 


33484 




Seq. ID 


OJ000251_41.0216. 


C45 


Gene No. 


69415 




Strand 






Start 


1 




End 


1399 




Name 


OJ000251 41 0216 045 


o.L. tm _ 


_ ,„ . Method. ■__ 


TRT.A9TX * Ms i ye> 

i DJjriij.i.A.. < nai . 


— 


S,tart_ ^ 


!_ Z 'A2Z$S-ZZ„ZZLZZZZZZZZ~ZZ ZZZ'.. 


End__. 


£-.U .—^.—-r-f.^.^, , , ^ 




GI • ■ 






"- ' Score ■" 


Zf \J 




1*J " 1 1 


623 928, 798 914 










Seq. No. 


33484 




Seq. ID 


OJ000251_41.0216. 


C45 


Gene No. 


69415 




Strand 






Start 


1 




End 


-L O Zf Z? 




Name 


Ol70002S1 41 0216 C45 


o2.tw 


Method 






Start 


962 ~ 




End 


J_ £. 




GI 


none 




Score 








962 1054 963 1160 


965. . 


1162, 1175. 


122? 




Spct No 


33485 




Seq. ID 


OJ000251_41.0216. 


C46 


Gene No. 


69416 




Strand 


+ 




Start 


890 




End 


6981 




Name 


OJ000251 41 0216 C46 


o3 . np 


Method 


AAT/NAP 




Start 


8 90 _ 




End 


6981 




GI 


5852180 

J U -J -L U v/ 




Score 


623 




i^j lu 


890 925. 4451 4517 


5496. 


.5619, 5671 


..6077, 6849.. 6981 


CIT Dp qpri ri 

vJ JL t> O O J L . 


(AL117265) zhbOOOlO 1 


[Oryza sativa] 






Sea No 


33485 




Seq. ID 


OJ00025.1_41.0216. 


C4 6 


Gene No. 


69416 




Strand 


+' 




Start 


890 




End 


6981 




Name 


OJ000251 41.0216.C46. 


o4 . np 


Method 


AAT/NAP 




Start 


2807 




End 


6981 






2443320 




Score 


214 






2807. .2850, 6734. .6981 








OX Uc o Li L . 


(D85597) polyprotein 


[Oryza 


australiensis] 




Seq. No. 


33485 




Seq. ID 


OJ000251_41.0216. 


C4 6 


Gene No. 


69416 




Strand 


+ 




Start 


890 




End 


6981 




Name 


OJ000251 41.0216.C46. 


o2 . gs 


Method 


GENSCAN 




Start 


5658 




End 


6259 





33566 




GI 


none 


Score 


fil 






5658 6259 








Sea No 


33485 


Seq. ID 


OJ000251 41 0?1 


. C4 6 


Gene No. 


69417 


Strand 






Start 


1 


End 


2423 




Name 


OJ000251 41.0216.C46.ol.np 


Method 


AAT/NAP 




Start 


1 _ 


End 


2423 




GI 


4680179 


Score 


2316 




Exons 


1. . 1307, 1341. .2423 








GI Descrip. 


(AF111709) polyprotein [Oryza 


sativa subsp. indica] 




Seq. No. 


33485 


Seq. ID 


OJ000251_41.0216 


.C46 


Gene No. 


69418 


Strand 


- 




Start 


4366 


End 


4747 




Name 


OJ000251 41 0216 C46 ol ts 


Method 


TBLASTX : Soybean 




Start 


1 


End 


285 




GI 


none 


Score 


154 




Exons 


1..285, 2. .217, 248. .283 








Seq. No. 


33485 


Seq. ID 


OJ000251_41.0216 


.C46 


.Gene No . _ . 


,,^94.18,, ^ _^, ir -,- 


„StrancL 


.-_ ^ 




_S.tart.„.^ 




~End t 






Name 


OJ00025T 41 0216C46 o3 t w - " 


Method - ■■ - 


TBLASTX: Wheat r 




Start 


1 — 


End 


213 




GI 


none 


S core 


1 R4 

J. O *i 




Rxon ^ 


1 213 2 211 








Seq. No. 


33485 


Seq. ID 


OJ000251_41.0216 


.C46 


Gene No. 


69418 


Strand 


- 




Start 


4366 


End 


4747 




Name 


OJ000251 41 0216 C46 o3 tm 


Method 


TBLASTX: Maize 




Start 


44 ~~ 


End 


207 




GI 


none 


Score 


105 




Exons 


44. .202, 46. .207, 55. .207 








Seq. No. 


33485 


Seq. ID 


OJ000251_41.0216 


.C46 


Gene No. 


69418 


Strand 


- 




Start 


4366 


End 


4747 




Name 


OJ000251 41 0216 C46 ol tm 


Method 


TBLASTX : Maize 




Start 


208 ~~ 


End 


638 




GI 


none 


Score 


53 . ' 




Exons ■ 


208 285. 303 638 304 4 08 


426. .599 






Seq. No. 


33485 


Seq. ID 


OJ000251_41.0216 


.C46 


Gene No. 


69418 


Strand 






Start 


4366 


End 


4747 




Name 


OJ0002 51 41 D?1 P4fi nl t-w 


Method 


TBLASTX: Wheat 




Start 


299 ~ 


End 


747 




GI 


none 


Score 


221 




Pyrin <5 


62? ?rn ^fR fi^ft 


304 . .747, 


693. .743 




Seq. No. 


33485 


Seq. ID. 


OJ000251__41.0216 


C46 


Gene No. 


69418 


Strand 






Start 


4366 


End 


4747 




Name 


OJ000251 41.0216.C46.o4.tw 


Method 


TBLASTX: Wheat 




Start 


843 


End 


1280 





33567 




GI 


none 


Score 


68 




Exons 


843. .884, 912. .1025, 913. .1026, 1071. 


1 ?R0 1 01? 1 

-L Kj \J f J.KJ I * * X £. 




Seq. No. 


33485 


Seq. ID 


OJ000251_41.0216 


.C46 


Gene No. 


69418 


Strand 






Start 


4366 


End 


4747 




Name 


OJ000251 41.0216.C46.o4 . tm 


Method 


TRT.A^TX • i 7P 
J- uiino x /\ • L io. 1 




Start 


963 


End 


1286 




GI 


none 


Score 


187 




Exons 


963. . 1286 








Seq. No. 


33485 


Seq. ID 


OJ000251_41.0216 


.C4 6 


Gene No. 


69418 


Strand 






Start 


4366 


End 


4747 




Name 


OJ000251 41.0216.C46.o2.tm 


Method 






Start 


1644 


End 


194 9 




GI 


none - 


Score 


78 




Exons 


1644. .1949, 1843. .1935 








Seq. No. 


33485 


Seq. ID 


OJ000251_41.0216 


.C46 


Gene No. 


69418 


Strand 






Start, 


-4.366 _ ._ , 


. End. _ . 


.4.74.7. 




.J^Bine „ 


-...OJD0.0251_JL1,^ 


L.LJXiXn.0. l.A....ifv,I lccL.L 




■Start' - • 


' 1828 ■ ■ = - • • - ■ 


End-- * 


JL Z/ 


.... 


GI 


none 


Score 


148 




Exons 


1828.. 2190, 1830.. 2192 








Sea No 


33485 


Seq. ID 


0,1000? o?i& 




Gene No . 


69418 


Strand 






Start 


4366 


End 


4747 




Name 


OJ000251 41.0216.C46.ol.gp 


Method 


AAT/GAP 




Start 


4366 


End 


4747 




GI 


uC-osflcyp033a04bl 


Score 


679 




Exons 


4366. .4747 








GI Descrip. 


1 601684 5/dbj | AP000570 . 1 | AP000570 3.0e- 


59 Oryza sativa genomic 




DNA, chromosome 1, clone : P0711E10 ' 






Seq. No. 


33485 


Seq. ID 


OJ000251_41.0216. 


C46 


Gene No. 


69419 


Strand 






Start 


6807 


End 


6981 




Name 


OJ000251 41.0216.C46.o5.tw 


Method 


TBLASTX: Wheat 




Start 


6807 


End 


6981 




GI 


none. 


Score 


145 * :• 




Exons 


6807. .6923, . 6820.. 6918/ 6827. 


6919, 6925. .6981, 692 6. .697 9 


Sea No 


33486 


Seq. ID 


OJ000251_41.0216. 


C47 


Gene No. 


69420 


Strand 






Start 


1 


End 


2556 




Name 


OJ000251 41.0216.C47.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


2556 




GI 


4680179 


Score 


3609 




Exons 


1..2556 








GI Descrip. 


(AF111709) polyprbtein [Oryza 


sativa subsp. indica] 




064 . Nu . 


33466 


Seq. ID 


OJ000251_41.0216. 


C47 


Gene No. 


69420 


Strand 






Start 


1 


End 


2556 





33568 



Name OJ000251_4 1 . 0216 . C47 . o2 . tw 

Start 1 

GI none 

Exons 1..564, 50.. 508 

Seq. No. 33486 

Gene. No. 69420 

Start 1 

Name OJ000251_41 . 0216 .C47 . o4 . tm 

Start 1 

GI none 

Exons 1..282, 50.. 283 

Seq. No. 33486 

Gene No. 69420 

Start 1 

Name OJ000251_4 1 . 0216 . C47 . ol . gs 

Start 70 

GI none 

Exons 70. .2513 



Method 

End 

Score 



TBLASTX: Wheat 

564 

264 



Seq. ID OJ000251_41.0216.C47 
Strand 

End 2556 

Method TBLASTX: Maize. 

End 283 

Score 122 



Seq. ID OJ000251_41.0216.C47 
Strand 

End 2556 

Method GENSCAN 

End 2513 

Score .81 



. . Seq.. No... ...... , : 33486. . . 

._G£ne...No _ 6.94.2.0.^ :/_^. r ,iJU ; l 11J 

Start ■' ' ' ' 1 • • ' " 

Name 0 JO 0 0 2 5 1_4 1 . 0 2 1 6 . C4 7 . o2 . tm 

Start 286 

GI none 

Exons 286. .594, 289. .606, 344. .595 

Seq. No. 33486 

Gene No. 69420 

Start 1 

Name OJ000251_4 1 . 021 6 . C47 . o2 . ts 

Start 523 

GI none 

Exons 523.. 783, 524.. 778 

Seq. No. 33486 

Gene No. 69420 

Start 1 

Name OJ000251_4 1 . 021 6 . C4 7 . ol . tw 
Start . 571 

GI none 

Exons. 571. .1149, 572. ,1138. 

Seq. No. 33486 

Gene No. 69420 

Start 1 

Name OJ000251_4 1 . 021 6 . C4 7 . o5 . tm 

Start 610 

GI none 

Exons 610. .921, 614. .811, 757. .897 

Seq. No. 33486 

Gene No. 69420 

Start 1 

Name OJ000251 4 1 . 02 1 6 . C47 . ol . tm 



Seq, _ID , OJpp0251_41 ; 0216^11, 

Strand - , 

2556 - ' * 



End 
Method 
End 
Score 



TBLASTX: Maize 

606 

169 



Seq. ID OJ000251_41.0216.C47 
Strand 

End 2556 

Method TBLASTX : Soybean 

End 783 

Score 155 



Seq. ID OJ000251_41.0216.C47 
Strand 

End 2556 

Method TBLASTX : Wheat 

End 1149 

Score 334 



Seq. ID OJ000251_41.0216.C47 
Strand 

End 2556 

Method TBLASTX : Mai ze 

End 921 

Score 96 



Seq. ID OJ000251_41.021 fi,C47 
Strand 

End 2556 

Method TBLASTX : Mai ze 



33569 




Start 


1138 








End 


14 92 


GI 


none 








Score 


164 


Exons 


1138 . . 1491, 


1144 


. . 1491, 


1232 


. . 1492 




Seq. No. 


33486 








Seq. ID 


OJ000251_41.0216.C47 


Gene No. 


69420 








Strand 




Start 


1 








End 


2556 


Name 


OJ000251 41 


.0216 


.C47.o3 


. tw 


Method 


TBLASTX: Wheat 


Start 


1150 








End 


1563 


GI 


none 








Score 


306 


Exons 


1150. .1563, 


1151 


. . 1531 








Seq. No. 


33486 








Seq. ID 


OJ000251_41.0216.C47 


Gene No. 


69420 








Strand 




Start 


1 








End 


2556 


Name 


OJ000251 41 


. 0216 


.C47 . o3 - 


. ts 


Method 


TBLASTX : Soybean 


Start 


1312 ~~ 








End 


1557 


GI 


none 








Score 


66 


Exons 


1312 . . 1557, 


1412 


. .1540 








Seq. No. 


33486 








Seq. ID 


OJ000251_41.0216.C47 


Gene .No-.-. 


...,,,69420... .., 








. Strand ... 




_Star.t r „ 


_ i ,, 










Name 


T - OJ00025r : ;41 


.621 6 


. C47 . o3 . 


. tm : 7 


Method ' 


TBLASTX: Maize ■'■ " 


Start 


1528 ~~ 








End 


2028 


GI 


none 








Score 


50 


Exons 


1528 . . 1842, 


1571 , 


1621, 


1649 . 


.1702, 1849. .2028, 1901. .2020 


Seq. No. 


33486 








Seq. ID 


OJ000251_41.0216.C47 


Gene No. 


69420 








Strand 




Start 


1 








End 


2556 


Name 


OJ000251 41 , 


. 0216. 


.C47.o5. 


, tw 


Method 


TBLASTX: Wheat 


Start 


1564 ~~ 








End 


1866 


GI 


none 








Score 


260 


Exons 


1564 . . 1866, 


1580. 


. .1858 








Seq. No. 


33486 








Seq. ID. 


OJ000251_41.0216.C47 


Gene No. 


69420 








Strand 




Start 


1 








End 


2556 


Name 


OJ000251 41, 


, 0216, 


.C47.ol. 


,ts 


Method 


TBLASTX: Soybean 


Start 


1579 ~ 








End 


1974 


GI 


none 








Score 


192 


Exons * 


1579. . 1938, 


1580 . 


, .1870, 


1901. 


.1936, 1942.. 1974, 1943.. 1972' 


Seq. No. 


33486 








Seq. ID 


OJ000251_41.0216.C47 


Gene No. 


69420 








Strand 




Start 


1 








End 


2556 


Name 


OJ000251 41. 


, 0216 . 


C47 .o4 . 


tw 


Method 


TBLASTX: Wheat 


Start 


1915 ~~ 








End 


2401 


GI 


none 








Score 


257 


Exons 


1915 . . 2292, 


1958 . 


.2401, 


2012. 


.2293, 2347. .2397 


Seq. No. 


33486 








Seq. ID 


OJ000251_41.0216.C47 


Gene No. 


69420 








Strand 




Start 


1 








End 


2556 


Name 


OJ000251 41. 


0216. 


C47.o6. 


tm 


Method 


TBLASTX: Maize 


Start 


2096 








End 


2386 



33570 




GI 


none 


Score 


183 






R von s 


2096 2386. 2098 2385 










Seq. No. 


33487 


Seq. ID 


OJ000251 41 


0216 


. C4 8 


Gene No. 


69421 


Strand 








Start 


1 


End 


559 






Name 


OJ000251 41.0216.C48.ol.np 


Method 


AAT/NAP 






Start 


1 ~~ 


End 


559 






GI 


4680179 


• Score 


408 






Exons 


1 . . 559 










GI Descrip. 


(AF111709) polyprotein [Oryza 


sativa subsp. indica] 






Seq. No. 


33487 


Seq. ID 


OJ000251_41. 


0216 


.C48 


Gene No. 


69421 


Strand 








Start 


1 


End 


559 






Name 


OJ000251 41. 0216.C48.ol tw 


Method 


TBLASTX: Wheat 




Start 


2 ~~ 


End 


323 






GI 


none 


Score 


131 






Exons 


2. .322, 9. .323 










Seq. No.. 


33487 


Seq. ID 


OJ000251 41. 


0216 


.C48 


Gene., No.. 


r ..,6942L r ,.,...,..,,........ T: ........,,^ . 


Strand. „ 








„St.ar.t, v .«.^ r ...... 


.L ~. - ~, - 


„En.d.~-^._ 








'Name ~ 


OJ000251 41.0216 C48 ol as ' 


Method 


GENSCAN " • 






Start 


147 _ 


End 


556 






GI 


none 


Score 


. 74 






Exons 


147 . . 556 










Seq. No. 


33488 


Seq. ID 


OJ000251 41. 


0216 


C49 


Gene No. 


69422 


Strand 


+ _ 






Start 


237 


End 


529 






Name 


OJ000251 41 0216 C49 ol as 


Method 


GENSCAN 






Start 


237 ~~ 


End 


529 






GI 


none 


Score 


. 92 






Exons 


237 . . 529 










Seq. No. 


33488 


Seq. ID 


OJ000251_41. 


0216. 


C4 9 


Gene No. 


69423 


Strand 








Start 


1 


End 


596 






Name 


OJ000251 41.0216.C49.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


596 






GI 


5852180 


Score 


293 






Exorrs 


"i. .43, 262. .596 










GI Descrip. 


(AL117265) .zhbOOOlO.l [Oryza- sativa] 








Seq. No. 


33489 


Seq. ID 


OJ000251_48. 


0228. 


C2 


Gene No. 


69424 


Strand 


+ 






Start 


482 


End 


1140 






Name 


OJ000251 48.0228.C2.ol.gs 


Method 


GENSCAN 






Start 


482 


End 


1140 






GI 


none 


Score 


.6 






Exons 


482. .722, 823. .953, 1093. .1140 








Seq. No. 


33490 


Seq. ID 


OJ000251_48. 


0228. 


C5 


Gene No. 


69425 


Strand 


+ 






Start 


182 


End 


630 






Name 


OJ000251 48.0228.C5.ol.gs 


Method 


GENSCAN 







33571 



Start 


182 










GI 


none 










F. x n n ^ 


182. .416, 508. .630 






- 


Seq. No. 


33490 






Seq. ID 


OJ000251 


Gene No. 


69426 






Strand 




Start 


1654 






End 


2518 


Name 


OJ000251 48 


.0228.C5.o2 








Start 


1654 






End 




GI 


none 






Score 


. 9 


Rxnn ^ 

l*j W HiJ 


1654. .1922, 


2150. .2285 








Seq. No. 


33490 






Seq. ID 


OJ000251 


Gene No. 


69426 






Strand 




Start 


1654 






End 


2518 


Name 


OJ000251 48 


.0228.C5.ol 


np 


Method 


AAT/NAP 


Start . 


2156 






End 


2518 


GI 


4836698 






Score 


63 


Exons 


2156. .2242, 


2443. .2518 









GI Descrip. (AF132606) transcription factor CRC [Arabidopsis thaliana] 



,....S.eq...™.ID. 
^ S.trand. rr 
End 

Method 

End 

Score 



,0 JO 0025.1^ 
721 

AAT/NAP 

721 

391 



.4.8. 0.22 8...C2. 



S.eq,._No V; . ,,..,,.3.34 91 . ., . T _. ... 

,Gene_No- r .„,„ .6.9.4 2J ^ , LI._. 

Start ' 1 ■ 

Name OJ000251_48 . 0228 . C7 . ol . np 

Start 1 
GI 5354158 
Exons 1..223, 560.. 721 

GI Descrip. (AF149841) digalactosyldiacylglycerol synthase [Arabidopsis 
thaliana] gi | 5354160 | gb | AAD4237 9 . 1 | AF14 984 2_1 (AF14 9842) 
digalactosyldiacylglycerol synthase [Arabidopsis thaliana] 
gi | 6041825 |gb|AAF0214 0. 1 |AC009918_12 (AC009918) 
digalactosyldiacylglycerol synthase [Arabidopsis thaliana] 



Seq. No. 


33491 








Seq. ID 


OJ000251_ 


_48 


.0228 


,C7 


Gene No. 


69427 








Strand 


+ 








Start 


1 








End 


721 








Name 


. OJ000251 


4 


8.0228.C7. 


ol . gs 


Method 


GEN SCAN 








Start 


33 








End 


223 








GI 


none 








Score 


.93 








Exons 


33. .223 


















Seq. ^ No. 


33492 








5 Seq. ID 


OJ00025l_ 


_4 8 


.0228 


C9 


Gene. No. 


69428 








Strand 


+ . 








Start 


8 








End 


110 








Name 


OJ000251 


4 


8.0228.C9. 


ol . gs 


Method 


GENSCAN 








Start 


8 








End 


110 








GI 


none 








Score 


.9 • 








Exons 


8. .110 


















Seq. No. 


33493 








Seq. ID 


OJ000251_ 


_4 8 


.0228. 


Cll 


Gene No. 


69429 








Strand 










Start 


1 








End 


744 








Name 


OJ000251 


4 


8.0228.C11 


. ol . np 


Method 


AAT/NAP 








Start 


115 








End 


744 








GI 


1076739 








Score 


315 








Exons 


115. .274, 




493. .534, 


625. .744 













33572 




GI DescriD. 


box nrotein — ricp ai 1 c i08577 


fL34271 ) 


hoy rirni" p "i n r Hr\/73 caf i Tra 1 
kJ\js*. piuLCin [ ui y /la odLXvdJ 


Seq. No. 


33493 


Seq. ID 


OJ000251_48. 0228. Cll 


Gene No. 


69429 


Strand 




Start 


1 


End 


744 


Name 


OJ000251 48 0228 Cll ol as 


i ic u nuu 




Start 


142 ~~ 


End 


u z> -? 


GI 


•none 


Score 


. 71 


Exons 


142. .274, 334. .534, 625. .699 






Seq. No. 


33494 


Seq. ID 


OJ000251_48.0228.C13 


Gene No. 


69430 


Strand 




Start 


360 


End 


425 


Name 


OJ000251 48 0228 C13 ol as 


Mp +- HriH 

l iC C 1 iUU 




Start 


360 ~~ 


End 


42S 


GI 


none 


Score 


94 


Exons 


360 . . 425 






Seq. No. 


33495 


Seq. ID 


OiT0002S1 48 fl??R PI 4 


Gene No . 


69431 


Strand 




Start 


1 


End 


650 


Name.. v ^ , 


, ,OJp0.0251_jL8,. 0228 . C14 . .ol.. np : . 


.Method _ 


. .AAT/.NAP _„ 


.Star± , 






^.6S0. 1 . Z-T~" 


GI' " ' 


r 2498930 ' '-' ' • • 


Score 


'749 • " ' • ' -- ' • 


Exon s 


1..418, 586. .650 






V_J -L J_/ W \— ' J- -L. • 


DORSAL- VENTRAL PATTERNING PROTEIN SOG 


(SHORT GASTRULATION 




PROTEIN) gi| 1203794 (U18774) 


Sog [Drosophila melanogaster] 


Sea. No. 


33496 


Seq. ID 


OJ000251_48.0228.C15 


Gene No. 


69432 


Strand 




Start 


253 


End 


474 


Name 


OJ000251 48.0228.C15.ol.np 


Method 


AAT/NAP 


Start 


253 


End 


471 


GI 


3219785 


Score 


176 


Exons 


253. .471 






GI Descrip. 


PUTATIVE CYSTEINE SYNTHASE (0 


-ACETYLSERINE SULFHYDRYLASE ) 



(O-ACETYLSERINE (THIOL) -LYASE) (CSASE) gi | 2104 433 | emb | CAB08745 | 
(Z95395) putative" cysteine synthase [Schi zosaccharomyces pombe] 



Seq. No. 


33496 






Seq. ID 


OJ000251_48.0228.C15 


Gene No. 


69432 






Strand 




Start 


253 






End 


474 


Name 


OJ000251 


48.0228.C15.oi, 


. ts 


Method 


TBLASTX: Soybean 


Start' 


259 






End 


474 


GI 


none 






Score 


229 


Exons 


259. .471, 


260. .472, 262. 


. . 474, 


320. .472 




Seq. No. 


33496 






Seq. ID 


OJ000251_48.0228.C15 


Gene No. 


69432 






Strand 




Start 


253 






End 


474 


Name 


OJ000251 


48.0228.C15.ol. 


,gs 


Method 


GENSCAN 


Start 


330 






End 


423 


GI 


none 






Score 


.73 


Exons 


330, .423 










Seq. No. 


33497 






Seq. ID 


OJ000251_48.0228.C16 


Gene No. 


69433 






Strand 





33573 



Start 


1 


End 


371 


Name 




Method 


AAT/NAP 


OLqI l. 




End 


368 


(IT 
OX 


i 6S1 736 


Score 


56 




1 ?6 218 368 

X. • C, \J f X (J . i JUO 






C^T Dp cjrri n 


(D908 991 rvstpinp svntha^p 


[Synechocystis sp.] 


Seq. No. 


33497 


Seq. ID 


OJ000251_48.0228.C16 


Gene No. 


69433 


Strand 




Start 


1 


End 


371 


NJ;^mP 


OJ000251 48.0228.C16.ol.tm 


Method 


TBLASTX: Maize 


Start 


220 


End 


371 


GI 


none 


Score 


212 


I— 1 ^ UlliJ 


220. .357, 225. .371, 226. .369 




Seq. No. 


33497 


Seq. ID 


OJ000251_48.0228.C16 


Gene No. 


69433 


Strand 




Start 


1 


End 


371 

J / X 


Name 


OJ000251 48.0228.C16.ol.gs 


Method 


GENSCAN 


Start 


222 


End 


368 


\j j. 


none 


Score 


.89 


P. vnn 


222. v ..a68,__ ,_ v _ r ^~^ r : - 

— — — T „ 




. - - * --- 


Seq. ' No; 


: '334 98 • - 


: ' Seq. 'ID' 


" OJ000251_48;022'8.C24 » 


Gene No. 


69434 


Strand 


+ 




170 


End 


728 


IN CilUC 


OJ000251 48.0228.C24.ol.gs 


Method 


GENSCAN 


O Lai L 


170 


End 


728 


GI 


none 


Score 


.59 


Hi AU1 1 O 


170. .292, 294. .465, 597. .72 


8 






33499 


Seq. ID 


OJ000251_48.0228.C25 


Gene No . 


69435 


Strand 




Start 


1 


End 


2110 


Name 


OJ000251 48.0228.C25.ol.gp 


Method 


AAT/GAP 


Start 


1 


End 


1008 


GI 


18962 2.R1084 


Score 


524 


ITynn^ 

J_i AUl 1 o 


1..169, 902. .1008 








'3746882 2.0e-16 (AF086708) 


26S proteasome subunit 11 [Homo 




sapiens] 1 






Spa No 


33499 


Seq. ID 


OJ000251_48.0228.C25 


Gene No . 


69435 


Strand 




Start' 


1 ' " 


End 


2110 


Name 


OJ000251 48.0228.C25.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


2110 




6434960 


Score 


266 


i_J AUl i O 


1..169, 902. .1001, 1097. .1293, 1999.. 2110 




(AF145311) 26S proteasome regulatory complex subunit p39A 




[Drosophila melanogaster] 






Seq. No. 


334 99 


Seq. ID 


OJ000251_48.0228.C25 


Gene No. 


69435 


Strand 




Start 


1 


End 


2110 


Name 


OJ000251. 48.0228.C25.ol.tm 


Method 


TBLASTX: Maize 


Start 


2 


End 


2080 


GI 


none 


Score 


202 



33574 



Exons 



2. .175, 3. .170, 82. .171, 897. .989, 899. .1000, 900. .1007, 
901. .1005, 1086. .1286, 1097. .1309, 1097. .1291, 1099. .1311, 
1993. .2037, 1994. .2080, 2000. .2074 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



33499 
69435 
1 

OJ0002'51_4 8 . 0228 . C25 . ol . ts 
2 

none 



Seq. ID OJ000251_48.0228.C25 
Strand 

End 2110 

Method TBLASTX : Soybean 

End "■■ ■ 2080 

Score 111 



2. .175, 3. .131, 899. .1000, 900. .1004, 1097. .1303, 1099. .1311, 
1108. .1308, 1978. .2037, 1994. .2080, 2022. .2078 



Con Mo 


33499 


Seq. ID 


n.Tnnn?M dp n99R r9R 




69435 


Strand 




O UCl-L u 


1 


End 




Narne 


OJ000251 48.0228.C25.o2.tc 


Method 




Start 


2 


End 


175 


GI 


none 


Score 


126 


Hi A(JI 1 o 


2. .175, 3. .131, 32. .169 








. ,.33499 ... , . 


-„JSeg......_ID... 


nTnnn9RT n99Q poc; 




_&943 5..._ 


S.tr.ahd,.™ 




Of arf ... 




" End - . 


Z 11U 


Name 


OJ000251 48.0228.C25.ol.gs 


Method 


O Cj LN O ^r\vi 


Start 


83 


End 


2051 


GI 


none 


Score 


.85 




83. .169, 902. .1001, 1097. .1293, 1999.. 


9n m 


D C . IN (J • 


33499 


Seq. ID 


O 10(109 R1 AR 099 R P9R 




69435 


Strand 






1 


End 


oi i n 

Z11U 


Name 


OJ000251 48.0228.C25.ol.tw 


Method 


i nj-j/io ia. vvneau 


O Lai L 


98 


End 




GI 


none 


Score 


66 


Exons 


98 . .175, 99. .170, 100. .171, 


899. .1000, 


900. .1007, 901. .1002 




1097.. 1255, 1099.. 1257, 1099 


. .1257 




Seq. No. 


33499 


Seq. ID 


OJ000251_48.0228.C25 


Gene No. 


69435 


Strand 




Start 


1 


End 


2110 


Name 


OJ000.251 48.0228.C25.ol.tc 


Method 


TBLASTX : Cress 


Start 


8*99 


End 


1311 ■ 


GI 


•'none 


Score 


114 


Exons 


899. .1000, 900. .1007, 1097.. 


1309, 1099 


. . 1311 


Seq. No. 


33499 


Seq. ID 


OJ000251_48.0228.C25 


Gene No. 


69435 


Strand 




Start 


1 


End 


2110 


Name 


OJ000251 48.0228.C25.o2.gp 


Method 


AAT/GAP 


Start 


1099 


End 


2110 


GI 


22207 1.R1084 


Score 


486 


Exons 


1099. .1293, 1999. .2110 






GI Descrip. 


'5106785/gbLAAD39843.1| 5 . Oe 


-13 (AF083245) HSPC027 [Homo 




sapiens] 1 






Seq. No. 


33500 


Seq. ID 


OJ000251_48.0228.C26 



33575 



• 



Gene No. 69436 Strand + 

Start 574 End 586 

Name OJ000251_48 . 0228 . C26 . ol . gs Method GEN SCAN 

Start 574 End 586 

GI none Score . 63 

Exons 574.. 586 



OJ000251_48.0228.C27 
+ 

1174 
AAT/NAP 
1174 
280 



Seq. No. 33501 Seq. ID 

Gene No. 69437 Strand 

Start 1 End 

Name OJ000251_4 8 . 0228 . C27 . ol . np Method 

Start 1 End 

GI 5354158 Score 

Exons 1..32, 905.. 1174 

GI Descrip. (AF149841) digalactosyldiacylglycerol synthase [Arabidopsis 
thaliana] gi | 5354160 | gb | AAD42379 . 1 |AF149842_1 (AF149842) 
digalactosyldiacylglycerol synthase [Arabidopsis thaliana] 
gi|6041825|gb|AAF02140.1|AC009918_12 (AC009918) 
digalactosyldiacylglycerol synthase [Arabidopsis thaliana] 



Seq. No. 


33501 






Seq. ID 


OJ000251 48 0228 


. C27 


.Gene -No .. 


694.37. _ 






Strand 






Start 








.„EndJ._C :. 






Name : ■ 


" OJ000251- 


4 8 0228 "C27 


. ol . gs " ' 


Met ho'd ■ 


GENSCAN r * " : - '"• - " -"- 




Start 


122 






End 


1174 




GI 


none 






Score 


.8 




Exons 


122 283, 


385 493. 


951 . .1174 








Sea No 


33501 






Seq. ID 


OJ000251 48 0228 


. C27 




69437 






St rand 


+ 




Start 


1 






End 


117 4 




Name 


OJ000251 


48.0228.C27 


.ol. ts 


Method 


TBLASTX: Soybean 




Start 


893 






End 


1174 




GI 


none 






Score 


330 




Exons 


893. .1174 


, 913. .1173 










Seq. No. 


33501 






Seq. ID 


OJ000251_48.0228 


.C27 


Gene No. 


69437 






Strand 


+ 




Start 


1 






End 


1174 




Name 


OJ000251 


48.0228.C27 


. ol.tm 


Method 


TBLASTX: Maize 




Start 


905 






End . 


1174 




GI 


none 






Score 


354 




Exons 


905. .1174 


, 913.. 1173 










Seq. No. 


33502 






Seq. ID 


OJ000251_48.0228 


.C30 


Gene No. 


69438 






Strand 


+ 




Start 


392 






End 


1279 




Name 


OJ000251 


48.0228.C30 


. ol .gs 


Method 


GENSCAN 




Start 


392 






End 


1279 




GI 


none 






Score 


.53 




Exons 


392. .494, 


1269. .1279 










Seq. No. 


33502 






Seq. ID 


OJ000251_48.0228 


.C30 


Gene No. 


69439 






Strand 


+ 




Start 


7001 






End 


7318 




Name 


OJ000251 


48.0228.C30 


. o3 . gs 


Method 


GENSCAN 




Start 


7001 






End 


7318 





33576 




r-T 

O X 




Score 


. jj 


F von q 


7 001 7067 79R1 7^18 






O d£ ■ LN > 




oeq. i u 


HT0009R1 4fl 099Q CiC\ 


npnp No 


69440 


Strand 




Start 


11871 


End 


12042 


Name 


OJ000251 48.0228.C30.ol.gp 


Method 


AAT/GAP 


Start 


11871 


End 


12042 


O X 




Score 


229 


uAUl 1 O 


11871 1204? 

XXO'X. . 






OX uCuLJ L^J « 


f ^S4niQS i np-^s fAron496o\ 


Unknown protein [Arabidopsis 




UllCt JLXullCt J 








J _> J VJ 


Seq. ID 


OJ000251_48.0228.C30 


fipnp No 


69441 


Strand 


+ 


Start 


12566 


End 


12737 


Name 


OJ000251 48.0228.C30.o2.gp 


Method 


AAT/GAP 


Start 


12566 


End 


12737 


O X 


nf-nqf 1 M9 09 0 69 f 0 Shi 


Score 


275 


P von c; 


1 2 Sfifi 197^7 






OX UCOOXX^/. 


-J J *i V X Z> *J X.UC J J \ rAO U VJ *± C. D U / 


Unknown protein [Arabidopsis 




fha 1 i ana 1 ' 

. 1 CI J L Cll Id J. „ . . . _ _ _ , 








^ ^09 : - " *- '■*■ ■■■■■ "•• - 


Seq: ID 


" OJ0b0251_48-.0228 .C30 


Gene No. 


69442 


Strand 


+ 


Start 


14406 


End 


17214 


Name 


ojnnn^si 48 0998 r^o oS rr<; 


Method 


GENSCAN 


o Lai l 


1 4 4 0 f, ~ 

X 1 1 U D 


End 


16995 


o X 




Score 


.76 


iJAUllO 


1 4406 1 4407 14661 1 4861 

14*iUD # . 114U / , 14D01 . .14001; 


15033. .15323, 154 04. .15666, 




1 SQ74 1 6QQR 

133 / 4 • . ID^jJ 






Car, l\\r\ 




Seq. ID 


OJ000251_48.0228.C30 


Gene No. 


69442 


Strand 


+ 


Start 


14406 


End 


17214 


Name 


OJ0009S1 48 0998 P^0 ol nn 


Method 


AAT/NAP 


u Lai L 


1 S068 _ 

1 JUUO 


End 


17001 


o X 


"3 S 4 0 1 Q S 


Score 


1855 




1^0 68 1 Sfififi 1 SQ74 17001 

XJUOO. •XJOOOjf 1 J J / 1 . .X / u u x 






OX UCOLJ LkJ . 


^riouu4Zuuj unknown piOLcin 


[Arabidopsi 


s thaliana] 


o c ^ * ln \j ■ 


^?S09 

J J JUc 


Seq. ID 


OJ000251_4 8 . 0228 . C30 


,Gpnp No 


69442 


Strand 




Start 


14406 


End 


17214 


Name 


OJ000251 48.0228.C30.o3.gp 


Method 


AAT/GAP 


Start 


1 S1 4 1 

X X 4 O 


End 


15591 


GI 


94^1 484 


Score 


875 




10140. . Ijjyi 






■ox uco^i . 


*3S401QS 1 Ofa-^R ( AP004 960 \ 


Unknown protein [Arabidopsis 




4- Vi m 1 -I ana! 

Lilalldna J 






Seq. No. 


33502 


Seq. ID 


OJ000251_48.0228.C30 


Gene No. 


69442 


Strand 


+ 


Start 


14406 


End 


17214 


Name 


OJ000251 48.0228.C30.o4.gp 


Method 


AAT/GAP 


Start 


16642 


End 


17214 


GI 


31975 1.R1084 


Score 


1127 



33577 



Exons 


icc/io 1791/1 




» 


p_ T r^oo^r*i 
ol UcoLi lp . 


J 3 H\J ±y D -L.Uc jO ^ UU4ZDU ^ 


Unknown protein [Arabidopsis 




-r-hal i anal f 
Cnalldild J 






Seq. No. 


33502 


Con T Pi 

oeq . x u 


p>Tnnn9m 4P n99ft p^n 


Gene No. 


69443 


C 4- r anH 




OLdtL 


"31 9 4 


iijna 


4^7 9 


Name 




netnoa 


PJ?KTQP7\M 


c:+- 3 r-t- 

uLdl L 


? 1 94 ~~ 


PnH 

Hi! 1H 


4^7 9 


PT 


none 


Score 


R7 


LAUl i o 


?1 94 4?lfi 4^1fi 4^7ft 

J X ^, 1 • • J J. .7 .7 , *i <£. J. L> . • 4 J 1 U / 4 J / t 


. .4572 




o q . LN u . 


RD9 


Seq. ID 


OJ000251_4 8 . 0228 . C30 


Gene No. 


69444 


Strand 




Start 


7632 


End 


13550 


Name 


n.T000?M 4ft D?9ft P^O r>4 a<; 


Method 


GEN SCAN 


OLdi I 


76?? _ 

/ u _) ^1 


End 


13550 


PT 

\J X 


none 


Score 


. 45 


IT v An e 
LAUI15 


7fi"39 777ft ftQ9Q ftQ7ft 


..9142, 10141. . 10142, 10643. .11 




1 1 Q^R 1996^ 19Qft1 1?94Q 


13421.. 13550 


oeq . 1NO . . .-_ 


O O J,UZ. . „ ■ . . „- _ . . 


.... Seq.. ID, 


. D JO 0 025.L_48.0228.C30 


.Gene-^NA.-- 




i^S..t.rand„.. 




Start-" - 


■18057 ' **" 


' End " 


•2 64 57 ; : - ----^ 


Name 


0,70009^1 4ft 099ft P^D nfi rr<; 


Method 


GENSCAN 




i ft n R7 — 


End 


26457 


PT 


none 


Score 


.75 


Exons 


1ftflR7 1R199 1ft444 IftRRfl 


18695. .18734, 18838 18 974 , 






22008. .22621, 25527. .26457 


dorr Mo 
o q . IN U . 


J J Jut 


Seq. ID 


OJ000251_48.0228.C30 


Gene No. 


69445 


Strand 




Start 


18057 


End 


26457 


Name 


OJ000251 48.0228.C30.o2.np 


Method 


AAT/NAP 


OLdl L 


21933 


End 


25974 


PT 


1552379 


Score 


927 


Exons 


21933. .22621, 25527.. 25974 






*aX UcbLIip. 


(Y08155) pectin methylesterase [Silene 


latifolia ssp. alba] 


Seq. No. 


33502 


Seq. ID 


OJ000251_48.0228.C30 


Gene No. 


69445 


Strand 




Qfarf 
OLal L. 


18057 


End . - 


26457 


f 

Name 


OJ000251 48.0228.C30.o5.gp 


Method 


AAT/GAP 


Of- a r +- 


25887 


End 


26404 


rij 


none 


Score 


964 


Pvnnc 

DAUllO 


25887. .26404 






oeq. LN O * 


33502 


Seq. ID 


OJ000251_48.0228.C30 


Gene No . 


69446 


Strand 




Start 


27299 


End 


28329 


Name 


OJ000251 48.0228.C30.o5.tm 


Method 


TBLASTX: Maize 


Start 


12559 


End 


14871 


GI 


none 


Score 


46 


Exons ' 


12559. . 12618, 12658 12774 , 


14 662. . 14 871, 14 662 . . 14 8 62, 




14715. . 14867 






Seq. No. 


33502 


Seq. ID 


OJ000251_48.0228.C30 



33578 



Gene No. 69446 

Start 27299. 

Name OJ000251_48 . 0228 . C30 . o2 . tm 

Start 15097 

GI none 

Exons - 15097. . 15465, 15097 154 65, 
15475. .15669, 15477 .. 15668 , 



Strand 

End 28329 

Method TBLASTX : Mai ze 

End 15704 

Score 520 
15099. .154 7 9, 154 56. .15668, 
154 91. .15673, 15675. .15704 



Seq. No. 33502 

Gene No. 69446 

Start 27299 

Name OJ000251_48 . 0228 . C30 . o4 . tw 

Start 15313 

GI none 

Exons 15313. .15459, 15314 15445, 



Seq. ID OJ000251_48.0228.C30 
Strand 

End 28329 

Method TBLASTX : Wheat 

End 15461 

Score 101 
15316. . 15459, 15354. .154 61 



Seq. No. 33502 
Gene No. 69446 
Start 27299 

Name OJ000251_4 8 . 0228 . C30 . o4 . ts 

Start • 15558 

-GI-_.,_ ._ none. . ._ . ..... ._ 

^Exonsl^'Z.",., Il55.58 Z'l^^ r ^039QzZl§i^ ' 



Seq. ID OJ000251_48.0228.C30 
Strand 

End 28329 

Method TBLASTX : Soybean 

End 16137 

: . .Score ... . v 14 7 ^ ^ 

i'.6 OJQZZ 1 6.12.7 -J- ~ " 



O fci 4 . LN U . 


33502 






Seq. ID 


OJ000251_48.0228 




Gpnp No 


69446 






Strand 






Start ' 


27299 






End 


28329 




Name 


OJ000251 48.0228.C30. 


o4 . tm 


Method 


TBLASTX: Maize 




Start 


15972 






End 


16275 




GI 


none 






Score 


257 




Exons 


15972. 


.16271, 15972.. 


16271, 


15973. . 16275 




Seq. No. 


33502 






Seq. ID 


OJ000251_48.0228 


.C30 


Gene No. 


69446 






Strand 






Start 


27299 






End 


28329 




Name 


OJ000251 48.0228.C30. 


o2.tw 


Method 


TBLASTX: Wheat 




Start 


15978 






End 


16175 




GI 


none 






Score 


314 




Exons 


15978. 


.16175, 15979.. 


16173 








Seq. .No. 


33502 






Seq. ID 


OJ000251_48.0228 


.C30 


Gene No . 


.69446 






Strand 






Start 


27299 






m End 


28329 




Name. 


OJ000251 48.0228.C30. 


ol. tc 


Method' 


TBLASTX: Cress 




Start 


16045 






End 


16679 




GI 


none 






Score 


88 




Exons 


16045. 


.16113, 16047.. 


16127, 


16107. .16517, 16108. .16626, 






16123. 


.16626, 16629.. 


16679, 


16630. .16671 




Seq. No. 


33502 






Seq. ID 


OJ000251_48.0228 


.C30 


Gene No. 


69446 






Strand 






Start 


27299 






End 


28329 




Name 


OJ000251 48.0228.C30. 


ol. ts 


Method 


TBLASTX: Soybean 




Start 


16138 






End 


16617 




GI 


none 






Score 


789 




Exons 


16138. 


16617, 16140.. 


16517, 


16150. .16617 





33579 



O C • LN . 


33502 






Gene No. 


69446 






Start 


27299 






MaTTlD 
IN CtlLLtJ 


OJ000251 48.0228.C30 


. ol . tm 


0 Lai L 


16279 






GI 


none 






JTynnc 


16279. 


.16992, 16279. 


l fulfil 




17160. 


.17192 




Seq. No. 


33502 






Gene No. 


69446 






Start 


27299 






Name 


OJ000251 48.0228.C30 


- 

. 0 x . tw 


Start 


16468 






GI 


none 






Exons 


16468. 


.16860, 16468. 


. 16767, 


Seq. No. 


33502 






Gene No. 


69446 






Start 


27299 






Name 


OJ000251 48.0228.C30 


■ OO * L 0 


Start 


..1663.0,.. 






fit 


. r ,,none,.;. 






LAvllO 


16630V 


.1 6818/- 16632 " : 


.-I OO -L / , 


OCU ■ LN \J • 


33502 








69446 






Start 


27299 






Name 


OJ000251 48.0228.C30 


. o3 . tm 


Start 


21903 






\3 ± 


none 






TT von c; 


21903. 


.22010, 21905. 


9 9D1 9 




22065. 


.22127, 22087. 


9 9 1 9 R 




22123. 


.22476, 22413. 


9 9 R 4 1 


Serr No 


33502 






Gene No. 


69446 






Start 


27299 






Name 


OJ000251 48.0228.C30 


. OZ . US 


Start 


21945 






GI 


none 






JTynric 


21945. 


.21983, 22068. 


9 9 9 0 9 
• z z z u z , 




22374 . 


.22619, 22413. 


9 9 £9 9 
. Z Z 0 Z Z 


Qprr Ha 


33502 






Gene No. 


69446 






Start 


27299 






Name 


OJ000251 48.0228.C30 


o9 -ho 

oz . tc 


O L.C1I L 


21948 








none 








21948. 


22019, 22071. 


9 9 £9 9 
Z Z DZ Z , 




22534 . 


22623 




Seq. No. 


33502 






Gene No. 


69446 






Start 


27299 






Name. 


OJ000251 48.0228.C30. 


o3 . tw 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000251_48 . 0228 . C30 
28329 

TBLASTX: Maize 

17192 

1150 



16281. .16934, 16989. .17060, 



Seq. ID OJ000251_48.0228.C30 
Strand 
End 

Method 
End 
Score 



28329 

TBLASTX: Wheat 

16860 

707 



Seq. ID OJ000251__48 .0228.C30 
Strand 

End 28329 

Method TBLASTX: Soybean • 

....End . r , 168.9 6 ^^.^..^^^ 



Seq. ID OJ000251__48.0228.C30 
Strand 

End 28329 

Method TBLASTX : Mai ze 

End 22632 

Score 87 



Seq. ID OJ000251_48.0228.C30 
Strand 

End 28329 

Method TBLASTX: Soybean 

End 25746 

Score 80 



Seq. ID OJ000251_48.0228.C30 
Strand 

End" 28329 

Method TBLASTX : Cress 

End 22623 

Score 239 



Seq. ID 

Strand 

End 

Method 



OJ000251_48 . 0228 .-C30 
28329 

TBLASTX: Wheat 



33580 



Start 


22129 




End 


22577 






GI 


none 




Score 


55 






Exons 


22129. . 22203, 22131 . 


. 22202, 


22248. .22352, 22270, 


■ ■ £. £. «J \J , 






22275. .22343, 22366. 


.22476, 


22368. .22577, 22413, 


. .22577 




Seq. No. 


33502 




Seq. ID 


OJ000251_ 


J8.0228, 


.C30 


Gene No. 


69446 




Strand 








Start 


27299 




End 


28329 






Name 


OJ000251 48.0228.C30. 


. o7 . gs 


Method 


GENSCAN 






Start 


27299 




End 


28329 






GI 


none 




Score 


.61 






Exons 


27299. .27392, 27727 . , 


. 27811, 


28245. .28329 






Seq. No. 


33503 




Seq. ID 


OJ000251_ 


4ft 




Gene No. 


69447 




Strand 


+ 






Start 


3811 




End 


4124 






Name 


OJ000251 48.0228.C31.. 


. o2 . gp 


Method 


AAT/GAP 






Start 


3811 




End 


4124 






GI 


287036 




Score 


528 






Exons 


3811. .4124 













.Seq.. w N.p. i . 

Start :; : 
Name ■ 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



..335.03" . _. 

„69;4^.a...__._ s ^ 

■9447"' - - 

OJ000251_48.0228.C31.o2.np 

9447 

3355632 

9447. .9620, 



,Seq. T _.ID., .OJp0p251_4,8.. Q22B^C31, 
Stxand . ^ 

AAT/NAP 
11506 
1262 



■ End 

Method 
End 
Score 

10401. .10853, 10940. .11506 
(AJ006957) stearoyl-acyl carrier protein desaturase [Linum 
usitatissimum] 



33503 Seq. ID 

69448 Strand 
9447 End 
OJ000251_4 8 .0228 .C31.o4 .gp Method 
10214 . End 

52838_1.R1084 Score 
10214. .10681 

, 3355632/emb|CAA07349| 2.0e-27 (AJ006957) stearoyl-acyl carrier 
protein desaturase [Linum usitatissimum] 1 



OJ000251_48.0228.C31 
+ 

11579 
AAT/GAP 
10681 
902 



33503 , Seq. ID 

"69448 ■ . . Strand* 

9447 * " End 

OJ000251_48 .0228.C31.o2 .gs Method 

10278 End 

none Score 
10278. .10853, 10940. .11509 



OJ000251_48.0228 .C31 
+ 

11579 
GENSCAN 
11509 
. 99 



33503 Seq. ID 

69448 Strand 

94 4 7 End 

OJ000251_4 8 . 0228 . C31 . o5 . gp Method 

11242 End 

487298 Score 
11242. . 11579 

487298/dbj I D29997 | RICEN265 0.0e+00 Rice mRNA EN26, partial 



OJ000251_48.0228.C31 
+ 

11579 
AAT/GAP 
11579 
543 



33581 



sequence 



Seq. No. 33503 

Gene No. 69449 

Start 27781 

Name OJ000251_4 8 . 0228 . C31 . o5 . gs 

Start 27781 

GI none 

Exons 27781. .27808, 29523 2 9584 , 
31618. .31725, 32074 .. 32267 , 



Seq. ID 
Strand 
End 

Method 

End 

Score 
30731. .30790, 
32281. .32379 



OJ000251_48.0228.C31 
+ 



32379 
GEN SCAN 
32379 
.56 

30901. 



,31000, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI . 

Exons 



33503 
69450 
39961 

OJ000251_48 . 0228 . C31 . o7 . gs 
39961 



none 
39961. 
41169. 
42867. 



39997, 40209. 
41286, 41342. 
43112, 43371. 



.40245, 
,41376, 
,43409 



Seq. ID 
Strand 
End 

Method 

End 

Score 
40475. .40642, 
41671. .41950, 



OJ000251_48 
+ 

43409 
GENSCAN 
43409 
.79 

40679 
42199 



0228. C31 



40774, 
42318, 



Seq.... No . 
..Gene... No,.-, ^ 
Start'- •• ~ 
Name 
Start - 
GI 

Exons 

GI Descrip. 



.33.5.03. . ^ 

,.6543.6 - 

-39961- -' ----- ----- 

OJ000251_4 8.0228.C31.o7.np 

40662 

3513744 



Seq, Vr . ICL . s 0 >J0 00.2 5 1^.4^,. 022,^ 

'Jst r ancU.,,_+- , 

End '4 34 09 

Method AAT/NAP 
End 43049 
Score 306 



40662. .40774, 4 1671 .. 4 1956, 42161 42318, 42867. .43049 
(AF080118) contains similarity to Medicago truncatula MtN3 
<GB:Y08726) [Arabidopsis thaliana] 



Seq. No. 33503 Seq. ID 

Gene No. 69450 Strand 

Start 39961 End 

Name OJ000251_4 8 . 0228 . C31 . 06 . gp Method 

Start 41930 End 

GI 12151__2.R1084 Score 

Exons 41930. .41982, 42112.. 43003 

GI Descrip. ' 487298/dbj | D29997 | RICEN265 0.0e+00 Rice mRNA EN26, partial 
sequence 1 



OJ000251_48.0228.C31 
+ 

43409 
AAT/GAP 
43003 
1782 



Seq. No. 33503 , Seq. ID 

Gene No. ' '69451 Strand 

Start * 43766. End 

Name OJ000251_4 8 . 0228 . C31 . 08 . gs Method 

Start 43766 End 

GI none Score 

Exons 43766. .43969, 44065 .. 44170, 4 44 90 .. 4 4701 , 44804 45010, 
45825.. 47192 



OJ000251_48.0228.C31 
+ 

47192 
GENSCAN 
47192 
.51 



Seq. No. 33503 Seq. ID 

Gene No. 69452 Strand 

Start 47129 End 

Name OJ000251_4 8 . 0228 . C31 . 08 . gp Method 

Start 47i2y End 

GI none Score 

Exons 47129. .47526 



OJ000251_48.0228.C31 

+ 

47526 
AAT/GAP 
47526 
616 



33582 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



_S,eq^,]NLo.. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 



33503 
69453 
140 

OJ000251_4 8 . 0228 . C31 . ol . np 
140 

6862912 



Seq. ID OJ000251_48.0228.C31 
Strand 

End 25889 

Method AAT/NAP 

End 3688 

Score 658 



140. .218, 326. .584, 731. .918, 1604. .2181, 3669. .3688 
(AC018907) unknown protein [Arabidopsis thaliana] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000251 48.0228.C31 



33503 
69453 
140 

OJ000251_4 8 .0228.C31.ol.gp 
371 

uC-osflM202123g02bl 
371. .586, 760. .918, 1604. .1653 

, 6094303/sp|P56707|SMTA_ASTBI 1.0e-22 SELENOCYSTEINE 
METHYLTRANSFERASE ( SECYS-METHYLTRANSFERASE) (SECYS-MT) 
>gi_4 00684 8_emb_CAA10368_ (AJ1314 33) selenocysteine 
methyltransf erase [Astragalus bisulcatus] * 



25889 
AAT/GAP 
1653 
794 



...335.0,3. 
-694 53 
140 



OJ000251_4 8 .0228.C31.ol.gs 
414 



;S.eq,. :r Ja__aJ-Q,0.0.25i_-4E....0'22B ; ^i 

-Strand- " 

25889 
GENSCAN 
10095 
.52 



End 

Method 
End 

none Score 
414. .586, 760. .918, 1604. .2566, 2699. 
3198. .3261, 3546. .3571, 3784. .3892, 4037. .4320, 4766. .5111, 
5849. .5932, 5975. .6166, 6757. .6844, 9744. .9930, 10074. .10095 



.2824, 3015.. 3102, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI - Descrip . 



Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Gene No. 
Start 



33503 
69453 
140 

OJ000251_4 8.0228 .C31.o4 .np 



OJ000251 48.0228.C31 



Seq. ID 
Strand 

End 25889 
_ Method AAT/NAP 

9101 End 24614 

4733988 Score 534 

9101. .9128, 15050. .15206, 15293. .15320, 15448. .15568, 
15704. .15816, 15922. . 16017, 16370 .. 164 14 , 16587 .. 16752 , 
16909. .17078, 17599 . . 17 687 , 17802. .17994, 18153. .18277, 
18567. .18650,' 24575. .24614. • - 

(AC007209) putative chromodomain-helicase-DNA-bind'ing protein 
[Arabidopsis thaliana] 



33503 Seq. ID 

69453 Strand 

140 End 

OJ000251_48.0228.C31.o3.np Method .. 

12475 End 

3582328 Score 
12475. . 13920 

(AC005496) hypothetical protein [Arabidopsis thaliana] 



OJ000251_4 8 . 0228 .C31 

25889 
AAT/NAP 
13920 
676 



69453 
140 



Seq. ID 

Strand 

End 



OJ000251 48.0228.C31 



25889 



33583 



Name 

Start 

GI 

Exons 



OJ000251_48.0228.C31.o4.gs 

14569 

none 

14 569. . 15206, 15293. .15320, 

16909. .17078, 17599 17687 , 

18567. . 18849, 2004 1 20190, 

21760. .21912, 22165. .22269, 

22946.-23338, 24328. .25889 



Method GENSCAN 

End 25889 

Score .72 
15922. .16004, 16598. .16752, 
17802. .17994, 18153. .18277, 
20864 . .20940, 21369 .. 21470, 
22365. .22475, 228 62 .. 22911, 



Seq. No. 33503 Seq. ID OJ000251_48 . 0228 . C31 

Gene No. 69453 Strand 

Start 140 End 25889 

Name OJ000251_48 . 0228 . C31 . o5 . np Method AAT/NAP 

Start 23303 End 25889 

GI 4587573 Score 755 

Exons 23303. .23467, 24873.. 25889 

GI Descrip. (AC006550) Similar to clathrin assembly protein gb|AF041374 
(CALM) from Rattus norvegicus . [Arabidopsis thaliana] 



Seq. No. 


33503 


Seq. ID OJ000251 48. 


0228 


.C31 


Gene No. 


69454 


Strand 






^ s S r tar.t_-« 


... .363.541 


End. - r ,^„,_A4 132_^^_ 






^.^Name ..^ 




^Method ~ _ JaAT/NAEL, 1. 






r Start • ■- ■- 


36354- - -• --■ • 


- End ' 44132 ' •' - - ■ 






i GI 


3980411 


Score 61 






Exons 


36354. .36447, 42 933 .. 4 3074 , 


44015. . 44132 






GI Descrip. 


(AC004561) putative proline- 


rich protein [Arabidopsis thaliana 


! Seq. No. 


33503 


Seq. ID OJ000251 48. 


0228 


.C31 


i Gene No. 


69454 


Strand 






! Start 


36354 


End 44132 






Name 


OJ000251 48.0228.C31.o6.np 


Method AAT/NAP 






Start 


37045 


End 37 92 9 






GI 


5803270 


Score 397 






| Exons 


37045. .37146, 37551 .. 37694 , 


37768. .37929 






GI Descrip. 


(AP000399) hypothetical protein [Oryza sativa] 






] Seq. No. 


33503 


Seq. ID OJ000251_48. 


0228 


.C31 


Gene No. 


69454 


Strand 






Start 


36354 


End 44132 






Name 


OJ000251 48.0228.C31.o7.gp 


Method AAT/GAP 






Start 


43152 


End 43333 






•GI : 


. 2280887 - 


Score ■ 307 






Exons 


43152.' . 43333 ' 









Seq. No. 
Gene No. 
Start- 
Name 
Start 
GI 

Exons 



33503 
69455 
47621 

OJ000251_4 8. 0228.C31.olO. tm 
303 
none 

303. .431, 306. .431, 307. .432, 308. .433 



Seq. ID OJ000251_48.0228.C31 
Strand 

End 49842 

Method TBLASTX : Mai ze 

End 4 33 

Score 110 



Seq. No. 
Gene No. 
Start 
Name 



33503 
69455 
47621 
OJ000251 



48.0228.C31.o8.tc 



Seq. ID 

Strand 

End 

Method 



OJ000251_4 8 . 0228. C31 
49842 

TBLASTX: Cress 



33584 



Start 
GI 

Exons 



314 
none 

314. .568, 319. .582 



End 
Score 



582 
138 



Seq. No. 
Gene No. 
Start 
Name 
Start . 
GI 

Exons 



33503 Seq. ID 

69455 Strand 

47621 End 

OJ000251_4 8 . 0228 . C31 . 06 . ts Method 

316 End 

none Score 



OJ000251_48.0228.C31 
49842 

TBLASTX: Soybean 

1656 

102 



316. .591, 320. .493, 337. .588, 760. .930, 762. .929, 1603. .1656 



Seq. No. 33503 

Gene No. 69455 

Start 47621 

Name OJ000251_4 8 . 0228 . C31 . 08 . tm 

Start 433 

GI none 
Exons 



Seq. ID OJ000251_48.0228.C31 
Strand 
End 

Method 
End 
Score 



49842 

TBLASTX: Maize 

929 

159 



433. .588, 433. .591, 435. .596, 660. .674, 760. .921, 760. .924, 
761. .922, 761. .928, 762. .929 



Se,q,., r _No, 

.Gene.JNIo.. 

Start- - 

Name 

Start 

GI 

Exons 



.-r ~, 3 3,5.0 3 ^ ^,_^,^,^^^^ :v ^ : ,S,eq : _ r LD^ ..,OJ.0.0.0,2.5.1_^.8...0.2.2.8-.-G3.1. 
6S.45.5l^ ; .^j ..-_-^^__:_„'._„_._siraiid:. , \J. J\l 



4 7 621 - ' 

OJ000253._4 8.0228.C31.o5. tc' 

789 

none 

789. .911, 1624. .1731, 1858. 



End- - 
Method 
End 
Score 



4 98-42 • - 
TBLASTX: Cress 
2157 
120 



,2157, 1865. .2149 



Seq. No. 


33503 






Gene No. 


69455 






Start 


47621 






Name 


OJ000251 48 


.0228, 


.C31.o6 


Start 


1600 






GI 


none 






Exons 


1600. .1785, 


1604, 


. .1849, 


Seq. No. 


33503 






Gene No. 


69455 






Start 


47621 






Name 


OJ000251 48. 


.0.228, 


,C31.o5 


Start 


1627 






GI 


none 






Exons 


1627. .1671, 


1747, 


, .1809, 



Seq. ID OJ000251_48.0228.C31 
Strand 

End 49842 

.tm Method TBLASTX : Maize 

End 1854 

Score 153 
1604. .1810, 1606. .1854 . 

Seq. ID OJ000251_48..0228.C31 
Strand 

End 49842 

.tw Method TBLASTX : Wheat 

End 2037 . 

Score 92 
1843'. .2037, 1891. .2037 



Seq. No. 33503 Seq. ID 

Gene No. 69455 ^ Strand 

Start 47621 End 

Name OJ000251_48 . 0228 . C31 . o3 . ts Method 

Start 1777 ' End 

GI none Score 

Exons 1777.. 2169, 1805.. 2152 



OJ000251_48.0228.C31 
49842 

TBLASTX: Soybean 

2169 

325 



Seq. No. 33503 Seq. ID 

Gene No. 6945b Strand 

Start 47621 End 

Name OJ000251 48 . 0228 . C31 . o9 . tm Method 



OJ000251_48.0228.C31 
49842 

TBLASTX: Maize 



33585 



„ ^ r 



Start 


1891 






End 


2163 




GI 


none 






Score 


129 




Exons 


1891. . 


2163, 1895.. 2158 








Seq. No. 


33503 






Seq. ID 


OJ000251_48.0228 


. C31 


Gene No. 


69455 






Strand 






Start 


47621 






End 


49842 




Name 


OJ000251 48.0228.C31. 


ol. tc 


Method 


TBLASTX: Cress 




Start 


10409 






End 


11401 




GI 


none 






Score 


611 




Exons 


10409. 


.10855, 10410.. 


10853, 


10922. . 11347, 10939. .11334, 






11351. 


.11401 










Sea. No. 


33503 






Seq. ID 


OJ000251_48.0228 




Gene No. 


69455 






Strand 






Start 


47621 






End 


49842 




Name 


OJ000251 48.0228.C31. 


ol . tm 


Method 


TBLASTX: Maize 




Start 


10410 






End 


11500 




GI 


none 






Score 


598 




Exons 


10410. 


.10853, 10412.. 


10855, 


10922. .11347, 10939. .11334, 






11351. 


.11401, 11468.. 


11500 








.S,e q. No.. 










;.Oa.Q.0:0 1 25,l; r .4.8. l .,02.Za..C3 i i:. 


Gene No. 


■ 69455- 




- 


-* Strand 






Start 


47621 






End 


49842 




Name 


OJ000251 48.0228.C31. 


ol.ts 


Method 


TBLASTX: Soybean 




Start 


10410 






End 


11497 




GI 


none 






Score 


54 




Exons 


10410. 


.10457, 10440.. 


10853, 


10445. . 10855, 10922 11347, 






10939. 


.11334, 11351.. 


11401, 


11468. . 11497 




Seq. No. 


33503 






Seq. ID 


OJ000251_48.0228 


.C31 


Gene No. 


69455 






Strand 






Start 


47621 






End 


49842 




Name 


OJ000251 48.0228.C31. 


o2.tw 


Method 


TBLASTX: Wheat 




Start 


11048 






End 


11401 




GI 


none 






Score 


345 




Exons 


11048. 


.11347, 11048.. 


11197, 


11050. .11334; 11351. . 11401 - 




Seq. No. 


33503 






Seq. ID 


OJ000251_48.0228 


.C31 


Gene No . 


69455 






Strand 






Start 


4 7-621, 






End 


49842 . 




Name 


OJ000251./48:0228..C31. 


o5 . tm 


Method 


TBLASTX: Maize 




Start . 


12509 






' End ' 


13927 




GI 


none 






Score 


91 




Exons 


12509. 


.12640, 12689.. 


12865, 


12690. .12914, 12767. .12973, 






12875. 


.13267, 12876.. 


13202, 


12926. .13276, 12977. .13363, 






13001. 


.13138, 13169.. 


13447, 


13214. .13396, 13277. .134 47, 






13451. 


.13552, 13565.. 


13768, 


13565. .13726, 13658 .. 13927, 






13658. 


.13918, 13691.. 


13891 








Seq. No. 


33503 






Seq. ID 


OJ000251_48.0228 


■ C31 


Gene No. 


69455 






Strand 






Start 


47621 






End 


49842 




Name 


OJ000251 48.0228.C31. 


o9. tc 


Method 


TBLASTX: Cress 




Start 


12515 






End 


12847 




GI 


none 






Score 


55 





33586 




TT von c* 


12515. 


.12640, 


12516. 


. 12620 , 


12695. .12847, 12696 


T ?84 9 

■ . X O 1 




Seq. No. 


33503 








Seq. ID 


OJ000251 


_48.0228 


.C31 


Gene No. 


69455 








Strand 








Start 


47621 








End 


49842 






Name 


OJ000251 48.0228.C31 


o5 . t s 


Method 


TBLASTX: 






Start 


12743 








End 


13783 






GI 


none 








Score 


127 






F.xon s 


12743. 


13105, 


12789. 


13082, 


13181. .13399, 13658 


13783 




o ~ • in ^ . 


33503 








Seq. ID 


OJ000251 


4fi 099& 


• \s _) X 




69455 








Strand 










47621 








End 


49842 






Name 


OJ000251 48.0228.C31 


ol . tw 


Method 


TBLASTX: 


Wheat 




Start 


12869 








End 


13918 






GI 


none 








Score 


404 






F, von s 


12869. . 


13120, 


13037. . 


13420, 


13038. .13424, 13038 


13421, 






13340. . 


13459, 


13382. . 


13516, 


13433. .13525, 13483 


13551, 






13565. . 


13708, 


13658. . 


13801, 


13718. .13918, 13758 


. .13829, 






13759. . 


13833 














.Seq .No.. 


335.0.3 








^ ,Seq.._ ; JD,^ 


.:Q»I00Q251 


_ .4.8... 0.2 2.8 




Honp No 


.__J5-9455;U 






--=-r 7 v--.v^-.7 


. : ..j3itrand.;^. 








Start --■ -- 


-"*■ 4 7 621- ■- 








• —End- ' - 


•4 984-2 




- . -1 


Name 


OJ000251 48.0228.C31. 


o3 . tc 


Method 


TBLASTX: 


Cress 




Start 


12875 








End 


13927 






GI 


none 








Score 


72 






TT von 


12875. . 


12961, 


12974. . 


J. »J *J X \J f 


12975. .13133, 12977 


1 ^9R9 






12986. . 


13195, 


13169. . 


-L -J U / , 


13245. .13424, 13250 


. • x _) _) _? —) , 






13280. . 


13456, 


13367. . 


j — ) j , 


13373. .13534, 13466 


. . X _) -J J , 






13559. . 


13726, 


13565. . 


X *J Zs X O , 


13640. .13927 






Sen No 


33503 








Seq. ID 


OJ000251 


48 . 0228 


. C31 


flcanf^ No 


69455 








Strand 








Start 


47621 








End 


49842 






Name 


OJ000251 48.0228.C31. 


o7 . tm 


Method 


TBLASTX: 


Maize 




Start 


24342 








End 


25826 






GI 


none 








Score 


92 






F, xon ^ 


24342. . 


24479, 


24373. . 


£.11 ' X , 


24879..2S253, 24925 


. * *L U ~J ~> f 






25419. . 


25478, 


25485. . 


25622, 


25518. .25745, 25695 


? S74 S 






25752... 


25826 














Seq. No. 


" 33503" 








Seq. ID 


OJ006;25i 


_48..0228 


.C31 


Gene No. 


694 55 . 








Strand 








Start 


47621 








End 


49842 






Name 


OJ000251 48.0228.C31. 


o7 1- <3 


Method 


TBLASTX: 


^> o \ 7 o oan 




Start 


24342 








End 


25148 






GI 


none 








Score 


76 






Exons 


24342. . 


24479, 


24376. . 


24474 , 


24879. .25148 






Seq. No. 


33503 








Seq. ID 


OJ000251_ 


_48.0228 


.C31 


Gene No. 


69455 








Strand 








Start 


47621 








End 


49842 






Name 


OJ000251 48.0228.C31. 


o7. tc 


Method 


TBLASTX: Cress 




3 Ldrt 


248 /9 








End 


25253 






GI 


none 








Score 


284 







Exons 24879. .25253 



33587 



Seq. No. 33503 Seq. ID 

Gene No. 69455 Strand 

Start 47621 End 

Name OJ000251_48 . 0228 .C31 .o4 . tm Method 

Start 39957 End 

GI none Score 
Exons 



OJ000251_48.0228.C31 
49842 

TBLASTX: Maize 

42941 

78 



39957. .39998, 39958 .. 40014 , 40655 .. 40777 , 40679 .. 40768 , 

40680. .40775, 40680 .. 40778, 4 1666 .. 4 1776, 4 1 671 . . 4 1778 , 

41672. .41776, 4 1753 .. 4 1950, 4 1785 .. 4 194 9, 42 1 93 . . 4 2321 , 

42198. .42380, 428 66 4294 0, 42867. .42941 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
_Gene i JJo.. 

Name 

Start 

GI 

Exons 



33503 
69455 
47621 

OJ000251_4 8 . 0228 . C31 . o4 . ts 

40676 

none 



Seq. ID OJ000251_48.0228.C31 
Strand 

End 49842 

Method TBLASTX : Soybean 

End 41950 

Score 137 



40676. .40777, 40680 .. 40775 , 41671 .. 41949, 41672. .41950 

33503 Seq. ID OJ00025 1_4 8 . 0228 . C31 

.^SS^.^,.^..,. St rand. J __-„ ... ..„ = .^...^ 

OJ00025-1_4 8 . 02-28 ;-C3i-. o4 .-tc : '- ; - Method - ' -TBLASTX : Cress -' 

40677 End 41947 

none Score 140 

40677. .40775, 40682 .. 40777 , 4 1666 4 1770, 4 167 1 .. 4 194 6, 
41672. .41947 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI * . 

Exons. 



33503 
69455 
47621 

OJ000251_4 8.0228 .C31.ol0. tc 
42193 
none 

42193. .42321, 42 198 .. 42317 , 42861. .42941 



Seq. ID OJ000251_48.0228.C31 
Strand 
End 

Method 
End 
Score 



49842 

TBLASTX: Cress 
42941 
192 



33503 Seq. ID 

694 55 Strand 
47621 End 
OJ000251_4 8 . 0228 .C31 . o4 . tw Method 

"43762 .End 

none * . Score 



OJ000251_48.0228.C31 
49842 

TBLASTX: Wheat 

44172 

152- - 



43762. .43881, 4 37 63 .. 4 3882 , 43919 .. 43975 , 4 4062 .. 4 4 112 , 
44064. .44111, '44115. .44171, 44116. .44172 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



33503 
69455 
47621 

OJ000251_4 8 . 0228 . C31 . o3 . tm 
44527 



OJ000251 48.0228.C31 



none 
44527. 
44801, 
44942. 



Seq. ID 
Strand 
End 

_ Method 

End 
Score 

44703, 44528. .44704, 44542 .. 44721, 44801 .. 44932, 
44926, 44802. .44930, 44 935 .. 45006 . 44 935 . . 4.snm . 
45013 



49842 

TBLASTX: Maize 

45013 

268 



Seq. No. 



33503 



Seq. ID OJ000251_48.0228.C31 



33588 




fipnf No 


69455 




Strand 






Start 


47621 




End 


49842 




Name 


OJ000251 48.0228.C31 


o9. gp 


Method 


AAT/GAP 




Start 


47621 




End 


48347 




GI 


92707 1.R1084 




Score 


1153 






47621. .48091, 48208. 


48347 








GI Descrio 


'4580513/gb|AAD24403 


1IAF036300 1 2.0e- 


-39 (AF036300) 






scarecrow-like 1 [Arabidopsis- thaliana] 1 




Seq. No. 


33503 




Seq. ID 


OJ000251_48.0228 


C31 


Gene No. 


69455 




Strand 






Start 


47621 




End 


49842 




Name 


OJ000251 48.0228.C31, 


08. ts 


Method 


TBLASTX: Soybean 




Start 


47884 




End 


48078 




GI 


none 




Score 


61 




Exons 


47884.-47997, 47896.. 


47991, 


47992. .48078, 48002.. 48076 




Spa No 


33503 




Seq. ID 


OJ000251_48.0228 


C31 


Gene No. 


69455 




Strand 






Start 


47621 




End 


49842 




Name 


OJ000251 48.0228.C31. 


06 . tc 


Method 


TBLASTX: Cress 




Start _ : 


.,.-4.7.8 93_ ._„,_^. .— ...^ . 




^.End..,.., 


.4.87.50 


~~~~ 


GT~ ' 


. : ,lrLone _'.* w 


J J., 




,7.6.,_ _ ;„ , 




'F.xn-n*?-*'""- ■ 


- -47 8 93-V . 4 "8 r 0 9 3 r - 4 796 6™. 


48088, : 


: 4 8 2 0 7 ; : 4-8 3 7 -1 , 4 8 2 l-3v \ 4-8 3 65> 1 






48529. .48750, 48533.. 


48742 








S^rr No 


33503 




Seq. ID 


OJ000251_48.0228 


C31 


Gene No. 






Strand 






Start 


47621 




End 


49842 




Name 


OJ000251 48.0228.C31. 


o9 . np 


Method 


AAT/NAP 




Start 


47896 




End 


49557 




GI 


6644390 




Score 


1304 




J— 1 A 


47896. .48091, 48208.. 


48363, 


48536. .49557 




fiT nf^qpri o 

vj j. i_y ^ o ^ j. _i_ \~j . 


(AF2107 31) scarecrow- 


■like 1 


[Arabidopsis thaliana] 




Seq. No. 


33503 




Seq. ID 


OJ000251_48.0228. 


C31 


Gene No. 


\J Z/ 1 -J J 




Strand 






Start 


47621 




End 


49842 




Name 


OJ000251 48.0228.C31. 


o9. gs 


Method 


GENSCAN 




Start 


48070 




End 


49842 




GI 


none 




Score 


.96 




Exons 


48070. .48091, 48208.. 


48363, 


48536. .49842 




Seq . No . 


'. 33503 ' - .. 




Seq.. ID. 


OJ000251_48.0228. 


C31 


Gene No. 


69455 




Strand 






Start 


47621 




End 


49842 




Name 


OJ000251 48.0228.C31. 


o2.tm 


Method 


TBLASTX: Maize 




Start 


48202 




End 


49330 




GI 


none 




Score 


121 




F!x on s 


48202. .48285, 48204.. 


48365, 


48206. .48370, 4 8207 .. 4 8365, 






48533. .49330, 48534.. 


49328, 


48535. .49329 




Seq. No. 


33503 




Seq. ID 


OJ000251_48.0228. 


C31 


Gene No. 


69455 




Strand 






Start 


47621 




End 


49842 




Name 


OJ000251 48.0228.C31. 


o2.ts 


Method 


TBLASTX: Soybean 




Start 


48252 




End 


49182 





33589 



GI none Score 518 

Exons 48252. .48308, 48309 .. 48365, 48529 .. 4 9182, 48530.. 49180 



Seq . No . 


33503 








O.7000? SI 4 8 






69455 












Start 


47621 






End 


4 9842 




Name 


OJ000251 48.0228.C31 


. o3 . tw 


Me t hod 


TBLASTX • Wheat 




Start 


48535 






End 


48921 




GI 


none 






Score 


137 




Exons 


48535. 


.48921, 48545'. 


48793 








Sea No 


33503 






Seq. ID 


OJ000251_48.0228 






69455 






Strand 






Start 


47621 






End 


49842 




Name 


OJ000251 48.0228.C31 


o2 . tc 


Method 


TBLASTX: Cress 




Start 


48757 






End 


49233 




GI 


none 






Score 


53 






48757. 


.48864, 48761.. 




48850. .488 


73, 48916. .49062, 






48920. 


.49060, 49022.. 


49231, 


49060. .49233 




Seq. No. 


33503 






Seq. ID 


OJ000251_48.0228 


.C31 


Gene. _No v 


.....JJS9A55:. 






Strand^ 






"start^/l 








^'ilncL , 






Name 


: - ■ - ---- O"J0 0 0 251- *4-8v 02 2 8" rC-3 1- . 


610 . gp' 


- - '- Method v 


- AAT/GAP • • 




Start 


49040 






End 


49678 




GI 


none 






Score 


1160 




Exons 


49040. 


.49678 











Seq. No. 


33504 




Seq. ID 


OJ000251__ 


48.0228.C33 


Gene No. 


69456 




Strand 


+ 




Start 


3843 




End 


4221 




Name 


OJ000251 48 


.022 


8 .C33.ol.np Method 


AAT/NAP 




Start 


3843 




End 


4221 




GI 


224159 




Score 


588 




Exons 


3843. .4221 










GI Descrip. 


cytochrome 


b559 


[Spinacia oleracea] 






Seq. No. 


33504 




Seq. ID 


OJ000251_ 


48.0228.C33 


Gene No. 


69457 




Strand 


+ 




Start 


4247 




End 


4360 




Name 


OJ000251 48 


.022 


8.C33.o2.np Method 


AAT/NAP 




Start 


4247 




End 


4360 




GI 


131368 




* • . ■ ? Score / 


198 




Exons 


4247. . 4360 










GI Descrip. 


PHOTOSYSTEM 


II 


REACTION CENTER L PROTEIN (PSII 5 


KD PROTEIN) 



gi I 72696 | pir | | F2RZL photosystem II protein psbL - rice 
chloroplast gi | 72697 | pir | | F2WTL photosystem II protein psbL - 
wheat chloroplast gi | 82447 | pir | | S04064 photosystem II protein 
psbL - barley chloroplast gi | 82559 | pir | | S03193 photosystem II 
protein psbL - rye chloroplast gi | 4 83158 | pir | | C4 8310 photosystem 
I 



Seq. No. 33504 Seq. ID OJ000251__48 . 0228 . C33 

Gene No. 69458 Strand + 

Start 4490 End 4609 

Name OJ000251_48 . 0228 . C33 . o3 . np Method AAT/NAP 

Start 4490 End 4609 



33590 



GI 131350 Score 204 

Exons 4490.. 4609 

GI Descrip. PHOTOSYSTEM II REACTION CENTER J PROTEIN gi | 72721 | pir | | F2RZ J 

photosystem II protein psbJ - rice chloroplast 
gi|12001|emb|CAA33962| (X15901) ORF40; pot. PSII component. 

[Oryza sativa] gi I 226622 | prf | 1 1603356AV photosystem II component 
[Oryza sativa] 



Seq. No. 


33504 


Seq. ID OJ000251 48 


.0228 


.C33 


Gene No. 


69459 


Strand + 






Start 


21961 


End 22143 






Name 


OJ000251 48 0228 C33 o4 as 


Method ftFN^TAN 






Start 


21961 "~ 


End 2214 3 






GI 


none 


Score 74 






Exons 


21961 22143 








Sea No 


33504 


Spa TD fKTOnfi^SI 4ft 


022R 

■ \J C* U 




Gene No. 


69460 


Strand + ~ 






Start 


24531 


End 24878 






Name 


OJ000251 48.0228.C33.o5.gs 


Method GENSCAN 






Start 


24531 


End 24878 






GI. 


..none ... . „ 


„^^acpr.e.,..„ 97., ^^^^ 








,2A5 aL^i^la,. .2,473 5^;'24.8-7.8.„ 




-IT- 7f . 




Spa No 


33504 


Seq. ID OJ000251 48 


V *L o 




Gpnp No 


69461 


Strand + 






Start 


27246 


End 31591 






Name 


OJ000251 48.0228.C33.o9.np 


Method AAT/NAP 






Start 


27246 


End 30258 






GI 


4680186 


Score 375 






E von 


27246. .27273, 29338 .. 294 94 , 


30100. .30258 






GI Dp serin 


(AF111709) unknown [Oryza sativa subsp. indica] 






Sea. No 


33504 


Seq. ID OJ000251__48. 


0228 


.C33 


Gene No 


69461 


Strand + 






Start 


27246 


End 31591 






Name 


OJ000251 48.0228.C33.o8.np 


Method AAT/NAP 






Start 


28755 


End 31591 






GI 


6503190 


Score 105 






Exons 


28755. .28874, 31560. .31591 








G I Dp qprin 


(AF200688) tyrosine - kinase 


ZAK1 [Dictyostelium discoideum] 


Seq. • No*. 


33504 


-, Seq.^ ID O5000251 48'. 


0228 


C33 


Gene No.- 


69462 


Strand + 




Start 


34393 


End 37710 






Name 


OJ000251 48.0228.C33.ol0.np 


Method AAT/NAP 






Start 


34393 


End 37710 






GI 


5916446 


Score 654 






Exons 


34393. .34546, 35217 .. 35273, 


35359. .35462, 35577 .. 3571 6, 






35951. .36200, 37 67 6. .37710 








GI Descrip'. 


(AC007633) similarity to several hypothetical proteins- 






Arabidopsis thaliana 








Seq. No. 


33504 


Seq. ID OJ000251_48. 


0228. 


C33 


bene No. 


69462 


Strand + 






Start 


34393 


End 37710 






Name 


OJ000251 48.0228.C33.o7.gs 


Method GENSCAN 







33591 



Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



34744 End 36970 

none Score . 68 

34744. .34813, 35217 35273, 35359 .. 3544 9, 3554 9 35709, 

35795. .35922, 3604 1 .. 36178 , 364 67 .. 36559, 36947.. 36970 



OJ000251_48.0228.C33 

6632 
AAT/NAP 
6575 
1643 



33504 Seq. ID 

69463 Strand 
5616 End 
OJ000251_4 8 . 0228 . C33 . o4 . np Method 
5616 End 
118048 Score 
5616. . 6575 

APOCYTOCHROME F PRECURSOR gi | 65615 | pir | | CFRZ 

plastoquinol — plastocyanin reductase (EC 1.10.99.1) cytochrome i 
precursor - rice chloroplast gi | 12000 | emb | CAA33961 | (X15901) 
cytochrome f [Oryza sativa] gi I 226621 1 prf | | 1603356AU cytochrome 
f [Oryza sativa] 



Seq. No. 

Gene No. 

Start 
...Name.-.™,. 
...;S.ta.r:t ..J.., 
* GI - - 

Exons 

GI Descrip. 



33504 Seq. ID 

69463 Strand 
5616 End 
.0. .JO 0p2.51_4.a_p 22 8, v C33„,.ol .gp..__._ . .Method™ 
;.6.1 91^..^. : _ End! ZUZ 



OJ000251 48.0228.C33 



6632 

AAT/£AP___.^ 
..6632 



Score^ 



831 



uC-osflM202092b08bl - " - • 
6191.. 6632 

! 118048/sp| P07888 |CYF_ORYSA 5.0e-65 APOCYTOCHROME F PRECURSOR 

>gi_65615_pir CFRZ plastoquinol--plastocyanin reductase (EC 

1.10.99.1) cytochrome f precursor - rice chloroplast 
>gi_12000_emb_CAA33961_ (X15901) cytochrome f [Oryza sativa] 
>gi_226621_prf 1603356AU cytochrome f [Oryza sativa] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start' 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 



33504 Seq. ID 

69464 Strand 
6808 End 
OJ000251_4 8 .0228 .C33.o5.np Method 
6808 End 
122779 Score 
6808. .7236, 8457. .8500 

POTENTIAL HEME-BINDING PROTEIN (ORF 230) gi | 82542 | pir | | S0511S 
hypothetical protein 230 - rice chloroplast 
gi|11999|emb|CAA33960| (X15901) ORF230 [Oryza sativa] 
gi I 226620 Iprf | 1 1603356AT ORF 230 [Qryza sativa] 



OJ000251_4 8 .0228 .C33 

8500 
AAT/NAP 
8500 
730 



33504 
69465 
9065 

OJ000251_4 8 .0228.C33.o2.gp 
9065 

25929JL.R1084 

9065.. 9653, 10061 .. 10202 , 10268. 
12923. . 13029 

'2829911 1.0e-108 (AC002291) Unknown protein [Arabidopsis 
thaliana] 1 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000251_4 8 . 0228 . C33 

21306 
AAT/GAP 
13029 
2840 



10616, 11599. .11903, 



33504 
69465 
9065 



Seq. ID 

Strand 

End 



OJ000251 48.0228.C33 



21306 



33592 



Name 

Start 

GI 

Exons 



OJ000251_48 . 0228 . C33 . o3 . gs Method GENSCAN 

9265 End 21306 

none Score .53 
9265. .9653, 10061 .. 10202 , 10268 .. 10573, 10736 .. 10850, 

11599. .11740, 11789. .11903, 12536 1264 7 , 12 923 13283, 

15521. .15563, 17035 .. 17 184 , 17321 17457 , 17964 .. 18174, 

18784. . 19006, 19177 .. 19274 , 19477 .. 19613, 20503 21036, 
21069. .21306 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 

N ame ___ r . „ 
Start,.....-......, _ 

GI- - "'- - ■ ■ 
Exons 



33504 Seq. ID OJ000251_4 8 . 0228 . C33 

69465 Strand 

9065 End 21306 

OJ000251_4 8 . 0228 . C33 . 06 . np Method AAT/NAP 

9268 End 11819 

2829911 Score 1001 
92 68. .9653, 10061. .10202, 10268. .10616, 11599. .11819 

(AC002291) Unknown protein [Arabidopsis thaliana] 

33504 Seq. ID OJ000251_48 . 0228 . C33 

69466 Strand 

25246 End 34496 

; .Q J 0 00.25 l^AB ^2 2&,. C 3X v p6. f ,g Met h p d,- „ . .GENS CAN „ 

.,25.2-4 6„-.:..._;™ _..JJ,L-End l r „.J r .^3AA3J£>LL - 

none • — - - - - . Score : : .41" - ; • - • - 

25246. .25275, 25381 .. 25438, 25892 .. 26151, 2 6384 .. 26503, 

26508. .26782, 2 6955 .. 2 6972 , 2708 9 .. 27291, 28347 .. 284 45, 

30832. .30931, 32139 .. 32384 , 3374 5 .. 33800, 34 107 34215, 
34220. .34298, 34314. .34496 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No . 
Start 
, Name # 
Start 
GI 

Exons 

GI Descrip. 



Seq. No, 
Gene No. 
Start 



33504 Seq. ID 

69466 Strand 

25246 * End 

OJ000251_4 8 . 0228 . C33 . o7 . np Method 

25680 End 

5734714 Score 



OJ000251_48.0228.C33 

34496 
AAT/NAP 
28474 
582 



25680. .25825, 25896 .. 26151, 26258 .. 2 64 56, 28267. .28474 
(AC008075) Identical to gb|AF111711 transcription factor 
PERIANTHIA from Arabidopsis thaliana. 



Seq. ID 

Strand 

End 

Method* 

End 

Score 



OJ000251 48.0228.C33 



34496 . 
AAT/'GAP 
29276 
138 



33504 
69466 
25246 

O'J00'0251_4 8.0228.C33.o3.gp 
28755 * ' "J 

5867_1.R1084 
28755. .28838, 29251. .29276 

f 464986/sp|P35132|UBC9_ARATH 5.0e-58 UBIQUITIN-CONJUGATING 
ENZYME E2-17 KD 9 ( UBIQUITIN-PROTEIN LIGASE 9) (UBIQUITIN 

CARRIER PROTEIN 9) (UBCAT4B) >gi_421857_pir S32674 

ubiquitin — protein ligase (EC 6.3.2.19) UBC9 - Arabidopsis 
thaliana >gi__297 88 4_emb_CAA7 8714__. (Z14990) ubiquitin conjugating 
enzyme homolog [Arabidopsis thaliana] >gi_34 9211 (L00639) 
ubiquitin conjugating enzyme [Arabidopsis 1 



33504 
69466 
25246 



Seq. ID 

Strand 

End 



OJ000251 48.0228.C33 



34496 



33593 




Name 


OJ000251 48 


.0228 


.C33.o4 


.gp 


Method 


AAT/GAP 


Start 


29644 








End 


30071 


GI 


4878407 








Score 


631 


Exons 


29644 . .30071 










GI Descrip. 


606964 3/dbj |AP000616.1| 


AP000616 l.Oe- 


152 Orvza sat i va npnom 




DNA, chromosome ( 


5, clone: P0514G12 




Seq. No. 


33504 








Seq. ID 


OJ000251_48.0228.C33 


Gene No. 


69467 - 








Strand 




Start 


36350 








End 


36565 


Name 


OJ000251 48 


.0228 


C33.o4 


.tw 


Method 


TBLASTX: Wheat 


Start 


3678 








End 


3859 


GI 


none 








Score 


227 


Exons 


3678. .3827, 


3678 


.3827, 


3785. 


.3859, 3808. .3858, 3809. .3859 


Seq. No. 


33504 








Seq. ID 


OJ000251_48.0228.C33 


Gene No . 


69467 








Strand 




Start 


36350 








End 


36565 


Name 


OJ000251 48 


.0228 


C33.o2 


. tc 


Method 


TBLASTX: Cress 


Start 


3714 








End 


4292 


GI 


none 








Score 


59 


.Ex.ons-_.-. „. 


3714 3785. 


„ 3.7. IS. 


.3781,. 


. 3.78.8„. 


..3817.,. .3 7.8.9 ....382L,_3816 . .. : _4_0 9.7. 




l-382ll,^l,6i,: 


3*825:." 




:"i833. 






4-104 .-.4232, 


4105 


.4233, 


4 234-. 


.4290, 4 


235. . 4291; 4235-. .42-91, 




4239. .4292 












Sea No 


33504 








Seq. ID 


OJ000251_48.0228.C33 


Gene No. 


69467 








Strand 




Start 


36350 








End 


36565 


Name 


OJ000251 48 


. 0228 . 


C33 . o9 


. tm 


Method 


TBLASTX: Maize 


Start 


3720 








End 


3872 


GI 


none 








Score 


79 


Exons 


3720. .3761, 


3720. 


.3764, 


3721. 


.3768, 3764. .3817, 3764. .3817, 




3765. .3824, 


3803. 


.3871, 


3811. 


.3870, 3819. .3872, 3825. .3872 


Seq. No. 


33504 








Seq. ID 


OJ000251_48.0228.C33 


Gene No. 


69467 








Strand. 




Start . 


36350' 








End 


36565 


Name 


OJ000251 48 


.0228. 


C33.ol 


. tw 


Method 


TBLASTX: Wheat 


Start 


3937 








End 


4379 


GI 


none 








Score 


640 


Exons 


3937. .4377, 


3939. 


.4379, 


3953. 


. 4378 




Seq. No. 


" 33504 




*■ • 




"Seq. ID 


OJ000251_48.0228.C33 


Gene No. 


69467 








Strand 




Start 


36350 








End 


36565 


Name 


OJ000251 48 


0228. 


C33.o4 


. tm 


Method 


TBLASTX: Maize 


Start 


4331 








End 


4614 


GI 


none 








■Score 


110 


Exons 


' 4331. .4399, 


4332. 


.4397, 


4333. 


.4398, 4360. .4614, 4399. .4614 


Seq. No. 


33504 








Seq. ID 


OJ000251_48.0228.C33 


Gene No. 


69467 








Strand 




Start 


36350 








End 


36565 


Name 


OJ000251 48 


0228. 


C33.o6 


. tc 


Method 


TBLASTX: Cress 


Start 


4331 








End 


4668 


GI 


none 








Score 


68 



33594 



Exons 



4331. .4384, 4333. .4383, 4423. .4665, 4423. .4668 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 
..Name^,.,.. ^ 
1st ar.t.1 - . 

GI - 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 
Start 



33504 
69467 
36350 

OJ000251_48. 

5487 

none 

5487. . 5807, 

33504 
69467 
36350 

OJ000251_48. 

5592 

none 

5592. . 6575, 

33504 

69467 

36350 
._OJ000251_4 8_. 
..5 6.30 — _v 

none r 

5630. .5683, 

6373. . 6582, 

33504 
69467 
36350 

OJ000251_48. 

5933 

none 

5933. .6049, 

33504 
69467 
36350 

OJ000251_48. 

6107 

none 

6107. . 6274, 

33504 
69467 
36350 

OJ000251_48. 

6275 

none 

6275. . 6715, 
6719. . 6754 

33504 
69467 
363bU 

OJ000251_48. 
6381 



0228.C33.o3.tw 
5487.'. 5807, 5488. 

0228.C33.ol.ts 
5593.. 6576, 6373. 

.0228.C33...ol..t.c ._. 



5634.. 5690, 5634. 
6818.. 6898, 6826. 



0228.C33.o7.tw 
5934. . 6047 

0228.C33.o8.tm 
6108.. 6272 

0228.C33.ol. tm 
6276.. 6719, 6373. 



0228.C33.o2. tw 



Seq. ID OJ000251_48.0228.C33 
Strand 

End 36565 

Method TBLASTX : Wheat 

End 5814 

Score 473 
.5808, 5551. .5814 

Seq. ID OJ000251_48.0228.C33 
Strand 

End 36565 

Method TBLASTX : Soybean 

End 7128 

Score 1230 

.6582, 6803.. 7108, 6811.. 7128 

Seq. ID OJ000251_48.0228.C33 
Strand 

End -36565 
^Method... . TBLAS TX :_C.r.es.s._ . . 
.End,.---. .1 1 . J5.8 9al Zl. 1I1L_1 ™ v 

Score- • 70 - " * " •.: ■ - 

.5690, 5787. .6575, 5796.. 6596, 
.6897 

Seq. ID OJ000251_48.0228.C33 
Strand 

End 36565 
Method TBLASTX : Wheat 
End 604 9 

Score 187 



Seq. ID OJ000251_48.0228.C33 
Strand 

End 36565 

Method TBLASTX : Mai ze 

End 6274 

Score 284 



Seq." ID OJ000251_48 . 022.8 . C33 
Strand 

End 36565 

Method TBLASTX : Mai ze 

End 6755 

Score 640 

,6720, 6709.. 6753, 6717.. 6755, 



Seq. ID OJ000251_48.0228.C33 
Strand 

End 36565 

Method TBLASTX : Wheat 

End 6807 



33595 



GI 

Exons 



none Score 195 

6381.. 6506, 6382.. 6501, 6384.. 6503, 6508.. 6609, 6508.. 6696, 

6509.. 6721, 6510.. 6701, 6539.. 6703, 6636.. 6761, 6657.. 6776, 

6706. .6777, 6716. .6793, 6745. .6777, 6767. .6805, 6771. .6806, 
6781. .6807 



Seq. No. 33504 Seq. ID 

Gene No. 69467 Strand 

Start 36350 End 

Name OJ000251_4 8 . 0228 . C33 . o7 . tc Method 

Start 6899 End 

GI none Score 

Exons 6899.. 7114, 6901.. 7116 



OJ000251_48.0228.C33 
36565 

TBLASTX: Cress 

7116 

155 



Seq. No. 33504 

Gene No. 69467 

Start 36350 

Name OJ000251_4 8 . 0228 . C33 . o2 . tm 

Start 9265 

GI none 

Exons 9265.. 9471,- 9269.-9463, 9363. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000251_48.0228.C33 
36565 

TBLASTX: Maize 

10426 

260 



.9470, 9511. .9552, -9533., 9658, 



.J541.....966Q,. 100J72...10.167,,40-080. . 10169.,. . .10 1.13.._. .1.02.02, 

J..Q3 3X..^l0,42.6_l . ^.1.1^ J„I 



Seq.. ID OJ000251_48.0228.C33 
Strand 
End 

Method 
End 
Score 

9301. .9471, 9320. .9463, 9553. .9651, 9554. .9652, 10116. .10202 



Seq. No. 33504 

Gene No. 694 67 

Start 36350 

Name OJ000251_4 8 . 0228 . C33 . o3 . tc 

Start 9301 

GI none 
Exons 



36565 

TBLASTX: Cress 

10202 

111 



OJ000251 48.0228.C33 



Seq. No. 33504 Seq. ID 

Gene No. 694 67 Strand 

Start 36350 End 

Name OJ000251_48 . 0228 . C33 . o3 . ts Method 

Start 9301 End 

GI none Score 

Exons 9301.. 9471, 9302.. 9463, 9523, 

95S6..9657, 10056 .. 10205 , 10056 .. 10208 , 10057 ., 10188 , 
10058. . 10189, 10062. .10214, 10062 .. 10199, 10063 .. 10206, 
■', 10071. .10199, 10116. .10202, 10243 .. 104 04 , 10266 .. 10604 , 
-." 10267. ,.10605, 10268. .10615, 10274. .10618./ 10340. .10426, 
10456. .10617, 11598 .'.1168*7, 11670.. 11738 



36565 

TBLASTX : Soybean 
11738 
195 

,9654, 9524. .9655, 9553. .9654, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



33504 
69467 
36350 

OJ00025J 7 _4 8.0228 .C33.o7. tm 
10206 



OJ000251 48.0228.C33 



none 
10206. 
10484 . 
11609. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

10304, 10245. .10334, 10258 10335 , 10427 .. 10618, 
10615, 11596. . 11739, 11596 .. 11859, 11598 .. 118 61, 
11740, 11709. . 11858, 11797.. 11862 



36565 

TBLASTX: Maize 

11862 

65 



Seq. No. 
Gene No. 



33504 
69467 



Seq. ID OJ000251_48.0228.C33 
Strand 



33596 




Start 


36350 




End 


36565 




Name 


OJ000251 48.0228.C33 


. o3 . tm 


Method 


TBLASTX: Maize 




Start 


17585 




End 


18294 




GI 


none 




Score 


38 




Exons 


17585. . 17611, 17712. 


. 17858, 


17713. .17853, 17724. .17858, 






17951. . 18241, 17962. 


. 18294 








Seq. No. 


33504 




Seq. ID 


OJ000251_48.0228 


.C33 


Gene No. 


69467 




Strand 






Start 


36350 




End 


36565 




Name 


OJ000251 48.0228.C33 


. o4 . t s 


Method 


TBLASTX: Soybean 




Start 


17727 




End 


18274 




GI 


none 




Score 


143 




Exons 


17727. . 17774, 17784 . 


. 17858, 


17965. .18273, 17978. .18274 




Seq. No. 


33504 




Seq. ID 


OJ000251_48.0228 


.C33 


Gene No. 


69467 




Strand 






Start 


36350 




End 


36565 




Name 


OJ000251 48.0228.C33 


. o5 . t c 


Method 


TBLASTX: Cress 




Start 


17778 ~ 




End 


18261 




GI 


none 




Score 


134 




.Exons . 


r _ iT ^1777,8 J . i ..1787,3 J ...4X95a ru 


.182 61,. 


f 119 8 7 _JL8 2 35 ^.^^^^^ 




Seq. No ■.- 


: " 33504 ; • • " - 




Seq. ID 


OJ00025i_48-.0228- 


.C33 


Gene No. 


69467 




Strand 






Start 


36350 




End 


36565 




Name 


OJ000251 48. 0228. C33 


. o5 . tw 


Method 


TBLASTX: Wheat 




Start 


17784 ~ 




End 


18205 




GI 


none 




Score 


120 




Exons 


17784 . . 17861, 17950. 


. 18204, 


17960., 18205 




Seq. No. 


33504 




Seq. ID 


OJ000251_48.0228< 


■ j 


Gene No. 


69467 




Strand 






Start 


36350 




End 


36565 




Name 


OJ000251 48.0228.C33. 


. 08 . tc 


Method 


TBLASTX: Cress 




Start 


22036 ~~ 




End 


24893 




GI 


none 




Score 


97 




Exons 


22036. .22128, 24525. , 


,24650, 


24533. .24652', 24723 ... 24893, 






24734 . .24859 










Seq. No. 


33504 




Seq. ID 


OJ000251_48.0228. 


C33 


Gene No. 


69467 




Strand 






.Start 


36350 * . . ■ ' 




End • 


36565 '' . , 




Name. 


OJ000251 48.0228.C33. 


, o2 .t s 


\ Method - 


TBLASTX: Soybean 




Start 


25680 ~~ 




■ End 


26455 




GI 


none 




Score 


143 




Exons 


25680 . .25823, 25681 . . 


25833, 


25882. .25968, 25901 .. 25966, 






26014 . .26157, 26015 . . 


26152, 


26253. .26351, 26255.. 26455 




Seq. No. 


33504 




Seq. ID 


OJ000251_48.0228. 


\-r J O 


Gene No. 


69467 




Strand 






Start 


36350 




End 


36565 




Name 


OJ000251 48.0228.C33. 


o4 . tc 


Method 


TBLASTX: Cress 




Start 


25680 




End 


26455 




GI 


none 




Score 


129 




Exons 


25680. .25823, 25681.. 


25827, 


25882. .26079, 25910 .-. 25966, 






26014 . .26157, 26018.. 


26152, 


26253. .26351, 26255. .26455 





33597 




Seq. No. 


33504 




Seq. ID 


OJ000251 


_48.0228 


.C33 


Gene No. 


69467 




Strand 








Start 


36350 




End 


36565 . 






Name 


OJ000251 48 0228 C33 


• o 6 tm 


Method 


TBLASTX: 


ixia iz6 




Start 


25680 ~~ 




End 


26461 






GI 


none 




Score 


83 






Exons 


25680 25835. 25740 


25835 


25939. .26157, 26018 








26258 26461 26259 


. 26384 










Seq. No. 


33504 




Seq. ID 


OJ000251 


_48.0228 


.C33 


Gene No . 


69467 




Strand 








Start 


36350 




End 


36565 






Name 


OJ000251 48 0228 C33 


. 08 . tw 


Method 


TBLASTX: 


vv i i c d u. 




Start 


26279 ~~ 




End 


26455 






GI 


none 




Score 


67 






Exons 


26279. .26455, 26280. 


.26351 










Sea No 


33504 




Seq. ID 


OJ000251 


4ft 0298 




fipnp No 

VJ CUV \y . 


694 67 




Strand 








Start 


36350 




End 


36565 






Name 


OJ000251 48 0228 C33 




^ Method. 


.TBLASTX:. 


Ma i — o 




.S.taxil 


.J" .3 4.4 1.61™™"--^!'- 1 ' ,1-- 




-_.,Endl : „lIl 


- 36.5-65._l_ 






GI • ■* - ■ ■ 


norie 




■ Score 


98 - 






Fx on 


34416 34487 34417 


34 4 88 


34494. .34550, 35213 


. i JJl / 






35219 35272 35230 




35358. .35462, 35358 


^ 4 7 






35360 35461 35546 




35546. .35707, 35547 


• . jj /UOf 






35550 35726 35793 


• J *J .7 *i , 


35794. .35892, 35856 


"3 R Q 9 4 






36040 36177 36041 


. 36178 , 


36041. .36178, 36466 


• • J D J O *1 , 






36473 36565 

Jul / —J . • J U J U J 












Seq. No. 


33504 




Seq. ID 


OJ000251 


_48.0228 


.C33 


Gene No. 


69467 




Strand 








Start 


36350 




End 


36565 






Name 


OJ000251 48 0228 C33 




Method 


TBLASTX: 






Start 


35357 ~~ 




. End 


36094 






GI 


none 




Score 


70 






Exons 


35357 35470 35358 


. 35447, 


35547. .35711, 35552 








35808 35924 36041 


.36094 










Seq. No. 


33504 




Seq. ID 


OJ000251 


_48.0228 


.C33 


Gene No. 


69467 




Strand 








Start 


' 363.50* 




- End '- ■ - 


36565. 






Name 


" OJ000251 48 0228' P3 3 




Method 


TBLASTX : 


juyjjcdii 


- 


Start 


35544 ~~ 




End 


36106 






GI 


none 




Score 


222 






F.xon 

i_f Vw/ HO 


^S544 ^S720 ■ ?SS4fi 


J J / J. u , 


35547. .35717, 35797 








36040 ^6096 ?6f)41 


JD1UO 










Seq. No. 


33504 




Seq. ID 


OJ000251 


_48.0228 


.C33 


Gene No. 


69467 




Strand 








Start 


36350 




End 


36565 






Name 


OJ000251 48.0228.C33. 


o5 . gp 


Method 


AAT/GAP 






Start 


36350 




End 


36560 






GI 


36879 1.R1084 




Score 


148 






Exons 


36350. .36384, 36465. . 


36560 











GI Descrip. T 44 90325/emb | CAB38607 . 1 | 7.0e-24 (AL035656) hypothetical protein 



33598 



# 



[Arabidopsis thaliana] ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



33505 Seq. ID OJ000251_48 . 0228 . C35 

69468 Strand 

1 End 602 

OJ000251_4 8 . 0228 . C35 . ol . np Method AAT/NAP 

1 End 602 

6721519 Score 56 
1..69, 358. .602 

(AP001072) EST AU082116 (E4026) corresponds to a region of the 

predicted gene.; hypothetical protein [Oryza sativa] 

33506 ' Seq. ID OJ000251_48 . 0228 . C36 

69469 Strand 

1 End 486 

OJ000251_48 . 0228 . C36 . ol . gp Method AAT/GAP 
1 End 429 

11111JL.R1084 Score 781 

1. .429 

' 131251/sp| P12094 | PSBA_ORYSA 8.0e-56 PHOTOSYSTEM Q (B) PROTEIN 
(32 KD THYLAKOID MEMBRANE PROTEIN) (PHOTOSYSTEM II PROTEIN Dl) 
; . >.g i_J7 2.6 6 L-jd i r. ... FMR Z _3 2_ . p hot q s y s t era _ .1 1, _p rot e in . Dl. ; p recur s or„ _r r Lee 
Lchloroplas£.>qi^ (XI 5 901.) If? &LL.~ 3 2 JcDaZp^ 

[Oryza- sativa] >gi_343212 (M36191)- Q-B protein - (-psbA) [Oryza ■-■ 

sativa] >gi_22 624 9_prf 1503143A psbA gene [Oryza sativa] 

>gi_22 64 06_prf 15' 

33506 Seq. ID OJ000251_48 . 0228 . C36 

69469 Strand 

1 End 486 

OJ000251_48 .0228 .C36.ol.np Method AAT/NAP 

1 End 411 

6554485 Score 452 

1. .411 

(AC012394) unknown protein [Arabidopsis thaliana] 

gi I 6573714 |gb|AAF17634.1|AC009978_10 (AC009978) T23E18.26 

[Arabidopsis thaliana] 



Seq. No. 


33506 










Seq. ID 


OJ000251_48.0228 


.C36 


Gene No. 


69469 










Strand 






Start 


1 










End 


486 




Name 


.OJ000251 


4 8.0228 


.C36. 


ol . tm 


Method 


TBLASTX: Maize 




Start 


. w 3 










End ■ 


486 ... 




GI..' . . " . _ 


. none." ' 










Score 


94 ' ' ' . ' . 




Exons 


3. . 68, 


4 . 


.69, 7. 


.69, 


68. .421, 


70. .423, 


208. .486 




Seq. No. 


33506 










Seq. ID 


OJ000251_48.0228 


.C36 


Gene No. 


69469 










Strand 






Start 


1 










End 


486 




Name 


OJ000251 


48.0228 


C36. 


ol.ts 


Method 


TBLASTX : Soybean 




Start 


3 










End 


354 




GI 


none 










Score 


63 




Exons 


3. . 68, 


7. 


.57, 70 


.354 


, 71. .301 






Seq. No. 


33506 










Seq. ID 


OJ000251_48.0228 


.C36 


Gene No. 


69469' 










Strand 






Start 


1 










End 


486 





33599 



Name 


OJ000251 48 


0228 C36 


• o 1 • gs 


Mf=> "t~ hnH 






Start 


61 ~~ 






End 


420 




GI 


none 






Score 


. 54 




F.xons 


61 . .420 












Seq. No. 


33507 






Seq. ID 


OJ000251 


48 0228 C37 


Gene No. 


69470 






Strand 






Start 


1 






End 


685 




Name 


OJ000251 48 


.0228.C37 


. ol . np 


Method 


AAT/NAP 




Start 


1 _ 






End 


685 




GI 


4680209 






Score 


286 




Exons 


1. .24, 113. 


.466, 530 


. .685 








GI DescriD. 


(AF114171) 


unknown [Sorghum bicolor] 






Seq. No. 


33507 






Seq. ID 


OJ000251_ 


_48.0228.C37 


Gene No. 


69470 






Strand 






Start 


1 






End 


685 




Name 


OJ000251 48 


0228 C37 


. o 1 . gs 




GENSCAN 




Start 


113 ~~ 






End 


641 




GI 


none 






Score 


.46 




Exons 


113 . . 641 












.!s.eq...-.No..,. 


;,l35ti8^r 


.^. r .-- T .. - 




;i . Seq..,. JLD- 


I* 0 J0d ; 025ll -4 &Z022&^E2.L 


Gene No-. - : 


■ 694 71- ' - 


. _ .. 




Strand- 






Start 


77 






End 


505 




Name 


OJ000251 48 


022R P^fi 


• J. . y o 




GENSCAN 




Start 


11 ^ 






End 


505 




GI 


none 






Score 


. 43 




Exons 


77 . . 505 












Seq. No. 


33509 






Seq. ID 


OJ000251_ 


_48.0228.C39 


Gene No. 


69472 






Strand 


+ 




Start 


773 






End 


1159 




Name 


OJ000251 48 


.0228.C39 


ol . gs 


Method 


GENSCAN 




Start 


773 ~ 






End 


1159 




GI 


none 






Score 


. 69 




Exons 


773 . .1159 












Seq. No. 


33509 






Seq. ID 


OJ000251_ 


_48.0228.C39 


Gene No. 


69472 






Strand 


+ ■ 




Start 


773 






End 


1159 




Nanje 


OJ000251 48 


.0228. C39. 


ol.gp 


Method 


AAT/GAP 




Start ' ' * 


781 . ~ - ' 






End . 


■ 1064. * ' 




GI ; 


none 






Score 


'476 




Exon s 

1—1 A I i *J 


781 1064 












Sea No 


33510 






Seq. ID 


OJ000251_ 


48.0228.C41 


Gene No. 


69473 






Strand 


+ 




Start 


1 






End 


4797 




Name 


OJ000251 48 


.0228. C41. 


ol . np 


Method 


AAT/NAP 




Start 


1 






End 


3550 




GI 


322759 






Score 


92 . 




Exons 


1..172, 3312.. 3550 










GI Descrip. 


pistil extensin-like 


protein 


(clone pMG14) - common tobacco 



(fragment) gi | 19927 | emb | CAA7 8393 | 
protein [Nicotiana tabacum] 



(Z14015) pistil extensin like 



33600 




O C ^ ■ LN VJ ■ 


33510 


Seq. ID 


O.TOOfi^M 4ft 09? 


ft CA 1 


Gene No. 


69473 


Strand 


+ _ 




Start 


1 


End 


4797 




Name 


OJ000251 48.0228.C41.ol.gs 


Method 


GENSCAN 




Start 


124 


End 


4 7 97 




GI 


none 


Score 


. 54 




FvnnQ 


124. .199, 916. .985, 2049. .2154, 3359. 


"3S8 ^ 4 1 ft fl 4 604 


f 




4687 . . 4797 








Sea No 


33511 


Seq. ID 


OJ000251_48.022 


ft P4 9 


f5pnp No 


69474 


Strand 


+ 




Start 


1 


End 


4492 




Name 


OJ000251 48.0228.C42.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


4492 




GI 


5295955 


Score 


299 






1..27, 2668 2788. 3329 3442 


4128. .4492 




\_J -L L-f ^ O J- -L. ka' • 


(AB026295) Similar to Epstein- 


-Barr virus (EBV) genome. 


\ V \J J- *J 




[Oryza sativa] 








Seq. No. 


33511 


Seq. ID 


OJ000251_48 .022 


8.C42 


Gene No . 


69475 - . - 


Strand 






Start 


..,4 280..,.. . „ ... , _ 


: End .__ 


.,4 4 28.. ^ 




Name 


OJQ0Q251 48 0228 C4Z.02 as 


Methods- 


...-.GENSCAN.. L 




Start ■• - 


4 280— - _ - r 


End ■■' - 


■ 4428 




GI 


none 


Score 


. 95 






4280 . .4428 








Seq. No. 


33512 


Seq. ID 


OJ000251_48.022 


8.C43 


Gene No. 


69476 


Strand 






Start 


703 


End 


866 




Name 


OJ000251 48.0228.C43.ol.gs 


Method 


GENSCAN 




Start 


703 


End 


866 




GI 


none 


Score 


.44 




Exons 


703. .866 








Sea No 


33513 


Seq. ID 


OJ000251_48.022 


3.C44 


Gene No. 


69477 


Strand 






Start 


996 


End 


5580 • 




Name 


OJ000251 48.0228.C44.ol.gs 


Method 


GENSCAN 




Start 


996 


End 


5448 




GI 


none 


Score 


.51 




Exons 


996. .1070, 1743. .1941, 2609. .2682, 2765. .2914, 3000. .3155,- 




: 4649. .4798,'. 5212. .5448 








k_/ W V-J ■ ^ • 


33513 


Seq. ID 


OJ000251_48.022 


3.C44 


Qanp No 


69477 


Strand 






Start 


996 


End 


5580 




Name 


OJ000251 48.0228.C44.ol.np 


Method 


AAT/NAP 




Start 


1679 


End 


5580 




GI 


6692731 


Score 


1387 




Li AUl 1 o 


1679. .1935, 2284. .2417, 2609.. 


2682, 2765.. 2902, 3000.. 3155, 




4649..4798, 5040. .5099, 5212.. 


5580 






GI Descrip. 


(AC012679) putative MAP kinase 


[Arabidopsis thaliana] 




Seq. No. 


33t>13 


Seq. ID 


OJ000251_48.022! 


3.C44 


Gene No. 


69477 


Strand 






Start 


996 


End 


5580 





33601 




Name 


OJ000251 48 


.0228 


.C44 .ol 


.tm 


Method 


TBLASTX: Maize 


uLdl L 










End 


5580 




none 








Score 


84 


IT* V /™\ T™» o 


o^i c: 94 40 




9 4 90 

. . Z4ZU, 


961 1 
Z011 . 


.2694, 2759. .2905, 3000. .3155, 




?ooo *3i 


^001 


"31 R6 

. . J J. J V , 


4 64 6 


.4807, 4650. .4808, 5044. .5109, 




Jv j j i . «j vj ^ y , 


R9 1 0 

Ji 1U 


S S ^0 


S9 1 9 

J£ lL • 


.5580, 5437. .5565 


Seq. No. 


33513 








Seq. ID 


OJ000251_48.0228.C44 


Gene No. 


69477 








Strand 






Z> Z/ \J 








End 


5580 


Name 


n,T0009M 4ft 


099ft 


T4 4 o ^ 


+- ^ 
. LL 


Method 


TBLASTX: Cress 


u Lai L 


6 ji j 








End 


2902 


r:T 

J. 


none 








Score 


187 


P von c 

Hi AUU O 


9 ^1 S 9 4^1 




9 6Q4 


97 RQ 


.2902 




Can Mri 


JJJlJ 








Seq. ID 


OJ000251_48.0228.C44 


Gene No. 


69477 








Strand 




Start 


996 








End 


5580 




o,tooo9si 4ft 


099ft 


P4 4 n? 




Method 


TBLASTX: Soybean 


uLdl L 


9^1 R ~~~ 








End 


4811 


TT 
\J ± 


none 








Score 


133 




otic; ■ OT/17 


9 "360 


9 4 1 Q 


961 1 


. 2 682 : , .27 5 9.^.2.9.0 5.,. 3.0 00 . .31 5.5.,.. 




"3001 '^1 R^ 


4 64 S 


4 7 ft ft 


4 64 6 


.. -4 8.d-7.,.„..4 6.4.7 .. ._4 J 93^ .4.64.7... ...48£l- 


Seq. No. 


33513 








Seq. ID 


OJ000251_48.0228.C44 


Gene No. 


69477 








Strand 




O Lai L 


QQ6 

.7 _7 O 








End 


5580 


Name 


ninnn9Ri 4 ft 


09 9ft 
. UZZo 


P4 4 r\A 
V^fl fi . 0*± 


. tc 


Method 


TBLASTX: Cress 


uLdl L 


^ooi ~~ 








End 


3156 


r: t 


none 








Score 


128 


Hi AUi 1 O 


^nm ^i R6 


^006 


*^1 RR 
■ J J_ ~J J 








dorr Ma 


^ ^ R 1 ^ 
jjjIj 








Seq. ID 


OJ000251_48.0228.C44 


Gene No. 


69477 








Strand 




Start 


996 








End 


5580 


Name 


O.T0009 S 1 4 ft 


0 9 9ft 
■ V z. z. o « 


P4 4 n 9 




Method 


TBLASTX: Cress 




4 6^4 ~~ 








End 


5100 




none 








Score 


160 




4 6^4 4 ft 07 

*a U J *i • ■ 1 O \J f , 


4 6^ S 

i U J J i 


4 7 Q6 


4 64 7 


.4811, 4£ 


87. .4910, 5044. .5100, 




S0RS S0QQ 
j w j j • * *j \j .? y 












Seq. No. 


.335.13 








Seq. ID 


OJ000251_4 8 . 0228 . C4 4 


Gene No. 


• 694 : 77 








.Strand 




Start 


9Q6 ' ' 
y y u 








End 


5580 ' ' 


LN ClltlC 


O.T0009S1 4ft 


0 9 9ft 


P4 4 n1 


L o 


Method 


TBLASTX: Soybean 


qf a ri- 

O Lai L 


R04 7 _ 








End 


5580 


r: t 


none 








Score 


74 


Hi AUl 1 O 


Kf)A 7 c. 1 no 


R0 R R 

J U J J . 


R0 QQ 
. ov yy f 


R 9 1 0 


;5530, 5212. .5580, 5437. .5580 


Seq. No. 


33513 








Seq. ID 


OJ000251_48.0228.C44 


Gene No. 


69477 








Strand 




Start 


996 








End 


5580 


Name 


OJ000251 48 


.0228. 


C44 .ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


5218 








End 


5562 


GI 


none 








Score 


119 


Exons 


5218. .5343, 


5219. 


.5344, 


5335. 


.5532, 5348. .5530, 5414. .5560, 



5437. .5562 



33602 



Seq. No. 33513 Seq. ID 

Gene No. 69477 Strand 

Start 996 End 

Name OJ000251_4 8 . 0228 . C4 4 . ol . tc Method 

Start 5222 End 

GI none Score 

Exons S222..5428, 5224.. 5580, 5489.. 5533 . 



OJ000251_48.0228.C44 
5580 

TBLASTX: Cress 

5580 

193 



Seq. No. 33513 

Gene No. 69477 

Start 996 

Name OJ000251_4 8 . 0228 . C4 4 . ol . gp 

Start 5350 

GI uC-osflm202112e03bl 

Exons 5350.. 5580 

GI Descrip. '2104949 4.0e-53 (U96716) MAP 
lepidophylla] f 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000251_48.0228.C44 

5580 
AAT/GAP 
5580 
437 



kinase-like protein [Selaginella 



Seq. No. 33514 

Gene No. 69478 

..Start ,70., ... _. 

.Name „6jab02L5 1_i8.^0228". : i45,loi...gs-... 

Start- ■ ■ • '- - 70 --------- 

GI none 

Exons 70.. 576 



Seq. ID OJ000251_48.0228.C45 
Strand +•• .... 
End,., 57.6 ....... - , 

. Method GENS CAN-..., 

-End '57-6 ' -■ • - " - 



Score 



,94 



Seq. No. 33515 Seq. ID 

Gene No. 69479 Strand 

Start 360 End 

Name OJ000251_48 . 0228 . C4 6 . ol . gp Method 

Start 360 End 

GI none Score 

Exons . 360.. 690, 1892.. 2309 



OJ000251_48.0228.C46 
+ 

2309 
AAT/GAP 
2309 
1397 



Seq. No. 33515 Seq. ID 

Gene No. 69479 Strand 

Start 360 End 

Name OJ000251_48 . 0228 . C4 6 . ol . gs Method 

Start 427 End 

GI none Score 

Exons 427.. 690, 1974.. 2164 ..... 



OJ000251_48.0228.C46 
+ 

2309 
GENSCAN 
2164 
.46 



.Seq. No. 33515 Seq. ID 

Gene No. 69480 Strand 

Start 2714 End 

Name OJ000251_4 8 . 0228 . C4 6 . o2 . gs Method 

Start 2714 End 

GI none Score 

Exons 2714.. 3253 



OJ000251_48.0228.C46' 

3253 
GENSCAN 
3253 
.86 



Seq. No. 33516 Seq. ID 

Gene No. 69481 Strand 

Start 3974 End 

Name OJUU0251_4 8 . 0228 . C4 7 . ol . gp Method 

Start 3974 End 

GI uC-osroM202008e08al Score 



OJ000251_48.0228.C47 
+ 

4358 
AAT/GAP 
4358 
747 



33603 




Exons 3974..43S8 

GI Descrip. 1 606964 3/dbj | AP00061 6 . 1 | AP000616 2.0e-09 Oryza sativa genomic 
DNA, chromosome 6, clone : P0514G12 1 



Seq. No. 


33516 








Seq. ID 


OJ000251_48.0228.C47 


Gene No . 


69482 








Strand 




Start 


1261 








End 


4358 


Name 


OJ000251 48 


.0228 . 


,C47.ol 


.np 


Method 


AAT/NAP 


Start 


1261 ~~ 








End 


4358 


GI 


4539658 








Score 


109 


Exons 


1261. .1431, 


3735. 


.3907, 


4112. 


.4196, 4292..4358 


GI Descrip. 


(AF061282) 


serine carboxypeptidase-like protein [Sorghum 




bicolor ] 












Seq. No. 


33516 








oeq . ± u 


nTfinno^i a q hood r^Ai 
UJUUUZ.D1 4o.UzZo.L-4/ 




69482 








C f- >- n H 

o l rdnu 




Start 


1261 








HjIIU. 


A "3 RR 


Name 


OJ000251 48 


099fl 
. uzzo . 


C A 1 r\ 1 
4 / . O L 


. LIU 




i t>ij/Ao i a . LYiai ze 


Start 


1715 








End 


1964 


GI 


none 








Score 


334 


Exons 


1715 1951, 


1 7 1 

1 / J. u . 


1 Q6d 

. i y o 4 , 


1 R7R 
J- 0 / D . 


.1964 






T - . — J — 1 *J X.\J- ..... ^ — ... 


•" • - " 






.Seq. ..IB.. 


OJ0 0 0.2 5 1_4 2 ZSZcLl^ 


fZpn o Kin - - ■ - 


69482 - - 








Strand 




Start 


1261 








End 


4358 


Name 


OJ000251 48 




CA 1 o1 

^.4 / . Ol 


. LC 


Method 


TBLASTX: Cress 


Start 


1727 








End 


1940 


GI 


none 








Score 


115 


Exon*? 


1727 1939 




• JL -7 .J _7 , 


17^1 

1 ' Jl t 


.1940 




VJ • L1V • 


33516 








Seq. ID 


OJ000251_48. 0228.C47 




69482 








Strand 




Start 


1261 








End 


4358 


Name 


OJ000251 48 


099R 


CA1 r\0 

L-4 / • OZ 


. gs 


Method 


GENSCAN 


Start 


1727 








End 


4317 


GI 


none 








Score 


.57 


Exons 


1727 . . 1924 , 


1935. 


.2045, 


2181. 


.2321, 4171. .4317 


Sea. No. 


33516 








Seq. ID 


OJ000251_48.0228.C47 


Gene No . 


69482 








Strand 




Start 


1261 








End 


4358 


Name 


OJ000251 48 


.0228. 


C47.ol, 


. ts 


.Method 


TBLASTX : Soybean 


Start- • 


•17 90 _ 








End 


1943 ■ . ■ ' ■ 


..GI ' 


none 








Score 


189 


Exons 


1790. . 1942, 


1791. 


.1943 








O C • Lh\J • 


•J ~J *J X u 








Seq. ID 


OJ000251_4 8 . 0228 . C4 7 


Gene No. 


69482 








Strand 




Start 


1261 








End ... 


4358 


Name 


OJ000251 48, 


.0228. 


C47.o2. 


. tm 


Method 


TBLASTX: Maize 


Start 


3627 








End 


3998 


GI 


none 








Score 


82 


Exons 


3627. .3722, 


3633. 


.3704, 


3755. 


.3871, 371 


30. .3881, 3782. .3883, 




3787 . .3882, 


3868. 


.3984, 


3869. 


.3997, 3876. .3998, 3885. .3998 


Seq. No. 


33517 








Seq. ID 


OJ000251_4 8 . 0228 . C4 8 


Gene No. 


69483 








Strand 


+ 



33604 



• # 



Start 


5346 


End 


6160 




Name 


OJ000251 48 . 0228 . C48 . o2 .gs 


Method. 


GENSCAN 




Start 


5346 ~~ 


End 


6160 




GI 


none 


Score 


. 85 




Exons 


5346. . 6134, 6146. . 6160 








Seq. No. 


33517 


Seq. ID 


OJ000251_48.0228 


.C48 


Gene No. 


69484 


Strand 






Start 


117 


End 


4231 




Name 


OJ000251 48.0228.C48.ol.gs 


Method 


GENSCAN 




Start 


117 


End 


4231 




GI 


none 


Score 


. 55 




Exons 


117. .304, 309. .625, 1839. .1867, 3672.. 


3794. 4085 4231 




Seq. No. 


33517 


Seq. ID 


OJ000251 48.0228 


. C4 8 


Gene No. 


69484 


Strand 






Start 


117 


End 


4231 




Name 


OJ000251 48.0228.C48.ol.gp 


Method 


AAT/GAP 




Start 


294 


End 


633 




GI 


uC-osroM202008e08bl 


Score 


668 




Exons 


294. . 633 








GI De scrip.. .. 


; 2459.424 , : 5 ,0e-13^ (ACQQ23.32). 


.unknown r . protein . [Arabidpps.is^_._ 




. -thalianaj J _ : 








Seq. No. 


33517 


Seq. ID 


OJ000251_48.0228, 


CA fi 
• o 


Gene No. 


69484 


Strand 






Start 


117 


■ End 


4231 




Name 


OJ000251 48.0228.C48.ol.np 


Method 


AAT/NAP 




Start 


351 


End 


4056 




GI 


2459424 


Score 


146 




Exons 


351. .671, 3979. .4056 








GI Descrip. 


(AC002332) unknown protein 


[Arabidopsis thaliana] 




Seq. No. 


33517 


Seq. ID 


OJ000251_48.0228. 


.C48 


Gene No. 


69485 


Strand 






Start 


6258 


End 


10248 




Name 


OJ000251 48.0228.C48.o4.tm . 


. Method 


TBLASTX: Maize 




Start 


373 


End 


575 




GI 


none 


Score 


108 




Exons 


373. .522, 380. .466, 522. .557, 522. .575 






Seq. . No. . 


33517 


Seq. ID 


OJ0.00251_48.0228. 


,C48 


Gene No. 


'69485 - ' ' • " • 


Strand 






Start 


' 6258 .1 " . " 


End 


102*48 




Name- 


OJ000251 48.0228.C48.o3.gs 


Method 


GENSCAN 




Start 


6258 


End 


8324 




GI 


none 


Score 


. 98 




Exons 


6258. .8324 








Seq. No. 


33517 


Seq. ID 


OJ000251_48.0228. 


C48 


Gene No. 


69485 


Strand 






Start 


6258 


End 


10248 




Name 


OJ000251 48.0228.C48.o2.np 


Method 


AAT/NAP 




Start 


6338 


End 


10248 




GI 


64 98441 ' v 


Score 


4444 




Exons 


6338. .7550, 7722. .8204, 8397. .8637, 8812. .8946, 9130. .9503, 



9567.. 10036, 10221.. 10248 



33605 




GI Descrip. (AP000815) EST C72786 (E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



Seq. No. 


33517 








Seq. ID 


OJ000251 48 0228 


. C4 8 


Gene No. 


69485 








Strand 






Start 


6258 








End 


10248 




Name 


OJ000251 48 


. 0228 


.C48 .o4 


. tw 


Mp1" hod 


TBLASTX • Wheat 

A. Lmf XJx 1> fchJ -1- * * * fill V— h K** 




Start 


6390 








End 


Sill 




GI 


' none 








Score 


165 




Exons 


6390. . 6770, 


6421 


. . 6669, 


6715 . 


. 6771 






Seq. No. 


33517 








Seq. ID 


OJ000251 48.0228 


.C48 


Gene No. 


69485 








Strand 






Start 


6258 








■End 


10248 




Name 


OJ000251 48 


. 0228 


.C48 . o2 


tm 


Mpt hnd 


TRLA^TX • Ma i 7p 




Start 


6585 








End 


6908 




GI 


none 








Score 


198 




Exons 


6585. . 6908, 


6598 


. . 6891 










Seq. No. 


33517 








Seq. ID 


OJ0002S1 48 0228 


. C4 8 


. Gene .No.. 


..6 9.4 8.5. J 






~ : -*- 


<5t rand 






„S-tax-t~_. : 


6,2.5 8~ ."" 








—End-—-.. 


, .L0248 ' ' . 




'Name - * 


■ OJ000251 4 8 


.0228 


. C4 8-. 66 . 


tw- - 




- T RT , A 9 TX • Wh m t 




Start 


7101 ~~ 








End 


7 413 




GI 


none 








Score 


55 




Exons 


7101. .7361, 


7212 


. .7400, 


7237. 


.7413 






Seq. No. 


33517 








Seq. ID 


OJ000251 48 0228 


Cd 8 


Gene No . 


69485 








Strand 






Start 


6258 








End 


10248 




Name 


OJ000251 48 


.0228 


.C48.o2. 


ts 


Method 


TBLASTX • Sovbpan 




Start 


7161 








End 


7727 




GI 


5666795 








Score 


68 




Exons 


7161. .7361, 


7416 


. .7553, 


7629. 


.7727 






GI Descrip. 


4206306 2.0e-10 


(AF049110) prpol [Zea 


mays] 




Seq. No. 


33517 








Seq. ID 


OJ000251_48.0228 


. C4 8 


Gene No . 


69485 








Strand 






Start 


6258 








End 


10248 




Name 


OJ000251 48 


.0228 


C48.o5. 


tw 


Method 


TBLASTX: Wheat 




Start 


7416 








End . 


7874 




GI 


'-none 








. Score 


- 92 




Exons 


' 7416. .7556, 


7417 


.'7 554, 


7612. 


.77.85, 7626.. 7874, 7626.. li 


350 


Seq. No. 


33517 








Seq. ID 


OJ000251_48.0228 


Cd 8 


Gene No . 


69485 








Strand 






Start 


6258 








End 


10248 




Name 


OJ000251 48. 


0228. 


C48.ol. 


ts 


Method 


TBLASTX: Soybean 




Start 


8475 








End 


8846 




GI 


none 








Score 


90 




Exons 


8475. .8846, 


8686. 


.8829 










Seq. No. 


33517 








Seq. ID 


OJ000251_48.0228 


.C48 


Gene No. 


69485 








Strand 






Start 


6258 








End 


10248 




Name 


OJ000251 48 


0228. 


C48.o2. 


tw 


Method 


TBLASTX: Wheat 





33606 




Start 


8500 






End 


8924 




GI 


none 






Score 


328 




Exons 


8500. .8919, 


8505 


..8924 








Seq. No. 


33517 






Seq. ID 


OJ000251_48.0228 


.C48 


Gene No. 


69485 






Strand 






Start 


6258 






End 


10248 




Name 


OJ000251 48 


0228 


C4 8 .o3.tm 


Method 


TBLASTX: Maize 




Start 


8598 






End 


8982 




GI 


none 






Score 


221 




Exons 


8598. .8981, 


8617 


.8982 








Seq. No. 


33517 






Seq. ID 


OJ000251_48.0228 


C48 


Gene No. 


69485 






Strand ' 






Start 


6258 






End 


10248 




Name 


OJ000251 48. 


0228. 


C48.ol.tm 


Method 


TBLASTX: Maize 




Start 


9009 • ~ 






End 


9365 




GI 


none 






Score 


115 




Exons 


9009. . 9314, 


9009. 


.9365, 9019. 


. 9330 






Seq. No. 


33517 






Seq. ID 


OJ000251_48.0228 


C48 


Gene No.. 


... _694.8.5. r .._ 


-,.-..-.-_=-. 




..jStrandL _ 






,S.tar± 1.1 


625.8 . :„ 






* ~Endllll^ 


10248* *" 




Name -. - - - 


OJ000251 48 . 


0228 . 


C48-.01-. tw — 


- Method 


- TBLASTX : Wheat ' 




Start 


9033 ~ 






End 


9496 




GI 


none 






Score 


400 




Exons 


9033 . . 9494, 


9034 . 


.9495, 9053. 


. 9496 






Seq. No. 


33517 






Seq. ID 


OJ000251_48.0228. 


C48 


Gene No. 


69485 






Strand 






Start 


6258 






End 


10248 




Name 


OJ000251 48. 


0228 . 


C48 . o3 . ts 


Method 


TBLASTX • Sovbean 




Start 


9090 ~ 






End 


9455 




GI 


none 






Score 


117 




Exons 


9090. . 9224, 


9231. 


. 9455 








Seq. No. 


33517 






Seq. ID 


OJ000251_48.0228. 


C48 


Gene No. 


69485 






Strand 






Start 


6258 






End 


10248 




Name 


OJ000251 48. 


0228 . 


C48 . o3 . tw 


Method 


TBLASTX • Wheat 




Start 


9660 ~ 






End 


10146 




GI 


none 






Score 


168 




Exons 


9660. . 10145, 


9664 


. . 9-951, 9973 


.* . 1014 6 


* 




Seq. No. 


33518 






Seq. ID 


OJ000251 48.0228. 


C49 


Gene No. 


69486 






Strand 






Start 


1 






End 


996 




Name 


OJ000251 48. 


0228. 


C49.ol.np 


Method 


AAT/NAP 




Start 


•A 




End 


996 




GI 


5042454 






Score 


818 




Exons 


1..387, 443. 


.553, 


895. . 996 








GI Descrip. 


(AC007789) putative polyprotein [Oryza 


sativa] 




Seq. No. 


33518 






Seq. ID 


OJ000251_48.0228. 


C49 


Gene No . 


69486 






Strand 






Start 


1 






End 


996 




Name 


OJ000251 48. 


0228. 


C49.ol.gs 


Method 


GENSCAN 





33607 




Start 


9 


End 


972 




GI 


none 


Score 


. 86 




Rxon s 

1-J -*V V_/ 1 1 fcj 


9 387 443 559 895 972 








Seq. No. 


33519 


Seq. ID 




*± O • \J O . U JU 


Gene No. 


69487 


Strand 


+ 




Start 


1 


End 


305 




Name 


OJ000251 48.0228.C50.ol.gp 


Method 


AAT/GAP 




Start 


1 


End 


3.05 




GI 


uC-osroM20202 5r 1 lal 


Score 


589 




Exons 


1 . . 305 








GI Descrip. 


'2258469 0 0e+00 (AF009179) 


replication protein 


Al fOrv7P 
ai [ vi y lu 




sativa] 1 








Sea No 


33520 


Seq. ID 


OJ000251_ 


4ft o??ft rsi 


Gene No. 


69488 


Strand 


+ 




Start 


2522 


End 


5048 




Name 


OJ000251 48.0228.C51.o2.gs 


Method 


GENSCAN 




Start 


2522 


End 


5048 




GI 


none 


Score 


.51 




Exons 


2522. .2563, 2723.-3299, 4105. .4229, 4414. .4593, 


4730 4970 




_ 5 OIL,. .504.8^,.^^,^....,, : , : , 








Seq. No. 


33520- ^ - --- 


• - Seq/ ID 


: OJ000251_ 


_48 .0228 : C51-- 


Gene No. 


69489 


Strand 


+ 




Start 


18058 


End 


20683 




Name 


OJ000251 48.0228.C51.o4 .gs 


Method 


GENSCAN 




Start 


18058 


End 


20683 




GI 


none 


Score 


.72 




F.xnns 

l—l \J 1 1 o 


18058. .18135, 1854 3. .19061, 


19794. .19919, 20489 




Seq. No. 


33520 


Seq. ID 


OJ000251_ 


4ft 0??ft PST 


Gene No. 


69490 


Strand 


+ 




Start 


26454 


End 


27403 




Name 


OJ000251 48.0228.C51.o4.np 


Method 


AAT/NAP 




Start 


26454 


End 


27403 




GI 


6715737 


Score 


376 




Exons 


26454. .27000, 27092. .27403 








GI Descrip. 


(AC016447) putative zinc finger protein [Arabidopsis thaliana] 


Seq. No. 


33520 


Seq. ID 


OJ000251_ 


_48.0228.C51 


Gene No., 


69491 . 


Strand 


+ 




/Start 


2.8585 • 


End ■ ; 


29013 . p 




Name 


OJ000251 48.0228;C51.o4.gp * 


. ' Method 


AAT/GAP 




Start 


28585 


End 


29013 




GI 


none 


Score 


822 




Exons 


28585. .29013 








Seq. No. 


33520 


Seq. ID 


OJ000251_ 


_48.0228.C51 


Gene No. 


69492 


Strand 






Start 


627 


End 


1605 




Name 


OJ000251 48.0228.C51.ol.gs 


Method 


GENSCAN 




Start 


627 


End 


1605 




GI 


none 


Score 


.8 




Exons 


627. .782, 1012. .1491, 1600.. 


1605 






Seq. No. 


33520 


Seq. ID 


OJ000251_ 


48.0228.C51 



33608 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



69493 Strand 

6777 End 

OJ000251_4 8 . 0228 . C51 . o3 . gs Method 

6777 End 

none Score 



17486 
GENS CAN 
17486 
.84 



6777. .6809, 7601. .7690, 8168. .8329, 8562. .8659, 8751. .8826, 
8895. .8976, 10306 104 33, 11269 .. 11331 , 118 13 .. 11936, 
13283. .13394, 13489 .. 13891, 144 32 14 509, 14 915 . . 1704 1 , 
17169. .17486 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



33520 Seq. ID 

69493 Strand 

6777 End 

OJ000251_48 . 0228 .C51.ol.gp Method 

7086 End 

2342_1.R1084 Score 
7086. .7474, 7601. .7690, 8168. .8320 

1 3426051 4.0e-25 (AC005168) hypothetical protein [Arabidopsis 
thaliana] 1 



OJ000251_48.0228.C51 

17486 
AAT/GAP 
8320 
1169 



Seq. No. 
Gene, No . 

,_Star±._. 

•Name 

Start 

GI 

Exons 



33520 

,,.,6.9 4 9 3_ ^ ,„. T , 

OJ000251_4 8 .0228-. C51 . o2 .-tc 
7397 



OJ000251 48.0228.C51 



none 
7397, 
8168. 
8563. 



Seq. ID 

...Strand . . 
...Eridl I 

_ - Method 

End 
Score 

7456, 7398. .7469, 7599. .7691, 7602. .7691, 7640. .7693, 
8218, 8169. .8219, 8217. .8330, 8219. .8329, 8559. .8660, 
8661, 8752. .8802, 8887. .8979, 8895. .8978 



_17A8.6,.__ 

* - TBLASTX : Cress" 

8979 

66 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
• Gene No . 
Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



33520 Seq. ID OJ000251_4 8 . 0228 . C51 

69493 Strand 

6777 End 17486 

OJ000251_48 .0228 .C51.ol.np Method AAT/NAP 

7556 End 11995 

3426051 Score 1129 

7556. .7690, 8168. .8329, 8562. .8659, 8751. .8802, 8895. .8976, 
10306. .10433, 11269. .11331, 11439 .. 11552, 11813. .11995 
(AC005168) putative Na+ dependent ileal bile acid transporter 
[Arabidopsis thaliana] 



33520 Seq. ID* 

69493 ■ Strand - 

.6777 _ . .. . ' End 

OJ000251_4 8 . 0228 . C51 . o2 . gp Method 

8506 End 

9200_1.R1084 Score 
8506. .8659, 8751. .8802, 8'895..8976 

•3426051 9.0e-41 (AC005168) hypothetical protein [Arabidopsis 
thaliana] 1 



OJ000251_48.0228.C51 

17486 
AAT/GAP 
8976 
349 



Seq. No. 33520 Seq. ID 

Gene No. 694 93 Strand 

Start 6777 End 

Name OJ000251_4 8 . 0228 . C51 . o3 . tc Method 

Start ' 10303 End 

GI none Score 



OJ000251_48.0228.C51 
17486 

TBLASTX: Cress 

11332 

182 



33609 




Exons 


10303 10434. 10303 10416 


10305. .10457, 11263. .11331, 






11270 11332 

X X I U • • X X 








Seq. No. 


33520 


Seq. ID 


OJ000251_48.0228 




Gene No. 


69493 


Strand 






Start 


6777 


End 


17486 




Name 


OJ000251 48.0228.C51.o3.gp 


Method 


AAT/GAP 




Start 


11269 


' End 


11497 




GI 


9200 1 R1084 


Score 


144 




Exons 


11269 11331. 11439 11497 








GI Descrip. 


'3426051 9 0e-41 (AC005168) 


hypothetical protein [Arabidops: 




thalianal 1 








Sea. No. 


33520 


Seq. ID 


OJ000251_48. 0228 


.C51 


Gene No. 


69493 


Strand 






Start 


6777 


End 


17486 




Name 


- OJ000251 48 0228 C51 ol tc 


Method 


TBLASTX: Cress 




Start 


11436 _ 


End 


11935 




GI 


none 


Score 


138 




Exons 


11436 .11552. 11437 11553 


11635. .11694, 11805. .11927, 






11810 11935 








-Sea. No. 


i Si 52 6_ ..IZZ^Z^ zzzzz ■ ZZZZZ Z.~ ~ 


.i_.Seq.™J.D.- ; 


JO JD. 0 0251 J. 48 Jo 2 2 R 


ZcsZ. 


Gene No. 


694 93- ■ ' ' 


- Strand • 






Start 


6777 


End 


17486 




Name 


OJ000251 48.0228.C51.o3.np 


Method 


AAT/NAP 




Start 


14505 


End 


17481 




GI 


2583130 

J U J J. -J V 


Score 


1156 




Exons 


1450S 14S84 14R87 1^304 


15356. .17481 




GI DesrriD 


(AC002387} nnfflti vp nrm-T.TR 


retroelement reverse transcripts 




[_ XiJ- O -1- J J_ O 1 1CT. X X CL 1 id J 








Seq. No. 


33520 


Seq. ID 


OJ000251_48.0228. 


■ C51 


Gene No. 


69493 


Strand 






Start 


6777 


End 


17486 




Name 


OJ000251 48 0228 C51 o3 tw 


Method 


TBLASTX: Wheat 




Start 


15416 ~~ 


End 


15823 




GI 


none 


Score 


166 




Exons 


15416. 15571. 15620 15823 








Seq. No. 


33520 


Seq. ID 


OJ000251_48.0228. 


C51 


Gene No. 


69493 


Strand 






Start - 


6777 • ' 


End 


17486' 




Name 


Ol70002 51 4 8 022 8 PS1 n4 >w " 


Method 


TBLASTX: Wheat 




Start 


16214 ~~ 


End' 


16402 




GI 


none 


Score 


101 




Exons 


16214. 16402. 16221 16361 








Seq. No. 


33520 


Seq. ID 


OJ000251_48.0228. 


C51 


Gene No. 


69493 


Strand 






Start 


6777 


End 


17486 




Name 


OJ000251 48.0228.C51.o2.tm 


Method 


TBLASTX: Maize 




Start 


16263 


End 


16612 




GI 


none 


Score 


144 




Exons 


162 63. .16598, 16271. .16612 








Seq. No. 


33520 


Seq. ID 


OJ000251_48.0228. 


C51 



33610 




Gene No. 


69493 






Strand 






Start 


6777 






End 


17486 




Name 


OJ000251 48.0228.C51 


. ol . ts 


Method 


TBLASTX: Soybean 




Start 


16280 






End 


16699 




GI 


none 






Score 


106 




Exons 


16280. . 


16498, 16281. 


.16481, 


16496. . 16699, 16500. .16616 




Seq. No. 


33520 






Seq. ID 


OJ000251_48.0228 


.C51 


Gene No. 


69493 






Strand 






Start 


6777 






End 


17486 




Name 


OJ000251 48.0228.C51 


.o2 . tw 


Method 


TBLASTX: Wheat 




Start 


16403 






End 


16820 




GI 


none 






Score 


147 




Exons 


16403. . 


16465, 16418. 


. 16732, 


16436. .16819, 16437. .16820 




Seq. No. 


33520 






Seq. ID 


OJ000251_48.0228 


. C51 


Gene No. 


69493 






Strand 






Start 


6777 






End 


17486 




Name 


OJ000251 48.0228.C51 


. o3 . tin 


Method 


TBLASTX: Maize 




Start 


16619 






End 


17408 




GI 


none 






Score 


99 




Exons 


16619..... 


167.02.,. IfiJQA.. 


... 16924,.. 


: 16982 ^.11164, . 17172^^72 61,^ 


~ z ^ : " '—~ 




^..L7.24.4'.... 


1T40.8--..- 










Seq. No. 


33520 






Seq. ID 


OJ000251_48.0228, 


.C51 


Gene No. 


69493 






Strand 






Start 


6777 






End 


17486 




Name 


OJ000251 48.0228.C51 


. ol . tw 


Method 


TBLASTX: Wheat 




Start 


16994 






End 


17364 




GI 


none 






Score 


169 




Exons 


16994. . 


17158, 16995. 


. 17165, 


17172. .17363, 17173.. 17364 




Seq. No. 


33520 






Seq. ID 


OJ000251_48.0228. 


.C51 


Gene No. 


69494 






Strand 






Start 


27127 






End 


27502 




Name 


OJ000251 48.0228.C51 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


27127 






End 


27502 




GI 


none 






Score 


399 




Exons 


27127. . 


27351, 27128. 


. 27352, 


27446. .27502 




Seq. No. 


. 33521 






Seq. ID 


OJ000251_48.0228. 


.C52 


Gene No . 


69495 






Strand 






•Start 


!■ . 






End.' * 


64; ' 4 • - 




Name 


OJ000251 48.0228. C52 


.ol.gp 


Method 


AAT/GAP 




Start 


1 






End 


64 




GI 


LIB3477 


-003-P1-K1-E9 




Score 


100 




Exons 


1. . 64 












GI Descrip. 


'2498586/sp|Q40638 IMPOl ORYSA 2.0e-24 


MAJOR POLLEN ALLERGEN 




S 1 PRECURSOR (ORY S 


I) >gi_ 


1173557 (U31771) Ory s 1 [Oryza 




sativa] 












Seq. No. 


33521 






Seq. ID 


OJ000251_48.0228. 


C52 


Gene No. 


69496 






Strand 






Start 


791 






End 


1105 




Name 


' OJ000251 48.0228.C52 


. ol . gs 


Method 


GENSCAN 




Start 


791 






End 


1105 




GI 


none 






Score 


.56 





33611 



Exons 



791. .1105 



Seq. No. 33522 Seq. ID 

Gene No. 69497 Strand 

Start 32 End 

Name OJ000251_4 8 . 0228 . C53 . ol . gs Method 

Start 32 End 

GI none Score 

Exons 32.. 188, 926.. 1032 



OJ000251_48.0228.C53 

1032 
GEN SCAN 
1032 
.66 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



: .Seq .....No.. : 
Gene—No. .~ 
Start- '■■ 
Name 
Start 
GI 

Exons 



33523 Seq. ID 

69498 Strand 
5042 End 
OJ000251_48 . 0228 . C54 . ol . np Method 
3720 End 
5922623 Score 
3720. .3789, 4087. .4229, 5284. .5516 
(AP000492) hypothetical protein [Oryza sativa] 
gi|6016856|dbj IBAA85199.il (AP000570) hypothetical protein 
[Oryza sativa] 



OJ000251_48.0228.C54 

5516 
AAT/NAP 
5516 
70 



.335J23. w J .,. -r . .j...,.-^. ... - r , v: ...Seq. ..ID 
...6 9 4 9JL _ Z_ 111- lll^.ll.ll_l.l.l,ll„.l lll'strandl. 

5042- - - - End - 

OJ00025-1_4 8 . 0228 . C54 . o2 . gs Method 
5042 End 
none Score 
5042. .5162, 5284. .5359, 5378. .5432 



0 JO 002.5.1 .-4 8 . 0228.. C5.4. 



-5516 
GENSCAN 
5432 
.53 



Seq. No. 
.Gene No. 
Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



33524 Seq. ID OJ000251_4 8 . 0228 . C55 

69499 Strand + 

1 End 1308 

OJ000251_48 . 0228 .C55 . ol . np Method AAT/NAP 

1 End 1308 

6498441 Score 1527 

1..839, 1170. .1308 

(AP000815) EST C7278 6 ( E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



33524 



69499 . Strand 
1 - - End 

OJ000251_48.0228.C55.ol.tw Method 
1 End 
none Score 
1..75, 2. .76, 43. .282, 59. .316 



Seq. ID OJ000251 48.0228.C55 



,+ 

1308 

TBLASTX: Wheat 

316 

90 



Seq. No. 33524 Seq. ID 

Gene No. 69499 Strand 

Start 1 End 

Name OJ000251_4 8 . 0228 . C55 . o2 . tw Method 

Start 928 End 

GI none Score 

Exons 928.. 1194, 929.. 1189 



OJ000251_48.0228.C55 
+ 

1308 

TBLASTX: Wheat 

1194 

202 



Seq. No. 



33525 



Seq. ID OJ000251 48.0228.C56 



33612 



Gene No. 69500 Strand + 

Start 218 End 525 

Name OJ000251_48 . 0228 . C56 . ol . gs Method GEN SCAN 

Start 218 End 525 

GI none Score .87 

Exons 218. .525 



Seq. No. 33526 S.eq. ID 

Gene No. 69501 Strand 

Start 1 End 

Name OJ000251_48 . 0228 . C57 . ol . np" Method 

Start 1 End 

GI 2126090 Score 

Exons 1. . 198 
GI Descrip. transposase 



48.0228.C57 



OJ000251 
+ 

198 

AAT/NAP 

198 

338 



Escherichia coli 



(insertion sequence IS10] 
gi I 4 5567 6 | bbs 1 14 0379 (S67119) transposase [Escherichia coli, 
LBB84 , plasmid pXT107, IS10L/R-1, Peptide 

PlasmidTransposonlnsertionMutant , 402 aa] [Escherichia coli] 
gi| 6634720|gb|AAF19728.1|AC012463_2 (AC012463) T2E6.2 
[Arabidopsis thaliana] 



. Seq . No ... ^ . 

.Gena-No 

Start- • 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



. 33527 ___ ... 

-.6.95.02_.__ „ , 

-3381 " - - 

OJ000251_4 8 . 0228 . C58 . ol . np 

3381 

5852181 

3381.. 3700, 4358.. 4534 

(AL117265) zhbOOll.l [Oryza sativa] 



.,_Seq ,../ip. . ..OjgpA251^.4AvQ2Z8 % . .C58. : 
_.S.t r ancL. , ± , - — ^ . „. 



End ■■ - 
Method 
End 
Score 



33527 Seq. ID 

69503 Strand 

859 End 
OJ000251_48.0228.C58.ol.gs - Method 

859 End 

none Score 

859. .1113, 1375. .1467, 1588. .1689 



4534 
AAT/NAP 
4534 
126 



OJ000251_48.0228.C58 

1689 
GENSCAN 
1689 
.51 



Seq. No. 33528 Seq. ID OJ000251_48 . 0228 . C59 ' 

Gene No. 69504 Strand + 

Start. 1 End 1927 

Name . OJ000251_4 8 . 0228 . C59 , ol.. gp Method AAT/GAP 

Start 1 ■' ■ " . "■ . End 177 

GI 71335_1.R1084 Score 324 

Exons 1. . 177 

GI Descrip. 1 4 914 4 51/emb | CAB4 3691 . 1 | 9.0e-ll (AL050398) dimethylaniline 
monooxygenase-like protein [Arabidopsis thaliana] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

tixons 

GI Descrip. 



33528 
69504 
1 

OJ000251_4 8 . 0228 . C59 . ol . np 



4914451 

1. .516, 893. 



.1145, 1404. .1522, 



Seq. ID OJ000251_48.0228.C59 

Strand + 

End 1927 

Method AAT/NAP 

End 1927 

Score 1071 
1697 . . 1927 



(AL050398) dimethylaniline monooxygenase-like protein 
[Arabidopsis thaliana] 



33613 




Seq. No. 33528 Seq. ID OJ000251_4 8 . 0228 . C59 

Gene No. 69504 Strand + 

Start 1 End 1927 

Name OJ000251_48 . 0228 . C59 . ol . gs Method GENSCAN 

Start 55 End 1912 

GI none Score .94 

Exons 55.. 516, 893.. 1141, 1400.. 1522., 1694.. 1912 

Seq. No. 33529 Seq. ID OJ000251_4 8 . 0228 . C61 

Gene No. 69505 Strand + 

Start 665 End 817 

Name OJ000251_48 . 0228 . C61 . ol . gs Method GENSCAN 

Start 665 End 817 

GI none Score .78 

Exons 665 . . 817 

Seq. No. 33530 Seq. ID OJ000251_4 8 . 0228 . C62 

Gene No. 69506 Strand 

Start 718 End 2305 

Name OJ000251_4 8 . 0228 . C62 . ol . gs Method GENSCAN 

. S.tar.t, 718 ,., . r „.-. : . : .-,„.. , ..End , _.^ v ,.. 2305. r% __ , r ._^^ 

„GI-._ none , , Score „7.7__ - ; „ 

Exons 718. . 903,- 929. .946,' -1595. .2305 - : - ■ - - ----- 

Seq. No. 33531 Seq. ID OJ000251_4 8 . 0228 . C63 

Gene No. 69507 Strand + 

Start 1059 End 4572 

Name OJ000251_4 8 . 0228 . C63 . ol . gs Method GENSCAN 

Start 1059 ^ End 4045 

GI none Score .46 

Exons 1059.. 1073, 2976.. 3226, 3393.. 3602, 3663.. 3735, 3920.. 4045 

Seq. No. 33531 Seq. ID OJ000251_4 8 . 0228 . C63 

Gene No. 69507 Strand + 

Start 1059 End 4572 

Name OJ000251_4 8 . 0228 . C63 . ol . np Method AAT/NAP 

Start . 2954 End 4572 

GI 6539588 Score 129 

Exons 2954.. 3218, 4499.. 4572 

GI Descrip. (AP000837) hypothetical protein [Oryza sativa] 

Seq. NoV . 33532 ■ Seq."' ID, OJ000251_48 . 0228 .C65' 

Gene No. 69508 'Strand 

Start' 447 End 537 

Name OJ000251_48 . 0228 . C65 . ol . gs Method GENSCAN 

Start 447 End 537 

GI none Score . 9 

Exons 447.. 537 

Seq. No. 33533 Seq. ID OJ000251_38 . 0217 . CI 

Gene No. 69509 Strand 

Start 35 End 568 

Name OJ000251__38 . 0217 . CI . ol . gs Method GENSCAN 

Start 35 End 568 

GI none Score .84 

Exons 35.. 425, 504.. 568 



33614- 



Seq. No. 33534 

Gene No. 69510 

Start 1 * 

Name OJ000251_38 . 0217 . C2 . ol . np 

Start 1 

GI 2443320 

Exons 1..1721 

GI Descrip. (D85597) polyprotein [Oryza 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000251_38.0217.C2 

1721 
AAT/NAP 
1721 
2254 



australiensis] 



Seq. No. 33534 Seq. ID 

Gene No. 69510 Strand 

Start 1 End 

Name OJ000251_38 . 0217 . C2 . o2 . tw Method 

Start 57 End 

GI none * Score 

Exons 57.. 173, 57.. 317, 64.. 318 



OJ000251_38.0217.C2 
1721 

TBLASTX: Wheat 

318 

75 



Seq. No. 33534 

Gene No. 69510 

Start 1 

Name„ . „ .. OJ0.0025.l_38 ..0217 . C2 ..ol . ts_ 

.Start 7.5 - ,~ .... - 

GI- • - • • • 550'9260 ; ' • • - 

Exons 75. .431, 76. .156, 190. .393. 
GI Descrip. 



Seq. ID 

Strand 

End 
.. Method.. 
-End ....... 

Score 



OJ000251_38. 0217.C2 

1721 

... TBLASTX.: Soybean „„_. ... 
64- ■ - ■ - - 



Seq. No. 33534 Seq. ID 

Gene No. 69510 Strand 

Start 1 End 

Name OJ000251_38 . 0217 . C2 . o2 . tc Method 

Start 99 End 

GI none Score 

Exons 99.. 356, 220.. 357 



OJ000251_38. 0217.C2 
1721 

TBLASTX: Cress 

357 

96 



Seq. No. 33534 Seq. ID 

Gene No. 69510 Strand 

Start 1 End 

Name OJ000251_38 . 0217 . C2 . ol . gs Method 

Start 111 End 

GI none Score 

.Exons . 111... 602, 687 1136, 1178 .. 1405 



OJ000251_38.0217.C2 

1721 ' 
GENSCAN 
1405 
.45 



Seq. No. ■ 33534 " Seq. ID 

Gene No. 69510 Strand 

Start 1 End 

Name OJ000251_38 . 0217 . C2 . o2 . tm Method 

Start 132 End 

GI none . t Score 

Exons 132.. 431, 135.. 434 



OJ000251_38.0217.C2 
1721 

TBLASTX: Maize 

434 

105 



Seq. No. 33534 Seq. ID 

Gene No. 69510 Strand 

Start 1 End 

Name OJ000251_38 . 0217 . C2 . ol . tc Method 

Start 684 End 

GI none Score 



OJ000251_38.0217.C2 
1721 

TBLASTX: Cress 

1160 

117 



33615 



Exons 684. .848, 867. .944, 954. .1160 

Seq. No. 33534 Seq. ID OJ000251_38 . 0217 . C2 

Gene" No. 69510 Strand 

Start 1 End 1721 

Name OJ000251_38 . 0217 . C2 . ol . tm Method TBLASTX : Maize 

Start 723 End 1223 

GI none Score 65 

Exons 723. .878, 864. .947, 960. .1223, 1048. .1143 

Seq. No. 33534 Seq. ID OJ000251_38 . 0217 . C2 

Gene No. 69510 Strand 

Start 1 End 1721 

Name OJ000251_38 . 0217 .C2 . ol . tw Method TBLASTX : Wheat 

Start 741 End 1372 

GI none Score 437 

Exons 741. .1226, 760. .1248, 1226. .1372, 1227. .1346, 1229. .1369 

Seq. No. 33534 Seq. ID OJ000251_38 . 0217 . C2 

Gene. No. 69510 Strand 

Start 1 End 1721 

...Name, r ,^ ^.. ; .^..OJQ002A1^ .Method, TE LAS TX: .Soybean 

_S.tar.L- _.™,_._7"4lJ..„„-, \ L_ ItocLTl ^11721^17.. S.SJZZ.~ : l: 

GI- - "■- none * : ■ ■ — ' ' -* Score 1-14 - - 

Exons 741. .878, 864. .944, 943. .1170, 945. .1172 

Seq. No. 33534 Seq. ID OJ000251_38 . 0217 . C2 

Gene No. 69510 Strand 

Start 1 End 1721 

Name OJ000251_38 . 0217 . C2 . o3 . ts Method TBLASTX: Soybean 

Start 1226 End 1531 

GI none Score 55 

Exons 1226.. 1348, 1241.. 1372, 1397.. 1531 

Seq. No. 33534 Seq. ID OJ000251_38 . 0217 . C2 

Gene No. 69510 Strand 

Start 1 End 1721 

Name OJ000251_38 . 0217 . C2 . o3 . tw Method TBLASTX: Wheat 

Start 1373 End 1721 

GI none Score 111 

Exons 1373.. 1594, 1392.. 1538, 1402.. 1548, 1592... 172.0, 1593.. 1721 

Seq. No. 33535. . "* Seq. ' ID . OJ000251_38 . 02 17 . C3 

Gene No. 69511 Strand 

Start 1 End 800 

Name OJ000251_38 . 0217 . C3 . ol . np Method AAT/NAP ■ 

Start 1 End 546 

GI 2443320 Score 640 

Exons 1 . . 54 6 

GI Descrip. (D85597) polyprotein [Oryza australiensis] 

Seq. No. 33535 Seq. ID OJ000251_38 . 0217 . C3 

Gene No. 69511 Strand 

Start 1 End 800 

Name OJ000251_38 . 0217 . C3 . ol . gs Method GENSCAN 

Start 187 End 800 

GI none Score .73 

33616 ' 



LiAvJi 1 O 


1 ft 7 ^4 6 


7sn fton 
















Seq. No. 


33536 








Seq. ID 


OJ000251_ 


38, 


,0217 


.C5 


Gene No. 


69512 








Strand 


+ 








Start 


1 Sfi 

X <J o 








End 


9ft 9 








Name 


o,tooo9 m 


^fi 021 7 PS 

JO • UlI / • V, sj 


ol 


. gs 


Mof H nH 

Lit- l_ i l*vJv_i 


OEjlNo^riLN 










1 Sfi ~~ 

J. J o 








EjI ILi. 


9 ft 9 








GI 


none 








Score 










J_T j\ V_/ 1 1 


158 282 


















Seq. No. 


33537 








Seq. ID 


OJ000251_ 


38. 


0217 


.C6 


Gene No. 


69513 








Strand 










Start 


109 








End 


"31 s 
j ± j 








IN CI.IUC 


o,tooo9 si 


3ft 0917 pfi 


r>1 

. Ul i 


. gs 




OEjLN O^HlN 








Start 


109 - 

-L \J J 








EjI iU. 


"31 S 
O ± *j 








GI 


none 


















i_J 1 k3 


109 315 


















Seq. No. 


33538 








Seq. ID 


OJ000251_ 


38. 


0217 


.C9 


Gene No. 


69514 








Strand 


+ 








Start 


327 








EjI 1U. 


ft 90 

O \J 








. * ~. - " „ — ■ 


o,tooo9 m 


f)91 7 PQ 


,.o -L. . 


■ -3 




P TT NF Q n A M 








.OXal. I — . — — 


^97 _ 


_ .„» .... 







_. ,-.£jjia- _ ...... 


ft 9 0 






~ — — 




i L\ji it; 








Scor e - 


. O D 










^97 4 1^ 


cro ft 90 
















Seq. No. 


33538 








Seq. ID 


OJ000251_ 


38. 


0217, 


.C9 


Gene No . 


69515 








Strand 










Start 


1 








End 


851 








Name 


OJ000251 


38. 0217. C9. 


■ Ol. 


,np 


Method 


AAT/NAP 








Start 


1 








End 


851 








GI 


5922623 








Score 


226 









Exons 

GI Descrip. 



Seq. No. 

Gene No. 
Start 
Name 
•Start - 
GI \ . 
Exons 



1..72, 240. .392, 769. .851 
(AP000492) hypothetical protein [Oryza 
gil 6016856 | dbj | BAA85199.il (AP000570) 
[Oryza sativa] 



sativa] 
hypothetical 



protein 



33539 Seq. ID 

69516 Strand 

403 • End 

OJ000251_38 . 0217 . C10 . ol . gs Method 

4 03- - • ; End 

none * • Score 
4 03. .547, 645. .666,. Ill6.".1241, 1408. . 
2488. .2617 



OJ000251_38. 0217. CIO 
+ 

2617 
GENSCAN 
26,17 
.67 / 
1465, 1677. .1829, 



Seq. No. 33540 Seq. ID 

Gene No. 69517 Strand 

Start 11 End 

Name OJ000251_38 . 0217 . Cll . ol . gs Method 

Start 11 End 

GI none Score 

Exons 11.. 81, 1026.. 1067, 1640. .2153 

Seq. No. 33541 Seq. ID 

Gene No. 69518 Strand 

Start 50 End 



OJ000251_38. 0217. Cll 
+ 

2153 
GENSCAN 
2153 
.79 



OJ000251_38.0217.C12 
+ 

1909 



33617 








L ifcr L I lvJU 






Start 




PnH 


J- J U -7 




GI 


none 








- Fvon q 

D AUll iJ 


SD 107 6 1 990 1 QOQ 








Seq. No. 


33541 


Seq. ID 


OJ000251_38.0217. 


C12 


Gene No. 


69519 


Strand 






Start 


2625 


End 


2855 




Name 


O.TOOOPSl Tft D?17 n 9 0? as 




O Li IN O K^r\ IN 




Start 


2625 ~ 


FnH 


J J 




GI 


none 


Score 


. 56 




JTvAn q 

LAUl 1 0 


96?^ 9RSS 








O C \^ • IN ^ . 


33541 


Qprr TO 




n 9 


Gene No. 


69520 


Strand 






Start 


3542 


End 


3672 




Name 


OJ000251 38.0217.C12.ol.np 


Method 


AAT/NAP 




Start 


3542 


End 


3672 




GI 


6815097 


Score 


75 




F y on <3 


3542. .3672 










(AP001081) Similar- to putative copia polyprotein (AC006248) 




[Oryza sativa] _ .- _ _ 








... .... . . . 

Seq. -No.- • 


- : 33542 - - - • ™ 


-Seq. ID - 


-OJ000251_38-. 02 17-; 


t-lo 


Gene No. 


69521 


Strand 


+ 




Start 


1961 


End 


3327 




Name 


OJ000251 38.0217.C13.ol.gs 


Method 


GENSCAN 




u LaX t 


1961 


End 


3327 




GI 


none 


Score 


.84 






1961. .2012, 2851. .3327 








Qpn No 


33542 


Seq. ID 


OJ000251_38.0217. 


C13 


Gene No. 


69522 


Strand 


+ 




Start 


6243 


End 


11899 




Name 


OJ000251 38.0217.C13.ol.np 


Method 


AAT/NAP 




Start 


6243 


End 


11899 




GI 


4680.203 


Score 


.1692 




r.ynn c; 

UAUl 1 »— > 


6243. .6276, 7591. .9380, 9537. 


.9761, 10038. .10894, 11880. 


.11899 




(AF114171) TNP2-like protein 


[Sorghum bicolor] 




Sea No 


33542. 


Seq. ID 


OJ000251_38. 0217. 


C13 


Gene No. 


.69522 - 


Strand 


+ 




Start 


6243 " . . ;. 


End 


11899 




Name 


OJ000251*38.0217.C13.o'2.np . 


Method 


AAT/NAP 




Start 


9082 


End 


11899 




GI 


6751696 


Score 


124 




W von ^ 


9082. .9104, 11521. .11899 










(AC018908) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


33542 


Seq. ID 


OJ000251_38.0217. 


C13 


Gene No. 


69523 


Strand 






Start 


11650 


End 


11853 




Name 


OJ000251 38.0217.C13.o2.tw 


Method 


TBLASTX: Wheat 




Start 


8142 


End 


8735 




t 

O-L 


none 


Score 


232 




Exons 


8142. .8432, 8144. .8434, 8490. 


.8606, 8493. .8591, 8610. .8735, 



8627. .8734 



33618 




Seq. No. 


33542 








Seq. ID 


OJ000251_38.0217 


.C13 


Gene No . 


69523 








Strand 






Start 


11650 








End 


llO J J 




Name 


OJ000251 38 


. 0217 


. C13 . ol 


. ts 


Mpf hod 


TRT.A^TX • ^ovhpan 
-L uunj i £\ • uu yucaii 




Start 


8160 ~ 








End 


8432 




GI 


none 








Score 


297 




Exons 


8160 . . 8432, 


8177 


. . 8425 










Seq. No. 


33542 








Seq. ID 


OJ000251_38.0217 


-C13 


Gene No . 


69523 








ct" rand 






Start 


11650 








End 


11853 




Name 


OJ000251 38 


. 0217 


. C13 . o2 , 


( ts 


Mpr h nd 


TRT.A9TX * cinvhpan 




Start 


8475 ~~ 








End 


8750 




GI 


none 








Score 


221 




Exons 


8475 . . 8750, 


8510 


. . 8749 










Seq. No. 


33542 








Seq. ID 


OJ000251_38.0217 


.C13 


Gene No . 


69523 








Strand 






Start 


11650 








End 


11853 




Name 


OJ000251 38 


. 0217 


. C13 . o2 . 


, tc 


L 1C L11UU 


j. id lino i /\ . L-i c o o 




Start 


84 9.9. 


~- :, '- 7 ~- 






End 


8 831 




~gi—.~:^1 -...'.*". 


none 








Sco r„e - 


"?RR ' * ~ 




rvnnq 

1_J jTk \*/ HiJ 


- •'- 84 99' 8831 - 


-'-8585- 


v .-8 635, 


8 669." 


877 6 - " 






Seq. No. 


33542 








Seq. ID 


OJ000251_38.0217 


.C13 


Gene No. 


69523 








Strand 






Start 


11650 








End 


11853 




Name 


OJ000251 38 


. 0217 


. C13 . o2 . 




Method 


TBLASTX: Maize 




Start 


8637 ~~ 








End 


9122 




GI 


none 








Score 


102 




Exons 


8637 8741, 


8645 


8740, 


8744 . 


.8836, 8748..8837, 8905. .8940, 




8934 8981. 


8982 


9029, 


9029 . 


.9118, 9033.. 9122 




Seq. No. 


33542 








Seq. ID 


OJ000251_38.0217 


.C13 


Gene No. 


69523 








Strand 






Start 


11650 








End 


11853 




Name 


OJ000251 38 


, 0217 


C13 o3 


tw 


Method • 


TBLASTX: Wheat 




Start 


8736 ~~ 








End 


9071 




GI 


none 








Score 


57 




Exons 


8736. . 8777, 


8781 


. .8879, 


8783 . 


.8878, 8925. .9023, . 8936. .9004, 




9033. v9071 














Seq. No.. . 


33542 . 








Seq. ID 


OJ000251_38.0217, 


.C13 


Gene No. 


69523 








Strand 






Start 


11650 








End 


11853 




Name 


OJ000251 38 


0217 , 


. C13 . ol . 


tm 


Method 


TBLASTX: Maize 




Start 


9627 _ 








End 


10010 




GI 


none 








Score 


63 




pvnn q 


Z) \J f . . JJj 


Z> \J Zf u , 


i nnn Q 


_/ D -7 O 


. .10010 






Seq. No. 


33542 








Seq. ID 


OJ000251_38.0217. 


.C13 


Gene No. 


69523 








Strand 






Start 


11650 








End 


11853 




Name 


OJ000251 38. 


0217. 


,C13.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


9651 








End 


10784 




GI 


none 








Score 


550 





33619 



Exons 



9651. .10367, 9704. .10183, 9882. .10187, 1037 6 .. 10558 , 
10386. .10574, 10551 10652 , 10593 .. 10652, 10683 10784 , 
10685. .10777 



Seq. No. 33542 

Gene No. 69523 

Start 11650 

Name OJ000251_38 . 0217 . C13 . ol . tc 

Start 9942 

GI none 

Exons 9942.. 10367, 9950.. 10183 



Seq. ID OJ000251_38.0217.C13 
Strand 

End 11853 

Method TBLASTX : Cress 

End 10367 

Score 313 



Seq. No. 33542 

Gene No. 69523 

Start 11650 

Name OJ000251_38 . 0217 . C13 . o3 . tm 

Start 10260 

GI none 
Exons 



Seq. ID OJ000251_38.0217.C13 
Strand 

End 11853 

Method TBLASTX: Maize 

End " 10550 

Score 146 



10260. .10430, 10308. .10424, 104 42. .1054 9, 104 43. .10550 



Seq. No. 33542 ' Seq. ID OJ000251_38 . 0217 . C13 

Gene. No.. ... ■ . 7 6.9 5.2 3...-. .... ; ,. . . .... ^ r .Strand. ; ., ..,. v , v ,.„ r ,...^„^. i . 

..Start..-,.. , ..._J.165.0_ „ „ .... ^\.,End 1853 "S^L^l^ 1.1^^1 

Name ------ - " OJ000251_38 .0217- . C13 . o3 . ts ■ :; Method - - TBLASTX : Soybean- ™ : - - - 

Start 10632 " End 10844 

GI none Score 183 

Exons 10632. .10844, 10632 .. 107 90 , 10646. .10813 



Seq. No. 33542 

Gene No. 69523 

Start 11650 

Name OJ000251_38 . 0217 . C13 . o4 . gs 

Start 11650 

GI none 

Exons 11650. .11853 



Seq. ID OJ000251_38.0217.C13 
Strand 

End 11853 

Method GENSCAN 

End 11853 

Score . 5 



Seq. No. 33543 

Gene No. 69524 

Start 757 

Name OJ000251_38 . 0217 . CI 4 . ol . gs 

Start. 757 

GI none 
Exorvs 



Seq. ID OJ000251_38.0217.C14 

Strand + 

End 4043 

Method GENSCAN 

End 4043 

Score .66 



7.57... 954, . 10-26;. 1717, 1820. .2878, 2964. .,3215, 3496. .3577, 
3852. .4043 • 



Seq. No. 33543 

Gene No. 69525 

Start 13658 

Name OJ000251_38 . 0217 . C14 . ol . tm 

Start 13658 

GI none 
Exons 



Seq. ID OJ000251_38.0217.C14 
Strand 

End 14506 

Method TBLASTX : Maize 

End 14506 

Score 106 



13658. .138 64, 13913. .14 074, 14 105 . . 14 167 , 14213 .. 14 350 , 
14369.. 14506 



beq. No. 
Gene No. 
Start 



33544 
69526 
1 



Seq. ID OJ000251_38.0217.C15 
Strand + 
End 1427 



33620 




Name OJ000251_38 . 0217 . C15 . ol . np Method AAT/NAP 

Start 1 End 647 

GI 6016874 Score 214 

Exons 1..253, 380.. 647 

GI Descrip. (AP000570) ESTs C19143 (E10020) , D25076 (R3116) correspond to a 
region of the predicted gene.; Similar to putative AC 9 
transposase. (P03010) [Oryza sativa] 



Seq. No. 33544 

Gene No. 69526 

Start 1 

Name OJ000251_38 . 0217 . C15 .ol . gs 

Start 84 

GI none 
Exons 



Seq. ID OJ000251_38.0217.C15 

Strand + 

End 1427 

Method GENSCAN 

End 1427 

Score .82 



84. .647, 740. .786, 888. .1001, 1412. .1427 



Seq. No. 33544 Seq. ID 

Gene No. 69526 Strand 

Start 1 End 

Name OJ000251_38 . 0217 . C15 . ol . tm Method 

Start 389 End 

GI...... ... none...;-,,.. _ v .„ ti . Score . 

..Exons J™" '^.8.9~,l6l3^ 



OJ000251_38.0217.C15 
+ 

1427 

TBLASTX: Maize 
614 

.18 9. ... _ 



Seq. No. 


33545 




Seq. ID 


OJ000251 


_38.0217. 


C16 


Gene No. 


69527 




Strand 


+ 






Start 


690 




End 


2582 






Name 


OJ000251 38.0217.C16. 


ol .gs 


Method 


GENSCAN 






Start 


690 




End 


2582 






GI 


none 




Score 


.69 






Exons 


690. .740, 1039. .1395, 


1618. 


.2235, 2388. 


, .2582 






Seq. No. 


33546 




. Seq. ID 


OJ000251 


_38.0217. 


C17 


Gene No. 


69528 




Strand 


+ 






Start 


98 




End 


781 






Name 


OJ000251 38.0217.C17. 


ol .gs 


Method 


GENSCAN 






Start 


98 




End 


781 






GI 


none 




Score 


.8 






Exons 


98. .781 












Seq. No. 


33546 




.Seq. ID 


OJ000251_ 


_38. 0.217. 


C17 


Gene No. 


69529 




' Strand 


+ . •. 






Start 


18123 




End ; • 


18271 






Name 


OJ000251 38-..0217.C17/ 


ol'.qp 


Method 


AAT/GAP 






Start 


18123 




End 


18271 






GI 


uC-osflcyp001c04b2 




Score 


208 






Exons 


18123. .18271 












GI Descrip. 


' 6041757/gb| AC011806. 


1IAC011806 2.0e-34 


Genomic 


Sequence 


F02 



Oryza sativa Clone 10P20, Lemont Strain, Complete Sequence, 
complete sequence 1 



Seq. No. 33546 Seq. ID OJ000251_38 . 0217 . C17 

Gene No. 69530 Strand + 

Start 21884 End 26014 

Name OJ000251_38 . 0217 . C17 . 06 . np Method AAT/NAP 

Start 21884 End 23521 

GI 4539658 Score 77 



33621 



Exons 21884. .22028, 23398.. 23521 

GI Descrip. (AF061282) serine carboxypeptidase-like protein [Sorghum 
bicolor] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



33546 Seq. ID 

69530 Strand 

21884 End 

OJ000251_38 . 0217 . C17 . o7 . np Method 

22041 End 

4539658 Score 



OJ000251_38.0217.C17 
+ 

26014 
AAT/NAP 
26014 
70 



22041. .22198, 23398 .. 23503, 25977.. 26014 

(AF061282) serine carboxypeptidase-like protein [Sorghum 
bicolor] 



Seq. No. 33546 Seq. ID 

Gene No. 69530 Strand 

Start 21884 - End 

Name OJ000251_38 . 0217 . C17 . o5 . np Method 

Start 23248 End 

GI 4539658 Score 

Exons 23248..23394 

GI De s crip ... ( AF0 6 1 2 8 2 ) s.er i ne : ,ca rbox ypep <t Ida . s e - 11 ke pr o.t e i n,, _[ S o r ghurtu 
... „. v. - - ~ -bicolor J 



OJ000251_38.0217.C17 
+ 

26014 
AAT/NAP 
23394 
60 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



33546 Seq. ID 

69531 Strand 

27688 End 

OJ000251_38 . 0217 . C17 . 08 . np Method 

27688 End 

3355471 Score 



OJ000251__38 .0217.C17 
+ 

29245 
AAT/NAP 
29245 
232 



27688. .27820, 27943 .. 27 975 , 28148 28294 , 29199. .29245 
(AC004218) putative phospholipase [Arabidopsis thaliana] 



33546 Seq. ID 

69532 Strand 

1118 End 

OJ000251_38 . 0217 . C17 . o2 . gs Method 

1118 End 

none Score 



OJ000251__38.0217.C17 

15300 
GENSCAN 
12043 ' 
.57 



1118. .1710, 1978. .2263, 2597. .3508, 3584. .4164, 4258. .4366, 
4552. .5376, 5605. .5760, 5986. .6738, 6995. .7227, 7303. .7392, 
7691-. .7856, 910.1 .. 91 62 , 10942 .. 11239, 11765.. 12043 



Seq. No. . 33546 

Gene No. 69532 

Start 1118 

Name OJ000251_38 . 0217 . C17 . ol . np 

Start 1139 

GI 4544372 

Exons 1139.. 2710, 
GI Descrip. 



OJ000251 .38.0217.C17 



Seq. ID 

Strand 

End 15300 
Method AAT/NAP 
End 4302 
Score 1201 
3277. .4302 

(AC006920) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 



2816. .3216, 



Seq. No. 33546 Seq. ID 

Gene no. 69532 Strand 

Start 1118 End 

Name OJ000251_38 . 0217 . C17 . o3 . np Method 



OJ000251_38.0217.C17 

15300 
AAT/NAP 



33622 



Start 


10964 




End 


15300 




GI 


6358789 




Score 


133 




Exons 


10964. .1104 3, 11161. .11239, 


11765. .11858, 15213. .15300 




GI Descrip. 


(AC010852) hypothetical 


protein [Arabidopsis' thaiiana] 




Seq. No. 


33546 




Seq. ID 


OJ000251_38.0217 


CI 7 


Gene No. 


69533 




Strand 






Start 


20177 




End 


20480 




Name 


OJ000251 38 .0217.C17.o2, 


■ gp 


Method 


AAT/GAP 




Start 


20177 




End 


20480 




GI 


61605 3.R1084 




Score 


410 




Exons 


20177. .20480 










GI Descrip. 


1 1402920/emb|CAA66965 | 2.0e- 


20 (X98321) peroxidase [Arabidopsis 




tha 1 iana 1 1 










Seq. No. 


3354 6 




Seq. ID 


o.tooo9 m 3ft 09i i 


n 7 

. \^ x / 


Gene No. 


69534 




Q-h rand 

ij L -L Gil i\JL 






Start 


20851 




End 






Name 


OJ000251 38.0217.C17.o3. 


,ts 


Method 


TBLASTX : Soybean 




Start 


1128 




End 


1378 




GI 


none 




Score 


4 6 




.Exons . 


1128 1166 1139 1378 


1239. 


. 1367 






Seq.- 1 No-. { 


- 3354 6 - - ■ - - - ■ - ■ 




Seq. ID 


O.T0009S1 3ft- 091-7 




Gene No. 


69534 




St rand 






Start 


20851 




FnH 

LjLI\JL 


99 313 




Name 


OJ000251 38.0217.C17.o2. 


tw 


Method 


TBLASTX: Wheat 




Start 


1154 




End 


1561 




GI 


none 




Score 


117 




Exons 


1154. .1561, 1188 1553 










Seq. No. 


33546 




Seq. ID 


OJ000251 38 0917 


ri 7 

. ^ X / 


Gene No. 


69534 




St rand 






Start 


20851 




End 


2931 3 




Name 


OJ000251 38.0217.C17.o4. 


tw 


Method 


TBLASTX: Wheat 




Start 


1598 




End 


1964 




GI 


none 




Score 


56 




Exons 


1598 1963 1881 1 964 










Seq. No. 


33546 




Seq. ID 


OJ000251_38.0217 


.C17 . 


Gene No. 


69534 




Strand 






Start . 


20851 




End 


■22313 




Name 


OJ000251 38.Q217.C17.o4. 


tm 


Method 


TBLASTX : Maize ' ' • 




Start 


1742 




End 


. 2122'' 




GI 


none 




Score 


92 




Exons 


1742. .1966, 1964. .2122 










Seq. No. 


33546 




Seq. ID 


OJ000251_38.0217 


.C17 


Gene No. 


69534 




Strand 






Start 


20851 




End 


22313 




Name 


OJ000251 38.0217.C17.o5. 


ts 


Method 


TBLASTX: Soybean 




Start 


1922 




End 


2203 




GI 


none 




Score 


79 




Exons 


1922. .2203, 1923. .2138 










Seq. No. 


33546 




Seq. ID 


OJ000251_38.0217. 


.C17 


Gene No. 


69534 




Strand 







33623 



Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



.S.eq^-.Na. 
Gene- No . 
Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name' 
Start . 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



20851 

OJ000251_38, 

2540 

none 

2540. .2809, 

33546 
69534 
20851 

OJ000251_38. 

2571 

none 

2571. .2825, 

33546 
69534 
20851 

OJ000251_38. 

3134 

none 

3134. .3322, 



0217.C17.o3.tw 



End 

Method 

End 

Score 



22313 

TBLASTX: Wheat 

2938 

39 



2562.. 2711, 2733.. 2798, 2849.. 2938 



...33.5.4 
■ 69534- - 
20851 

OJ000251_38. 

3221 

none 

3221. .3322, 

33546 
69534 
20851 

OJ000251_38. 

3290 

none 

3290. .3751, 

33546 
69534 
20851 

OJ000251_38. 

3620 

none ' 

3620. .3964, 

33546 
69534 
20851 

OJ000251_38. 

3752 

none 

3752. .3970, 

33546 
69534 
20851 



0217.C17.ol.ts 



2573.. 2824, 2846. 



0217.C17.o2.ts 



3147.. 3278, 3323. 



0217.C17.o5.tw 



3284 . .3619,. 3288. 



0217.C17.ol.tm 



3291. .3599, 3362. 



Seq. ID OJ000251_38.0217.C17 
Strand 

End 22313 

Method TBLASTX : Soybean 

End 2983 

Score 138 
.2983, 2850. .2981 

Seq. ID OJ000251_38.0217.C17 
Strand 

End 22313 

Method TBLASTX : Soybean 

End 3604 

Score 76 
.3604, 3429.. 3566 

lseq,,.L 0 J,QID.025l_3£. bil"£xjX 

Strand - - : - :V - - ' - „ 

22313 

TBLASTX: Wheat 
3619 
95 



End 

Method 
End 
Score 
.3602 



Seq. ID OJ000251_38.0217.C17 
Strand 

22313 

TBLASTX: Maize 
3751 
192 



End 

Method 
End 
Score 
.3751 



0217.C17.ol.tw 



Seq. ID OJ000251_38.0217.C17 
Strand 

End . 22313 

Method TBLASTX : Wheat 

. - . End' . 4024 ' ' 

' Score 245 ' ' \ ' 
3620. .3973, 3663. .3965, 3968. .4024, 3978. .4019 

Seq. ID OJ000251_38.0217.C17 
Strand 

End 22313 

0217 . C17 . o2 . tm Method TBLASTX : Maize 

End 3970 

Score 208 

3753. .3965 



Seq. ID OJ000251_38.0217.C17 
Strand 

End 22313 



33624 



Name 

Start 

GI 

Exons 



OJ000251_38 .0217 .C17.o4 .ts Method 
3821 End 
none Score 
3821. .3955, 3962. .4186, 4062. .4175 



TBLASTX : Soybean 

4186 

69 



Seq. No. 

Gene No. . 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI,_, w ... 

.Exons 



33546 Seq. ID OJ000251_38 . 0217 . C17 

69534 Strand 

20851 End 22313 

OJ000251_38 . 0217 .C17 . o4 .np Method AAT/NAP 

20851 End 22313 

6063554 Score 654 

20851. .21023, 21774. .22313 

(AP000615) ESTs AU075609 (C63344 ) , C71850 (E0464 ) , C98611 (E0464 ) 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



33546 . Seq. ID 

69535 Strand 
27726 End 
OJ000251_38.0217 .C17.o3.tm Method 
27726 End 
none . ... . ... . . Score... _ 



OJ000251_38.0217.C17 
28293 

TBLASTX: Maize 
28293 

1.0 L_ 



-.2.112.6 218.22.,.. _21 126 '.-,-2.7.8 2.L,._ 2.7,727... ..,2.7.8,2,2., . ,.21 9 1:0 .. . 21.97 5„;.„_ 

-21923. : .27976 / - 27 92 6 v. 27 988> ■ -27927 27977 ,- 2814-1 .-28-293>~ 
28145. .28231, 28146 .. 28292, 28147. .28293 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



33547 Seq. ID OJ00025 1_38 . 02 17 . C18 

69536 Strand 

1 End 732 

OJ000251_38 . 0217 .C18 . ol .np Method AAT/NAP 

1 End 732 

1076205 Score 99 

1..454, 703. .732 

hypothetical protein WP6 - Chlamydomonas eugametos gi 1530878 
(L29028) amino acid feature: N-glycosylation sites, aa 41 . . 43, 
46 .. 48, 51 .. 53, 72 .. 74, 107 .. 109, 128 .. 130, 132 .. 
134/ 158 . . 160, 163 . . 165; amino acid feature: Rod protein 
domain, aa 169 .. 340; amino acid feature: globular pro... 



33547 Seq. ID 

69536 . Strand 

1 End 
OJ000251_38 . 0217". C18 . ol . gs. Method 

28 * ' . . End * 

none Score 
28. .454 



OJ000251_38.0217.C18 
732 

GENSCAN ' 
454 ' 
.43 



Seq. No. 33548 Seq. ID 

Gene No. 69537 Strand 

Start 360 End 

Name OJ000251_38 . 0217 . C20 . ol . gs Method 

Start 360 End 

GI none Score 

Exons 360.. 479 



OJ000251_38.0217.C20 
479 

GENSCAN 

479 

.49 



Seq. No. 
Gene No. 



33549 
69538 



Seq. ID OJ000251_38.0217.C21 
Strand + 



33625 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



End 

Method 
End 
Score 



371 

AAT/NAP 
371 
114 



OJ000251_38.0217.C21.ol.np 
1 

4558686 
1. .371 

(AC006586) putative TNP2-like trans.poson protein [Arabidopsis 
thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



33550 
69539 
46 

OJ000251_ 
46 

2443320 
46.. . 1312 

(D85597) polyprotein [Oryza australiensis] 



Seq. ID OJ000251 38.0217.C22 



'38.0217.C22.ol.np 



Strand 
End 

Method 

End 

Score 



+ 

1312 
AAT/NAP 
1312 
1537 



Seq. No. 33550 
Gene No. 69539 
Start 46 

Name OJ000251_38 . 0217 . C22 . ol . gs 

Start...... • ,~ 4.9, ........ ...... ....^ .„-^_^~ ...... 

..GI .' none ".. T _.. „ . .... 

Exons 49;. 392, 558.- .-771, 1000.. 1080 



Seq. ID OJ000251_38. 0217 .C22 
Strand + 
End 1312 
Method GENSCAN 

End.,,., .XmSi.^.,.^^^.^..^^^ 
..Score.. . V'.^.. 56 -.. .. J 



Seq. No. 33550 Seq. ID 

Gene No. 69539 Strand 

Start 4 6 End 

Name OJ000251_38 . 02 17 . C22 . o2 . tw Method 

Start 244 End 

GI none Score 

Exons 244.. 588, 423.. 590 



OJ000251_38.0217.C22 
+ 

1312 

TBLASTX: Wheat 

590 

205 



Seq. No. 


33550 


Seq. ID 


OJ000251_38.0217 


.C22 


Gene No. 


69539 


Strand 


+ 




Start 


46 


End 


1312 




Name 


OJ000251 38 


. 0217 . C22 . ol . tw Method 


TBLASTX: Wheat 




Start 


906 


End 


1305 




GI 


none 


Score 


358 




Exons 


906. . 1298, 


907. .1299, 910. .1305 






Seq. No. 


33551 


Seq. ID 


OJ00O251_38.0217 


C25 


Gene Nq. 


69540 , 


Strand . 


: + • ... 




Start ' 


1 


End 


580' 




Name 


OJ000251 38 


. 02 17 . C25 . ol . np Method 


AAT/NAP 




Start 


1 


End 


570 




GI 


4680179 


Score 


817 




Exons 


1. .570 








GI Descrip. 


(AF111709) 


polyprote.in [Oryza sativa 


subsp. indica] 





Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



33551 



Seq. ID OJ000251 38.0217.C25 



69540 Strand 
1 End 
OJ000251_38 . 0217 . C25 . ol . tm Method 
1 End 
none Score 
1..330, 15. .77, 67. .309, 132. .329 



+ 

580 

TBLASTX: Maize 

330 

359 



33626 



Seq. No. 33551 
Gene No. . 69540 

Start 1 

Name OJ000251_38 . 0217 . C25 . ol . gs 

Start 70 

GI none 

Exons 70. .483 



Seq. ID OJ000251_38.0217.C25 

Strand + 

End 580 

Method GEN SCAN 

End 483 

Score .86 



Seq. No. 33551 

Gene No. 69540 

Start 1 

Name OJ000251_38 . 0217 . C25 . ol . tw 

Start 103 

GI none 

Exons 103.. 525, 124.. 309, 138.. 503 

Seq. No. 33551 

Gene No. 69540 

Start 1 

Name 0 JO 00251_38.0217.C25.o2.tm 

.Start..,,--. -..-„ s .334, — 

GJ1 ^...,.none. . -.. 

Exons - - - 



Seq. ID OJ000251_38.0217.C25 

Strand + 

End 580 

Method TBLASTX : Wheat 

End 525 

Score 436 



Seq. ID OJ000251_38.0217.C25 

Strand + 

End 580 

Method TBLASTX: Maize 

.End,. , 5&0^.^ ; 

.Score.... ... ,'..1.8.9- ....... 



334.-. 546,- 360. :545> 548.;580, 548.. 580- 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

•Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 



33552 
69541 
1 

OJ000251_38.0217.C26.ol.np 
1 

3355471 
1..88, 211. .343 

(AC004218) putative phospholipase [Arabidopsis thaliana] 



Seq. ID OJ000251_38.0217.C26 
Strand 

End 343 

Method AAT/NAP 

End 34 3 

Score 119 



33552 
69541 
1 

OJ000251_38. 0217.C26.ol.tm 
43 

none 



Seq. ID OJ000251_38.0217.C26 
Strand 

End 343 

Method TBLASTX : Mai ze 

End 305 

Score 73 



43. .105, 54. .104, 55. .108, 56. .121, 209. .304, 210 305, 210 .. 305 



33553 - • 
69542 
20 

OJ000251_38. 0217.C29.ol.gp 
20 

uC-osflcyp001c04b2 
20. . 168 

*6041757/gb|AC011806.1|AC011806 2.0e-34 Genomic Sequence For 
Oryza sativa Clone 10P20, Lemont Strain, Complete Sequence, 
complete sequence' 



Seq. ID OJ000251_38.. 0217. C29 
Strand 

End 168 

Method AAT/GAP 

End 168 

Score 208 



33554 
69543 
294 

OJ000251_38. 0217 .C30.ol.gs 



Seq. ID OJ000251_38.0217.r30 

Strand + 

End 343 

Method GENSCAN 



33627 




Start 


294 






FnH 


ji j 




GI 


none 






o i. tr 






Exons 


294 . . 343 












Seq. No. 


33555 

^ "—J <^J 










. Lol 


Gene No. 


69544 






Strand 






Start 


1 






End 


825 




Name 


OJ000251 38 


.0217.C31.ol 




Method 


AAT/NAP 




Start 


1 ~~ 




End 


825 




GI 


4680179 






Score 


1077 




Exons 


1 . . 825 












GI Descrip. 


(AF111709) 


polyprotein 


[Oryza 


sativa subsp. indica] 




Seq. No. 


33555 






Seq. ID 


OJ000251 38.0217 


.C31 


Gene No. 


69544 






Strand 


- 




Start 


1 






End 


825 




Name 


OJ000251 38 


.0217.C31 o2 


. tw 


Method 


TBLASTX: Wheat 




Start 


56 ~ 






End 


322 




GI 


none 






Score 


119 




Exons 


56. . 322, 60 


. . 320 










S,eg.._._No ...... 


„3355.5 : 






.-Seq..._^ID... 


, 0 J0 : p.Q 2 5 L-18,.. 02 1 7 


£3.L 


-Gene.. ..No „ 


-..695.4.4...'... . _L',- 


----- 




.Strand,^ 






Start - -v - - :■■ 


1 - - - 






End--. • 


■ 825 ™- -~r 




Name 


OJ000251 38 


0217 C31 ol 




Method 


GENSCAN 




Start 


62 ~ 




End 


694 




GI 


none 






Score 


.56 




Exons 


62 . . 694 












Seq. No. 


33555 






Seq. ID 


OJ000251_38.0217 


.C31 


Gene No. 


69544 






Strand 






Start 


1 






End 


825 




Name 


OJ000251 38 


.0217 C31 ol 


. tm 


Method 


TBLASTX: Maize 




Start 


185 ~ 






End 


770 




GI 


none 






Score 


98 




Exons 


185 . . 610, 1 


36 383 206 


.448, 


438. .611 


, 606. .755, 608. .769, 




615 . .770 












Seq. No. 


33555 






Seq. ID 


OJ000251_38.0217 


C31 


Gene No. 


69544 






Strand 






Start 


1 






End 


825 




Name 


OJ000251 38 


.0217.C31.ol. 


tw 


Method 


TBLASTX : Wheat ■ 




Start 


323 ■ 






End 


782 \ 




GI. 


none 






Score 


40 




Exons 


323. .778, 324. .383, 365. 


.778, 


441 . . 782 






Seq. No. 


33556 






Seq. ID 


OJ000251 38.0217. 


C32 


Gene No. 


69545 






Strand 


+ 




Start .. 


411 






End 


505 




Name 


OJ000251 38. 


0217.C32.ol. 


gs 


Method 


GENSCAN 




Start 


411 




End 


505 




GI 


none 






Score 


.4 




Exons 


411. .505 












Seq. No. 


33557 






Seq. ID 


OJ000251_38.0217. 


C33 


Gene No. 


69546 






Strand 






Start 


707 






End 


783 





33628 



Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ000251_38 . 0217 . C33 . ol . np Method AAT/NAP 
707 End 783 

468017.9 Score ' 103 

707. .783 

(AF111709) polyprotein [Oryza sativa subsp. indica] 



33558 
69-547 
377 

OJ000251_38. 0217.C34.ol.gs 

377 

none 

377. . 644 



Seq. ID OJ000251_38.0217.C34 

Strand 

End 64 4 

Method GENSCAN 

End 64 4 

Score .45 



Seq. No. 33559 Seq. ID 

Gene No. 69548 Strand 

Start 1 End 

Name OJ000251_38 . 0217 . C35 . o2 . np Method 

Start 1 End 

GI 6063554 Score 

Exons 1..114, 159.. 308, 503.. 707, 792,. 833, 
.GI_.Des.crip. 



OJ000251_38.0217.C35 
+ 

1972 
AAT/NAP 
1972 
195 
1797. .1972 



( A P 0 0 : 0 61 5 X , E ST s ,AU07 5609 X.C.63 3 4 r 4. ). ,C .71 85 0 ( E 0 4.64-).. ? 8,61 IJEQMAl 
.coxrje.ap.ond. to_..a-re.gio.a. of '..t£e. . ff pr.e^c.faedL .gene:.-;,, Jxypo£he.t | nal_„ 
protein [Oryza sativa]- - ----- • --- — — — 



Seq. No. 


33559 








Seq. ID 


OJ000251 


Gene No. 


69548 








Strand 


+ 


Start 


1 








End 


1972 


Name 


OJ000251 


38.0217.C35 


.ol 


.gs 


Method 


GENSCAN 


Start 


175 








End 


1245 


GI 


none 








Score 


.59 


Exons 


175. .476, 


481. .733, 


787 


. .865, 


1148. .1245 


Seq. No. 


33559 








Seq. ID 


OJ000251 


Gene No. 


69548 








Strand 


+ 


Start 


1 








End 


1972 


Name 


OJ000251 


38 .0217.C35 


.ol 


np 


Method 


AAT/NAP 


Start' 


425 








End 


1242 


GI 


5852178 








Score 


387 



Exons 

GI Descrip. 

Seq. No. % ■ 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 



425. .733, 765. .869, 1148. .1242 
(AL117265) zhb0008.1 [Oryza sativa] 

33559 . Seq. ID 

69548 * ; Strand* 

1 End 
OJ000251_38 . 0217.C35.ol.gp Method 
1377 End 
2428185 Score 
1377. .1812 

5852170/emb|AL117265.1 IOST17804 1.0e-177 Oryza sativa 
indica (GLA4) genomic DNA, chromosome 4, BAC clone :t 17804 



OJ000251_38 . 0217 . C35 
+ . 
1972 
AAT/GAP 
1812 
701 



33559 
69549 
3871 

OJ000251_38 .0217.C35.o2.gp 
3871 



Seq. ID OJ000251_38.0217.C35 

Strand + 

End 4395 

Method AAT/GAP 

End 4395 



33629 



GI LIB3434-038-P1-K1-F1 Score 745 

Exons 3871.. 4395 

GI Descrip. ' 5257255/clbj | AP000364 . 1 1 AP000364 0.0e+00 Oryza sativa genomic 
DNA, chromosome 8, clone : P0026F07 1 



Seq. No. 


33559 




Seq. ID 


OJ000251_ 


38 . 0217 


.C35 


Gene No. 


69550 




Strand 


+ 






Start 


8186' 




End 


17002 






Name 


OJ000251 38 


.0217.C35.o5.np 


Method 


AAT/NAP 






Start 


8186 




End 


10080 






GI 


4680203 




Score 


187 






Exons 


8186. .8216, 


9447. .10080 










GI Descrip. 


(AF114171) 


TNP2-like protein 


[Sorghum bicolor] 






Seq. No. 


33559 




Seq. ID 


OJ000251_ 


_38.0217 


C35 


Gene No. 


69550 




Strand 


+ 






Start 


8186 




End 


17002 






Name 


OJ000251 38 


.0217.C35.o4.gs 


Method 


GEN SCAN 






Start 


9453 




End 


17002 






GI 


none 




Score 


.63 






Exons 


9453. .10151 


, 10253. . 10529, 11354. .11524 


, 11544.. 


11603, 





1164 6... .1.1.6 7 0 ,._ 1 2 2 5 4 .... 124 3 4. 3 1 1 1 . 
1,6.9 7 4. . 1 7 0.0 2._ .. _ • , : • . „ 



. i 3 345 , . 1 3 5.7 3_.. .1 3 7 0 4 



Seq. No. 33559 Seq. ID 

Gene No. 69550 Strand 

Start 8186 End 

Name OJ000251_38 . 0217 . C35 . 06 . np Method 

Start 9564 End 

GI 4558686 Score 

Exons 9564.. 10045, 12420.. 12441 

GI Descrip. (AC006586) putative TNP2-like transposon protein [Arabidopsis 
thaliana] 



OJ000251_38.0217.C35 
+ 

17002 
AAT/NAP 
12441 
149 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq.^No. 
Gene*No. 

Start 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



33559 Seq. ID 

69551 Strand 
3685 End . 
OJ000251_38 . 0217 . C35 . o2 . gs Method 
3685 End 
none Score 
3685. .3775, 4886. .4956 

' 33559 ■ - ■ Seq. . ID 

69552 . . . " * ■ Strand 
5137 End 
OJ000251_38 . 0217 . C35 . o3 . np Method 
5137 End 
5852178 Score 
5137. .5231, 5596. .5714, 5745. .6035 
(AL117265) zhb0008.1 [Oryza sativa] 

33559 Seq. ID 

69552 Strand 

5137 End 

OJ000251_38 . 0217 . C35 . o3 . gs Method 

5583 End 

none Score 



OJ000251_38.0217.C35 

4956 
GENSCAN 
4956 
.56 



■OJ000251_38 . 021.7 . C35 

8618 
AAT/NAP 
6035 
337 



OJ000251_38.0217.C35 

8618 
GENSCAN 
8618 
.88 



33630 




Exons 5583.. 5658, 5732.. 6000, 6079.. 6179, 6228.. 6350, 6745.. 6782, 

8247. .8488, 8517. .8618 



Sea No 


33559 




Seq. ID 


OJ000251 38 


0217 . 


C35 




69552 




Strand 








Start 


5137 




End 


8618 






Name 


OJ000251 38 0217 C35 o4 


nn 
. up 


Met hod 


AAT /NAP 






Start 


6752 ~~ 




End 


6944 






GI 


4 680179 




Score 


225 






Exons 


6752. . 6944 












GI Descrip. 


(AF111709) polyprotein 


[Oryza 


sativa 


subsp. indica; 






Seq. No. 






beq. ID 


OaVvvZo 1 Jo , 


1 / . 


Co / 


VJCllC iiv • 


69553 




St rand 








Start 


270 




End 


500 






Name 


OJ000251 38.0217.C37 ol 


. qs 


Method 


GENSCAN 






Start 


270 ~~ 




End 


500 






GI 


none 




Score 


.51 






Exons 


270. .500 ' 












Seq. No. 


33561 




Seq. ID 


OJ000251 38. 


0217. 


C40 


. Gene. No ... 


69554 . , 




Strand .. 


+ ... „ ■ _„ 






Start... 






-End 7 _„ 


JJSf. '7 






Name — 


OJ000-251 : 38';0217.C40*. ol 


,gs- 


Method - 


GENSCAN" - - 






Start 


96 




End 


767 






GI 


none 




Score 


.75 






Exons 


96. .226, 302. .361, 432. 


.533, 


612. .767 









Seq. No. 33562 Seq. ID 

Gene No. 69555 Strand 

Start 27 End 

Name OJ000251_38 . 0217 . C4 1 . ol . gs Method 

Start 27 End 

GI none Score 

Exons 27.. 39, 158.. 218, 304.. 538 



OJ000251_38.0217.C41 
+ 

538 

GENSCAN 
538 
. 94 



Seq. No. 33563 Seq. ID OJ000251_38 . 0217 . C42 

Gene No. 69556 Strand 

Start 373 End 638 

Name OJ000251_38 . 0217 . C42 . ol . np Method AAT /NAP 

Start 373 End 638 

GI * 6063554 . -Score- 122 * " 

Exons 373. . 638 

GI .Descrip. (AP000615)! ESTs" AU075609 (C63344) , C7 1850 ( E04 64 ) ,.C986ll (E0464) 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 


33564 


Seq. ID 


OJ000251 


Gene No. 


69557 


Strand 


+ 


Start 


76 


End 


411 


Name 


OJ000251 38.0217.C45.ol.gs 


Method 


GENSCAN 


Start 




End 


411 


GI 


none 


Score 


.84 


Exons 


76. .411 






Seq. No. 


33564 


Seq. ID 


OJ000251 


Gene No. 


69557 


Strand 


+ 



33631 



Start 


76 








End 


411 




Name 


OJ000251 38 


.0217 


.C45.ol 


. ts 


MpfhnH 






Start 


151 








End 


401 




GI 


none 








Score 


247 




Exons 


151. .390, 162. .290, 363 


. . 401 








Seq. No. 


33565 








Seq. ID 


OJ000251_38.0217 


.C46 


Gene No. 


69558 








Strand 






Start 


153 








End 


2956 




Name 


OJ000251 38 


.0217 


.C46.ol 


■ qs 




GENSCAN 




Start 


153 








End 


2950 




GI 


none 








Score 


. 86 




Ex on s 


153. .325, 1502.. 


2950 










Sea No 


33565 








Seq. ID 


OJ000251 38 0217 


. C4 6 


Gene No. 


69558 








Strand 






Start 


153 








End 


2956 




Name 


OJ000251 38 


.0217 


.C46.ol 


.np 


Method 


AAT/NAP 




Start 


1484 








End 


2956 




GI 


2443320 








Score 


2209 




Fix on ^ 


1484 . .2956 














GI DescriD . 


.4D85597) ,joq: 
- — 


,.ypro 


tein [Oryza__ 


a us t r aliens i s J . ____ _ wrr . K . z . 




Seq .- No*. - L- - 


'33565- 




-. . 






- Seq. ID*- 


OJ000251-38.-021-7- 


-.-64-6- 


Gene No. 


69558 








Strand 






Start 


153 








End 


2956 




Name 


OJ000251 38 


0217 


.C46.o3 


.tm 


Method 


TBLASTX: Maize 




Start 


1499 








End 


1925 




GI 


none 








Score 


71 




Exons 

J-J *V \-/ 1 1 w 


1499. .1639, 


1548 


. .1640, 


1748 


. .1924, 1767. .1925 




Seq. No. 


33565 








Seq. ID 


OJ000251_38.0217 


.C46 


Gene No. 


69558 








Strand 






Start 


153 








End 


2956 




Name 


OJ000251 38 


0217 


.C46.o2 


. tw 


Method 


TBLASTX: Wheat 




Start 


1526 








End 


2008 




GI 


none 








Score 


91 




Exons 


1526. .1639, 


1527- 


. .1628, 


1637 


. .2008, 1665. .2003 




Seq. No. 


33565 








Seq. ID 


OJ000251_38.0217 


.C46 


Gene No. 


69558 








. Strand 






Start 


153 • 








End 


2956 




Name 


OJ000251 38. 


0217 


.C46.o2 


.-ts ■ 


* Method 


TBLASTX r Soybean 




Start. 


1748" 








" End 


2110 




GI 


none 








Score 


67 




Exons 


1748. .2110, 


1761 


. .1916 










Seq. No. 


33565 








Seq. ID 


OJ000251_38.0217 


.C46 


Gene No. 


69558 








Strand 






Start 


153 








End 


2956 




Name 


OJ000251 38. 


0217 


.C46.o2 


.tm 


Method 


TBLASTX: Maize 




Start 


1967 








End 


2431 




GI 


none 








Score 


70 




Exons 


1967. .2200, 


1988 


. .2293, 


2270 


. .2431 






Seq. No. 


33565 








Seq. ID 


OJ000251_38.0217 


.C46 


Gene No. 


69558 








Strand 







33632 



Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

.GI'...,De scrip. 

Seq. No.'"-- 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



153 

OJ000251_38.0217.C4 6.ol.tw 

2081 

none 

2081. .2470, 2082. .2471, 2495. 

33565 
69558 
153 

OJ000251_38 . 02 17 . C4 6 . ol . tm 

2490 

none 

2490. .2834, 2528. .2815 

33565 
69558 
153 

OJ000251_38.0217 .C4 6.ol.ts 

2520 

5509260 

2520. .2678, 2528. .2953, 2712. 



-33565 • • • - - 

69558 
153 

OJ000251_38.0217.C4 6.ol.tc 

2621 

none 

2621. .2878, 2742. .2879 

33566 
69559 
62 

OJ000251_38.0217.C4 7.ol.gs 
62 

none 
62. .183 



End 2956 
Method TBLASTX : Wheat 
End 28 4 0 

Score 309 
.2839, 2496. .2840 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 
End 
Score 
2915 



Seq. - ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000251_38 . 02 17 . C4 6 
2956 

TBLASTX: Maize- 

2834 

150 



OJ000251_38.0217.C46 
2956 

TBLASTX: Soybean 

2953 

102 



0 JO 002 5 1_-3 8 .-0 2 1-7-.- G4 "6 - - 
2956 

TBLASTX: Cress 

2879 

96 



OJ000251_38.0217.C47 
+ 

183 

GENSCAN 

183 

.67 



Seq. No. 33567 Seq. ID 

Gene No. 69560 Strand 

Start 83 . End ■ 

Name. " OJ000251_38 . 0217 . C4 8 . ol . gs Method 

Start 83 - End' 

GI none Score 

Exons 83.. 434 



OJ000251_38.0217.C48 
434 

GENSCAN • 
434 ' 
. 9 



Seq. No. 33568 Seq. ID 

Gene No. 69561 Strand 

Start 98 End 

Name OJ000251_39 . 0218 . CI . ol . gp Method 

Start 98 End 

GI 3107380 Score 

Exons 98.. 272 



OJ000251_39.0218.C1 
+ 

1256 
AAT/GAP 
272 
304 



Seq. No. 
Gene No. 



33568 
69561 



Seq. ID OJ000251_39.0218.C1 
Strand + 



33633 




Start 


98 








End 


1256 


Name 


OJ000251 39 


0218 


.Cl.ol 






\j Ej ln o v^raLN 


u Lai l 


99 ~~ 








FnH 




GI 


none 










7 


Exons 


99. . 1256 












Seq. No. 


33568 








Seq. ID 


OJ000251 


Gene No. 


69562 








Strand 




Start 


1722 








End 


2256 


Name 


OJ000251 39 


0218 


.Cl.o2 


gs 


Method 


GENSCAN 


Start 


1722 








End 


2256 


GI 


none 








Score 


.7 


Exons 


1722. .2057, 


2242 


. .2256 









Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 

Exons 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



33569 Seq. ID 

69563 Strand 

57 End 

OJ000251_39 . 0218 . C2 . ol . gs Method 

57 End 

none Score 



OJ000251_39.0218.C2 
+ 

7305 
GENSCAN 
7305 
.57 

3443, 3662. .3734, 



57. .111, 646. .1302, 1389. .2043, 2490. 
,4006.:. .4 27 6,. .,4.371.... 4768, 4 845 . 5036.,. 5129.. ..5334, 537.8. ..572.3, ., 
3.80.5 .5,9Q3^.59&1„..,._63.2^ I 



Seq.'*ID 
Strand 
End 

Method 

End 

Score 
.4276, 
.5903, 



OJ000251_39.0218.C2 
+ 



33569 
69563 
57 

OJ000251_39.0218 .C2.ol.np 
1934 
6815062 

1934. .3443, 3662. .3734, 4006. 
5129.. 5334, 5378. .5723, 5805. 
6786.. 6899, 7012.. 7127 

(AP001080) Similar to Arabidopsis thaliana chromosome II BAC 
F16P2 genomic sequence; mudrA like protein (AC004561) [Oryza 
sativa] 



7305 
AAT/NAP 
7127 
6193 
4371. .4768, 
5981. .6320, 



4845. 
6619. 



5036, 
6644, 



OJ000251_39.0218.C2 
+ 



33569 Seq. ID 

69563 Strand 
57 End 
OJ000251_39 . 0218 . C2 . o2 . np Method 
2436 End 
6815062 * Score 

24 36. .344 3, 3662. .3734, ' 4 006. .427 6, 4 371 
5129.. 5334, 5378.. 5723, 5805.. 5903, 5981 
6786.. 6899, 7012.. 7127 

(AP001080) Similar to Arabidopsis thaliana chromosome II BAC 
F16P2 genomic sequence; mudrA like protein (AC004561) [Oryza 
sativa] 



7305 
AAT/NAP 
7127 
5347 

4768, 4845. 
6320, 6619. 



,5036, 
, 6644, 



33569 
69564 
13021 

OJ000251_39 . 0218 . C2 . o3 . gs 

13021 

none 



Seq. ID OJ000251 39. 0218. C2 



Strand 
End 

Method 

End 

Score 



+ 

26262 
GENSCAN 
26262 
.42 



13021. .13339, 14242. .14483, 14564 .. 14 657 , 15351 15601, 



33634 




16347. .16430, 18325 .. 18445, 20115 .. 20179, 20648 2 1156, 
21242. .21740, 21897 22520, 23584 24744 , 25231 254 26, 
25538.. 26262 



Seq. No. 


33569 Seq. ID 


OJ000251_39.0218 


.C2 


Gene No. 


69564 Strand 


+ 




Start 


13021 End 


26262 




Name 


OJ000251 39.0218.C2.o4.np Method 


AAT/NAP 




Start 


14193 End 


18473 




GI 


3831454 Score 


637 




Exons 


14193. .14483, 14 564 .. 14 662 , 1 6347 .. 16430, 1721 1 . . 172 97 , 






18325. . 18473 






GI Descrip. 


(AC005700) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


33569 Seq. ID 


OJ000251__39.0218 


. C2 


Gene No . 


69564 Strand 


+ 




Start 


13021 End 


26262 




Name 


OJ000251 39.0218.C2.ol.gp Method 


AAT/GAP 




Start 


21103 End 


21737 




GI 


none Score 


1032 




Exons 


21103. .21156, 21242. .21737 






Seq-._-.No.. 


—.'33 5'<5.9 ... "Z ..V VZVJ "_JJlJ^."„.S.eq I VldV 


Z6jd"o"oY5lj3.9". 021& 




Gene No . - - 


•69564 - - - ' — - -■■ -Strand - 


+ - •' ••• - • 




Start 


13021 End 


26262 




Name 


OJ000251 39.0218.C2.o5.np Method 


AAT/NAP 




Start 


23650 End 


24768 




GI 


231610 Score 


1296 




Exons 


23650. .24768 






GI Descrip. 


ATP SYNTHASE GAMMA CHAIN, CHLOROPLAST 


PRECURSOR 





gi| 67880 I pir I | PWNTG H+-transporting ATP synthase (EC 3.6.1.34) 
gamma chain precursor, chloroplast - common tobacco 
gi I 19785| emb | CAA4 5152 | (X63606) ATP synthase (gamma subunit) 
[Nicotiana tabacum] 



Seq. No. 


33569 






Seq. ID 


OJ000251_ 


_39.0218.C2 


Gene No. 


69565 






Strand 


+ 




Start 


27653 






End 


29266 




Name 


OJ000251 39. 0218. C2. 


o4 . gs 


Method 


GENSCAN 




Start 


27653 






End 


29266 




GI 


none 






Score 


.46 




Exons 


. 27653. 


.27798, 27824. 


.27937, 


28814. ;2881 


36,- 29249 


.29266 


SeqJ No. ' 


' 33569 






Seq. ID. 


OJ0'0025l_ 


J39.0218.C2 


Gene No. 


69566 






Strand 


+ 




Start 


30127 






End 


30615 




Name 


OJ000251 39. 0218. C2 . 


o5 . gs 


Method 


GENSCAN 




Start 


30127 






End 


30615 




GI 


none 






Score 


.95 




Exons 


30127. 


.30615 










Seq. No. 


33569 






Seq. ID 


OJ000251_ 


_39.0218.C2 


Gene No . 


69567 






Strand 


+ 




Start 


33797 






End 


34261 




Name 


OJ000251 39. 0218. C2. 


o7 . gs 


Method 


GENSCAN 




Start 


33797 






End 


34261 




GI 


none 






Score 


1 





33635 



Exons 



33797. .34261 



Seq. No. 33569 Seq. ID 

Gene No. 69568 Strand 

Start 10363 End 

Name OJ000251_39 . 0218 . C2 . o2 . gs Method 

Start 10363 End 

GI none Score 

Exons 10363. . 12627 



OJ000251_39.0218.C2 

14925 
GENSCAN 
12627 
.55 



Seq. No. 33569 Seq. ID 

Gene No. 69568 Strand 

Start 10363 End 

Name OJ000251_39 . 0218 . C2 . o3 . np Method 

Start 10393 End 

GI 4836917 Score 

Exons 10393. .12198, 14788.. 14925 

GI Descrip. (AC007153) 80099 [Arabidopsis thaliana] 



OJ000251_39.0218.C2 

14925 
AAT/NAP 
14925 
1273 



OJ000251 39. 0218. C2 



25022 ....... 

..AAT/GAR.™^-." 
25022 - --■ 
2777 



Seq. No. 33569 Seq. ID 

Gene No. 69569 Strand 

.Start , V _.. T ,, ; _, : 23598^.^.^. v _^ ...^ r ^ End 

-Name 0 J.0^0.2 5ll 3 9.7.0 2l8lc2 : '."o2^Igp . . 1" 1"_ Me t hod 1 . 

Start - • 23598 ■ • End " • 

GI 1275_1.R1084 Score 

Exons 23598. .25022 

GI Descrip. ' 231610/sp | P297 90 | ATPGJTOBAC 1.0e-135 ATP SYNTHASE GAMMA CHAIN, 

CHLOROPLAST PRECURSOR >gi_67 88 0_pir PWNTG H+-transpofting ATP 

synthase (EC 3.6.1.34) gamma chain precursor, chloroplast - 
common tobacco >gi_197 85_emb_CAA4 5 152_ (X63606) ATP synthase 
(gamma subunit) [Nicotiana tabacum] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



33569 
69570 
.31782 

OJ000251_39 . 0218 . C2 . o4 . tm 

1975 

none 



Seq. ID OJ000251_39.0218.C2 
Strand 
End 

Method 
End 
Score 



32911 

TBLASTX: Maize 

2517 

126 



1975. .2124, 1979. .2092, 2151. .2441, 2152. .2517, 2474. .2497 



Seq. No. 


33569 








Seq. ID 


OJ000251_39.0218.C2 


Gene No. 


69570 








Strand 




Start 


• 31782 








End 


32911 - 


Name 


OJ00025i 39 


.0218 


.C2'.o7. 


tm 


Method 


* TBLASTX : Maize 


Start 


4114 








End 


4597 


GI 


none 








Score 


218 


Exons 


4114. .4299, 


4116 


. .4292, 


4360. 


.4446, 4361. .4468, 4463. .4492, 




4498. .4593, 


4502 


.4597 








Seq. No. 


33569 








Seq. ID 


OJ000251_39.0218.C2 


Gene No. 


69570 








Strand 




Start 


31782 








End 


32911 


Name 


OJ000251 39 


0218 


C2.o3. 


tm. 


Method 


TBLASTX: Maize 


Start 


4600 








End 


5723 


GI 


none 








Score 


203 


Exons 


4600. .4764, 


4601 


.4771, 


4833. 


.4904, 4926. .4967, 4977. .5054, 




5135. .5302, 


5185. 


.5283, 


5309. 


.5335, 5427. .5723 



33636 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



33569 
69570 
31782 

OJ000251_39. 
10417 
none 
10417. 
10597, 
10762. 
10885. 
11017, 



0218.C2.o3.tc 



,10749, 10489. .10749, 

,10968, 10669. .10737, 

,11004, 10804. .11046, 

,11280, 10901. .11260, 

,11412, 11084. .11353, 

11116. .11481, 11203. .11319, 

11293. .11496, 11323. .11727, 

11426. .11728, 11431. .11781, 

11614. .11781, 11639. .11794, 



Seq. ID OJ000251_39.0218.C2 
Strand 

End 32911 

Method TBLASTX : Cress 

End 11874 

Score 64 
104 92. .108 90, 10552. .107 64, 
10669. . 10920, 10696. .11061, 
10807. . 11148, 108 67. .11109, 
10987. .11193, 11002. .11181, 
11092. .11298,. 11105. .11290, 
11212. . 11424, 11221. .11568, 
11404. .11625, 11420. .11668, 
11432. .11614, 11533. .11784, 
11707. .11781, 11797. .11874 



Seq. No.' 33569 
Gene No. 69570 
Start 31782 

Name OJ000251_39 . 0218 . C2 . o2 . tm . 

. Start ..^.10.456. _ __-.,,.,.„ . 

,G,I ;....none . .. . ■ . 

Exons - - ' -10456. .10731, - 10501 .-. 10902 , 
10643. .10720, 10707. .11111, 
10709. .11113, 10816. .11217, 
11008. .11427, 11092. .1134 9, 
11239. . 11637, 11426. .11632, 



Seq. ID OJ000251_39.0218.C2 
Strand 

End 32911 
Method TBLASTX: Maize 
.. ...End,... ^.,...117.8L 

_ .Score . 90. ... _ 

10606; .11007,-' 10642. . 10716>~ • - 
,11112, 10708. .11112, 
,11218, 10918. .11322, 
, 11323, 11131. . 11532, 



10708. 
10898. 
11093. 
11485. 



,11559, 11590. .11781 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
;-Gene No. 
Start \ 
Name 
Start 
GI 

Exons 



33569 
69570 
31782 

OJ000251_39.0218.C2.o2.ts 

10501 

none 

10501. .10614, 10516. .11379, 
10693. .10800, 10696. .10818, 
108 98. . 1114 0, 10912. .10983, 
11045. .11350, 11054. .11629, 
11537. .11782, 11785. .11874, 

33569 
69570 - 
31782 

OJ000251_39.0218.C2.o5.tm 

20375 

none 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000251_39.0218.C2 
32911 

TBLASTX : Soybean 

11916 

67 



10633. .11454, 10642. .107 4 0, 

10705. .11556, 10855. .11037, 

11018. .11353, 11032. .11781, 

11365. .11823, 11426. .11623, 
11878. .11916 

Seq. ID OJ000251_39.0218.C2 

Strand-' 

End' "-32911' 

Method TBLASTX : Mai ze 

End 20964 

Score 66 



20375. .20428, 2037 6 .. 204 17 , 20378 .. 20428 , 20642 .. 20962 , 
20647. .20964 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



33569 
69570 
31782 

OJ000251_39.0218.C2.o4 .tc 
20768 



Seq. ID OJ000251_39.0218.C2 
Strand 

End 32911 

Method TBLASTX: Cress 

End 21106 

Score 214 



207 68. .21106, 2084 4. .2087 9, 20920. .21084 



33637 




Seq. No. 


33569 




Seq. ID 


OJ000251_39.0218 


.C2 


Gene No. 


69570 




Strand 








^1 7ft9 




End 


32911 




Name 


0.10009^1 n 9 1 ft r9 


n*3 f~ q 


Method 


TBLASTX: Soybean 






91 96*3 ~~ 
Oj 




End 


21524 




P T 
LjX 


none 




Score 


168 




Cvnn c 


9 1 9 6*3 9 1 9Q? 91964 


■ . x _) / x , 


21345. .21410, 21410. .21478, 






91411 9147Q 9148*3 


91 R94 

■ • ll JL1 ; 


21485. .21523 




Q *a rr N7r\ 
064. IN O . 






Seq. ID 


OJ000251_39.0218 


P9 


Gene No. 


69570 




Strand 






Start 


31782 




End 


32911 




Name 


n,Tnnn9si 09ir c9 


O 6 f m 


Method 


TBLASTX: Maize 




Of- arf 


9 1 64 4 _ 
^ x u t *i 




End 


22441 




OX 


none 




Score 


152 




XT' v/^iio 0 


91644 917~3Q 9164R 


9 1 7 R R 

■ . ^, X / 3 J , 


21891. .221 


03, 21892. .22029, 






91ftQ*3 990Q*^ 990Q? 


991 67 


22290. .224 


12, 22295. .22408, 






9 9 4 1 9 9 9 4 41 










Seq. No. 


33569 




Seq. ID 


OJ000251_39.0218 


,C2 


P a r^k £s M /-\ 

..u.SUc ; . LN O. .^ 






Strand.-.. 






„o,La XL. . . 


317 82 ' * 


.. . 


,:_End_ 


,3291.1 ZS^.'„Z^:Z.l 




Name ■ ■ 


- Pj TO O 0 9 R 1 ^ q 0 91ft - P-9 


. ol. tw 


Method 


■ TBLASTX : Wheat • : * 




Q-H a r-+- 
Otdl t. 


9991 n — 




End' 


22529 * 




PT 
l^X 


none 




Score 


65 




IT 1 /-v r^i 0 


99910 999QQ 99*^19 
ZZZ1U. .ZZZ:?:?, ZZOXZ 


99 R97 
. . Z Z 3 Z / , 


22314. .22529, 22328.. 22528 




Seq. No. 


33569 




Seq. ID 


OJ000251_39.0218 


,C2 


bene no . 


O 3 / U 




Strand 






OtaiL 


**1 7 ft 9 

o x / o z 




End 


32911 




Name 


o.tooo9ri *^q 09ift P9 

UJUUUZjl o^.uzxo.^z 


. O 4 . t S 


Method 


TBLASTX : Soybean 




Q-h a r-+- 
olalt 


99 4 07 
Z Z 4 U / 




End 


22579 




ux 


none 




Score 


202 




IT 1 v r~i e* 


99407 99R77 99419 
Z Z ft U / . . Z Z 3 / / , Z Z 4 ± Z 


9 9 R7 Q 
. . Z Z 3 f _7 








Seq. No. 


33569 




Seq. ID 


OJ000251_39.0218 


.C2 


bene lno . 


O :? 3 / U 




Strand 






OLdri- 


*31 7P9 




End 


32911 




Name 


Pj,T0009R1 *3Q 091ft P9 

UUUUUZ Jl J_7.UZXO.^/Z 


. o x . tm 


Method 


TBLASTX: Maize 






Z J D 0 0 




End 


24768 




0 X 


none 




Score 


64 




CjXOI lb 


9*}6ftft 9*37*39 9^7Q1 


9 4 7 6Q - 
. -* Z ft / DO, 


23793. .247 


67 




Seq. No. 


33569 




Seq. ID 


OJ000251_39.0218 


C2 


P. 0 n 0 NT ^ 


6QR70 

0 .7 3 / U 




Strand 






Q+- a r-+- 
OtalL 


^ 1 7 ft 9 
3 x / o Z 




End 


32911 




Name 


PiT0009R1 "*Q 091Q P9 
UJUUUZ31 3-7.UZXO.L.Z 


. Ox . tC 


Method 


TBLASTX: Cress 






9 ^7 Q 4 
Z 3 / ^ 4 




End 


24351 




P T 


none 




Score 


614 




Exons 


23794 . .24279, 23802 


. .23963, 


24018. .24245, 24280. .24351 




Seq. No. 


33569 




Seq. ID 


OJ000251__39.0218 


C2 


Gene No. 


69570 




Strand 






Start 


31782 




End 


32911 




Name 


OJ000251 39. 0218. C2 


.ol.ts 


Method 


TBLASTX: Soybean 




Start 


23794 




End 


24765 





33638 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 

,St.art,^ ^_,_ r .. 
._Name~ : 

Start- - - 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 
.Start 
GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 

gi; 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



none Score 1255 

23794 . .24765, 23799 .. 23963, 24018 24590, 24678. .24764 



33569 
69570 
31782 

OJ000251_39.0218.C2.o2.tc 

24352 

none 



Seq. ID OJ000251_39.0218.C2 
Strand 

End 32911 

Method TBLASTX : Cress 

End 24762 

Score 486 



24352. .24762, 24 363 .. 24590, 24678.. 24761 



33569 
69570 
31782 

OJ000251_39 . 0218 . C2 . 06 . gs 

31782 

none 

31782. .32133, 32823.. 32911 



Seq. ID OJ000251_39.0218.C2 
Strand 

End 32911 

Method GEN SCAN 

End 32911 

Score .47 



33570 
69571 

__26L8 .. 

„ ,OJ00JD251 Jl9...6.2 18 . C3- ol ..np. 
- -2618 ----- - - • • • 

5042454 

2618. .2671, 2894 . .3006 

(AC007789) putative polyprotein [Oryza sativa] 



Seq. ID OJ000251_39.0218.C3 
Strand 

. End..... T 3.0.0.6 

, ^Method , ; -AAT /NAR_. , 

- End- •. 3006 — " 

Score 167 



33571 
69572 
567 

OJ000251_39.0218.C4 .ol.gs 

567 

none 



Seq. ID OJ000251_39.0218.C4 

Strand + 

End 3707 

Method GENSCAN 

End 3707 

Score .93 



567.. 1828, 1923.. 2930, 2979.. 3303, 3363.. 3707 



33571 
69572 
567 

OJ000251_39.0218.C4 .ol.np 

567 

. 6907089 . . 
" 567. .1828, '1923. -3704-- v 

(APOOi'129) hypothetical' protein [Oryza sativa] 



Seq. ID OJ000251_39.0218.C4 

Strand + 

End 3707 

Method AAT/NAP 

End 3704 

Score 4716 



33571 
69573 
11064 

OJ000251_39.0218.C4 .o3.np 

11064 

5922623 



Seq. ID OJ000251_39.0218.C4 

Strand + 

End 14255 

Method AAT/NAP 

End 13527 

Score 210 



11064. .11171, 11550. .11669, 11837 .. 11913, 13472. .13527 
(AP000492) hypothetical protein [Oryza sativa] 
gi I 6016856 |dbj IBAA85199.il (AP000570) hypothetical protein 
[Oryza sativa] 



Seq. No. 



33571 



Seq. ID OJ000251 39. 0218. C4 



33639 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



69573 
11064 

OJ000251_39.0218.C4 .o4 . np 
12547 
5922620 
12547. .12567, 14082. .14252 

(AP000492) EST D15357 (C0514 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 



Strand 


+ 


End 


14255 


Method 


AAT/NAP 


End 


14252 


Score 


112 





rn IfiOlfiftS^I Hh-i 1 RAAfi SI 96 11 


(AP000570) 


EST D15357 (C0514) 




J^UllUg L. CL I. G V-J X (w* 1 1 \J ±. 


the predicted gene.; hypothetical 




nrnhp"i n r Ojt-\7 7 ^ q a f* i tjp 1 

X ULClll |_ wi. y d O Cl I L V CI J 






O C V-4 . LN m 


3357 1 


Seq. ID 


OJ000251_39.0218.C4 


uCiiC LrlKJ • 


69573 


Strand 


+ 


Start 


11064 


End 


14255 


Name 


OJ000251 39.0218.C4.o3.gs 


Method 


GENSCAN 


Start 


14030 


End 


14255 


GI 


none 


Score 


.46 


Exons 


14030. .14121, 14123. .14255 






Qpff 

JC^» LN U < 


33571 


Seq. ID 


OJ000251_39.0218.C4 


f^orip Mo 

_UCUC .LNU . 


._. 6 9.5.7.4 ,__ r 


^Strand.... 


. + 




. -..1.4529. ... v . T ...„ 


. ~,.JEnd. 


1R19R 


Name* * — 


OJ000251-39v0218-.C4-.o6.np- - 


- Method- - 


- AAT/NAP — 


Start 


14529 


End 


18198 




5922620 


Score 


724 


Exons 


14 529. . 14 666, 14 999. .15023, 


15660. . 15697, 15990. .1614 8, 




16196. .16372, 16409 .. 16453, 


16670. . 16709, 18068. .18198 


VJ X O \^X X . 


(AP000492) EST D15357 (C0514 ) corresponds to a region of the 




predicted gene.; hypothetical protein 


[Oryza sativa] 




gi | 6016853 | dbj | BAA85196. 1 | 


(AP000570) 


EST D15357 (C0514) 




corresponds to a region of 


the predicted gene.; hypothetical 




protein [Oryza sativa] 






Seq. No. 


33571 


Seq. ID 


OJ000251_39. 0218. C4 


Gene No. 


69575 


Strand 


+ 


Start 


18478 


End 


18626 


Name 1 


OJ000251 39. 0218. C4 .65. gs 


Method 


GENSCAN 


Start 


18478 


End 


18626 


GI 


none 


Score 


.85 




184 78. .18520, 18538. .18 626 








33571 " • * 


• Seq.' ID 


. OJ000251_39.0218.C4 


Gene No. 


. 69576'* 


Strand' 


+ ' 


Start 


19216 


End 


19899 


Name 


OJ000251 39.0218.C4.o6.gs 


Method 


GENSCAN 


Start 


19216 


End 


19899 


GI 


none 


Score 


.83 


Exons 


19216. .19899 






Seq. No. 


33571 


Seq. ID 


OJ000251_39.0218.C4 


Gene No. 


69577 


Strand 


+ 


Start 


23852 


End 


24352 


Name 


OJ000251 39.0218.C4.o7.gs 


Method 


GENSCAN 


Start 


23852 


End 


24352 


GI 


none 


Score 


.44 


Exons 


23852. .24352 







33640 



Seq. No. 33571 Seq. ID 

Gene No. 69578 Strand 

Start 35387 End 

Name OJ000251_39 . 0218 . C4 . o9 . gs Method 

Start 35387 End 

GI none Score 

Exons 35387. .35845 



OJ000251_39.0218.C4 
+ 

35845 
GENSCAN 
35845 
1 



Seq. No. 33571 Seq. ID 

Gene No. 69579 Strand 

Start 45837 End 

Name OJ000251_39 . 0218 . C4 . oil . gs Method 

Start 45837 End 

GI none Score 

Exons 45837. .46319 



OJ000251_39.0218.C4 
+ 

46319 
GENSCAN 
46319 
1 



Seq. No. 
Gene No. 
Start 
Name 

_.S.tax±.^ 

„GI L,— ™ 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ000251_39.0218.C4 
+ 

49109 
AAT/NAP 

,4 9.109 ^ „ 

.5l4„.__ , 



33571 Seq. ID 

69580 Strand 
47160 End 
OJ000251_39.0218.C4 .olO.np Method 

,4.7160.^^.^. End, __„ T: 

. .i9.Q23.8.L.. . . . ,^ ...... S c ore 

47160 .-47200;- 4-8985-. .-49109 : - ■- ■ ; - — 

(AC009322) Similar to DNAJ proteins [Arabidopsis thaliana] 

33571 Seq. ID OJ000251_39 . 0218 . C4 

69581 Strand + 
49816 End 52093 
OJ000251_39. 0218. C4 .oil. np Method AAT/NAP 
49816 End 52093 
5732053 Score 562 

49816. .50257, 50668 .. 50857 , 51337 .. 514 55 , 51978. .52093 
(AF149414 )- contains similarity to P"fam family PF00145 (C-5 
cytosine-specif ic DNA methylase) ; score=10.4. E=0.051, N=l 
[Arabidopsis thaliana] 



Seq. No. 


33571 




Seq. ID 


OJ000251_39. 


0218 


• C4 


Gene No. 


69581 




Strand 


+ 






Start 


49816 




End 


52093 






Name 


OJ000251 39. 


0218.C4.ol2.gs 


Method 


GENSCAN 






Start 


49816 




End 


52013 






GI 


none 


, 50668% .50858, 


Score 


-.7- • ■ - 






Exons 


49816. .50257 


' 51930. .52013 






Seq. No. 


33571 




Seq. ID 


OJ000251_39. 


0218 


.C4 


Gene No. 


69582 




Strand 








Start 


4831 




End 


11551 






Name 


OJ000251 39. 


0218.C4.o2.gs 


Method 


GENSCAN 






Start 


4831 




End 


11551 






GI 


none 




Score 


.7 






Exons 


4831. .8559, 


8623. .11031, 11061. .11165, 


11495. .11551 






Seq. No. 


33571 




Seq. ID 


OJ000251_39. 


0218 


.C4 


Gene No. 


69582 




Strand 








Start 


4831 




End 


11551 






Name 


OJ000251 39. 


0218.C4.o2.np 


Method 


AAT/NAP 







33641 



Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 

-.Name .. 

Start- - 
GI 

Exons 

GI Descrip. 



4834 
6498441 

4834. .5115, 5209. 
8186. .8559, 8623. 



End 10481 

Score 7002 
,6606, 6778. .7074/ 7267. .7693, 7868, 
,9086, 9417. .10481 



,8002, 



(AP000815) EST C72786 (E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000251 39. 0218. C4 



33571 
69583 
14391 

OJ000251_39. 0218.C4 .o5.np 
14391 
6630699 
14391. .14478, 15713. .15735 

(AP000969) hypothetical protein [Oryza sativa] 

gi I 6721536 | dbj IBAA89566.il (AP001073) hypothetical protein 

[Oryza sativa] 



15735 
AAT/NAP 
15735 
77 



OJ000251 39. 0218. C4 



. 19.6 8.1 

^aat./nap! 



33571 Seq. ID 

69584 Strand 

.4.B.3.3.7...-,. v .-r-T~..--,.--.-- ~* v ;r End„ , . 

18337- ; - ' - • - '•• •• - End ' - 

6630699 Score 
18337. .18416, 19660. .19681 

(AP000969) hypothetical protein [Oryza sativa] 
gi|6721536|dbj IBAA89566.il (AP001073) hypothetical protein 
[Oryza sativa] 



-19681 
72 



Seq. No. 33571 Seq. ID. OJ000251_39 . 0218 . C4 

Gene No. 69585 Strand 

Start 22489 End 22592 

Name OJ000251_39 . 0218 . C4 . o2 . gp. Method AAT/GAP 

Start 22489 ' "' End 22592 

GI LIB3477-003-P1-K1-E9. Score 141 

Exons 22489.. 22592 

GI Descrip. * 24 9858 6/sp | Q4 0638 I MPOIJDRYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] 1 



Seq. No. 33571 

Gene No; : • 69586 • -•" . 

Start ' 254.51" 

Name OJ000251_39 . 0218 . C4 . 08 . gs 

Start 25451 

GI none 
Exons 



Seq. ID OJ000251_39.0218.C4 
Strand.. 

End 337 4-5 

Method GEN SCAN 

End 33745 

Score .4 



25451. .25521, 2714 1 .. 27228 , 28213 28305 , 28388 .. 28516, 
28623. .30231, 30334 .. 30580, 30634 30702 , 31740 31886, 
32045. .32093, 32217 .. 32342, 32450.. 33745 



Seq. No. 33571 Seq. ID 

Gene No. 69587 Strand 

Start 39204 End 

Name OJ000251__39 . 0218 . C4 . o3 . gp Method 

Start 39204 End 

GI 15861 1.R1084 Score 



OJ000251_39.0218.C4 

39874 
AAT/GAP 
39874 
236 



33642 



Exons 



39204. .39228, 39700.. 39874 



VJ -L L/C O \^ X. X . 


'3738309 2 Op-7? 




unknown protein [Arabidopsi 




UlldJ-XOllCl J 








Sea No 


33571 




Seq. ID 


OJ000251_39.0218 


Gene No. 


69588 




Strand 




Start 


41257 




End 


43048 


Name 


OJ000251 39.0218 


. C4 . 08 . np 


Method 


AAT/NAP 


Start 


41257 




End 


43048 


GI 


6907086 




Score 


1190 


Pvnn q 


41257. .41373, 41427 41681, 


41708. .41756, 4 1977 42223, 




42284. .43048 








f^T He qpri n 


(AP001129) hypothetical protein [Oryza 


sativa] 


Seq. No. 


33571 




Seq. ID 


OJ000251_39.0218 


Gene No. 


69589 




Strand 




Start 


46948 




End 


52093 


Name 


OJ000251_39.0218 


.C4 .06. tw 


Method 


TBLASTX: Wheat 


Start 


A R A 
ft O 4 O 




End 


5445 


GI 


none 




Score 


77 


fTyrin q 


4843. .4968, 4847 


..4969, 4996 


..5037, 5135. .5443, 5161. .5 




. .516Z.,..^4 : 40^_„ 

. — . , . - ■, ,. , . 


. , 






Seq.- No: - 


; 335'71 ' -- • • • 


. .. 


- Seq. ID 


OJ0002-51_39.0218' 


Cpnp No 


69589 




" Strand 




Start 


46948 




End 


52093 


Name 


UUUUUt Jl J7. U^lo 




Method 


TBLASTX: Wheat 


Start 


5446 




End 


5827 


GI 


none 




Score 


168 


P, v n n q 


5446. .5826, 5477 


..5725, 5485 


..5823, 5771. .5827 


Seq. No. 


33571 




Seq. ID 


OJ000251_39.0218 


Genp No 


69589 




Strand 




Start 


46948 




End 


52093 


Name 


OJ000251 39.0218 


.C4.o2.tm 


Method 


TBLASTX: Maize 


Start 


yj \J 




End 


5964 


GI 


none 




Score 


93 


iTynn q 

I— l *\ WHO 


5632.. 5838, 5641 


..5964, 5654 


. .5935 




Seq. No. 


33571 




Seq. ID 


OJ000251_39.0218 


Gene No 


69589 




Strand 




Start 


46948 




End 


52093 


Name 


OJ000251.- 39.0218 


]C4.o8 : .t-w * . 


Method * 


TBLASTX -Wheat 


Start 


6157 




End 


6469 


GI 


none 




Score 


67 


F, von q 


6157.. 6417, 6293 


. .6469 






Seq. No. 


33571 




Seq. ID 


OJ000251_39.0218 


Gene No. 


69589 




Strand 




Start 


46948 




End 


52093 


Name 


OJ000251 39.0218 


,C4 .o2. ts 


Method 


TBLASTX: Soybean 


Start 


6217 




End 


6783 


GI 


5666795 




Score 


68 


Exons 


6217. .6417, 6472 


.6609, 6685 


. .6783 




GI Descrip. 


4206306 2.0e-10 


(AF049110) prpol [Zea mays] 


Seq. No. 


33571 




Seq. ID 


OJ000251_39.0218. 



33643 




Gene No. 


69589 








Strand 






Start 


46948 








End 


52093 




Name 


OJ000251 39 


.0218.C4.o5 




Method 


TBLASTX: Wheat 






647? ~~ 








End 


9932 




GI 


none 








Score 


88 






6472 6621 


6473 


. . 6610, 


6655 . 


.6906, 6656.. 6841, 6676.. 6930 




9879 9932 














Seq. No. 


33571 








Seq. ID 


OJ000251 39 0218 


. C4 


Gene No. 


69589 








Strand 






Start 


4 694 8 








End 


52093 




Name 


O.T0009S1 ^9 


. 0218 


. C4 . ol . 


L O 


Method 


TBLASTX: Soybean 




Start 


7 _ 








End 


7 932 




GI 


none 








^ c\ v*^ 
o ^.kj x c 


90 




Exons 


7531 7932. 


7742 


. .7885 










Seq. No. 


33571 








Qprr TD 

JC^i X 


O.T000953 "39 093 8 




Gene No. 


69589 














Start 


4 6948 








End 


52093 




Name 


OJ0002S1 39 


. 0218 


CA r>9 


L W 


Method 


TBLASTX: Wheat 




Start 


7 S61 ~~ 








EnH 


7 980 

t y o \j 




..G.I.-. _•__.„ 


nnnp 








Q, /~~> r\ y~ 


2 65 






* 1*5 63 7 9R0 










"** " J " .... 




Seq. No. 


33571 








jc^^ x u 






Gene No. 


69589 








OLI dl lu 






Start 


4 694 8 








End 


52093 




Name 


o.to nn? si ^9 


093 8 






Method 


TBLASTX: Maize 




Start 


7 654 ~~ 








End 


80^8 
ow jo 




GI 


none 








Score 


17 9 
x / z. 




p.ynnc 

J_i *\ UJU 


7654 8037 


7673. 


.7894, 


7 959 


8 0^8 






Seq. No. 


33571 








Qpn TD 

i X LJ 


D.T0009S1 ^9 D91 


. Li 


Gene No. 


69589 








Of rAnr J 






Start 


4 6948 








End 


52093 




Name 


O.7000953 *39 


. 0218 . 


C4 . ol . 


fm 
L.11L 


Method 


TBLASTX: Maize 




Start 


8065 " ~~ 








End 


8421 




GI 


none 








Score 


116 


- 


Exon s 


8065 8370 


8065. 


.8421, 


807 5 


.8386 






Seq. No. 


33571 








Seq. ID 


OJ000251_39.0218 


CA 


Gene. No. 


69589 








Strand 






Start 


■ 4-694 8 








End m 


"52093 . - 




Name 


o.70oo?5i ^~9 


09 1 8 


CA nl 


L- W 


Method 


TBLASTX.: Wheat 




Start 


808 9 ~~ 
o \J o _? 








End 


8552 




GI 


none 








Score 


222 




Exon <=; 

-lj a \j x i o 


8089 8550 


8095. 


.8550, 


8096 

O U .7 D ■ 


.8551, 8109. .8552 




Seq. No. 


33571 








Seq. ID 


OJ000251_39.Q218 


.C4 


Gene No. 


69589 








Strand 






Start 


46948 








End 


52093 




Name 


OJ000251 39. 


0218. 


C4 .o3. 


ts 


Method 


TBLASTX: Soybean 




Start 


.8146 








End 


8511 




GI 


none 








Score 


118 




Exons 


8146. .8280, 


8287. 


.8511 










Seq. No. 


33571 








Seq. ID 


OJ000251_39.0218 


C4 



33644 




Gene No. 


69589 




Strand 








46948 




End 


52093 




Name 


OJ000251 39. 0218. C4 


.o3. tw 


Method 


TBLASTX: Wheat 




Qf 2 r-f 


8716 




End 


9202 




r*T 


none 




Score 


162 






8716.. 9201, 8747.. 9007, 8752. 


.9150, 9029.. 9202 




Oc(j . LN O . 


33571 




Seq. ID 


OJ000251_39.0218 




Gene No. 


69589 




Strand 


- 




Start 


46948 




End 


52093 




Name 


OJ000251 39. 0218. C4 


. o7 . tw 


Method 


TBLASTX: Wheat 




Of -j v- f 


9940 




End 


10332 




C T 


none 




Score 


95 




TT^ /-\ y\ 

Lxons 


9940. .10197, 9974.. 


10213, 101 


80. . 10278 


, 10181. .10273, 






10285. . 10332 










Seq. No. 


33571 




Seq. ID 


OJ000251_39.0218 


.C4 


Gene No. 


69589 




Strand 






C f n y~f 


46948 




End 


52093 




Name 




. o4.tm 


Method 


TBLASTX: Maize 




o car l 


10042 




End 


10327 




C T 


__non.e 




. ; S.cqr.e : 


92 „ 





. Exons — 


liiol2~. Ii6;2 ad,. Jloua "43. 










oeq . JNO . 


- ■• - ■ - 

33571 




Seq. ID 


OJ000251_39.0218 




Gene No. 


69589 




Strand 






Start 


46948 




End 


52093 




Name 




. o5 . tm 


Method 


TBLASTX: Maize 




Of 2 >-+- 


39701 




End 


39885 






none 




Score 


72 






39701. .39754, 39701 


..39754, 39749. .39790, 39759 .. 39785 , 






39784. .39885, 39785 


. .39880 








Seq. No. 


33571 




Seq. ID 


OJ000251_39.0218 


.C4 


Gene No. 


69589 




Strand 






Otai L 


46948 




End 


52093 




M O TTl ^ 

IN alllc 




.o9. tw 


Method 


TBLASTX: Wheat 




Cf 3 y-f 


39704 




End 


39885 






none 




Score 


82 




Exons 


39704. .39769, 39704 


..39754, 39775.-39885, 39776. .39880 




o e q . in o . 


33571 




Seq. ID 


OJ000251_39.0218 


C A 


Gene No. 


69589 ■ / ' 




Strand 






Start 


46948' ' 




End 


52093 " 




Name 


OJ000251 39. 0218. C4 


. o9 . np 


Method 


AAT/NAP 




Of a v-f 


46948 




End 


52093 






5777618 




Score 


45 




LiAUilD 


46948. .47082, 52058 


. .52093 








ui uescrip . 


(AJ245900) CAA30376 


. 1 protein 


[Oryza sat,iva] 




beq. No. 


33572 




Seq. ID 


OJ000251 39.0218 


. C5 


Gene No. 


69590 




Strand 


+ 




Start 


1 




End 


1040 




Name 


OJ000251 39. 0218. C5 


. ol . np 


Method 


AAT/NAP 




Start 


1 




End 


1040 




GI 


5732053 




Score 


558 




Exons 


1. .1040 











33645 




GI Descrip. (AF149414) contains similarity to Pfam family PF00145 (C-5 
". r cytosine-specific DNA methylase) ; score=10.4. £=0.051, N=l 
[Arabidopsis thaliana] 



Sea No. 


33572 


c prr t n 

UC^. JL U 


0.70009^1 091fl PR 


Gene No . 


69590 


St" rand 


+ 


Start 


1 


PnH 


104 0 


Name 


OJ000251 39 0218 C5 ol a<? 


Mat - Vi nH 


\J Hi LN O n-'/T.IN 


Start 


138 ~~ 


End 


640 


GI 


none 


Score 


. 62 


Exons 


138. .640 






Seq. No. 


33573 


Seq. ID 


OJ000251__39.0218 .C6 


Gpnp No 


69591 


Strand 


+ 


Start 


491 


End 


1121 


Name 


OJ000251 39.0218.C6.ol.np 


Method 


AAT/NAP 


Start 


491 


End 


1121 


GI 


2498930 


Score 


718 


Exons 


491. .551, 719. .1121 






GI Descrip. 


DORSAL-VENTRAL PATTERNING PROTEIN SOG 


(SHORT GASTRULATION 




PROTEIN) gi| 1203794 (U18774) 


Sog [Drosophila melanogaster ] 


Seq No 


1133524 * ~Z '"' '. ' 


—Seq. ID... 


JO JQ 0,0,2 51^33. JO 2 Lg-jCjL 


i s .: - Gene No . * ■ 


• 69592 - - -"■ ■- 


■Strand 




i[\ Start 


118 ' 


End 


586 


rn Name 


OJ000251 39.0218.C7.ol.gs 


Method 


GENSCAN 


«!! Start 


118 


End 


586 




none 


Score 


.54 


i; = ] Exons 


118. .156, 270. .308, 350. .476, 


542. .586 




i/j Seq. No. 


33575 


Seq. ID 


OJ000251_39.0218.C8 


rl I Gene No. 


69593 


Strand 


+ 


; Start 


178 


End 


925 


Name 


OJ000251 39.0218.C8.ol.gs 


Method 


GENSCAN 


i B J Start 


178 


End 


925 


\\ GI 


none 


Score 


.97 


jsr: Exons 


178. .460, 618. .925 






• . Seq. No. 


33575 


Seq. ID 


OJ000251 39. 0218. C8 


,= s : Gene No . 


69594 


Strand 


+ 


W Start 


3034 


End 


4867 


Name 


. OJ000251 39.0218.C8..ol.np 


Method 


AAT/NAP 


Start 


2856 ■ 


End 


4 628 


GI 


6907086 " 


Score 


1189 


Exons 


2856.. 3622, 3685.. 3915, 4124. 


.4180, 4262. .4628 


GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 


Seq. No. 


33575 


Seq. ID 


OJ000251_39.0218.C8 


Gene No. 


69594 


Strand 


+ 


Start 


3034 


End 


4867 


Name 


OJ000251 39.0218.C8.o3.gs 


Method 


GENSCAN 


Start 


3034 


End 


4867 


GI 


none 


Score 


.69 


Exons 


3034. .3212, 3273. .3571, 4773. 


'.4867 




Seq. No. 


33575 


Seq. ID 


OJ000251_39.0218.C8 


Gene No. 


69595 


Strand 





33646 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 
,GI^_ m; 
..Exons 



948 



End 

Method 
End 
Score 



1870 
AAT/GAP 
1448 
748 



OJ000251_39.0218.C8 .ol.gp 
948 

38782_1.R1084 
948. . 1448 

? 6069643/dbj IAP000616.1 IAP000616 0.0e+00 Oryza sativa genomic 
DNA, chromosome 6, clone : P0514G12 1 



33575 
69595 
948 

OJ000251_39 . 0218 . C8 . o2 . gs 

1242 

none 

1242. .1315, 1780. .1870 

33576 
69596 
37 

OJ000251_39.0218.C9.ol.gs 
37 

..none 



Seq. ID OJ000251_39.0218.C8 
Strand 

End 1870 

Method GENSCAN 

End 1870 

Score .83 



Seq. ID OJ000251_39.0218.C9 
Strand + 
End 246 
Method GENSCAN 
End 246 
...Scq.r.e ^...J3,^ - 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



33576 
69597 
2085 

OJ000251_39. 0218.C9.ol.np 
2085 
5922634 
2085. .2177 

(AP000492) hypothetical protein [Oryza sativa] 

gi I 6016867 |dbj |BAA85210.1| (AP000570) hypothetical protein 

[Oryza sativa] 



Seq. ID OJ000251_39.0218.C9 
Strand 

End 2177 

Method AAT/NAP 

End 2177 

Score 73 



33577 
69598 
239 

OJ000251_39. 0218.C10.ol.gs 

239 

none 



Seq. ID OJ000251_39. 0218. C10 

Strand . - 

End 3651 

Method GENSCAN 

End 3651 

Score .61 



239.. 749, 2063.. 2353, 2493.. 2650, 2746.. 3280, 3434.. 3651 



33577' 

69598 

239 

OJ000251_39. 0218 .C10.ol.tm 

1909 

none 

1909.. 2013, 2026. '.2337 

33577 
69598 
239 

OJ000251_39.0218 .C10.ol.tw 

1924 

none 



Seq. ID OJ000251_39. 0218. C10 
Strand 

End 3651 

Method TBLASTX : Maize 

End 2337 

Score 219 



Seq. ID OJ000251_39. 0218. C10 
Strand 

End 3651 

Method TBLASTX : Wheat 

End 2341 

Score 4 6 



33647 



P von q 


1 994 901 ^ 


9096 9^7 

LULU . ■ *£. O O f f 


904 7 


.2211, 2267. .2341 








O J »J f / 






Seq. ID 


OJ000251_39 


0 9 1ft 


.LIU 


Gene No. 


69598 






Strand 








Start 


239 






End 


3651 






Name 


OJ000251 39 


.0218. C10. ol 


. np 


Method 


AAT/NAP 






Start 


1927 ~~ 






End 


2577 






GI 


4586038 






Score 


256 








1927 2343 

ZL Z? 1 m • ^- J " f 


2486. .2577 














f AC007109) 


putative heat shock protein 


[Arabidopsis thaliana 


Seq. No. 


33577 






Seq. ID 


OJ000251_39 


.0218 


CIO 


Gene No. 


69598 






Strand 








Start 


239 






End 


3651 






Name 


O.T0 0 09^1 ?9 


.0218. CIO. ol 


ts 


Method 


TBLASTX : Soybean 




Start 


1930 ~~ 






End 








GI 


none 






Score 


910 

Z J.U 






P, vo n s 


1930 2013 


9 0 9 £ 9 "3 1 £ 












Seq. No. 


33578 






Seq. ID 


n tooo9 s i ?q 


091ft 


Cll 


Gene No. 


69599 






Strand 


4- ~ 






._Star.t_ 




-_ . . _ . 






.2.772. . . „ - „ 






. LM d i U-fcS -. 


o.Tono^si 

VJU^\J\J.VJ^C..^>^1 — , ~J,_7. 


;'QL21.8^xfll^o.L. 


gs 


„ Methods . 


npKtqpnM 

■ Oulv 0.*wrtJ.N.' „. 







O Lai L 


— 9199 - ~ 






End--- 


OTTO. . . 




— — - 


CI 

V3 X 


n on^ 
nunc 






Score 


ft ~\ 






P von ^ 

J_J AUl 1 O 


2192 2772 














Seq. No. 


. 33578 






Seq. ID 


nT0n09m 


091ft 


Cll 


Gene No. 


69600 






Strand 


+ ~ 






Start 


6588 






End 


6830 






Name 


O,T0n09S1 "39 


.0218.Cll.o3. 


gs 


Method 


nPN^rz\M 

Ol-j IN 0 v^rllM 








6SR8 _ 
U J 0 0 






End 


fift 

DO jU 






GI 


none 






Score 


ft A 






P. v o n s 


6588 6830 














Seq. No. 


33578 






Seq. ID 


OJ000251 39 


0218 . 


Cll 


Gene No. 


69601 






Strand 








Start 


3781 






End 


5386 






Name 


O.T000951 39 


.0218.Cll.o2. 


gs 


Method 


GENSCAN 






Start 


3781 _ 






End 


5386 






GI 


none 






Score 


.5 






P v o nq 


3781 3831 


.4790. .4997, 


5205- 


.5386 

* 








Seq. No. 


33578 






Seq. ID* 


OJ000251_39. 


0218. 


Cll 


Gene No. 


69602 






Strand 








Start 


8574 






End 


9167 






Name 


O.T0009S1 ?9 


.0218.Cll.o4. 


gs 


Method 


GENSCAN 






O Lul L 


ft S7 4 _ 






End 


9167 






GI 


n on 0 

11U11C *j 






Score 


.78 






P v on q 


Q S7 4 ft 707 


9050. . 9167 












Seq. No. 


33578 






Seq. ID 


OJ000251_39. 


0218. 


Cll 


Gene No. 


69603 






Strand 








Start 


10095 






End 


10187 






Name 


OJ000251 39 


0218.Cll.o2. 


gp 


Method 


AAT/GAP 






Start 


10095 






End 


10187 






GI 


uC-osflcyp022c06b2 




Score 


142 







33648 




Exons 10095. . 10187 

GI Descrip. ' 5042437/gb | AC007789. 1 | AC007789 8.0e-25 Oryza sativa BAC T49B20 
genomic sequence, complete sequence 1 



Seq. No. 33579 Seq. ID 

Gene No. 69604 Strand 

Start 1 End 

Name OJ000251_39 . 0218 . C12 . ol . np . Method 

Start 1 End 

GI 2126090 Score 

Exons 1. . 639 
GI Descrip. transposase 



OJ000251_39.0218.C12 
639 

AAT/NAP 

639 

1133 

- Escherichia coli 



insertion sequence IS10) 
gi|455676|bbs|140379 (S67119) transposase [Escherichia coli, 
LBB84 , plasmid pXT107, IS10L/R-1, Peptide 

PlasmidTransposonlnsertionMutant , 402 aa] [Escherichia coli] 
gi | 6634 720 | gb| AAF19728 . 1 | AC0124 63_2 (AC0124 63) T2E6. 2 
[Arabidopsis thaliana] 



Seq. No. 33579 Seq. ID 

Gene No. 69604 Strand 

Start 1 End 

. N ame _ „_ _ OJ 0 0.0.2.51 _3iL. 0.2. 1 .8,,. .C12 v t ol _g.s_._. ,Met hp.d-- 

-S t art ..9.4 ..1, . ,1.,.. .EhdI. 

GI ■ - - none ' - - •-; ■ - — Score - 

Exons 94 . . 639 



OJ000251 39.0218.C12 



639 

_GENSCAN„ 

.63i;..ri; 

.-53-' - ■ 



Seq. No. 


33579 




Seq. ID 


OJ000251_39.0218 


.C12 


Gene No. 


69605 




Strand 






Start 


599 




End ' 


750 




Name 


OJ000251 


_39.0218.C12.ol.tc 


Method 


TBLASTX: Cress 




Start 


599 




End 


750 




GI 


none 




Score 


191 




Exons 


599. .745, 


599. .718, 601. .750, 


601. .747 






Seq. No. 


33580 




Seq. ID 


OJ000251_39.0218 


.C13 


Gene No. 


69606 




Strand 






Start 


32 




End 


589 




Name 


OJ000251 


_39.0218.C13.ol.gs 


Method 


GENSCAN 




Start 


32 




End 


589 




GI 


none 




Score 


. 61 




Exons 


32. .589 










•Seq. No. ■ 


33581 




Seq.. ID 


OJ0p0251_35. 0-218 


CI \ 


Gene No. 


69607 




Strand 


+ ' 




Start 


460 




End 


528 




Name 


OJ000251 


35.0218.Cl.ol.gs 


Method 


GENSCAN 




Start 


460 




End 


528 




GI 


none 




Score 


.89 




Exons .. 


460. .528 










Seq. No. 


33582 




Seq. ID 


OJ000251_35.0218. 


C2 


Gene No. 


69608 




Strand 


+ 




Start 


140 




End 


408 




Name 


OJ000251 


35.0218.C2.ol.gs 


Method 


GENSCAN 




start 


140 




End 


408 




GI 


none 




Score 


.68 




Exons 


140. .408 











33649 



Seq. No. 


33583 






Seq. ID 


OJ000251 


Gene No. 


69609 






Strand 


+ 


Start 


1 






End 


1392 


Name 


OJ000251 35.0218 


. C4 . 


o 1 np 


Mp1~ hnd 


AAT /NAP 


Start 


1 ~~ 






End 


1392 


GI 


4680203 






Score 


554 


Exons 


1 . . 23, 453. . 1392 










GI Descrip. 


(AF114171) TNP2- 


like 


OTOt Pin 






Seq. No. 


33583 






Seq. ID 


OJ000251 


Gene No. 


69609 






Strand 


+ 


Start 


1 






End 


1392 


Name 


OJ000251 35.0218 


.C4. 


ol .gs 


Method 


GENSCAN 


Start 


417 






End 


1367 


GI 


none 






Score 


.59 


Exons 


417. .1367 











Seq. No. 33583 '. Seq. ID OJ000251_35 . 0218 . C4 

Gene No. 69610 Strand + 

Start 5444 End 7456 

.JSIame^,^.^^ : 

- .StarZ I...... 34 44^. - .„,: r End JZ.45,6.. , Z—l~^—. 

- GI - 6815109 — - - - : ~ Score - - -144 

Exons 5444.. 5509, 6615.. 6869, 7385.. 7456 

GI Descrip. (AP001081) hypothetical protein [Oryza sativa] 

Seq. No. 33583 Seq. ID OJ000251_35 . 0218 . C4 

Gene No. 69611 Strand 

Start 4579 End 7074 

Name OJ000251_35 . 0218 . C4 . ol . tc Method TBLASTX: Cress 

Start 402 End 776 

GI none Score 207 

Exons 402. .608, 503. .595, 603. .776, 644. .772 



Seq. No. 33583 

Gene No. 69611 

Start 4579 

Name OJ000251_35 . 0218 . C4 . ol . tw 

Start 402 

GI none 
Exons 



Seq. ID OJ000251_35.0218.C4 
Strand 

End 7074 

Method TBLASTX : Wheat 

End 1313 

Score ' 225 



402. .608, 503. .595, 603... 785, 644. .688, 809. .949, 816. .980, 
960.. 1016, 973... 1014, 1017... 1070, 1.0-22. . 1054 , 1088.. 1180, 
1089. .1193, l'194.\l313~ ' ' * ' - 



Seq. No. 


33583 








Seq. ID 


OJ000251_35.0218 


.C4 


Gene No. 


69611 








Strand 






Start 


4579 








End 


707 4 




Name 


OJ000251 35 


.0218 


.C4.ol 


. ts 


Method 


TBLASTX: Soybean 




Start 


1002 








End 


1250 




GI 


none 








Score 


227 




Exons 


1002. . 1250, 


1004 


. .1231 










Seq. No. 


33583 








Seq. ID 


OJ000251_35.0218 


C4 


Gene No. 


69611 








Strand 






Start 


4579 








End 


7074 




Name 


OJ000251 35 


0218 


.C4 .o2. 


gs 


Method 


GENSCAN 





33650 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

_ Seq .^No..^.^ 
..Gene ..No 

Start 

Name 

Start 

GI 

Exons 



4579 
none 

4579. .4800, 6910.. 7074 



End 
Score 



7074 
.7 



33584 
69612 
1 

OJ000251_35 . 0218 . C5 . ol . np 
1 

4680204 

1..66, 1457. .1584, 2116. .2744 

(AF114171) hypothetical protein [Sorghum bicolor] 



Seq. ID OJ000251_35.0218.C5 
Strand 

End 2744 

Method AAT/NAP 

End 2744 

Score 239 



33584 
69612 
1 

OJ000251_35 . 0218 . C5 . ol . gs 

296 

none 



Seq. ID OJ000251_35.0218.C5 
Strand 

End 2744 

Method GENSCAN 

End • 1537 

Score .79 



296. .493, 757. .888, 966. .1004, 1131. .1537 



.._33584.__. 
6l9j6.12 

■=--■--■ 



~,_ _S.t r andl_ri^.._, . , . 

-■"-- ■End - 2744 -' - - ■ ----- - 



OJ000251_35 . 0218 . C5 . o2 . gs Method GENSCAN 

1829 End 2494 

none Score .82 
1829. .2494 



Seq. No. 33585 

Gene No. 69613 

Start 6544 

Name OJ00025 1_35 . 02 1 8 . C6 . ol . gp 

Start 6544 

GI 2310235 

Exons 6544.. 6581, 6992.. 7131 

GI Descrip. 5852182/emb | CAB55420 . 1 1 9.0e-13 (AL117265 ) • zhb0012 . 1 [Oryza 
sativa] 



Seq. ID OJ000251_35.0218.C6 

Strand + 

End 11236 

Method AAT/GAP 

End 7131 

Score 303 



Seq. No. 


33585 




Seq. ID 


OJ000251 


Gene No. . 


69613 




Strand 


+ 


Start 


6544 




End 


11236 


•Name 


QJ000251 35.0218 


. C 6 ; o 1 . np . 


Metfiod 


AAT/NAP- 


'Start 


' 6992 




End 


10283 


GI 


4680203 




Score 


3313 


Exons 


6992. .8665, 8799 


..9029, 9306. 


.10283 




GI Descrip. 


(AF114171) TNP2- 


like protein 


[Sorghum 


bicolor] 


Seq. No. 


33585 




Seq. ID 


OJ000251 


Gene No. 


69613 




Strand 


+ 


Start 


6544 




End 


11236 


Name 


OJ000251 35.0218 


.C6.o3.gs 


Method 


GENSCAN 


Start 


6992 




End 


10304 


GI 


none 




Score 


.56 


Exons 


6992. .8188, 8216 


..8707, 8730. 


.9570, 9751. .10304 


Seq. No. 


33585 




Seq. ID 


OJ000251 



33651 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



69613 Strand + 

6544 End 11236 

OJ000251_35 . 0218 . C6 . o2 . gp ' Method AAT/GAP 

6996 End 11085 

342_1.R1084 Score 6639 

6996. .10388, 10507 .. 10611, 10721. .11085 

, 4574406/gb|AAD24042.1| 0.0e+00 (AF121139) RIM2 protein [Oryza 
sa.tiva] ■ 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



33585 
69613 
6544 

OJ000251_35.0218.C6.o6.gp 
6996 

342 1.R1084 



Seq. ID 
Strand 
End 

Method 
End 

_ Score 
6996.. 10388, 10507 10611, 10721.. 11058 

, 4574406/gb|AAD24042.1| 0.0e+00 (AF121139) RIM2 protein [Oryza 
sativa] * 



OJ000251_35.0218.C6 
+ 

11236 
AAT/GAP 
11058 
6589 



Seq. No. 

Gene No. 

Stant^^.^ 

JNfame..;.. 

-Starts-- 

GI 

Exons 

GI Descrip. 



.33585 
69613 
_6.5_4.4_ 



'6996— - - 

342_1.R1084 

6996. .10388, 10507 10611, 



Seq. ID OJ000251_35.0218.C6 
Strand + 

.-...-■.■■-End, .„ . ■.11236 

^-JtethQdL,-, . ..AAT/GAP^. , 

End- ' "- : 110-64— — •■ '■* 

Score 6601 
10721.. 11064 



' 4574406/gb|AAD24042.1| 0.0e+00 (AF121139) RIM2 protein [Oryza 
sativa] 1 



Seq. No. 33585 

Gene No. 69613 

Start 6544 

Name OJ000251_35 . 02 18 . C6 . o3 . gp 

Start 6996 

GI 342_1.R1084 

Exons 6996.. 10388, 10507 .. 10611 , 
GI Descrip. 



Seq. ID 
Strand 
End 

Method 
End 
Score 
10721. .11087 



OJ000251_ 
+ 

11236 
AAT/GAP 
11087 
6643 



35. 0218. C6 



? 4 574 406/gb|AAD24042. 1 1 
sativa] 1 



0.0e+00 (AF121139) RIM2 protein [Oryza 



Seq. No. 33585 
Gene No. 69613 
Start 654 4. 

Name ■ • OJ0002-51__35.Q2l8.C6.o4.gp 
Start ' . "6996 

GI 342_1.R1084 
Exons 6996.. 10388, 10507. 

GI Descrip. 1 4 574 406/gb | AAD24042 . 1 | 
sativa] ' 



Seq. ID OJ000251_ 
Strand + 
End 11236 
Method .AAT/GAP ■ 
End ' " 11066 " 
Score 6605 
10611, 10721.. 11066 
0.0e+00 (AF121139 



35.0218-.C6 



RIM2 protein [Oryza 



Seq. No. 33585 Seq. ID 

Gene No. 69613 Strand 

Start 6544 End 

Name OJ000251_35 . 0218 . C6 . o7 . gp Method 

Start 7139 End 

GI 342_1.R1084 Score 

Exons 7139.. 10388, 10507 .. 10611 , 10721.. 11236 
GI Descrip. 1 4574406/gb | AAD24042 . 1 | 0.0e+00 (AF121139) 



OJ000251_ 
+ 

11236 
AAT/GAP 
11236 
6706 



35. 0218. C6 



RIM2 protein [Oryza 



33652 



sativa] 



Seq. No. 33585 

Gene No. 69613 

Start 6544 

Name OJ000251_35 . 0218 . C6 . 08 . gp 

Start 7143 

GI 342_1.R1084 
Exons • 7143. .10388, 10507 10611, 
GI Descrip. 



Seq. ID 
Strand 
End 

Method 
End 
Score 
10721. .11236 



OJ000251_ 
+ 

11236 
AAT/GAP 
11236 
6705 



35. 0218. C6 



'4574406/gb|AAD24042.1| 0.0e+00 (AF121139) 
sativa] * 



RIM2 protein [Oryza 



Seq. No. 33585 Seq. ID 

Gene No. 69614 Strand 

Start 3497 End 

Name OJ000251_35 . 0218 . C6 . o2 . gs Method 

Start 34 97 End 

GI none Score 

Exons 3497.. 3586, 4068.. 4088 



OJ000251_35.0218.C6 

4088 
GENSCAN 
4088 
.82 



Seq. No. 

.-Gene ,.Np,._„ 

Name'--' - 

Start 

GI 

Exons 



33585 

„. 6.9,615^^. 

_73.4l:_ 

- 0 JO 0 025 1_3 5 . 0-21 8 ; C6 . o4 vt w 
7343 



Seq. ID 

.._atxanpL_ 

- Method 
End 
Score 



OJ000251 35. 0218. C6 



.1633.. 



TBLASTX: Wheat- 
7699 

none Score 95 

7343. .7450, 7362. .7592, 7433. .7684, 7434. .7637, 7441. .7683, 
7442. .7699, 7444. .7686 



Seq. No. 


33585 








Seq. ID 


OJ000251_35.0218.C6 


Gene No. 


69616 








Strand 




Start 


7616 








End 


8488 


Name 


OJ000251 35 


.0218 


.C6.ol. 


ts 


Method 


TBLASTX: Soybean 


Start 


7616 








End 


8044 


GI 


none 








Score 


97 


Exons 


7616. .7690, 


7691 


. .7753, 


7748. 


.8044, 7£ 


J02. .8026 


Seq. No. 


33585 








Seq. ID 


OJ000251J35.0218.C6 


Gene No. 


69616 








Strand 




Start 


7616 








End 


8488 


Name 


OJ000251 .35 


.0218 


.C6.o2. 


tc 


Method 


TBLASTX: Cress 


Start 


7777 








End 


8125 




none • , 








■Score, 


*3p9 / . 


Exons . 


' llll '. .7929, 


7784* 


.8125, 


iswl 


.8106 


Seq. No. 


33585 








Seq. ID 


OJ000251_35.0218.C6 


Gene No. 


69616 








Strand 




Start 


7616 








End 


8488 


Name 


OJ000251 35 


.0218 


C6.o2. 


tw 


Method 


TBLASTX: Wheat 


Start 


7913 








End 


8382 


GI 


none 








Score 


72 


Exons 


7913. .7966, 


7 921 


.7965, 


7967. 


.8071, 7978. .8067, 8075. .8173, 




8080. .8172, 


8153 


.8377, 


8173. 


.8382, 8176. .8382 


Seq. No. 


33585 








Seq. ID 


OJ000251_35.0218.C6 


Gene No. 


69616 








Strand 




Start 


7616 








End 


8488 



33653 



\ 




Name 


OJ000251 35 


. 0218 


C6 . ol . 


tm 


Method 


TBLASTX: Maize 




Start 


7958 ~~ 








End 


8416 




GI 


none 








Score 


235 




Rxons 

i~J *\ \J 11 w 


7958. 8206. 


7970 


.8203, 


7978 


..8211, 8222. .8416 




Seq. No. 


33585 








Seq. ID 


OJ000251_35.0218 


,C6 


Gene No. 


69616 








Strand 






Start 


7616 








End 


8488 




Name 


OJ000251 35 


. 0218 . 


C6.o2 . 


ts 


Method 


TBLASTX : Soybean 




Start 


8246 ~ 








End 


8488 




GI 


none 








Score 


216 




Exons 


8246 . . 8488 














Seq. No. 


33585 
~j *j +j w *j 








Seq. ID 


OJ000251_35.0218 


. C6 


Gene No. 


69617 








Strand 






Start 


O A 1 "7 
OH 1 1 








End 


8897 




Name 


OJ000251 35 


. 0218 . 


C6 . o3 . 


tw 


Method 


TBLASTX: Wheat 




Start 


8477 ~~ 








End 


8897 




GI 


none 








Score 


102 




Rxons 

l_j ilk,; 


8477 8593 


8479 . 


. 8622, 


8600 


..8746, 8 


602. .8748, 8730. .8 


397 




8730. . 8888, 


8822 . 


. 8896 










_S.e£j i,l!No."..._ 







■ " — 




_Saq ID O.J0.a0.25X-35^.0.2.La 






- 6961-8 -— '-■ - ■ - 








- Strand 






Start 


8912 








End 


10229 




Name 


OJ000251 35 


0218. 


C6.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


8912 








End 


10229 




GI 


none 








Score 


880 




F.xnns 


8912. .9643, 


8913. 


. 9830, 


94 98 


..9815, 9825..9869, 9829. .9864, 




9872. .9967, 


9876. 


. 9935, 


9914 


. .10054, 


9915.. 10055, 10068 


. .10 




10137. .10229 












Seq. No. 


33585 








Seq. ID 


OJ000251_35.0218 


.C6 


Gene No. 


69618 








Strand 






Start 


8912 








End 


10229 




Name 


OJ000251 35. 


0218. 


C6 . o2 . 


tm 


Method 


TBLASTX: Maize 




Start 


8955 








End 


9269 




GI 


none 








Score 


318 




Exons 


8955.. 9269, 


8966. 


.'9241, 


9039 


. .9269 






Qpn No 


33585 








. Seq. ID 


OJ000251_3.5.0218 


C6 


Gene No. 


69618 








Strand 






Start". 


8912 






4 


/End 


10529 , 




Name 


OJOOO'251 35. 


0218. 


C6 . ol . 


tc 


Method 


TBLASTX: Cress 




Start 


9196 








End 


9648 




GI 


none 








Score 


175 




Exons 


9196. .9378, 


9200. 


. 9637, 


9200 


..9643, 9204. .9647, 9210. .9647, 




9397. .9648 














Seq. No. 


33586 








Seq. ID 


OJ000251_35.0218 


C7 


Gene No. 


69619 








Strand 


+ 




Start 


1 








End 


4825 




Name 


OJ000251 35. 


0218. 


C7.ol. 


gp 


Method 


AAT/GAP 




Start 


1 








End 


4825 




GI 


LIB3477-003- 


Pl-Kl 


-E9 




Score 


159 





Exons 1..84, 4788.. 4825 

GI Descrip. ' 24 9858 6/sp | Q4 0638 | MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 



33654 




S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 





oa LI Vet J 










Seq. No. 


33586 






Seq. ID 


OJ000251_35.0218.C7 


Gene No. 


69619 






Strand 


+ 




i 






End 


4825 




U v* U jl. J i. J J 


.0218 


.C7.ol.np 


Method 


AAT/NAP 


O L a X. u 


P!7S ~ 

O / -J 






End 


4568 




4 680204 






Score 


1048 




87S 2310 


2385. 


.3481, 3591. 


.3764, 3861. .4080, 4431. .4568 




/ Z\TT1 14171 \ 


hypothetical protein [Sorghum bicolor] 


Seq. No. 


33586 






Seq. ID 


OJ000251_35.0218.C7 


Gene No. 


69619 






Strand 


+ 




i 
x 






End 


4825 




0.10002^1 ?S 


.0218 


. C7.ol.gs 


Method 


GENSCAN 




ft Q0 ~ 
O -? u 






End 


4586 




none 






Score 


.66 


Exons 


ft QO 21 4 


2173. 


.2310, 2385. 


.2526, 2710. .3481, 3591. .3764, 




^Rfil ^Q71 


4223 


..4352, 4401 


. .4586 




Qpa No 


33586 


— ■ -•■ 




„^.Sec3,.„^ID^ 


™Q J0.0.Q2.5.LJ3.5 0 2 1.8....CjL 


..Gene .No.. ..... 


in69^2n...L^Z 






-...-.Strand.. - 




Start - 


4865- - 




..... 


End • 


5005 ' : 


Name 




.0218 


.C7.o2.gp 


Method • 


AAT/GAP 


C +- a r-t" 


4 ft 6S ~ 






End 


5005 


pt 


9 1 474 1 R1 n 


84 




Score 


229 


IT 1 -vr /—i fl O 


4ft6S ~SD0S 

40OJ • . JUUJ 










(~1 T n^Qpri o 


1 ^ft Q4 1 SQ 2 


Oe-10 


(AC005312) 


hypothetical protein [Arabidop 




Lnalxdlla J 










Seq. No. 


33586 






Seq. ID 


OJ000251_35.0218.C7 


Gene No. 


69621 






Strand 




O Lai L 


8715 






End 


12278 


Name 


O.T0D02S1 ^S 


.0218 


.C7.ol.tw 


Method 


TBLASTX: Wheat 


Of- a ■V-+- 


1 SI ft — 
x o x o 






End 


1921 










Score 


60 


LjAUI iO 


1 SI ft 1 fiSft 


i :i o 
IDlO 


1^*5/1 -icon 


..1756, 1520. .1669, 1621. .1788 




1 7 S 1 1Q91 

X / OX. ■ X :/ ^ X 










Seq. No. 


33586 






Seq. ID 


OJ000251_35.0218.C7 


OCl 1C L\L> . 


U Zs \J 1. 






■ Strand 




q-t- ^ r~f- 
OLaiL 


' ft 7 1 S 






. :End 


12278 " • 


Name . 


n.Tnnn^si ^s 


.0218 


C7.o2.tw".** ' 


Method 


TBLASTX: Wheat. 


u Lai L 


"34 0ft ~~ 

J4UO 






End 


3930 


O .L 


nnnp 






Score 


60 


DAUllO 


"340ft ^4ftft 

J4UO . .0*100/ 


3577 


.3759, 3627 


..3752, 3859. .3930 


Seq. No. 


33586 






Seq. ID 


OJ000251_35.0218.C7 


Gene No. 


69621 






Strand 




Start 


8715 






End 


12278 


Name 


OJ000251 35 


.0218. 


C7.o2.gs 


Method 


GENSCAN 


Start 


8715 






End 


12278 


GI 


none 






Score 


.5 




8715 . .8813, 


8847 . 


.8954, y027 


..9061, 12119.. 12278 


Seq. No. 


33586 






Seq. ID 


OJ000251_35.0218.C7 



33655 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



69621 Strand 
8715 End 12278 

OJ000251_35.0218.C7.o3.gp -Method AAT/GAP 
10496 End 10771 

LIB3434-035-P1-K1-A7 Score 342 

10496. .10771 

1 54 41876/dbj | AP000367 . 1 | AP000367 1.0e-114 Oryza sativa genomic 
DNA, chromosome 2, clone : P04 37H03 {contig b) ' 



33587 
69622 
284 

OJ000251_35.0218.C8.ol.np 
284 

4836883 



Seq. ID OJ000251_35.0218.C8 

Strand + 

End 2510 

Method AAT/NAP 

End 2495 

Score 401 



284. .492, 651. .1114, 1333. .1601, 1721. .1820, 1915. .2031, 
2281. .2495 

(AC007260) lcl|prt_seq No definition line found [Arabidopsis 
thaliana] 



Seq. No. 


33587 


. ,Gen e t ,.Na.^ 


„..69.622,..„_ 


.Starts 


„2a.L.„ ',. 


Name 


■ OJ000251 , 


Start 


305 


GI 


none 


Exons 


305. .499, 


Seq. No. 


33587 


Gene No. 


69622 


Start 


284 


Name 


OJ000251 ; 


Start 


401 


GI 


none 


Exons 


401. .419, 



Seq.- No. 

Gene No. 

Start 

Name 

Start 

GI.' 

Exons" 

GI Descrip. 



Seq. ID OJ000251_35.0218.C8 

^„-.S t rand., i_ „ _ 

.„.„.„,„.... _„End l_-..l5.ia:r.^Zl™^Z-IJI 

;02i8;C8.o2.tc Method - TBLASTX : Cress - - r - — 

End 1601 
Score 186 



Seq. ID OJ000251_35.0218.C8 
Strand + 
End 2510 
0218.C8.ol.gs Method GENSCAN 

End 2183 
Score .81 
0..975, 1073. .1225, 1350. .1601, 1721. .1810, 
1908. .1986, 2077. .2183 

33587 Seq. ID OJ000251_35 . 0218 . C8 

69622 Strand + 

284 End 2510 

OJ000251_35.0218.C8.ol.gp Method AAT/GAP 

939 End 241,3 

'32731_1;R1084.* ': -Score . 1530 

939. .975, 1073.. 1225, 1350 . .1601, ' 1721 .. 181*0, 1908.. 1986;" 
2077. .2183, 2286. .2413 

, 5852182/emb | CAB55420.il 9.0e-13 (AL117265) zhb0012.1 [Oryza 
sativa] 1 



Seq. No. 33587 

Gene No. 69622 

Start 284 

Name OJ000251_35 . 0218 . C8 . o2 . np 

Start 1422 

GI 6635860 

Exons -1422.. 1601, 1721.. 1788, 1888. 
GI Descrip. 



Seq. ID OJ000251_35.0218.C8 

Strand + 

End 2510 

Method AAT/NAP 

End 2510 

Score 313 
.1986, 2077. .2183, 2286. .2510 



(AF216313) cytochrome P450 [Helianthus annuus] 



33656 






J JJO / 






Seq. ID 


OJ000251_35.0218.C8 


Gene No. 


69622 






Strand 


+ 


Start 


284 






End 


2510 


Name 


Ol70002S1 35 0218 


•C8.ol.tc 




Method 


TBLASTX: Cress 


Start 


1714 ~~ 






End 


2417 


GI 


none 






Score 


69 




1714 1788 1718 

X / X M . • J- 1 \J \J f X r X U 


..1816, 18 


96. 


.1988, 1907. .1987, 2076. .2180, 




2076 2180 2301 


..2417, 2309. 


.2386 




OC^i IN \J . 


33587 






Seq. ID 


OJ000251_35.0218.C8 


Gene No. 


69622 






Strand 


+ 


Start 


284 






End 


2510 


Name 


OJ000251 35 0218 


.C8.ol.tm 




Method 


TBLASTX: Maize 


Start 


1714 _ 






End 


2201 


GI 


none 






Score 


59 




1714 1812 1714 

X / X T . • X O X £. , X / X ^ 


..1815, 1718. 


.1816, 1881. .1988, 2076. .2201, 




2076 2180 










Seq. No. 


33588 






Seq. ID 


OJ000251_35.0218.C9 


Gene No. 


69623 






Strand 


+ 


Start 


979 






End 


2270 


LNcUUt: - 




..C9_..ql ,. ; gs. 




.Methods 


. .GENSCAN 


..j-Lal U . — — — ^ • 


579 ^ 






..End„VV 


„ -2 2 20,' IV. V. ~VV. 


GI - - 


*none ■ ■ 






Score 


.75 - " 


LiAUllO 


J f J • . 1UOO / X -7 / J • 


.2270 








O C ^ • LN ^ • 


JJ JOO 






Seq. ID 


OJ000251_35.0218.C9 


Gene No . 


69624 






Strand 




Start 


238 






End 


624 


Name 


OJ000251 35.0218 


.C9.ol.gp 




Method 


AAT/GAP 


Start 


238 






End 


624 


(IT 


32731 1.R1084 






Score 


639 




238. . 624 










f^IT Dp Qpr i n 


f 5852182/emb|CAB55420. 1 | 9 


.0e 


-13 (AL117265) zhb0012.1 [Oryza 




sativa] 1 










Seq. No. 


33588 






Seq. ID 


OJ000251_35.0218.C9 


Gene No. 


69625 






Strand 




Start 


1970 






End 


7688 


Name 


OJ000251 35.0218 


.C9.ol.np 




Method 


AAT/NAP 


Start 


1970 






End 


7688 


GI 


5852180 






Score 


401 



Exons'.' 1970.. 1986, 6357 .. 640T] , '7106 . .7517 , '7569.. 7688 



OJ000251_35.0218.C9 

7688 
GENSCAN 
7351 
.81 



OJ000251_35. 0218. C10 
+ 

1088 
AAT/GAP 



GI Descrip. (AL117265) zhb00010.1 [Oryza sativa]. 

Seq. No. 33588 Seq. ID 

Gene No. 69625 Strand' 

Start 1970 End 

Name OJ000251_35 . 0218 . C9 . o2 . gs Method 

Start 5548 ' End 

GI none Score 

Exons 5548.. 5714, 7069.. 7351 



Seq. No. 33589 Seq. ID 

Gene No. 69626 Strand 

Start 706 End 

Name OJ000251_35 . 0218 . C10 . o2 . gp Method 



33657 



Start 706 End 1088 

GI uC-osf Icyp033a04bl Score 656 

Exons 706.. 1088 

GI Descrip. 1 601684 5/dbj | AP000570 . 1 | AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 1 



Seq. No. 33589 

Gene No. 69627 

Start 2583 

Name OJ000251_35 .0218. C10 . o2 . np 

Start 2580 

GI 2443320 

Exons 2580.. 3586 

GI Descrip. (D85597) polyprotein [Oryza australiensis] 



Seq. ID OJ000251_35. 0218. C10 

Strand + 

End 3586 

Method AAT/NAP 

End 3586 

Score 1207 



Seq. No. 33589 

Gene No. 69627 

Start 2583 

Name OJ000251_35 . 0218 . C10 . o2 . gs 

Start 2583 

GI none 

.Exons 2583.... 3.251 



Seq. ID OJ000251_35. 0218. C10 

Strand + 

End 3586 

Method GENSCAN 

End 3251 

Score .71 



Seq. -No.- • • 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start . 
Name 
Start 
GI 

Exons 



33589 ■ - 

69628 
138 

OJ000251_35. 0218. C10. ol.gs 

138 

none 



Seq. ID ■ OJ000-251_35:021-8-e-l-0- 
Strand 

End 1995 
Method GENSCAN 
End 1995 
Score . 5 



138. .214, 686. .840, 937. .990, 1579. .1627, 1896. .1995 



33589 
69628 
138 

OJ000251_35. 0218. C10. ol.np 
639 

4680186 
639. .840 

(AF111709) unknown [Oryza sativa subsp. indica] 



Seq. ID OJ000251_35. 0218. C10 
Strand 

End 1995 

Method AAT/NAP 

End 840 

Score 313 



33589 
69629 

" 27-7.8 • - 

OJ000251__35 . 0218 . C10 . ol /tw 

2778 

none 

2778. .3122, 2957. .3124 



Seq. ID OJ000251_35. 0218. C10 
Strand 

End -312,4- 

Method TBLASTX : Wheat 

End 3124 

Score 220 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



33590 
69630 
1 

OJ000251_35.0218.Cll.ol.gp 
1 

342_1.R1084 
I . . 724 

'4574406/gb|AAD24042.1| 0.0e+00 (AF121139) RIM2 protein [Oryza 
sativa] 1 



Seq. ID OJ000251_35.0218.C11 

Strand 

End 925 

Method AAT/GAP 

End 724 

Score 1082 



33658 



Seq. No. 33590 Seq. ID 

Gene No. 69630 Strand 

Start 1 End 

Name OJ000251_35 . 0218 . Cll . ol . np Method 

Start 1 End 

GI 6742729 Score 

Exons 1..925 

GI Descrip. (AF121139) RIM2 protein [Oryza sativa] 



OJ000251_35. 0218. Cll 
925 

AAT/NAP 

925 

960 



Seq. No. 


33590 






f^onp No 


69630 






Start 


1 






Name 




3S 0?l 8 ri 1 ol 


. y 


Start 


22 






GI 


none 






Exons 


22. .211, 


234. .600 




Qpn No 


33590 






fl^np Mo 


69630 

\J Zs \J ~J U 








1 






Name 


O.T000PS1 


o?i a ni 0? 

_ _U -L.O... ^J-^J.. .^J^. 


.•-L..VV — .. 


...Start 


~ [.2.4L „.L._L-~I 


" "-"""'1" '-r *; " -r.-.r-T- 7; 




GI ' - 


none — ~ _ 




VIZ' 


Exons 


24 . . 14.0, 


24. .131, 141.. 


200 


lJ C ^ ■ LN • 








(7pnp No 


69630 

\j z> \j j yj 






J LOl L 


1 
j. 






Name 


OiT000?S1 


0?1 R HI ol 




Start 


235 






GI 


none 






F.xon *3 


235 . . 477 






Seq. No. 


33590 






Gpnp No 


69630 






Start 


1 






Name 


0.70002^1 


?S D91 ft PI 1 ol 


1-TT1 


Start 


^07 ~ 






GI 


n on ^ 
nunc 






Exon s 


jU / . .DUX, 


Jll . . 004,. JiZ 


. . 0 / D 


Seq. .No.. 


■ 33590 ' 






Gene* No. 


. 69630 






Start 


1 






Name 


OJ000251 


35. 0218. Cll. ol 


. tw 


Start 


341 






GI 


none 






Exons 


341. .547, 


346J. 549, 346 


. .549, 




652. .684, 


656.. 682, 670 


. .717, 


Seq. No. 


33591 






Gene No. 


69631 






Start 


173 






Name 


OJ000251 


35.0218.C13.ol, 


,gs 


Start 


173 




GI 


none 







Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End' 

.Meth.od.__. 
..End.__Jl 
Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



•Seq.-. ID. 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000251_35. 0218. Cll 
925 

GENSCAN 

600 

.41 



OJ000251 35. 0218. Cll 



925 

TBLAS.T.X :„Whe.at.„_ 

.20.6 .'_ 

-117 -■*-'■—--■:---■: - 



OJ000251_35. 0218. Cll 
925 

TBLASTX : Soybean 

477 

193 



OJ000251_35. 0218. Cll 
925 

TBLASTX: Maize 

684 

69 



OJ000251_35. 0218. Cll 
925 

TBLASTX: Wheat 

718 

139 

■ 550. .648, 551. .643, 



OJ000251_35.0218.C13 
+ 

422 

GENSCAN 

422 

.87 



33659 



R von s 


173 . . 422 








Seq. No. 


33592 




Seq. ID 


OJ000251 


Gene No. 


69632 




Strand 


+ 


Start 


478 




End 


V J 1 


Name 


OJ000251 35 0218 C14 


ol . gs 




f^RMQp AM 


Start 


478 ~~ 




End 


-? J 


GI 


none 




Score 




R v n n s 


478 . .599 








9^rr No 


j »j .? 






n,Tnnn9^i 

UU UUUi JJ. 


Gene No. 


69632 




Strand 


+ 


Start 


478 




End 


651 


Name 


OJ000251 35 0218 C14 


o 1 np 


Mfsl-hoH 

L IC LilUU 


AAT /NAP 


OUQi L 


4 78 _ 




FnH 


V J ± 


GI 


5852182 

*J U ■•J J. u ^> 




^ r* o r"<a 


J. .7 Zf 


r von 


478 651 








GI DescriD 


(AL117265) zhb0012 1 


[ Ory za 


>J Q 1 L Va J 




Seq. No. 


33593 




Seq. ID 


OJ000251 


Gene No. 


69633 




Strand 




.Start 






^.End„^ 


.2.40 


.Name.,.. 


- _L 'Q JOQ.O 25 1 Jl5.'.J] 21 £L-C 1 6 . 


al-..tra_,. 


1 Methods.. 


_.TBLASXX,:i 


Start 


„: 93 „ .... 




- ;L "End - J 


-'-24 0- 


GI 


none 




Score 


225 


Exons 


93. .230, 96. .227, 97. 


.240 







Seq. No. 33594 Seq. ID 

Gene No. 69634 Strand 

Start 101 End 

Name OJ000251_35 . 0218 . C17 . ol . gs Method 

Start 101 End 

GI none Score 

Exons 101.. 220 



OJ000251_35.0218.C17 
+ 

220 

GENSCAN 

220 

.68 



Seq. No. 33595 

Gene No. 69635 

Start 194 

Name OJ000251_35 . 0218 . C20 . ol . 

Start 194 

GI none 

Exons 194.. 292, 405.. 529 

Seq. No. 33596' 
Gene No. 69636 
Start 285 

Name OJ000251_35 . 0218 . C24 . ol . 

Start 285 
•GI none 

Exons 285.. 330, 407.. 497, 982. 

3626.. 3727, 3855.. 3965, 
5816. .5947, 6023. . 6112, 
7939. .8018, 8092. .8237, 



gs 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000251_35. 0218.C20 

529 ' ' 
GENSCAN 
529 
.77 



Seq. ID OJ000251_35.0218.C24 

Strand + 

End 8872 
gs Method GENSCAN 

End 8872 

Score . 8 
.1041, 1461. .1653, 2517. .2713, 
4753. .4851, 5378. .5465, 5571. .5698, 
6242. .6550, 7078. .7180, 7352. .7454, 
8804. .8872 



Seq. No. 
Gene No. 
Start 



33596 
69636 
285 



Seq. ID OJ000251_35.0218.C24 
Strand + 
End 8872 



33660 



Name 


OJ000251 35.0218.C24 .ol 


.np 


Method 


AAT/NAP 


Start 


390 




End 


*i O U J 


GI 


6562295 




Score 




Ex on s 


390. .497, 982. .1041, 1461. .1724, 2542. 


971 ^ ?69fi 1,191 




3855. .3965, 4601. .4666, 


4753. 


.4863 




GI Descrip. 


(AL133421) putative protein (fragment) 


rZ\rah"i HnnQ i q fha 1 *i anal 
[ni aJJiuuyolo l, I la J. ±alld J 


Sea No 


33596 




Seq. ID 


OJ000251_35.0218 .C24 


Gene No. 


69637 




Strand 




Start 


10143 




End 


10444 


Name 


OJ000251 35.0218.C24 . o2 


tm 


Method 


TBLASTX: Maize 


Start 


714 7 




End 


7469 


GI 


none 




Score 


140 


Exons 


7147. .7263, 7153. .7260, 


7154 . 


.7261, 7349;. 7468, 7350. .7469, 




7353. .7469 








Sea No 


33596 




Seq. ID 


OJ000251_35.0218 .C24 


Gene No. 


69637 




Strand 




Start 


10143 




End 


10444 


Name 


OJ000251 35.0218.C24.ol 


ts 


Method 


TBLASTX: Soybean 


Start 


7SQ7 




End 


8228 


G X . •_ 


„n.oae • 




^S.coxe- f ._ 


ISA . 


pvnns 


".is 9*i"/.. 17 IKrZnmi '~JjfC\ 


,3&?4l 


J3D IS ,_19A3. A.02X-J^Q~~&2nR,. . 




- 8091. -.8228 - - 


- * '"■ 








33596 




Seq. ID 


OJ000251_35.0218.C24 


Gene No. 


69637 




Strand 




Start 


10143 




End 


10444 


Name 




LIU 


Method 


TBLASTX: Maize 


Start 


7940 




End 


8869 


GI 


none 




Score 


126 


Exons 


7940. .8023, 7942. .8019, 


8075. 


.8224, 8090.. 8221, 8091. .8228, 




8819. .8869 








Seq. No. 


33596 




Seq. ID 


OJ000251_35.0218.C24 


Gene No. 


69637 




Strand 




art 


10143 




End 


10444. 


Name 


OJ000251 35 0218 C24 o2 


rr c 

y b 


Method 


GENSCAN 


Start 


10143 




End 


10356 


GI 


none 




Score 


.91 


Exon 

J—T <fc N^/ llkj 


10143. .10356 








Sea. No 


33596. • : ' ' ' 




'Seq.. ID 


OJ000251_35 . 0218 , C24 ' • 


Gene No. 


6963-) * 




Strand 




Start 


10143 




End 


10444 


Name 


OJ000251 35.0218.C24.o2. 


np 


Method 


AAT/NAP 


Start 


10149 




End 


10444 


GI 


3695392 




Score 


102 


Exon <=; 

1—1 *\ 1 1 *J 


10149. . 10444 








T riPQrr i n 


(AF096371) No definition 


line 


found [Arabidopsis thaliana] 


Seq. No. 


33597 




Seq. ID 


OJ000251_35.0218.C25 


Gene No. 


69638 




Strand 


+ 


Start,..- 


4604 




End 


6678 


Name 


OJ000251 35.0218.C25.o3. 


np 


Method 


AAT/NAP 


Start 


4538 




End 


6678 


GI 


6730737 




Score 


254 



33661 




F* von ^ 


4 S^fi M nQ 

i J JO i • *J d. \J J f 


SI 7Q SS?^ 


6647 


. .6678 






GT Dp^rri r> 

\_J X. W w ^ J- • 


I AC01884 9) 


h vpi oi'hp'ri o^l 


protein [Arabidopsis thaliana] 




Cprr No 


33597 






Seq. ID 


OJ000251 35.0218 


.C25 


Gene No. 


69638 






Strand 


+ 




Start 


4604 






End 


6678 




Name 


OJ000PS1 3^ 


091 ft C? 5 o? 


.gs 


Method 


GENSCAN 




Start 


4 604 _ 






End 


5857 




GI 


none 






Score 


.76 




R von ^ 


4604 4763 


4777 4ft^f) 


4899 


..5074, 5217. .5338, 5386. .5572, 




J U T ■ i J U J / 












Qprr No 


33597 






Seq. ID 


OJ000251_35.0218 


.C25 


Gene No. 


69639 






Strand 






Start • 


1 






End 


1255 




Name 


OJ000251 35 


.0218.C25.ol 


.np 


Method 


AAT/NAP 




Start 


1 — 






End 


1180 




GI 


\J *j \J Zs f 






Score 


742 




Fynn q 

l_i \w/ J. 1 o 




..816, 1003. 


.1180 








VJ J. O J. -i- * 


f AT.1 334 ?1 1 


putative protein 


[Arabidopsis thaliana] 




v ;Seg, v , JSf.q .„ ^ 


„3.3.5.SL7__„ 






^^§.eq, v ^JQ r 




-C2.5„ 


Gene .No... 








'„^S.trand.-„ 






Start-- - 


1 • ' • ■ ' : 






-■End' '■ • 


- -1-2-55 • ■- " ----- 


• ■ ■ 


LN GUI It. 


OJ000251 35 


.0218.C25.ol 


.gs 


Method 


GENSCAN 




q-H a rt 


21 






End 


1255 




GI 


none 






Score 


.74 




F 1 von q 


21. .523, 615. .798, 875. 


.911, 


1022. .1255 




Sea No 


33597 






Seq. ID 


OJ000251_35.0218 


.C25 


Gene No. 


69640 






Strand 






Start 


2019 






End 


4281 




Name 


OJ000251 35 


.0218.C25.o2 


.np 


Method 


AAT/NAP 




Start 


1949 






End 


4281 




GI 


2462744 






Score 


586 




F* von ^ 


1949. .3188, 


3814. .3864, 


4105 


. .4281 






C-rT Dp so tio 


(AC002292) 


Hypothetical 


protein [Arabidopsis thaliana] 




Seq. No. 


33597 






Seq'. ID 


OJ000251_35.0218 


C25 


Gene No. 


69640 






Strand 






Start 


2019 






End 


4281 




Name 


OJ000251 35 


. 0218.C25.o2 


gs 


Method 


GENSCAN 




Start 


'2019 ;. 






' End 


• 4164 . 




GI. 


none 






Score 


'.98. 




F von s 


2019. .3188, 


3814. .4164 












33597 






Seq. ID 


OJ000251_35.0218. 


C25 


Gene No. 


69641 






Strand 






Start 


6020 






End 


7328 




Name 


OJ000251 35 


.0218.C25.ol. 


ts 


Method 


TBLASTX: Soybean 




Start 


25 






End 


1121 




GI 


none 






Score 


107 




Exons 


25. .456, 29 


..319, 478. .516, 617. .805, 


732. .800, 1007 . . 1120, 




1020. .1121 












Seq. No. 


33597 






Seq. ID 


OJ000251_35.0218. 


C25 


Gene No. 


69641 






Strand 







33662 



Start 
Name 
Start 
'GI 

Exons 



6020 End 

OJ000251_35 . 0218 . C25 . o3 . tc Method 

25 End 

none Score 
25. .249, 26. .250 



7328 

TBLASTX: Cress 

250 

130 



Seq. No. 33597 

Gene No. 69641 

Start 6020 

Name OJ000251_35 . 0218 . C25 . o3 . tm 

Start 128 

GI none 

Exons 128. .313, 130. .459, 484. .516, 
1020. .1121 



Seq. ID OJ000251_35.0218.C25 
Strand 

End 7328 

Method TBLASTX : Mai ze 

End 1121 

Score 81 

617. .718, 731. .805, 1007. .1120, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

: „Expns.^_ 

Seq. 'No-. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



33597 
69641 
6020 

OJ000251_35 . 02 18 . C25 . o4 . tc 

364 

none 

^£4^.S3.^ 



Seq. ID OJ000251_35.0218.C25 
Strand 

End 7328 

Method TBLASTX: Cress 

End 775 

Score - 165 



-33597- • ------ ■ ------ »■ 

69641 
6020 

OJ000251_35.0218.C25.o4.tm 

2025 . 

none 

2025.. 2066, 2031.. 2240, 2056. 
2069. .2242 



Seq.- ID -OJ000251_35-. 02 1-8-- 6-2 5- 
Strand 

End 7328 

Method TBLASTX : Maize 

End 2242 

Score 85 

2229, 2056. .2241, 2058. .2237, 



Seq. No. 33597 

Gene No. 69641 

Start 6020 

Name OJ000251_35 . 0218 . C25 . o3 . ts 

Start 2406 

GI none 

Exons 2406.. 2519, 2553.. 2939 



Seq. ID OJ000251_35.0218.C25 

Strand - • 

End 7328 

Method TBLASTX : Soybean 

End 2939 

Score 231 



Seq. No. . 33597 

Gene No. 69641 

Start " ' * ■ 6020 . * " 

Name" OJ000251_35 . 0218'. C25 . o2 . tc 

Start 2670 

GI none 

Exons 2670.. 3215, 2718.. 3038, 3105. 



Seq. ID OJ000251_35,0218.C25 
Strand 

End 732? 

Method TBLASTX : Cress 

End 3230 

Score 63 
.3230 



Seq. No. 33597 

Gene No. 69641 

Start 6020 

Name OJ000251_35 . 0218 . C25 . ol . tm 

Start 2824 

GI none 

Exons . 2«24..3141, 2825.. 3151, 2826. 

3811. .3990, 3896. .3991 



Seq. ID OJ000251_35.0218.C25 
Strand 

End 7328 

Method TBLASTX : Mai ze 

End 3991 

Score 371 

.3170, 3141. .3191, 3144. .3191, 



33663 



Seq. No. 33597 Seq. ID 

Gene No. 69641 Strand 

Start 6020 .End 

Name OJ000251_35 . 0218 . C25 . ol . tc Method 

Start . 4546 End 

GI none Score 
Exons 



OJ000251_35.0218.C25 
7328 

TBLASTX: Cress 

5509 

213 



4546. .4719, 4547. .4810, 4559. .4765, 4897. .5079, 4898. .5095, 
5081. .5107, 5172. .5324, 5318. .5386, 5319. .5399, 5414. .5509, 
5419. .5508 



Seq. No. 33597 

Gene No. 69641 

Start 6020 

Name OJ000251_35 . 02 18 . C25 . o2 . ts 

Start 4546 

GI none 

Exons 4546.. 4719, 4547.. 4627, 4679. 

5172. .5297, 5318. .5401, 5319. 



Seq. ID OJ000251_35.0218.C25 
Strand 

End 7 328 

Method TBLASTX : Soybean 

End 5509 

Score 126 

,4810, 4907. .5095, 4912. .5079, 
,5396, 5444. .5509, 5452. .5508 



Seq. No. 33597 
Gene No. 69641 

_S±aEt.^„_^^^ 

. Kama. j^i^ C25_o,L tm„ 



Seq. ID OJ000251_35.0218.C25 
Strand 

-Mef horCIl _XBL AS ikjMa±ze. . „ . _ 



Start' - 


4 54-6 - - 








■End 


4 833 - -• 


- * ~~ -' — 


GI 


none 








Score 


125 




Fj x o n s 


4546 4734 


4547. 


.4627, 


4550. 


.4765, 4679. .4810, 


4R1D 4 


Seq. No. 


33597 








Seq. ID 


OJ000251 


_35.0218.C25 


Gene No. 


69641 








Strand 






Start 


6020 








End 


7328 




Name 


OJ000251 35 


.0218. 


C25.o2 


. tm 


Method 


TBLASTX: 


Maize 


Start 


4918 








End 


5494 




GI 


none 








Score 


144 




Exons 


4918. .5079, 


4919. 


.5095, 


4928. 


.5086, 50i 


31. .5107, 


5172. .5324, 




5192. .5323, 


5318. 


.5404, 


5319. 


.5405, 5407.. 5493, 


5411. .5494 


Seq. No. 


33597 








Seq. ID 


OJ000251 


_35.0218.C25 


Gene No. 


69641 








Strand 






Start 


6020 








End 


7328 




Name 


OJ000251 35 


.0218. 


C25.o4 


.np 


Method 


AAT/NAP 




Start 


6020 








End 


7328 




GI - 


5777617 








Score 


93 




Exons 


6020. .6117, 


7221. 


.7328 - 










GI ' Descrip . 


' (AJ245900) 


CAA30375.1 protein 


[Oryza sativa] 




Seq. No. 


33597 








Seq. ID 


OJ000251 


_35.0218.C25 


Gene No. 


69641 








Strand 






Start 


6020 








End 


7328 




Name 


OJ000251 35 


.0218. 


C25.o4 


gs 


Method 


GENSCAN 




Start 


6979 








End 


7200 




GI 


none 








Score 


.47 




Exons 


6979. .7200 














Seq. No. 


33598 








Seq. ID 


OJ000251 


_35.0218.C26 


Gene No. 


69b42 








Strand 


+ 




Start 


127 








End 


1246 




Name 


OJ000251 35 


.0218. 


C26.ol. 


gs 


Method 


GENSCAN 





33664 




Cfp r -|- 
J Lai L 


127 










1 0 L 

X ^ *i \) 




\3 X 


none 










10 




L-J S\ W 1U 


127. .341, 578. .1246 










Seq. No. 


33599 








Seq. ID 


OJ000251 


_35.0218.C27 


Gene No. 


69643 








Strand 






Start 


3309 








End 


5991 




Name 


OJ000251 35. 


0218"*C27.o3 


. tm 


Method 


TBLASTX : 


Ma i z e 


o lai l. 


1176 








End 


1868 




riT 
o X 


none 








Score 


42 






1176. .1211, 


1263 


. .1607, 


1674 


. .1745, 1773. .1868 




Seq. No. 


33599 








Seq. ID 


OJ000251 


_35.0218.C27 


Gene No. 


69643 








Strand 


- 




qf = rt 

O L, G X L, 


3309 








End 


5991 




Ma mo 


OJ000251 35. 


0218 


.C27 .ol 


. tc 


Method 


TBLASTX: 


Cress 


Start 


1623 








End 


1964 




ox 


none 








Score 


152 




F.yon ^ 


1623. .1868, 


1884 


. . 1964 










Seq. No. 


33599 








Seq. ID 


OJ000251 


_35.0218.C27 


Gene -,Np..,.,. : v 


.„ „6.964.3.___ 








...Strand. 






qf'o rt ' 


_3.3£9_._ 





. 




™..End. v .. 


V-5.99,L VVL' 






OJ000251' 35. 


0218 


.02-7 Vol 


. (_ o 


Method - 


" TBLASTX: 


Q cSa/V^o n — * 

ouy ucaii 


OLdi L 


1638 








End 


1973 




O X 


none 








Score 


197 






1638. .1973, 


1706 


. . 1750 , 


1785 


..1820, 1£ 


!02. .1966 




Jdlj t LN IJ • 


33599 








Seq. ID 


OJ000251 


J J ■ UlIO . ^ *L f 


OClltS LN (J • 


69643 








Strand 






Start 


3309 








End 


5991 




Name 


OJ000251 35. 


0218 


.C27.o2 


. tm 


Method 


TBLASTX: 


Maize 


Start 


3198 








End 


3501 




GI 


none 








Score 


45 




T? von 


3198. .3215, 


3231 


. 3287, 


J^. JO 


. .3267, 3262. .3294, 


J U J . • JiL 7 J ^ 




3279. .3380, 


3300 


. 3380, 


3401 


. .3481, 3402. .3497, 


J 4 W • . J J \J \J f 




3403 3501 














C f^rr Mo 

tJCLji IN \J * 


33599 








Seq. ID 


OJ000251 


1. c; 091ft P97 
JJ . UlIO .tz / 


Gene No. 


69643 








Strand 






Start 


33.09 








End 


5991 




IN CtiHC 


OJ000251 35. 


0218 


C27.o2 


. gs 


Method 


GENSCAN 




O Ld.i L, 


• 3309 








End : 


5991 ' 




O X 


* none 








Score 


.92 






3309. .3500, 


3623 


.3733, 


^Q^lft 

J^JO 


..4105, 4300. .4901, 


49Q6 SDQft 




5911. .5991 














O " . LN KJ * 


33599 








Seq. ID 


OJ000251 


071 ft C91 

JJ ■ \J £ X O . \^ Z. 1 


Gene No. 


69643 








Strand 






Start 


3309 








End 


5991 




Name 


OJ000251 35. 


0218. 


C27.o2 


.np 


Method 


AAT/NAP 




Start 


3354 








End 


5218 




GI 


6562303 








Score 


388 




Exons 


3354. .3403, 


3931. 


.4284, 


4378 


..4901, 4996. .5218 




GI Descrip. 


(AL133421) putative protein 


[Arabidopsis thaliana] 


Seq. No. 


33599 








Seq. ID 


OJ000251 


__35.0218.C27 



33665 



Gene No. 


69643 






Strand 




Start 


3309 






End 


5991 


Naine 


OJ000251 35. 


0218.C27.ol 


tm 


Method' 


TBLASTX: 


Start 


4291 ~ 






End 


4647 


GI 


none 






Score 


109 


Exons 


4291 . .4416, 


4299. . 4436, 


4299. 


.4436, 4441. .4644, 


Seq. No. 


33600 






Seq. ID 


OJ000251 


Gene No. 


69644 






Strand 


+ 


Start 


71 






End 


104 6 


Name 


OJ000251 35. 


0218 .C28 . ol 


crs 


Method 


GENSCAN 


Start 


71 ~ 






End 


1046 


GI 


none 






Score 


.48 


Exons 


71 . .236, 921 


. . 1046 








Seq. No. 


33600 






Seq. ID 


OJ000251 


Gene No. 


69645 






Strand 


+ 


Start 


2627 






End 


3239 


Name 


OJ000251 35. 


0218.C28.ol. 


np 


Method 


AAT/NAP 


Start 


2627 






End 


3239 


GI 


6498457 






Score 


74 


Exons.„ 


„2 62.7. ...265 5.,._. 


2.9.8J, V ^323.9.^ 









:£i_Des.qrj.p r .^XAP&0& ±.QL.a_r.eg.ian.^CLL.,the.„ 
--" — - ; • predicted - gene . ; hypothetical protein- [Oryza sativa] — 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 



33600 Seq. ID 

69646 Strand 

3124 End 

OJ000251_35 . 0218 . C28 . o2 . gs Method 

3124 End 

none Score 



OJ000251__35.0218.C28 

6292 
GENSCAN 
6253 
.76 



3124. .3269, 3727. .3858, 4416. .4602, 4766. .4932, 5770. .6253 

33600 Seq. ID OJ000251_35 . 0218 . C28 

69646 Strand 

3124 End 6292 

OJ000251_35 . 0218 . C28 . o2 . np Method AAT/NAP 

4401 End 6292 

6016874 Score 324 

4401. .4643, 6252. .6292 

(AP000570) ESTs CI 9.14 3 (E10020) , D25076 (R311.6) correspond to a 

region of the predicted gene.; Similar to putative AC 9 
transposase. (F i 03010) •[Oryza^sativa] . \ - . 

33600 Seq. ID OJ000251__35 . 0218 . C28 

69646 Strand 

3124 End 6292 

OJ000251_35 . 0218 . C28 . o3 . np Method AAT/NAP 

4723 End 4887 

6907084 Score ' 243 

4723. .4887 

(AP001129) hypothetical protein [Oryza sativa] 



33601 
69647 
1 

OJ000251_35. 0218.C2 9.ol.np 



Seq. ID OJ000251_35.0218.C29 

Strand + 

End 1567 

Method AAT/NAP 



33666 



Start 1 End 1567 

GI 2346986 Score 63 

Exons 1..103, 161.. 287, 1512.. 1567 
GI Descrip. (AB006605) ZPT3-3 [Petunia x hybrida] 

Seq. No. 33601 Seq. ID OJ000251_35 . 0218 . C2 9 

Gene No. 69648 Strand + 

Start 5255 End 8327 

Name OJ000251_35 . 0218 . C29 . o2 . np Method AAT/NAP 

Start 5255 End 8327 

GI 3451463 Score 179 

Exons 5255.. 5343, 6882.. 6945, 7719.. 7939, 8310.. 8327 

GI Descrip. (AL03134 9) hypothetical protein [Schizosaccharomyces pombe] 

Seq. No. 33601 Seq. ID OJ000251_35 . 0218 . C29 

Gene No. 6964 9 Strand 

Start 4894 End 7963 

Name OJ000251_35 . 0218 . C29 . o2 . gs Method GEN SCAN 

Start 4894 End 6914 

GI none Score .81 

Exons 4894.. 5264, 6734.. 6914 



r—Seq.. -No_,_.._3.36.01 „. J1T^„ T _ Z~Seq.^j:i^ 

'- Gene- No-.- - ■ -69649*- ■— - - -- ■■- - • - Strand - ; ------- -. 

Start ■ 4894 End 7963 

Name OJ000251_35 . 02 18 . C29 . ol . tm Method TBLASTX : Maize 

Start 6802 End 7955 

GI none Score 65 

Exons 6802. .6837, 6882. .6947, 6898. .6948, 7710. .7901, 7719. .7955, 

7720. .7932 

Seq. No. 33601 Seq. ID OJ000251_35 . 0218 . C29 

Gene No. 69649 Strand 

Start 4894 End 7963 

Name OJ000251_35 . 0218 . C29 . ol . ts Method TBLASTX : Soybean 

Start 6808 End 7963 

GI none Score 41 

Exons 6808. .6837, 6897. .6944, 6898 .. 6948, ■ 7719 7955, 7721. .7954, 

7841. .7963 

Seq.. No. 33602 Seq. ID 0 J00025 1_35 . 02 18 . C30 

Gene No. . . 69650,. ...... Strand +. 

Start . '* 68.. . , End. 2123 

Name OJ000251_35 . 02 18 , C30 . ol . gs ' Method ' GENS CAN 

Start 68 End 2078 

GI none Score .87 

Exons 68.. 478, 925.. 1044, 1636.. 1746, 1994.. 2078 

Seq. No. 33602 Seq. ID OJ000251_35 . 02 18 . C30 

Gene No. 69650 Strand +. 

Start 68 End 2123 

Name OJ000251_35 .0218. C30 . ol . tm Method TBLASTX : Maize 

Start 362 End 2123 

GI ■ none Score 156 

Exons 362. .496, 364. .477, 908. .1009, 925. .1008, 1633. .1743, 

1635. .1748, 1635. .1742, 1813. .1914, 1827. .1916, 1832. .1915, 
1991. .2050, 1992. .2123, 1993. .2043, 1997. .2056 



33667 



Seq. No. 33603 

Gene No. 69651 

Start 179 

Name OJ000251_35 . 0218 . C31 . ol . gs 

Start 179 

GI none 

Exons 179.. 315 



Seq. ID OJ000251_35.0218.C31 

Strand + 

End 315 

Method GEN SCAN 

End 315 

Score .59 



Seq. No. 33604 

Gene No. 69652 

Start 592 

Name OJ000251_35 . 0218 . C32 . ol . gs 

Start 592 

GI none 
Exons 



Seq. ID OJ000251_35.0218.C32 

Strand + 

End 2803 

Method GENSCAN 

End 2803 

Score .79 



592. .807, 1006. .1485, 2066. .2272, 2377. .2514, 2582. .2803 



Seq. No. 33604 Seq. ID OJ000251_35 . 0218 . C32 

Gene No. 69653 Strand + 

Start 2741 End 3241 

Name OJ000251_35 . 0218 . C32 . ol . gp -Method AAT/GAP 

_S^rt^.^.:_^^,2 : 7Al„,^^ T , r--.^^^ ■ rCT-Wx .™. ,EndL : _ ■ 32 41 _ . - 

... Gl;__; none , :.„..l-V." JS-coie.. ..-,-698 ..~ I. 

Exons - 2741 r. 2781,- 2916. .3241- 

Seq. No. 33604 Seq. ID OJ000251_35 . 0218 . C32 

Gene No. 69654 Strand 

Start 3867 End 7595 

Name OJ000251_35 . 0218 . C32 . ol . np Method AAT/NAP 

Start 3867 End 7595 

GI 6721550 Score 1244 

Exons 3867.. 6323, 7171.. 7595 

GI Descrip. (AP001073) Similar to Oryza sativa gene for Pib (AB013448) 



Seq. No. 


33604 






Seq. ID 


OJ000251_35.0218.C32 


Gene No. 


69655 






Strand 




Start 


8732 






End 


11078 


Name 


OJ000251 


35.0218.C32 


. ol . tm 


Method 


TBLASTX: Maize 


Start 


589 






End 


1323 


GI 


. none 






Score 


297 


Exons 


589. .807, 


589. .714, 


591. .812, 


1003. .1323, 1003. .1323 


-Seq... No. 


33604 * ' 






• Seq. ■ ID 


OJ000251_35.0218 .C32 


Gene No. 


/ 69655 _ ' 






Strand 




Start 


8732 






End 


11078. 


Name 


OJ000251 


35.0218.C32 


.ol.ts - 


Method 


TBLASTX: Soybean 


Start 


613 






End 


2131 


GI 


none 






Score 


193 


Exons 


613. .807, 


669. ..806, 


1003. .148 


8, 1119.. 


1487, 2066.. 2131 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



33604 
69655 
8732 

OJ000251_35 . 0218 . C32 . o3 . tm 

1324 

none 



Seq. ID OJ000251_35.0218.C32 
Strand 
End 

Method 
End 
Score 



11078 

TBLASTX: Maize 

2130 

234 



1324. .1488, 1326. .1499, 1326. .1490, 2065. .2130, 2066. .2128 



33668 



Seq. No. 


33604 








Seq. ID 


OJ000251_35.0218.C32 


Gene No . 


69655 








Strand 




Start 


8732 








End 


11078 


Name 


OJ000251 35 


. 0218 


. C32 . o2 


. tc 


Method 


TBLASTX: Cress 


Start 


1393 ~ 








End 


2272 


GI 


none 








Score 


100 


Exons 


1393. . 1488, 


2063 


. . 2272, 


2063. 


.2260, 2077.. 2262 


Seq. No. 


33604 








Seq. ID 


OJ000251_35.0218.C32 


Gene No. 


69655 








Strand 




Start 


8732 








End 


11078 


Name 


OJ000251 35 


. 0218 


,C32.o2 


. tm 


Method 


TBLASTX: Maize 


Start 


2371 ~~ 








End 


9408 


GI 


none 








Score 


69 


Exons 


2371. .2514, 


2373 


. .2450, 


2374 . 


.2517, 2581. .2757, 2582. .2752, 




2628 . . 2771, 


2643 


. . 2759, 


9265 . 


.9408 




Seq. No. 


33604 








Seq. ID 


OJ000251_35.0218.C32 


Gene No. 


69655 








Strand 




Start 


8732 








End 


11078 


_.Name_,.-u— _ 


OJ000251 35 


..021.8. 


C32 o3 


. ts 


_Meth.od.„ 


..._TBLAS.TX.:.So.ybean. . 


-S.tar,t 










VEndV.'...*l~ 


-9.020 ______ 


GI 


none 








Score 


167 - - 


Exons 


2374 . . 2514 , 


2374 


2514, 


2584 . 


.2739, 2588.-2752, 8889.. 9020 


Seq. No. 


33604 








Seq. ID 


OJ000251_35.0218.C32 


Gene No . 


69655 








Strand 




Start 


8732 








End 


11078 


Name 


OJ000251 35 


. 0218 


. C32 . ol 


, tc 


Method 


TBLASTX: Cress 


Start 


2407 ~ 








End 


2764 


GI 


none 








Score 


127 


Exons 


2407 . . 2517 , 


2413 


. . 2514 , 


2582 . 


.2752, 2587. .2745, 2609. .2764 


Seq. No. 


33604 








Seq. ID 


OJ000251_35.0218.C32 


Gene No. 


69655 








Strand 




Start 


8732 








End . 


11078 


Name 


OJ000251 35 


. 0218 


. C32.o2 


ts 


Method 


TBLASTX : Soybean 


Start 


4706 ~ 








End 


5803 


GI 


none 








Score 


62 


Exons 


4706. . 4903, 


5054 


. . 5269, 


5162 . 


.5266,. 5267. .5497, 5352. .5405, 


-* 


5519. . 5617, 


5529 


. . 5618, 


5618 . 


.5803 




Seq. No. 


33604 








# 

Seq. ID 


OJ000251_35.0218.C32 


Gene No. 


69655 








Strand 




Start 


8732 








End 


11078 


Name 


OJ000251 35 


0218 


C32 . ol . 


tw 


Method 


TBLASTX: Wheat 


Start 


4892 ~ 








End 


5341 


GI 


none 








Score 


72 


Exons 


4892 4957, 


5060 


. 5341, 


5090 . 


.5260, 5297.. 5341 


Seq. No. 


33604 








Seq. ID 


OJ000251_35.0218.C32 


Gene No. 


69655 








. Strand 




Start 


8732 








End 


11078 


Name 


OJ000251 35. 


0218, 


C32.o3. 


tc 


Method 


TBLASTX: Cress 


Start 


4994 








End 


6148 


GI 


none 








Score 


65 



33669 



Exons 



4994. .5074, 5111. .5284, 5291. .5449, 5519. .5611, 5777. .5869, 
6086. .6148 



Seq. No. 33604 

Gene No. .69655 

Start 8732 

Name OJ000251_35 . 0218 . C32 . o4 . tm 

Start 5096 

GI none 

Exons 5096.. 5290, 5297.. 5443 



Seq. ID OJ000251_35.0218.C32 
Strand 

End 11078 

Method TBLASTX : Maize 

End 54 4 3 

Score 121 



Seq. No. 33604 

Gene No. 69655 

Start 8732 

Name OJ000251_35 .0218. C32 . o2 . tw 

Start 5351 

GI none 
Exons 



Seq. ID OJ000251_35.0218.C32 
Strand 

End 11078 

Method TBLASTX : Wheat 

End 5603 

Score 67 



5351. .5497, 5352. .5405, 5519. .5599, 5538. .5603 



Seq. ID OJ000251__35.0218.C32 
Strand - 

..End 11 0-7 8 



Seq. No. 33604 

Gene No. 69655 

.•Start. 8732, _.. ._. : .^ r .„_, „___._,-._,_._., : _ s 

. Name 0 J00a2.5l_.35 ..021 8. . C32.. o*5 I tm Method ........TBLASTX: Maize. _. 

Start 5519 - End - - 5896 — - 

GI none Score '68 

Exons 5519. .5599, 5520. .5600, 5630. .5689, 5723. .5857, 5724. .5849, 
5732. .5896 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI • . 

Exons 

GI Descrip. 



33604 
69655 
8732 

OJ000251_35 . 0218 . C32 . o3 . np 
8732 
3540201 
8732. .8766, 1087 9. . 11078 

(AC004260) Putative nuclear protein [Arabidopsis thaliana] 



Seq. ID OJ000251_35.0218.C32 
Strand 

End 11078 

Method AAT/NAP 

End 11078 

Score 32 



33605 
69656 
1 

OJ0.00251_35.0218 .C33.ol.np 
1 

2078483 



Seq. ID OJ000251_35. 0218.C33 

Strand + 

End 9677 

Method AAT/NAP. 

End 9677 

Score'' 287 ' ' ■ # 



1..215, 3434.. 3877, 7011.. 7538, 9396.. 9677 

(U43200) antifreeze glycopeptide AFGP polyprotein precursor 
[Boreogadus saida] 



Seq. No. 33605 

Gene No. 69656 

Start 1 

Name OJ000251_35 . 0218 .C33 . ol . gs 

Start 42 

GI none 

Exons 42. .87, 417. .484 



Seq. ID OJ000251_35.0218.C33 

Strand . + 

End 9677 

Method " GENSCAN 

End 484 

Score . 5 



Seq. No. 
Gene No. 



33605 
69657 



Seq. ID OJ000251_35.0218.C33 
Strand 



33670 



Start 


3417 










End 


3875 


Name 


OJ000251 35 


. 0218 


.C33 


o2 . 


OS 


Mot" hnH 


\J Hi Vh O t\ IN 


Start 


3417 ~~ 










End 


3875 


GI 


none 










Score 


1 


Exons 


3417. .3875 














Seq. No. 


33605 










Seq. ID 


OJ000251 


Gene No. 


69658 










Strand 




Start 


6982 










End 


7657 


Name 


OJ000251 35 


0218 


. C33. 


ol . 






AAT /HAP 


Start 


6709 










End 


7657 


GI 


none 










Score 


1811 


Exons 


6709. .7657 














Seq. No. 


33605 










Qpn TP) 




Gene No. 


69658 










Strand 




Start 


6982 










End 


7657 


Name 


OJ000251 35. 


0218 


.C33. 


o4. 


gs 


Method 


GENSCAN 


Start 


6982 








End 


7608 


GI 


none 










Score 


.98 


Exons . 


6982. .7608 















f!f I 
W 

O 

w 
o 
ill 

o 

\\ 

o 



..Seq ..-.No. 
Gene No . 
Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

•Start 

GI 

Exons 



.33605 _ _ 

69659 - 

8647 

OJ000251_35 . 0218 . C33 . ol . tm 

2281 

none 

2281. .2598, 2282. .2593, 2685. 

33605 
69659 
8647 

OJ000251_35.0218.C33.ol.tw 

2480 
none 

2480. .2611, 2611. .2847, 2616. 



33605 
69659 
8647 

OJ000251_35, 
35'4 6 



-.Seq. ...ID.. 
Strand 
End 

Method 

End 

Score 



. OJ.Q002.51_35l.-0.2.L8^X:33„ 
i0135 

TBLASTX : Maize 

2754 

280 



.2753, 2686.. 2754 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.2849 



0218.C33.o2.tm 



none 

3546. .3587, 
7050. .7091, 
7087. .7119, 



7090, 
7162. 
7215. 
7221, 
7260. 
7281. 



.7167, 
.7275, 
.7256, 
.7295, 
.7319, 
,7337, 



7291. .7353, 
7383. .7472, 
7392. .7460, 
7434. .7508, 



3699. 
7083. 
7089. 
7090. 
7168. 
7215. 
7227. 
7260. 
7281. 
7291. 
7389. 
7398. 
7440. 



.3752, 
.7124, 
.7115, 
.7200, 
.7299, 
.7289, 
.7280, 
.7322, 
.7337, 
.7329, 
.7451, 
.7448, 
.7532, 



7047, 
7083. 
7089. 
7098. 
7168. 
7215. 
7230. 
7261. 
7282. 
7293. 
7389. 
7429. 
7440. 



Seq. ID 
Strand 

End . 10135 
Method TBLASTX: 
End . 10081'. 
Score ' 4 9 
.7100, 7047. .7085, 
.7133, 7084. .7176, 
.7133, 7089. .7118, 
.7124, 7138. .7323, 
.7197, 7171. .7251, 
.7238, 7215. .7295, 
.7289, 7239.. 7286, 
.7332, 7272. .7319, 
.7338, 7285.. 7353, 
.7328, 7294.. 7332, 
.7448, 7389. .7448, 
.7470, 7429. .7509, 
,7511, 7441. .7512, 



OJ000251_35.0218.C33 
10135 

TBLASTX: Wheat 

2849 

99 



OJ000251 35.0218.C33 



Maize 



7050. 
7084. 
7090. 
7138. 
7204. 
7215. 
7246. 
7276. 
7290. 
7296. 
7392. 
7434. 
7441 . 



.7076, 
.7158, 
.7128, 
.7299, 
.7281, 
.7322, 
.7329, 
.7320, 
.7328, 
.7328. 
.7499, 
.7511, 
.7521, 



33671 




7441. .7515, 
7452. .7514, 
9342. .9380, 
9474. .9506, 
9486. .9548, 
9501. .9542, 
9528. .9752, 
9541. .9654, 
9553. .9651, 
9565. .9717, 
9631. .9717, 
9657. .9716, 
9717. .9755, 
9759. .9863, 
9784. .9897, 
9989. .10081 



7441. .7515, 
7528. .7590, 
9342. .9380, 
9474. .9581, 
9496. .9561, 
9502. .9543, 
9528. .9650, 
9541. .9591, 
9553. . 9630, 
9571. . 9714, 
9637. .9711, 
9688. .9762, 
9718. .9756, 
9759. .9851, 
9814. .9909, 



7441. .7509, 
7538. .7612, 
9376. .9414, 
9474. .9548, 
9496. .9561, 
9504. .9548, 
9531. .9578, 
9546. .9653, 
9553. .9645, 
9571. .9732,, 
9639. .9716, 
9714. .9767, 
9732. .9851, 
9760. .9804, 
9814. .9918, 




7441. .7512, 
7544. .7573, 
9376. .9414, 
9480. . 9554, 
9496. .9549, 
9517. .9549, 
9540. .9587, 
9547. . 9654, 
9556. . 9660, 
9579. .9716, 
9642. .9761, 
9715. . 9777, 
9739. .9852, 
9760. .9813, 
9814. .9918, 



7446. .7511, 
9327. .9383, 
9474 . . 9500, 
9480. .9560, 
9499. . 9549, 
9526. .9576, 
9540. . 9731, 
9550. .9582, 
9561. .9656, 
9613. .9627, 
9643. . 9678, 
9715. .9768, 
9759. .9863, 
9760. .9903, 
9983. .10075, 



Seq. No. 33605 Seq. ID 

Gene No. 69659 Strand 

Start 8647 End 
Name OJ000251_35 . 0218 . C33 . o5 . gs Method 

.Start ^ „ ^B.6A 7__,, Tr - v -_.^ , .„..., T ^,_,End . 

...GI ..... ....none. - ........Score .J 

Exons 8647. .8712, 9325. .10095 • * - 



OJ000251 35.0218.C33 



10135 
GENSCAN 

. 1.0.0.9.5. 

...,73. 



Seq. No.. 33605 Seq. ID 

Gene No. 69659 Strand 

Start 8647 End 

Name OJ000251_35 . 0218 . C33 . o2 . gp Method 

Start 9595 End 

GI none Score 

Exons 9595.. 10135 



OJ000251__35.0218.C33 

10135 
AAT/GAP 
10135 
667 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI . Descrip . 

Seq;. - No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



33606 Seq. ID 

69660 Strand 

1 End 2014 
OJ000251_35 . 0218 . C34 . ol . np Method AAT/NAP 

1 End 2014 

4680203 Score 1337 
1..193, 353. .2014 

(AF114171), TNP2-like protein [Sorghum bicolor] 



OJ000251 35.0218.C34 



33606 
69660 
1 

OJ000251_35.0218.C34 .ol.gs 
77 

none 

77. .236, 357. .485, 1014. .1697 



Seq.' ID. 'OJ000251_35.0218.C34 

Strand - 

End 2014 

Method GENSCAN 

End 1.697 

Score .76 



Seq. No. 33606 Seq. ID 

Gene No. 69660 Strand 

Start 1 End 

Name OJ000251 35 . 0218 . C34 . o2 . tm Method 

Start 220 " End 

GI none Score 

Exons 220.. 336, 222.. 446 



OJ000251_35.0218.C34 
2014 

TBLASTX: Maize 

446 

70 



33672 



Seq. No. 33606 

Gene No. 69660 

Start 1 

Name OJ000251_35 . 0218 . C34 . o3 . tw 

Start 291 

GI ■ none * 

Exons 291. .410, 321. .407, 444 . .509 



Seq. ID OJ000251__35.0218.C34 
Strand 

End 2014 

Method TBLASTX : Wheat 

End 509 

Score 74 



Seq. No. 33606 

Gene No. 69660 

Start 1 

Name OJ000251_35 .0218. C34 . o2 . ts 

Start 522 

GI none 

Exons 522.. 755, 601.. 732 



Seq. ID OJ000251_35.0218.C34 
Strand 

End 2014 

Method TBLASTX : Soybean 

End 755 

Score 75 



Seq. No. 33606 

Gene No. 69660 

Start 1 

Name OJ000251_35 . 0218 . C34 . ol . tm 

r Start ^5.%1..^^,^.^_.^^ ...„. TV ^ 

,GI-, r ... s „. . none „_.„.«„.._..„_.._ _ 

Exons 



Seq. ID OJ000251_35.0218.C34 
Strand 

End 2014 
Method TBLASTX: Maize 
.. . .End , . 10 34 -__ :r -_^-_™ 
. S.c.o.rje 7.7 _ . .... _ , ^ .... 



591.. -785, 592. .786, ' 792. .1034-, 793. .1032 



Seq. No. 33606 

Gene No. 69660 

Start 1 

Name OJ000251_35 . 0218 . C34 . o2 . tw 

Start 625 

GI none 
Exons 



Seq. ID OJ000251_35.0218.C34 
Strand 

End 2014 

Method TBLASTX : Wheat 

End 974 

Score 67 



625. .732, 630. .785, 630. .785, 816. .923, 829. .924, 831. .926, 
933. .974 



Seq. No. 33606 

Gene No. .69660 

Start • 1 

Name OJ000251_35 . 0218 . C34 . ol . tc 

Start 879 

GI none 

Exons. 879.. .1229, 880.. 1035., 1156. 



Seq. ID OJ000251_35.0218.C34 
Strand 

End 2014 

Method TBLASTX : Cress 

End 1229 

Score 102 

,1221 



Seq. No.. 33606 ■ 
Gene No. ' 69660 

Start 1 

Name OJ000251_35 . 0218 . C34 . o3 . ts 

Start 960 

GI none 

Exons 960.. 1229, 961.. 1215 



Seq. ID. OJ000251_3.5 J . 0218..C34 
Strand 

End 2014 

Method TBLASTX : Soybean 

End 1229 

Score 133 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



33606 
69660 
1 

OJ000251_35.0218.C34 .ol.tw 

•975 
none 



Seq. ID OJ000251_35.0218.C34 
Strand 

End 2014 

Method TBLASTX: Wheat 

End 1655 

Score 76 



975. .1100, 1107. .1226, 1120. .1209, 1239. .1655, 1240. .1431, 



33673 



1522. .1566 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



33606 
69660 
1 

OJ000251_35.0218.C34 .ol.ts 

1246 

none 



Seq. ID OJ000251_35.0218.C34 
Strand 

End 2014 

Method TBLASTX : Soybean 

End 1583 

Score 151 



1246. .1530, 1248. .1529, 1373. .1534, 1534. .1578, 1536. .1583 



33607 
69661 
3613 

OJ000251_35.0218.C35.ol.gs 
3613 
. none 

3613. .3718, 4684. .5036 



Seq. ID OJ000251_35.0218.C35 

Strand + 

End 5036 

Method GENSCAN 

End 5036 

Score .93 



Seq. No. 
Gene No. 
Start 

Name _ ^_ 

Start 11. 
GI : ~ - 
Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ000251_35.0218.C35 
Strand 

6874 

TBLAST.X.:.Malze 



33607 
69662 

6051 End 

.-PJQA0251_3^^^ Method _ _ 

. AKLG^—.-^^ _ -1" F.nd. 1 . "51 fifi". . I" " ~" 

none . -. . ... : Score *- 169 - ------ 

4676. .4987, 4677. .5003, 4679. .4987, 4726. .5010, 4999. .5037, 

5000. .5050, 5101. .5166, 5104. .5166 



33607 
69662 
6051 

OJ000251_35.0218 .C35.o2 .gs 

6051 

none 

6051. .6139, 6619. .6874 



Seq. ID OJ000251_35.0218.C35 
Strand 

End 6874 

Method GENSCAN 

End 6874 

Score ..63 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI. 

Exons 

Seq. , No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 
Start 



33608 
69663 
23 

OJ000251_35.0218.C36.ol.gs 
23 

none 

23. .30, 68.'. 148, 201. .474 



Seq. ID OJ000251_35.0218.C36 

Strand + 

End - 474 

Method GENSCAN 

End 474 

Score .55 



33609 
69664 
1 

OJ000251_35.0218.C37.ol.np 
1 

2443320 
1. .535 

(D85597) polyprotein [Oryza australiensis] 



Seq. ID OJ000251_35.0218.C37 
Strand 

End 535 

Method AAT/NAP 

End 535 

Score 298 



33609 
69664 
i 

OJ000251_35.0218.C37.ol.tw 
191 



Seq. ID OJ000251_35.0218.C37 
Strand 

End 535 

Method TBLASTX : Wheat 

End 4 00 



33674 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

„Gene_..,No,.. 
-Start,..-, 

Name-* -'- - - • 

Start 

GI - 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



none 

191. .400, 213. .398, 244. .399 

33610 
69665 
95 

OJ000251_35 . 0218 . C38 . ol . gs 
95 

none 

95. .205, 649. .756 



Score 



155 



Seq. ID OJ000251_35.0218.C38 

Strand + 

End 756 

Method GENSCAN 

End 756 

Score .85 



33610 
69666 
1 

OJ000251_35 . 0218 . C38 . ol . np 
1 

5852175 
1..147, 722. .885 

(AL117265) zhb0005.1 [Oryza sativa] 



Seq. ID OJ000251_35.0218.C38 
Strand 

885 

AAT/NAP 
885 
204 



OJ000251 35.0218.C38 



End 

Method 
End 
Score 



33610 Seq. ID 

.,,696.66_.^...^ v ^ r _____^^ ,_ = __ S±rand..„ = , 

- - JL - _ % _End : _ _B&5_ * „L11 * J._ILL 

■ OJ000251_35-. 0218 .-C38 .ol-.-gp - - Method AAT/GAP — - • - : - : ■ 

34 End 509 

uC-osflM202048cl2bl Score 669 

34 . .509 

'5257255/dbj | AP000364 . 1 | AP000364 2.0e-16 Oryza sativa genomic 
DNA, chromosome 8, clone : P0026F07 1 



33610 
69666 
1 

OJ000251_35 . 0218 . C38 . o2 . gp 
665 

61605_1.R1084 
665. .745 

'5852170/emb|AL117265.1|OST17804 1.0e-137 Oryza sativa 
indica(GLA4) genomic DNA, chromosome 4, BAC clone : tl7804 1 



Seq. ID OJ000251_35.0218.C38 
Strand 

End 885 

Method AAT/GAP 

End 745 

Score 117 



Seq. No. 


33611 




Seq. ID 


OJ000251 


Gene No . 


69667 




Strand 


+ 


Start 


■20i. . * *• • 




End 


2 64 


Name 


OJ000251 '35.0218.C41 


. ol.gs' 


Method 


GENSCAN 


Start 


201 




End 


264 


GI 


none 




Score 


.66 


Exons 


201. .264 








Seq. No. 


33612 




Seq. ID 


OJ000251 


Gene No. 


69668 




Strand 




Start 


1 




End 


446 


Name 


OJ000251 35.0218.C42 


. ol . np 


Method 


AAT/NAP 


Start 


1 


End 


446 


GI 


4680203 




Score 


340 


Exons 


1. .446 








GI Descrip. 


(AF114171) TNP2-like 


protein 


[Sorghum 


bicolor] 



33675 




Seq. No. 


33612 




Seq. ID 


OJ000251_35 


.0218 


.C42 


Gene No. 


69668 




Strand 








Start 


1 




End 


446 






Name 


OJ000251 35.0218.C42.ol 


. tw 


VlvS L 1 1UU 


TBLASTX: Wheat 




Start 


32 




End 


291 






GI 


none 






123 






Rxon s 


32. .193, 37. .201, 42. .272, 


184 . 291 








Seq. No. 


33612 




Seq. ID 


d.tooo^m ^ 


* U £ x 0 


.C42 


Gene No. 


69668 




Strand 








Start 


1 




End 


44 6 






Name 


OJ000251 35.0218.C42.ol 


.gs 


ruts LI1UU. 








Start 


35 






405 






GI 


none 






.97 








35. .405 












Seq. No. 


33613 




Seq. ID 




091 ft 
• U ^ J. o 


.C43 


Gene No. 


69669 




Strand 


+ 






Start 


429 




End 








Name 


OJ000251 35.0218.C43.ol 


.gs 


nc Lnuu 








Start 


429 






*J *a U 






_GI 


none, 




^ o n t~o 


5.6 ,- vr .,,-_,._. 






|?ynn c; 


\ A2S^5A&1 1 












kj C . LN m 


33614 




C!orr T n 


— ■ — 
n to o n o ^ i ^ c> 


AOI Q 

. UZ 1 0 




Gene No . 


69670 




Strand 








Start 


1102 




End 


1 

14 JD 






Name 


OJ000251 35.0218.C45.ol 


.np 


Method 


AAT /MAP 






OLCll L 


1102 




End 


1 /JTC 
14 JD 






GI 


6721512 




Score 


67 






j_j w 1 1 o 


1102. .1218, 1398. .1436 












V > -1_ l—S \— * -L _J_ |>w/ 


(AP001072) hypothetical 


protein [Oryza 


o d. i L v a J 






Seq. No. 


33614 




Seq. ID 


o,Tonn?si 

UUUUUt Jl 


09 1 ft 


C45 


Gene No. 


69671 




Strand 








Start 


1068 




End 








Name 


OJ000251 35.0218.C45.ol 


gs 


Method 








Start 


1068 




End 


11DO 






GI 


none 




Score 


. 96 






1_J A. \J 1 1 


1068. .1166 












Seq . No . 


33615 




Seq. ID 


OJ000251_35 


.0218. 


L,4 O 


Gene No . 


69672 ' ■ r 




Strand 


+ 






Start "" ■ 


' 1. ' /. • 




/End 


4'6'2 






Name 


OJ000251 35.0218.C46.ol. 


np 


Method 


AAT /NAP 






Start 


1 




End 


391 






GI 


6721558 




Score 


123 






fr, von c; 


1. .391 












-L 1— ' ~ O O J L JO 1 • 


(AP001073) hypothetical 


protein [Oryza 


sativa] 








gil 6815083 J db j IBAA90369. 


11 


(AP001081) hypothetical 


protein 




[Oryza sativa] 












Seq. No., - 


33615 




Seq. ID 


OJ000251 35 


0218. 


C4 6 


Gene No. 


69672 




Strand 


+ 






Start 


1 




End 


4 62 






Name 


OJ000251 35.0218.C46.o2. 


np 


Method 


AAT /NAP 






Start 


6 




End 


388 







33676 




GI 6721561 Score 73 

Exons 6. .77, 242. .388 

GI Descrip. (AP001073) EST AU082058 (C1297 6) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi| 6815086 | dbj IBAA90372.il (AP001081) EST AU082058 (C12976) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 


33615 






Seq. ID 


OJ000251_35.021£ 


S.C46 


Gene No. 


69672 






Strand 


+ 




Start 


1 






End 


462 




Name 


OJ000251 35.0218 


.C46.ol 


.gs 


Method 


GENSCAN 




Start 


49 






End 


462 




GI 


none 






Score 


.74 




Exons 


49. .173, 286. .462 










Seq. No. 


33615 






Seq. ID 


OJ000251_35.021E 


1.C46 


Gene No. 


69673 






Strand 






Start 


1576 






End 


2817 




Name 


OJ000251 35.0218 


.C46.o2 


. gs 


Method 


GENSCAN 




Start 


1576 






End 


2817 




. GI... 


none ..„ . : ^ 






^_S.cp.r.e. r _... _ 


. 9 




Exons 




.^2j5X,._232£L 


r ^2 <ol$ .-...2.8 1.7™ 




Seq. No. 


33616 






Seq. ID 


OJ000251_35.021G 


I.C47 


Gene No. 


69674 






Strand 


+ 




Start 


2375 






End 


4777 




Name 


OJ000251 35.0218 


.C47.ol 


. gs 


Method 


GENSCAN 




Start 


2375 






End 


4405 




GI 


none 






Score 


.41 




Exons 


2375..2598, 3662 


. .3813, 


3845. 


.4086, 41! 


31. .4405 




Seq. No. 


33616 






Seq. ID 


OJ000251_35.0218 


I.C47 


Gene No. 


69674 






Strand 


+ 




Start 


2375 






End 


4777 




Name 


OJ000251 35.0218 


.C47.ol 


. tw 


Method 


TBLASTX: Wheat 




Start 


3663 






End 


4071 




GI 


none 






Score 


104 




Exons 


3663.. 3809, 3705 


. .3791, 


3916. 


.4071 






Seq. No. 


33616 






Seq. ID 


OJ000251_35.0218 


.C47 


Gene No . 


69674 






Strand 


+' 




Start • 


237'5* ■ 






End- 


4777 




Name 


. OJ000251 35.0218 


.C4.7.61. 


. tc 


Method 


TBLASTX: Cress ' 




Start 


3666 






End 


4089 




GI 


none 






Score 


108 




Exons 


3666. .3809, 3922 


. .4089 










Seq. No. 


33616 






■Seq. ID 


OJ000251_35.0218 


.C47 


Gene No. 


69674 






Strand 


+ 




Start 


2375 






End 


4777 




Name 


OJ000251 35.0218, 


.C47.ol. 


.ts 


Method 


TBLASTX: Soybean 




Start 


3671 






End 


4369 




GI 


none 






Score 


131 




Exuus 


3671 . . 3811, 3b«l . 


. .3809, 


3967. 


.4104, 4017. .4070, 4175. .4312, 




4183. .4311, 4304. 


. .4369, 


4306. 


.4356 







33677 



O c VJ > LN \J • 


<J J U X O 




Seq. ID 


OJ000251_35.0218.C47 


Gene No. 


69674 




Strand 


+ 


Start 


2375 




End 


4777 


Name 


OJ000251 35 0218 C47 ol 


np 


Method 


AAT/NAP 


C4- a r -f- 


3687 ~~ 

J u o / 




End 


4777 


OX 


168 64 3 




Score 


397 




3687 3813 3920 4086 


4178. 


.4374, 4753. .4777 




fT, 02540^ NADPH HC-1-oxin 

\ XJ Ut. J T u / IN ilU L 11 IvAlll 


reductase [Zea 


mays] 




33616 

J J U X u 




Seq. ID 


OJ000251_35.0218.C47 


Gene No. 


69674 




Strand 


+ 


Start 


2375 




End 


4777 




OJ0002S1 35 0218 C47 ol 


tm 


Method 


TBLASTX: Maize 


OLal L 


3708 _ 




End 


4384 


oX 






Score 


86 


Hi 2s. U i i O 


3708 3803 3716 3793 


3716. 


.3811, 3717. .3812, 3922. .4131, 




3922 4017 4178 4312 


4180. 


.4311, 4292. .4360, 4304. .4384 




33617 




Seq. ID 


OJ000251_35.0218.C48 


Gene No. 


69675 




Strand 


+ 


Start 


1 




End 


1189 


_LN ClltlC ; - ~-- .-„-"-*— - „- 


^ ,0 JO .go 2 5 1„ 3 5 e . r 0 21,8 ,JC.4.a := o 1 . 


np__^. 


_.Method 


..AAT/NAP - 


„ Q.L. a. X- L ™„ 






..End',-"C^V 


..118 9.™ ..„■-■;.:..„. . . 


\j ± 


• 1929998 ■ ' 




• Score - 


357 - 


Ej A 1 1 o 


• 1. .21, 401. .781, 1028. .1189 






OX L/C o ^ i LU < 


( U7 7 4 6 3 ) NADPH-dependent 


HC-toxin reductase [Hordeum vulgare] 


Seq. No. 


33617 




Seq. ID 


OJ000251_35.0218.C48 


Gene No. 


69675 




Strand 


+ 


O Lai L 


1 




End 


1189 


Name 


OJ000251 35.0218.C48.ol. 


gs 


Method 


GENSCAN 


OLaL L 


401 




End 


805 


o x 


none 




Score 


.95 




401. .805 










33617 




Seq. ID 


OJ000251_35.0218.C48 


O C11C LNU t 


69676 




Strand 


+ 


Start 


4377 




End 


7998 


Name 


OJ000251 35.0218.C48.o2. 


np 


Method 


AAT/NAP 


Start 


4377 




End 


7998 


O X 


3915169 




Score 


165 


tr von q 


4377. .4567, 5238.-5373, 


5902. 


.5963, 6408. .6549, 7978. .7998 


OX- L>GOOXXL>>. 


PROBABLE TRNA. ( GUANOS INE 


-2'-0- 


-) -METHYLTRANSFERASE fTRNA .[GM18 




METHYLTRANSFERASE) gi 12983982 


(AE000749) rRNA methylase SpoU 




[Aquifex aeolicus] 








Seq. No. 


33617 




Seq. ID 


OJ000251_35.0218.C48 


Gene No. 


69676 




Strand 


+ 


C+- a v-4- 

ouaiL 


4377 




End 


7998 


M a rri © 
LN diuc 


OJ000251 35.0218.C48.ol. 


gp 


Method 


AAT/GAP 


Of -a T+- 


6473 


End 


7958 


GI 


431824 




Score 


784 


Exons 


6473. . 6546, 6960. .7215, 


7877. 


.7958 




Seq. No. 


33617 




Seq. ID 


OJ000251_35.0218.C48 


Gene No. 


69677 




Strand 


+ 


Start 


11551 




End 


15636 



33678 




Name 


OJ000251 35 . 0218 . C4 8 .o2 . gp 


Method 


AAT /GAP 


Start 


10901 ~~ 


End 


11162 


GI 


3061003 


Score 


446 


Rxon s 

1—1 *\ V-/ I 1 o 


10901 . . 11162 






Seq. No. 


33617 


Seq. ID 


OJ000251_35.0218.C48 


Gene No. 


69677 


Strand 


+ 


Start 


11551 


End 


15636 


Name 


OJ000251 35.0218.C48.o3.gp 


Method 


AAT /GAP 


Start 


11088 


End 


11879 


GI 


3061235 


Score 


849 


Exons 


11088. .11162, 114 94. .11879 






Seq. No. 


33617 


Seq. ID 


OJ000251_35.0218.C48 


Gene No. 


69677 


Strand 


+ 


Start 


11551 


End 


15636 


Name 


OJ000251 35. 0218 .C4 8 .o3.gs 


Method 


GEN SCAN 


Start 


11551 ~~ 


End 


12297 


GI 


none 


Score 


1 


Exons 


11551 . . 12297 






_Se.q._.N.o.._ 


33617 - 


Seq. ID 


OJ000251 35 0218 C4R 


...Gene— .No.. 


,,,.6,9.6,7.7 


St rand-.-. 




Start •■ 


-11551- - - • — • ' - - 


- "•End - ■ • 


15636 ■■ - ■■■ 


Name - 


OJ000251 35.0218.C48.o4.gp 


Method 


AAT /GAP 


Start 


11915 


End 


12245 


GI 


LIB3434-037-P1-K1-A7 


Score 


626 


Exons 


11915. .12245 






GI Descrip. 


' 5852 170/emb|AL1172 65.1 IOST17804 l.Oe- 


149 Orvza sat iva 




indica (GLA4 ) genomic DNA, chromosome 4 


. BAC clone • tl7804 1 


Seq. No. 


33617 


Seq. ID 


OJ000251_35.0218.C48 


Gene No. 


69677 


Strand 


+ 


Start 


11551 


End 


15636 


Name 


OJ000251 35.0218.C48.o3.np 


Method 


AAT /NAP 


Start 


12068 


End 


15636 


GI 


3127838 


Score 


139 


Exons 


12068. .12212, 13393. .13704, 


15592. .15636 


GI Descrip. 


(AL023496) hypothetical protein [Streptomyces coelicolor] 


Seq.. No. 


33617 


Seq. ID 


OJ000251_35.0218.C48 


Gene No. 


69678 


Strand 


+ 


Start 


18079 ... 


• • End 


18621 ' 


Name 


. OJ000251 35.0218.C48.o4.np 


-Method 


'AAT /NAP 


Start 


18079 


End 


18621 


GI 


6562295 


Score 


103 


Exons 


18079. .18442, 18604. .18621 






GI Descrip. 


(AL133421) putative protein 


( fragment ) 


[Arabidopsis thaliana 


Seq. No. 


33617 


Seq. ID 


OJ000251_35.0218.C48 


Gene No. 


69678 


Strand 


+ 


Start 


18079 


End 


18621 


Name 


OJ000251 35.0218.C48.o5.gs 


Method 


GENSCAN 


Start 


18079 


End 


18429 


GI 


none. 


Score 


.78 


Exons 


18079. .18180, 18295. .18429 







33679 




Seq. No. 


33617 




Seq. ID 


OJ000251_35.0218 


.C48 


Gene No. 


69679 




Strand 






u Lai L 


1 3301 

J. J _J \J -L 




£j L I LI 


JL *J __ *± O 




ftl;ame> 

INdlUC 


OJ000251 35 0218 P4fl 


. \J c. ■ LIU 


Mot" H r^i H 

l it; L I 1LJL4 


1 DLinO J. A. . Via. 




o L a x u 


4 52 ~~ 

'i J 




CjI lu 






GI 


none 






73 




Rxons 

l*j *\ 11 J 


452 532. 475 510. 


515 .. 724 


. 550 573 


i 604 726 




Seq. No. 


33617 




Seq. ID 


OJ000251_35.0218 


.C48 


Gene No. 


69679 




Strand 






Start 


13301 




End 


15243 




V* diUC 


O.T0009S1 fl?1 fi P4fi 




Method 


TBLASTX: Soybean 




<lta rt 


479 ~~ 




End 


1150 




LJ J. 


none 




Score 


48 




Exons 


479. . 511, 557 . . 781, 


595 . . 720 


, 1064. .1150 




O " ^ • LiW • 


33617 




Seq. ID 


OJ000251_35.0218 


.C48 


Gene No. 


69679 




Strand 






Start 


13301 




End 


15243 




Name 


OJ000251 35.0218.C48 


. o3 . tc 


Method 


TBLASTX: Cress 




O Lai L 


5902 




End 


7067 




u l - . ■ . , - 


.._npne ----- ~- _ : 




......Scpre.,^., 


8 4. :„ 




F von Q 


„ ,5.9.0.2.. .,5-95.8 , 639.8. ....£4.8 7.,_64 OD 


......6,5.3.4. Y 6 4 02 .,"6 5.5.1.,.:. . 6AQ3...:^6.531** 




- - - 6 ' 7 0 67 ■ - -'■ ' ■ - ■ - 












^ 7 
JJDi / 




Seq. ID 


OJ000251_35.0218 




Gene No. 






Strand 






Start 


13301 




End 


15243 




Name 


OJ000251 35.0218.C48 


. ol . tm 


Method 


TBLASTX: Maize 




ocai L 


11486 




End 


12319 






none 




Score 


1244 






11486. .11665, 11491. 


.12255, 


11491. .12255, 11753. .12319, 






11753. .12319 










Seq. No. 


33617 




Seq. ID 


OJ000251_35.0218 


.C48 


Gene No. 


69679 




Strand 






Start 


13301 




End 


15243 , * 




Name 


OJ000251 35.0218.C48 


. ol . tc 


Method 


TBLASTX: Cress 




9fa rt 


11527 




End 


11925 




GI 


none 




Score 


521 




P, v n n *=; 


11527. .11.9.19, 11548. 


. 11925, 


11565. .11924 




. Seq. No. 


33'617 ' - 




Seq. .ID 


0^00251^35.0218 


•C48- 


Gene No. 


69.679 " 




Strand- 






Start 


13301 




End 


15243 




Name 


OJ000251 35.0218.C48 


.ol. ts 


Method 


TBLASTX: Soybean 




Start 


11554 




End 


12046 




GI 


none 




Score 


737 






11554. .12042, 11565. 


.11993, 


11852. .120 


46 




Seq. No. 


33617 




Seq. ID 


OJ000251_35.0218 


.C48 


Gene No. 


69679 




Strand 






Start 


13301 




End 


15243 . 




Name 


OJ000251 35.0218.C48 


.o2.tc 


Method 


TBLASTX: Cress 




Start 


11928 




End 


12099 




GI 


none 




Score 


222 




Exons 


11928. . 11993, 11929. 


.12099, 


11938. .120 


42, 11939. . 12046, 





33680 



12042. .12071 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI-; ' 

Exons 



33617 Seq. ID 

69679 Strand 

13301 End 

OJ000251_35 . 0218 . C48 . o4 . gs Method 

13301 End 

none Score 



OJ000251_35.0218.C48 

15243 
GENSCAN 
15243 
.52 



13301. .13707, 13709. .14586, 15113.. 15243 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



33618 
69680 
378 

OJ000251_35. 0218.C4 9.ol.np 
378 

6562295 



Seq. ID OJ000251 35.0218.C49 



Strand 
End 

Method 

End 

Score 



+ 

3247 
AAT/NAP 
3247 
509 



378. .713, 1136. .1268, 2215. .2390, 2763. .2836, 3229. .3247 
(AL133421) putative protein (fragment) [Arabidopsis thaliana] 



Seq. No. 33618 Seq. ID OJ000251_35 . 0218 . C4 9 

Gene No. 69680 Strand + 

.JStart,^.^^ 

, -Name , . .0 JO 0.0 2 5 l_i5,. 0 21 8 ...ci 9 .. p L.g 5 - ^ -Me t hods:. ! GENS CAN_.11 

Start- -- ■ •435 - - - ■»- ■■ - - • — -End- - " 131-2- - ■ - 

GI none Score .54 

Exons 435.. 713, 1136.. 1312 



Seq. No. 33618 Seq. ID 

Gene No. 69681 Strand 

Start 2279 End 

Name OJ000251_35 . 0218 . C4 9 . ol . tm Method 

Start 1130 End 

GI none Score 

Exons 1130. .1267, 1133. .1264, 1134. .1277, 2214. .2369, 2218. .2385, 
2220. .2384 



OJ000251_35.0218.C49 
2385 

TBLASTX: Maize 

2385 

225 



Seq. No. 


33618 






Seq. ID 


OJ000251_35, 


.0218 


.C49 


Gene No. 


69681 






Strand 








Start 


2279 






End 


2385 






Name 


OJ000251 35 


.0218.C49. 


o2 . gs 


Method 


GENSCAN 






Start 


2279 




- ,End 


2359 






GI 


none 






Score 


.59 






Exons 


■ 2279. .2359 














Seq. No. 


33619 






Seq. ID 


OJ000251_35. 


.0218 


.C50 


Gene No. 


69682 






Strand 








Start 


1 






End 


896 






Name 


OJ000251 35 


.0218.C50. 


ol . np 


Method 


AAT/NAP 






Start 


1 






End 


896 






GI 


5257279 






Score 


709 






Exons 


1..126, 475 


. .896 












GI Descrip. 


(AP000364) , 


Similar to 


Transposon MAGGY 


gag and pol 


gene 






homologues . 


(L35053) 


[Oryza 


sativa] 








Seq. No. 


3362U 






Seq. ID 


OJ000251_35. 


,0218 


.C53 


Gene No. 


69683 






Strand 


+ 






Start 


94 






End 


588 







33681 



Name 


OJ000251 35 0218 C53 ol as 


11 C L11UU 


\J Hi LN O V_*rt LN 


Start 


94 ~~ 


Fnrt 

JjliU 




GI 


none 


Score 


98 


Exons 


94 . . 458 






Seq. No. 


33620 


Seq. ID 


OJ0002S1 ^5 0?1fi rs3 


Gene No. 


69683 


Strand 


+ _ 


Start 


94 


End 


588 


Name 


OJ000251 35 . 0218 .C53.ol .tm 


Method 


TBLASTX • Maize 


Start 


113 ~~ 


End 


588 


GI 


none 


Score 


172 


Exons 


113. .409, 122. .409, 126 .425 


, 148 432 


421 459 422 472 




523 588 526 588 






Sea. No. 


33621 


Seq. ID 


OJ000251 35 0218 CSS 


Gene No. 


69684 


Strand 


+ _ 


Start 


1 


End 


614 


Name 


OJ000251 35.0218.C55.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


614 


GI 


5257279 


Score 


150 
± *j \j 


Kxon s 

l_ ^\ 1 1 O 


1..105, 542. .614 






GI. De s cr ip.. 


^4 AP0 00.3.6,4,), ^Similar. v to^Tr ansp.ospn. r MAGGY. 


y ciy ..cu l vj. ^ j _y " i ic. 




. nomo io cjue s . (,l jo.u.jJ;],. „[ury.za^ 


.sativa] ._ ... 


..... . ._ . 


Sea No 




Seq. ID 


O.T0002S1 ^S 091fi PS7 


Gene No. 


u"Oo J 


Strand 




Start 


1 
1 


End 


549 


Name 


ujuuuz oi jd.uzio.ld / .oi.np 


Method 


AAT/NAP 


Start 


1 — 


End 


549 


GI 


6721547 


Score 


310 


Exons 


1. .549 






GI Descrip . 


(AP001073) Similar to Oryza 


sativa gene for Pib. (AB013448) 


Seq. No. 


33622 


Seq. ID 


OJ000251_35.0218.C57 


Gene No. 


69685 


Strand 




Start 


1 


End 


549 


Name 


OJ000251 35.0218.C57.ol.tw 


Method- 


TBLASTX: Wheat 


Start 


95 


. End 


523 


GI 


none 


Score 


72 


Exons 


95. .160, 263. .523, 293. .463 






Seq. No. 


33623 


Seq. ID 


OJ000251_35.0218.C58 


Gene No. 


'•69686 


Strand 




Start 


141 ' 


End ■ 


346 


Name 


OJ000251 35.0218.C58.ol.gs 


Method 


GENSCAN 


Start 


141 


End 


346 


GI 


none 


Score 


. 65 


Exons 


141. .346 






Sea No 


33624 


Seq. ID 


OJ000251_35.0218.C62 


Gene No . 


69687 • 


Strand 


+ 


Start 


1022 


End 


4011 


Name 


OJ000251 35.0218.C62.ol.gs 


Method 


GENSCAN 


Start 


1022 


End 


4011 


GI 


none 


Score 


. 67 


Exons 


1022.. 1216, 1735.. 1842, 2539 


..2625, 2837. .2932, 2944. .3128, 




3150.. 3369, 3538.. 3579, 3584 


..3664, 3737. .3815, 3917. .4011 



33682 



Seq. No. 33624 

Gene No. 69687 

Start 1022 

Name OJ000251_35 . 0218 . C62 . ol . gp 

Start 1665 

GI uC-osflM20204 8cl2bl 

Exons 1665.. 2178 

GI Descrip. ' 5257255/dbj | AP000364 . 1 | AP000364 2.0e-16 Oryza sativa genomic 
DNA, chromosome 8, clone : P002 6F07 1 



Seq. ID OJ000251_35. 0218.C62 
Strand + 

4011 
AAT/GAP 
2178 
722 



End 

Method 

End 

Score 



Seq. No. 


33624 






Seq. ID 


OJ000251_ 


35.0218. 


C62 


Gene No. 


69688 






Strand 








Start 


4268 






End 


10540 






Name 


OJ000251 35.0218 


.C62.o2 


.gp 


Method 


AAT/GAP 






Start 


4268 






End 


7787 






GI 


342 1.R1084 






Score 


5348 






Exons 


4268. .7787 














GI DescriD. 


M574 4 0 6/gb|AAD24 042. 1 | 


0.0e+00 (AF121139) RIM2 


Drotein 


[ Oryza 




sativa] 1 














,Seq., .No,. 


_ 3.3 62 4 „ 






Seq . _ ID_ 


. : .QJ0PP251_ 


_35_..0218_. 


_C£2 


r Gene,.Ncu. ; ....... 


„ t 636&gL,. , 






„,S.txanci." 








Start ' * • 


• 4268 • - • •' - : '■■ ■ 






-End - : 


• 10540 ' 






Name 


OJ000251 35.0218 


.C62.o3 


• gp 


Method 


AAT/GAP 






Start 


4273 






End 


7787 






GI 


342 1.R1084 






Score 


5349 






F.yon 6 ; 


4273. .7787 














GI Descrip. 


1 4 574 4 06/gb|AAD24 042. 1 1 


0.0e+00 (AF121139) RIM2 


protein 


[Oryza 




sativa] 1 














Seq. No. 


33624 






Seq. ID 


OJ000251_ 


35.0218. 


C62 


Gene No . 


69688 






Strand 








Start 


4268 






End 


10540 






Name 


OJ000251 35.0218 


.C62.o2 


.gs 


Method 


GENSCAN 






Start 


4458 






End 


10540 






GI 


none 






Score 


.54 






Exons 


4458. .5207, 5368 


. .5549, 


5901. 


. 6266, 6289. . 6670, 


6981. .7333, 




7574. .7668, 7670 


. .7791, 


9323. 


.9373, 10143.. 1032C 


, 10464. 


.10540 


Seq. No. 


33624 






Seq. ID 


OJ000251_ 


35.0218. 


C62 . 


Gene No. 


69688 






Strand 








Start^ 


4268 






End 


10540 






Name 


OJ000251 35f0218 


.C62.o2 


np 


Method 


AAT/NAP 






Start 


4479 






End 


7791 






GI 


4680203 






Score 


3079 






Exons 


4479. .5454, 5731 


. .5961, 


6115. 


.7791 








GI Descrip. 


(AF114171) TNP2- 


like protein 


[Sorghum 


bicolor] 






Seq. No. 


33624 






Seq. ID 


OJ000251_ 


35.0218. 


C62 


Gene No. 


69688 






Strand 








Start 


4268 






End 


10540 






Name 


OJ000251 35.0218 


.C62.ol 


tw 


Method 


TBLASTX: Wheat 




Start 


4548 






End 


5848 






GI 


none 






Score 


45 






Exons 


4548. .4631, 4550 


. .4621, 


4 614 . 


.4694, 4641. .4694, 


4701. .4817, 




4717. .4848, 4719 


. . 4847, 


4827. 


.4886, 48 


28. .4890, 


4892. .4957, 



33683 



4893.-4937, 4932. .5147, 4965. .5141, 5128. .5262, 5146. .5382, 
5147. .5434, 5359. .5640, 5412. .5810, 5428. .5847, 5504. .5848 



Seq. No. 33624 

Gene No. 69688 

Start 4268 

Name OJ000251_35 . 0218 . C62 . ol . tc 

Start 5128 

GI none 
Exons 



Seq. ID OJ000251_35. 0218 .C62 
Strand 

End 10540 

Method TBLASTX : Cress 

End 5560 

Score 91 



5128. .5262, 5146. .5382, 5147. .5434, 5304. .5549, 5359. .5556, 
5428. .5556, 5504. .5560 



Seq. No. 33624 Seq. ID 

Gene No. 69688 Strand 

Start 4268 End 

Name OJ000251_35 . 0218 . C62 . o2 . tm Method 

Start 5488 End 

GI none Score 

Exons 5488.. 5805, 5519. .5794 



OJ000251_35.0218.C62 
10540 

TBLASTX: Maize 

5805 

125 



Seq. No. 
.Gene, r Na. 

Name- - 

Start 

GI 

Exons 



33624 
.69 6.8 8_ 



.tw 



_,4.2.68_ - 

0 JO 0 0 2 51_3 5 . 0 2 1 8 •. C 62-: o 3 
5849 
none 

5849. .5935, 5854. .5940, 5854 



Seq. ID 
™EncL_J™ 



OJ000251 35.0218.C62 



„LQ5.4,0. 



Method - TBLASTX: Wheat 
End 6256 
Score 64 

5934, 5967. .6170, 5968. .6195, 
5968. .6210, 6196. .6255, 6209. .6256 



Seq. No. 


33624 








Seq. ID 


OJ000251_35.0218.C62 


Gene No. 


69688 








Strand 




Start 


4268 








End 


10540 


Name 


OJ000251 35, 


.0218. 


C62.o2, 


. ts 


Method 


TBLASTX: Soybean 


Start 


6290 








End 


6532 


GI 


none 








Score 


213 


Exons 


6290. . 6532 












Seq. No. 


33624 








Seq. ID 


OJ000251_35 . 0218 .C62 


Gene No. 


69688 








Strand 




Start 


4268 








End" 


10540 


Name 


OJ000251 35. 


.0218. 


C62.ol. 


..tm 


Method 


TBLASTX : Maize 


Start 


6362 








End 


6824 




' . • none 








Score 


78 " ■ • ■ 


Exons 


6362.. 6556, 


6566. 


".6739,' 


6567. . 


.6731, 6744".. 6815, 6747'. .6824 


Seq. No. 


33624 








Seq. ID 


OJ000251_35.0218.C62 


Gene No. . 


69688 








Strand 




Start 


4268 








End 


10540 


Name 


OJ000251 35, 


,0218. 


C62.o2. 


.tw 


Method 


TBLASTX: Wheat 


Start 


6396 








End 


6872 


GI 


none 








Score 


148 


Exons 


6396. .6632, 


6401. 


. 6625, 


6603. . 


,6695, 6605. .6703, 6606. .6698, 




6700. .6789, 


6703. 


.6819, 


6741. . 


6818, 6816. .6872, 6820. .6864 


Seq. No. 


33624 








Seq. ID 


OJ000251_35.0218.C62 


Gene No. 


69688 








Strand 




Start 


4268 








End 


10540 



33684 



Name 

Start 

GI 

Exons 



OJ000251_35 .0218. C62 . o2 . tc Method TBLASTX : Cress 
6653 End 7002 

none Score 4 6 

66S3..6739, 6657. .6731, 6744. .7001, 6757. .6807, 6856. .7002 



Seq. No. 


33624 








Seq. ID 


OJ000251_35 . 0218 . C62 


Gene No . 


69688 








Strand 




Start 


4268 








End 


10540 


Name 


OJ000251 35. 


0218 


C62.ol 


.ts 


Method 


TBLASTX: Soybean 


Start 


6744 








End 


7169 


GI 


none 








Score 


109 


Exons 


b/44. . / (Jo / , 


o / o y « 




moo 


..7094, 7095. .7169 


Seq. No. 


33624 








Seq. ID 


OJ000251_35.0218.C62 


CJpne No 


69688 








Strand 




Start 


4268 








End 


10540 


Name 


OJ000251 35 . 


0218 . 


C62 . o4 


. tw 


Method 


TBLASTX: Wheat 


Start 


7086 








End 


7436 


GI 


none 








Score 


148 


Exons 


7086. .7343, 


7091. 


.7342, 


7101 


.7352, 7102. .7344, 7335. .7436 




. 33625 








^Se.q..,^I.a„ 


_„0 . JO.0.0.2.5.1 ... 3.5-...0.21 &.._C63 












™ S±xan.d . 


+ 


Start -" v - 










- End--'- 1 - ■ 


-394- 


Name 


OJ000251 35. 


0218. 


C63.ol 


.np 


Method 


AAT/NAP 


Start 


1 








End 


394 


GI 


5257279 








Score 


96 


Exons 


1..54, 197.. 


394 











GI Descrip. (AP000364) Similar to Transposon MAGGY gag and pol gene 
homologues. (L35053) [Oryza sativa] 



Seq. No. 33625 Seq. ID 

Gene No. 69690 Strand 

Start 2062 End 

Name OJ000251_35 . 0218 . C63 . ol . gp Method 

Start 2062 End 

GI 61605_3.R1084 Score, 

Exons 2062.. 2363 

GI Descrip. ' 1402920/emb | CAA66965 | 2.0e-20 (X98321) peroxidase [Arabidopsis 
thaliana] ' 



OJ000251_35 . 0218 . C63 
+ 

2363 
AAT/GAP 
2363 
439 



Seq. No. 33625 . Seq. ID 

^Gene No. • 69691 * . • Strand 

Start 5347 . . . - End 

Name OJ000251_35 . 0218 . C63 . o3 . np Method 

Start 5347 End 

GI 5257279 Score 

Exons 5347 . . 5800 

GI Descrip. (AP000364) Similar to Transposon MAGGY gag and pol gene 
homologues. (L35053) [Oryza sativa] 



OJ000251_35.0218.C63 
+ • 

5800. /; 
AAT/NAP 
5800 
672 



Seq. No. 33625 Seq. ID OJ000251_35 . 0218 . C63 

Gene No. 69692 Strand 

Start 2731 End 5800 

Name OJ000251_35 . 0218 . C63 . o2 . np Method AAT/NAP 

Start 2731 End 5800 

GI 6063554 Score 337 



33685 



Exons 2731. .2891, 3816. .4073, 4191. .4470, 5744. .5800 

GI Descrip. (AP000615) ESTs AU075609 (C63344 ) , C71850 (E0464 ) , C98611 (E0464 ) 

correspond to a region of the predicted gene.; hypothetical 

protein [Oryza sativa] 

Seq. No. 33625 Seq. ID OJ000251_35 . 0218 . C63 

Gene No. 69692 Strand 

Start 2731 End 5800 

Name OJ000251_35 . 0218 . C63 . o2 . gp Method AAT/GAP 

Start 2959 End 3333 

GI 2427387 Score 646 

Exons 2959.-3333 

GI Descrip. 5852170/emb | AL117265 . 1 1 OST17804 3.0e-94 Oryza sativa 

indica (GLA4 ) genomic DNA, chromosome 4, BAC clone :t 17804 

Seq. No. 33625 Seq. ID OJ000251_35 . 0218 . C63 

Gene No. 69692 Strand 

Start 2731 End . 5800 

Name OJ000251_35 . 0218 . C63 . o3 . gp Method AAT/GAP 

Start 4125 End 4435 

GI 2312818 Score 546 

-Exons.. :r , A* 2 5. , r .4A3A--^ , ; .... ... 

..GI.jDescri^ 1„ 

-■• - : indica : ('GLA4 )- genomic ' DNA-, -chromosome A; BAG clone :t"l-7804— ------- 

Seq. No. 33625 Seq. ID OJ000251_35 . 0218 .C63 

Gene No. 69692 Strand 

Start 2731 End 5800 

Name OJ000251_35 . 0218 . C63 . o2 . gs Method GEN SCAN 

Start 5061 End 5572 

GI none Score .42 

Exons 5061.. 5075, 5340.. 5426, 5537.. 5572 

Seq. No. 33626 Seq. ID OJ000251_35 . 0218 . C64 

Gene No. 69693 Strand + 

Start 1 End 2805 

Name OJ000251_35 . 0218 . C64 . ol . np Method AAT/NAP 

Start ' 1 End 2805 

GI 5257279 Score 1853 

Exons 1..224, 853.. 2023, 2673.. 2805 

GI Descrip. (AP000364) Similar to Transposon MAGGY gag and pol gene 
homologues. (L35053) [Oryza sativa] 

Seq. No. ' 33626 •* V . Seq." ID *OJ000251_35 . 0218 . C64 

Gene No. 69693 Strand + 

Start . # , 1 End 2805 

Name OJ000251_35 . 0218 . C64 . ol . gs Method GENSCAN 

Start 85 End 2326 

GI none Score .45 ^ 

Exons 85. .223, 705. .882, 961. .1890, 1972. .2056, 2193. .2326 

Seq. No. 33626 Seq. ID OJ000251_35 . 0218 . C64 

Gene No. 69693 Strand + 

Start 1 End 2805 

Name OJ00025i_3b ; U218 . C64 . ol . tw Method TBLASTX : Wheat 

Start 745 End 1131 

GI none Score 155 



33686 





745. .960, 768. .935, 985. .1131 










Seq. No. 


■ 33626 




Seq. ID 


OJ000251 


_35.0218 


.C64 


Gene No. 


69693 




Strand 


+ 






u Lai. L 


1 






O \J -J 






Name 


OJ000251 35.0218.C64.o2.tw 




L JC LilUU 


1 DijnO 1 A . 






O Lai L 


1504 




£jLl\JL 


1 041 






(IT 


none 






^4 


- 






1504.. 1545, 1669.. 1941, 16E 


J9. 












33627 






UJUUUlJI 




• L D J 


Gene No. 


69694 




Strand 


+ 






Start 


1 




End 


120 






Name 


OJ000251 35.0218.C65.ol.np 




Method 


AAT/NAP 






O Ldl L 


1 




End 


120 






GI 


4680183 




Score 


144 






Exons 


1. .120 












GI Descrip. 


(AF111709) gag-pol protein 


[Oryza sativa subsp. 


indica] 




Seq. No. 


33627 




Seq. ID 


OJ000251 


_35.0218 


.C65 


Gene No. 


69695 




Strand 


+ 







J&ame., ... 

Start • - - ■ 
GI 

Exons 

GI Descrip. 



533 



.,End._ 27_4.1..._^„ 



^Qjn0.0.251- r 35..,Q2.1.a..,C£5 r ..o.3..Jip- --Method AAT/NAP. 

533 -'- - - ■ ■ • - •• -End ' - -2741 - ----------- 

6063554 Score 271 

533..5S2, 2057. .2355, 2474. .2741 

(AP000615) ESTs AU07 5609 (C6334 4 ) , C7 1850 (E04 64 ) , C98 611 ( E04 64 ) 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 


33627 


Seq. ID 


OJ000251_35.0218 


.C65 


Gene No. 


69695 


Strand 


+ 




Start 


533 


End 


2741 




Name 


OJ000251 35.0218.C65.o2.np 


Method 


AAT/NAP 




Start 


781 


End 


2741 




GI 


775215 


Score 


98 




Exons „ . 


781. .1121, 1157.. 1388, 2659 


. .2741 






GI Descrip. 


(U23857) EBNA1 [Herpesvirus 


papio] 






Seq. No. 


33627 


Seq. ID 


OJ000251_35.0218 


.C65 


Gene No. 


6969.6 


Strand 






Start 


971 


End 


2674 




Name 


OJ000251 35.0218.C65.ol.gs 


Method 


GENS'CAN - 




Start 


971 


' ' End 


2 67 4 * ■ 




GI 


none 


Score 


.76 




Exons 


971. .1085, 1163. .1279, 1322 


..1413, 1504 


..1538, 2611.. 2674 


Seq. No. 


33628 


Seq. ID 


OJ000251_35.0218 


.C66 


Gene No. 


69697 


Strand 


+ 




Start 


1 


End 


5128 




Name 


OJ000251 35.0218.C66.o2.np 


Method 


AAT/NAP 




Start 


1 


End 


5128 




GI 


5257279 


Score 


3779 




Exons 


1..39, 1576. .3125, 3342. .3503, 3619. .4220, 4903. .5128 




GI Descrip. 


(AP000364) Similar to Transposon MAGGY 


gag and pol gene 






homologues. (L35053) [Oryza 


sativa] 







33687 



Seq. No. 33628 

Gene No. 69697 

.Start 1 

Name OJ000251_35 . 0218 . C66 . ol . gp 

Start 417 

GI 61605_3.R1084 

Exons 417 . . 676 

GI Descrip. 1 1402 920/emb | CAA66965 | 2.0e-20 (X98321) peroxidase [Arabidopsis 
thaliana] 1 



Seq. ID OJ000251_35.0218.C66 

Strand + 

End 5128 

Method AAT/GAP 

End 67 6 

Score 434 



Seq. No. 


33628 








Seq. ID 


OJ000251_35.0218.C66 


Gene No. 


69698 








Strand 




Start 


1 








End 


1265 


Name 


OJ000251 35 


.0218 


.C66.0I 


.np 


Method 


AAT/NAP 


Start 


1 " 








End 


1265 


GI 


6523547 








Score 


135 


F.xon 

1—1 *\ I 1 »w> 


1 31 680 


.1265 














hydroxyproline-rich glycoprotein DZ-HRGP [Volvox 




carteri f. 


nagariensis] 








Sea No 


33628 








Seq. - ID 


OJ000251_35.0218.C66- 


. UCl 1 " . _LN • . 


69699 


. „ _ 







r Strand..... 




._S.tar._~., ,. 


1788 - 

- J — J.JJ. Q : „ 




i 




„.End 


. 265.1.. , 


Name . — 


OJ0002 51 35 


.0218 ; 


;C66vo3 




Method 


TBLASTX: Wheat - : - -- - 


Start 


1788 ~~ 








End 


2270 


GI 


none 








Score 


525 


Exons 


1788; .2270, 


1799, 


. .2095, 


1848. 


.2237, 2123.. 2266 


Seq. No. 


33628 








Seq. ID 


OJ000251_35.0218.C66 


npnp No 


69699 








Strand 




Start 


1788 








End 


2657 


Name 


OJ000251 35 


.0218, 


.C66.o4, 


. tm 


Method 


TBLASTX: Maize 


Start 


1797 ~* 








End 


2087 


GI 


none 








Score 


354 


Exons 


1797. .2087, 


1799- 


. .2017, 


1806. 


.2087 




Sea. No. 


33628 








Seq. ID 


OJ000251_35.0218.C66 


Gpnp No 


69699 








Strand 




Start 


1788 








End 


2657 


Name 


OJ0002 51 3 5 


.0218. 


.C66.o3. 


. tm 


Method 


TBLASTX: Maize 


Start 


2157 ~~ 








End 


2657 


GI 


none 








Score 


159 


Exons 


2157'. . 2336, 


2259. 


, ".'2 3.2 7 > 


2322 . ; 


.2657, 2369.. 2536, 2564.. 26.11 


Seq. No. 


33628 








Seq. ID 


OJ000251_35.0218.C66 


Gene No. 


69699 








Strand 




Start 


1788 








End 


2657 


Name 


OJ000251 35 


.0218. 


C66.0I. 


. ts 


Method 


TBLASTX: Soybean 


Start 


2211 








End 


2606 


GI 


none 








Score 


54 


Exons 


2211. .2243, 


2211. 


.2240, 


2247. . 


.2606, 2249.. 2605 


Seq. No. 


33628 








Seq. ID 


OJ000251_35.0218.C66 


Gene No. 


69699 








Strand 




Start 


1788 








End 


2657 


Name 


OJ000251 35 


.0218. 


C66.o5. 


tw 


Method 


TBLASTX: Wheat 


Start 


2319 








End 


2621 



33688 




GI 


none 










3Rfl 

JOO 




F.xnns 

i-j \y 1 i o 


2319 2621 


2319 


2555 


2321 . 


2605 






Seq. No. 


33628 








Seq. ID 


OJ000251_35.0218 


.C66 


Gene No. 


69700 








Strand 






Start 


2622 








FnH 


3125 




Name 


OJ000251 35 


. 0218 


C66 o2 


. tw 


Moh H oH 






Start 


2622 _ 








FnH 


3125 




GI 


none 








JL,U1 C 


588 




Exons 


2622 3125. 


2631 


2966, 


2657 . 


304 3 






Seq. No. 


33628 








Seq. ID 


OJ000251_35.0218 


.C66 


Gene No. 


69700 








Strand 






Start 


2622 








End 


3125 




Name 


OJ000251 35 


. 0218 


. C66 . o2 


. ts 


Mo +■ Vi oH 






Start 


2628 _ 








FnH 


2R73 




GI 


none 










j. ^ ^ 






2628 2873 














Seq. No. 


33628 








Seq. ID 


OJ000251_35.0218 


.C66 


Gene No. 


69700 








Strand 






__S.tar.t_ . _ 


2.62.2 










.3±25_ 




— LN C11LLC . 


. W U ULUAJ^..-J_I J.-J- 


T 421,a,C6-6...Q2., 


...nil _. 


..Method:.,-. 


„ TELAS^X : Maizje. 




u Lai L 


■ -2 694 -- -~~ - • 

vj Z> 1 








End- 


-3047 - • - 




(IT 


n on <^> 
nunc 








Score 


442 - 




r,ynn c; 


2694 3047 


7 696 




274 5 


.2963, 2855. .3043 




Seq. No. 


33628 








Seq. ID 


OJ000251_35.0218 


.C66 


Gene No. 


69701 








Strand 






Start 


3125 








End 


3659 




Name 


0,7000251 35 


.0218, 


.C66.o4 . 




Method 


TBLASTX: Wheat 




Start 


3125 ~~ 








End 


3614 




GI 


none 








Score 


380 




p. von 


3125 3610 


3126, 


. .3530, 


34 69 . 


.3570, 3476..3589, 3567. .3614 


Seq. No. 


33628 








Seq. .ID 


OJ000251_35.0218 


.C66 


Gene No. 


69701 








Strand 






Start 


3125 








End 


3659 




Name 


0,70002 51 35 


.0218, 


.C66.06, 




"Method 


TBLASTX : Maize 




Start 


3264 _ 








End 


3574 




GI 


none 








Score 


155 




F.vnn *=; 

X—l jt\. \J I 1 t_> 


32 64 34 7 0 


3333. 


. .3428, 


3473 . 


.3574, 3475. .3570 




Seq. No." 


33628 








Seq. ID 


OJ000251_35.02'18, 


.C66 


Gene No. 


69701 








Strand 






Start 


3125 








End 


3659 




Name 


o,70oo?5i 35 


.0218. 


,C66.o3. 


L. O 


Method 


TBLASTX : Soybean 




Start 


34 73 _ 








End 


3659 




GI 


none 








Score 


104 




rvon q 

Hi A. \Jl i O 


3473 3565 


3481. 


.3561, 




.3658, 3573. .3659 




Seq. No. 


33628 








Seq. ID 


OJ000251_35.0218, 


.C66 


Gene No. 


69702 








Strand 






Start 


3579 








End 


4511 




Name 


OJ000251 35, 


,0218. 


C66.o5. 


tm 


Method 


TBLASTX: Maize 




Start 


3579 








End 


3803 




GI 


none 








Score 


319 





33689 



Exons 



3579. .3803, 3581. .3799 



Seq. No. 33628 

Gene No. 69702 

Start 3579 

Name OJ000251_35 . 0218 . C66 . ol . tw 

Start 3621 

GI none 

Exons 3621.. 4247, 3623.. 4246 



Seq. ID OJ000251__35.0218.C66 
Strand 

End 4511 

Method TBLASTX : Wheat 

End 4247 

Score .675 



Seq. No. 33628 

Gene No. 69702 

Start 3579 

Name OJ000251_35 . 0218 . C66 . ol . tm 

Start 3804 

GI none 
Exons 



Seq. ID OJ000251_35.0218 .C66 
Strand 

End 4511 

Method TBLASTX: Maize 

End 4393 

Score 222 



3804. .3962, 3806. .3958, 3832. .3966, 3900. .4103, 3955. .4089, 
3959.-4387, 3960. .4388, 4070. .4393 



Seq. No. 33628 
Gene No. 69702 

.,S.tart_.„__ _._ .^ T .351%.,^,^. rm ...,„.^.^..^.^„ 
-Name .„ : ..^Qj;dQA25JL_3.5 ...0218 Jc.6."^o£.. tw_ 

Start 4247- - 

GI none 

Exons 4247. .4471, 4248. .4511 



Seq. ID OJ000251_35.0218.C66 
Strand 

_„.. End ^_4.5.11 - 



.Method. ... ,'T,RLASTX.: Wheat . 
End - ■ 4511 - ■ - 
Score 272 



Seq. No. 33629 

Gene No. 69703 

Start 396 

Name OJ000251_35 . 0218 . C67 . ol . gs 

Start 396 

GI none 

Exons 396. . 1058 



Seq. ID OJ000251_35.0218 .C67 

Strand + 

End 1058 

Method GENSCAN 

End 1058 

Score .86 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



33629 
69703 
396 

OJ000251_35.0218 .C67.ol.np 
396 

5257279 
396. .920 

(AP000364) Similar to Transposon MAGGY gagVand pol cjene 
homologues. (13505*3) [Oryza* sativa] 



Seq. ID OJ000251_35.0218.C67 

Strand + 

End 1058 

Method AAT/NAP 

End 920 

Score 815 . 



33629 
69704 
1315 

•OJ000251_35. 0218.C67.o2.gs 

1315 

none 



Seq. ID OJ000251_35.0218.C67 
Strand 

End 3693 

Method GENSCAN 

End 3615 

Score .91 



1315. .2751, 2777. .3063, 3081. .3615 



Seq. No. 33629 

Gene No. 69704 

Start 1315 

Name OJ000251_35 . 0218 . C67 . o2 . np 



Seq. ID OJ000251_35.021R.C67 
Strand 

End 3693 

Method AAT/NAP 



33690 




O U d -L L. 


1318 








End 


3693 




2443320 








Score 


3320 




. 1318.. 3693 














(D85597) polyprotein [Oryza 


australiensis] 


Seq. No. 


33629 








Seq. ID 


OJ000251_35.0218.C67 


Gene No. 


69704 








Strand 




Start 


1315 








End 


3693 


Name 


OJ000251 35 


.0218 


.C67.o3 


. tw 


Method 


TBLASTX: Wheat 


O Lai L 


1 ? S7 








End 


1833 


(IT 


none 








Score 


177 


LAUllO 


1357. .1629, 


1358 


. .1642, 


1615 


..1833, 1616. .1828, 1713. .1832 


Seq. No. 


33629 








Seq. ID 


OJ000251_35.0218.C67 


Gene No. 


69704 








Strand 


- 


Start 


1315 








End 


3693 


Name 


OJ000251_35 


.0218 


.C67 .o2 


tm 


Method 


TBLASTX: Maize 


ulai L 










End 


1944 


GI 


none 








Score 


188 




1369. .1563, 


1618 


. . 1944 








.Seq.. ..Np : . __-..-..„ 


...,33.62.9 




... .„ ... 


.--j.^.. 


. t : Seq...,,ip, 


__.QJ0OO.2.5.1„3.5....0.21.8-.JC.6j[_.-„ 


.Gene _.No... 


6 9 7.0 4 .I 


..: 


, 


... ■ 


.^.Strand.-.. 




Start 


1315 ■ 








- End- ■ : 


3693 - ' — - - 


Name 


OJ000251 35 


0218 


.C67.o2 


ts 


Method 


TBLASTX: Soybean 


O tdl L 


1453 








End 


1935 




none 








Score 


63 




1453. .1557, 


1633 


.1935, 


1634 


. . 1741 




Con Kin 


33629 








Seq. ID 


OJ000251_35.0218.C67 


Gene No. 


69704 








Strand 




Start 


1315 








End 


3693 


Name 


OJ000251 35 


0218 


C67.ol 


tw 


Method 


TBLASTX: Wheat 


Start 


1906 








End 


2707 


GI 


none 








Score 


359 




1906. .2370, 


1907 


.2386, 


2295 


..2696, 2356.. 2703, 2356.. 2706, 




2360. .2707 












Seq. No. 


33629 








Seq. ID 


OJ000251_35.0218.C67 


Gene No. 


69704 








Strand 




Start 


1315 








End ' 


3693 


Name 


OJ000251 35 


0218 


C67.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


2269 ■ 








End . 


2701 


GI 


none 








. Score 


157* 


Hi AU1 Z o 


2269.'. 2682, 


2336 


.2701 








O CJ ^ • IN U • 


33629 








Seq. ID 


OJ000251_35.0218.C67 


Gene No. 


69704 








Strand 




Start 


1315 








End 


3693 


Name 


OJ000251 35. 


0218. 


C67.ol. 


ts 


Method 


TBLASTX : Soybean 




2387 








End 


2721 


GI 


5509260 








Score 


94 


Exons 


2387. .2545, 


2395. 


.2721, 


2579 


. .2719 




GI Descrip. 














Seq. No. 


33629 








Seq. ID 


OJ000251_35.0218.C67 


Gene No. 


69704 








Strand 





33691 



Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq^.No.... 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1315 End 

OJ000251_35 . 0218 . C67 . o2 . tc Method 

2482 End 

none Score 
2482. .2721, 2570. .2716 

33629 
69704 
1315 

OJ000251_35.0218.C67 .ol.tc 
2810 
none 

2810. .3025, 3052. .3120, 3130. .3336 



33629 
69704 
1315 

OJ000251_35.0218.C67.o3.tm * 

2900 

none 



3693 

TBLASTX: Cress 
2721 



Seq. ID OJ000251_35.0218.C67 
Strand 

3693 

TBLASTX: Cress 
3336 
102 



End 

Method 

End 

Score 



Seq. ID OJ000251_35.0218.C67 
Strand 

End 3693 

Method TBLASTX: Maize 

End 34 4 4 

.Score 64 



2900. .3052, 3055. .3117, 3142 .. 34 44 , 3224 .. 3319 



\_33 62.9_ .... . .... . _ V,.- 

69704 ' - 

1315 

OJ000251_35. 0218.C67 . o2 . tw 

2918 

none 



_S.e.q...:. IJl.-„ AJOnO 25.L := a5,.-Q215-.£,6-7.. 

Strand - - ■ ' - ■ - - - -"- 

End 3693 

Method TBLASTX : Wheat 

End 3582 

Score 436 



2918. .3073, 3052. .3582, 3053. .3460, 3055. .3579 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No . 
. Start 
Name 
Start • 
GI 

Exons 

GI Descrip. 



33629 
69704 
1315 

OJ000251_35. 0218.C67 .o3. ts 

2918 

none 



Seq. ID OJ000251_35 . 0218 .C67 
Strand 

End 3693 

Method TBLASTX : Soybean 

End 3348 

Score 68 



2918. .3052, 305.5. .3120, 3115. .3315, 3121. .3348, 3122. .3346 



Seq. ID OJ000251_35.0218.C68 

Strand + 

End 1239 

Method AAT/NAP 

End . 1239 

Score 94 



33630 
69705 
1 

OJ000251_35.0218 .C68.ol,np 
1 

4038056 ' " 

1. .175, 1211. .1239 

(AC005897) putative TNP2-like transposon protein [Arabidopsi 
thaliana] 



Seq. No. 33630 

Gene No. 69705 

Start 1 

Name OJ000251_35 . 0218 . C68 . o2 . np 

Start 237 

GI 4680186 

Exons 237.. 288, 1127.. 1239 

GI Descrip. (AF111709) unknown [Oryza sativa subsp. indica] 



Seq. ID OJ000251_35.0218.C68 

Strand + 

End 1239 

Method AAT/NAP 

End 1239, 

Score 201 



33692 



Seq. No. 


33630 




Seq. ID 


OJ000251 


Gene No. 


69705 




Strand 


+ 


Start 


1 




End 


1239 


Name 


OJ000251 35 0218 C68 ol 




Mp+- hod 


GENSCAN 


Start 


983 ~~ 


End 


1030 


GI 


none 




Score 


. 91 


Exons 


983. . 1030 








Seq. No. 


33631 




Seq. ID 


OJ000251 


Gene No. 


69706 




Strand 


+ 


Start 


241 




End 


366 


Name 


OJ000251 35.0218.C69.ol 


. as 


Method 


GENSCAN 


Start 


241 _ 




End 


366 


GI 


none 




Score 


. 68 


Exons 


241. . 366 








Seq. No. 


33632 




Seq. ID 


OJ000251 


Gene No. 


69707 




Strand 


+ 


Start 


164 




End 


361 


Name 


OJ000251 35 0218 C71 ol 




Met hod 


GENSCAN 


Start 


164 _ 




End 


361 


G.I _ 


none_ _ 




Score 


. 92 


F.xon s 


16 4 . ,_3£ 1_ I _ _ 








Seq. No. 


33633 




Seq. ID 


OJ000251 


Gene No. 


69708 




Strand 


+ 


Start 


50 




End 


1883 


Name 


OJ000251 35.0218.C74.ol 


.gs 


LiC Li IVJvi 




Start 


50 




End 


1883 


GI 


none 




Score 


. 42 


Exons 


50. .747, 987. .1011, 1071.. 


1326 1813 


1883 


Seq. No. 


33633 




Seq. ID 


OJ000251 


Gene No . 


69709 




Strand 




Start 


1 




End 


2421 


Name 


OJ000251 35.0218.C74.ol 


np 


Method 


AAT/NAP 


Start 


1 




End 


922 


GI 


6721558 




Score 


258 


Exons 


1..122, 823. .922 








GI Descrip 


(AP001073) hypothetical 


protein [Oryza 


q a f "! V3 1 

Ju 1 L V CI J 




gi | 6815083 | dbj | BAA90369 . 


11 


(AP001081) 


hvDni'hp't" i ( 

1 1 V w L-JLV 




[Oryza sativa] 








Seq."* No. 


33633 




Seq. ID* 


OJ000251 


Gene No. 


69709 




Strand 




Start 


1 




End 


2421 


Name 


OJ000251 35.0218.C74 .o2. 


np 


Method 


AAT /NAP 


Start 


134 




End 


2421 


GI 


6721512 




Score 


68 


Exons 


134. .165, 1733. .1867, 2382 


. .2421 




GI Dp qprin 

\J -L 1—/ O J- -L 


(AP001072) hypothetical 


protein [Oryza 


o d i — L v a j 


Seq. No. 


33634 




Seq. ID 


OJ000251_ 


Gene No. * 


69710 




Strand 


+ 


HJ J- 

o uai l. 


225 




End 


316 


Name 


OJ000251 35.0218.C75.ol. 


gs 


Method 


GENSCAN 


Start 


225 




End 


316 



33693 




GI 


none 










Exons 


225 316 










Seq. No. 


33635 




Seq. ID 


OJ000251_35.0218 


.C77 


Gene No. 


69711 




Strand 


+ 




Start 


73 




End 


54 9 




Name 


OJ000251 


35 0218 C77 ol as 


Mo t - h nH 






Start 


73 




End 


541 




GI 


none 




Score 


. 9 




Exons 


73 . .541 










Seq. No. 


33635 




Seq. ID 


OJ000251_35.0218 


.C77 


Gene No. 


69711 




Strand 


+ 




Start 


73 




End 


549 




Naine 


OJ000251 


35 0218 C77 ol tm 




TRT.A9TX • Ma i 7P 




Start 


193 




End 


549 




GI 


none 




Score 


188 




Exons 


193 . . 390, 


196 399. 404 520 


4 04. . 541 


424 549 427 


54 

J 1 u 


Seq. No. 


33636 




Seq. ID 


OJ000251_35.0218 


.C78 


Gene No. 


69712 




Strand 






Start i 


17 3 ... 




._End_." 


297 : 


s=: 


Name 


Oiio ti 025 1 ' 


^5 021 ft P7ft nl as 


Mo f~ nH 


PRNI^PAN 
— oiXjI^J-O v-ri . — — . 




Start 


.. -17 -3 .. ~ 

J- I ~J 










GI ' 


none 




^ n r- o 


Q1 




R von s 


173 . .297 










Seq. No. 


33637 




Seq. ID 


OJ000251_35.0218 


.C84 


Gene No. 


69713 




Strand ' 


+ 




Start 


286 




End 


5Rft 
o o 




Name 


OJ000251 


35 021ft Pft4 nl tw 




TRT.A9TX • Whoa-h 




Start 


204 




FnH 


560 




GI 


none 










F.xon s 


204 560 


205 552 








Seq. No. 


33637 




Seq. ID 


OJ000251_35.0218 


.C84 


Gene No. 


69713 




Strand 


+ 




Start 


286 




End 


588 




Name 


OJ000251 


35 021ft Pft 4 nl tin 


Mo t~ h nH 


TRT.A^TX • M^ -i 7P 




Start 


249 ~~ 




End 


559 




GI 


none 




Score 


2 68 




Exons 


249. . 545, 


250 . . 552 




^ * ■ 




Seq. , No". 


33637 




Seq ? ID" 


OJ000251_35.0218 


.C84 


Gene No. 


69713 




Strand 


+ 




Start 


286 




End 


5ft ft 




Name 


OJ000251 


35 021ft Pft 4 nl as 


Mo f~ h nH 


\J Ej LN O V^riLN 




Start 


286 ~ 




£jl 1\J. 


Sft ft 




GI 


none 






4 ? 




uAwl 1 0 


2ftfi 5ftft 










Seq. No. 


33638 




Seq. ID 


OJ000251_35.0218 


.C85 


Gene No. 


69714 




Strand 


+ 




Start 


1 




End 


4*11 




Name 


OJU00251 


35.0218.C85.ol.np 


Method 


AAT/NAP 




Start 


1 




End 


411 




GI 


6721561 




Score 


85 





33694 



Exons 

GI Descrip. 



1..171, 362. .411 

(AP001073) EST AU082058 (C1297 6 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gil 6815086 | dbj IBAA90372.il (AP001081) EST AU082058 (C1297 6) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



33639 Seq. ID 

69715 Strand 

194 End 

OJ000251_36 . 0217 . CI . ol . gs Method 

194 End 

none Score 
194. .278 



OJ000251_36 . 0217 . CI 
+ 

278 

GENSCAN 

278 

.42 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons.. . . 

-GI \ Descrip. 



33640 Seq. ID 

69716 Strand 

1 End 

OJ000251_36.0217 .C4 .ol.np Method 

1 End 

5441880 Score 

AE0.6 0.3*6.74-., EST r ~C2£-95.2..(.C 62SA5 T U- coj:r.e^p.onx^_tQ_^.xe.g±orL_af _tSk 

predicted gene.; Similar to maize transposon MuDR mudrA- protein . 
(AC003981) [Oryza sativa] 



OJ000251_36.0217 .C4 
375 

AAT/NAP 

375 

90 



Seq. No. 33640 Seq. ID 

Gene No. 69716 Strand 

Start 1 End 

Name OJ000251_36 . 0217 . C4 . ol . gs Method 

Start 68 End 

GI none Score 

Exons 68.. 243 



OJ000251__36.0217.C4 
375 

GENSCAN 

243 

.93 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

,GI Descrip. 



33641 Seq. ID OJ000251_36 . 0217 . C5 

69717 Strand 

1 End 573 

OJ000251_36. 0217. C5. ol.np . Method AAT/NAP 

1 End 567 

6539553 Score 848 

1..56.7 . 

(AP000836} Similar to Oryza australiensis retrotransposon RIRE1 

(D85597)\* [Oryza sativa] gi 16539590'hdb j>BAA882fi 6 . 1 | (AP000837) 

Similar to Oryza australiensis retrotransposon RIRE1 (D85597) 

[Oryza sativa] 



Seq. No.' 33641 

Gene No. 69717 

Start 1 

Name OJ000251_36 . 0217.C5.ol.tm 

Start 133 

GI none 

Exons 133. .420, 133. .438, 155. .424 



Seq. ID OJ000251_36.0217.C5 
Strand 

End 573 

Method TBLASTX: Maize 

End 4 38 

Score 225 



Seq. No. 
Gene No. 
Start 



33641 
69717 
1 



Seq. ID 

Strand 

End 



OJ000251 36. 0217. C5 



573 



33695 



Name OJ000251_36 . 0217 .C5.ol.tw 

Start 186 

GI none 

Exons 186.. 338, 187.. 573, 188.. 562 

Seq. No. 33642 

Gene No. 69718 

Start 160 

Name OJ000251_36 . 02 17 . C8 . ol . gp 

Start 160 

GI 454466 

Exons 160. .414 



Method 

End 

Score 



TBLASTX: Wheat 

573 

216 



Seq. ID OJ000251_36.0217.C8 

Strand + 

End 414 

Method AAT/GAP 

End 414 

Score 403 



Seq. No. 33642 

Gene No. 69719 

Start 89 

Name OJ000251_36 . 0217 . C8 . ol . gs 

Start 89 

GI none 

Exons 89.. 225 



Seq. ID OJ000251_36.0217 .C8 
Strand 

End 225 

Method GENS CAN 

End 225 

Score .86 



„_Saq. J«q.„ OT rv _ 3.3.64 3 

,_Gena_Nq_.„... .6.9.12L0. I^^IJIZLJI^Z,. 

Start - 490 ' • - - 

Name OJ000251_36 . 0217 . C9 . ol . gs 

Start 490 
GI none 
Exons 490. .534 



^sep^j:a^ojqA025^ 

^Sirandl^- - 

End - - 



Method 

End 

Score 



-534 . - 
GENSCAN 
534 
1 



Seq. No. 33644 

Gene No. 69721 

Start 107 

Name OJ000251_36 . 0217 . Cll . ol . gs 

Start 107 

GI none 

Exons 107.. 213 



Seq. ID OJ000251__36. 0217. Cll 

Strand + 

End 213 

Method GENSCAN 

End 213 

Score . 9 



Seq. No. 33645 

Gene No. 69722 

Start 556 

Name OJ000251_36 . 0217 . C12 . ol . gp 

Start „ 556 ' .. 

GI * LIB3432-008-P1-K1-F11 

Exons' '556.. 576, 629.'. 718 ' 
GI Descrip. ' 5852 170/emb | AL1172 65 . 1 | OST17804 1.0e-151 Oryza sativa 

indica (GLA4 ) genomic DNA, chromosome 4, BAC clone : t 17804 ' 



Seq. ID OJ000251_36.0217.C12 
Strand 

718 

AAT/GAP . 
718 
123 



End 

Method 
End 
' Score 



Seq. No. 


33646 


Seq. ID 


OJ000251 


Gene No. 


69723 


Strand 




Start 


121 


End 


1312 


Name 


OJ000251 


36.0217.C14 .ol.gs Method 


GENSCAN 


Start 


121 


End - 


1312 


GI 


none 


Score 


.8 


Exons 


121. .227, 


233. .503, 1286. .1312 




Seq. No. 


33646 


Seq. ID 


OJ000251 


Gene No. 


69724 


Strand 





33696 



• # 



Start 


3483 








End 


5232 


Name 


OJ000251 36 


.0217 


.C14 .ol 


.gp 


Method 


AAT/GAP 


Start 


3303 








End 


5232 


GI 


19519 1.R1084 






Score 


2290 


Exons 


3303. .4154, 


4230 


. .4469, 


4561. 


.4623, 5104.. 5232 


GI Descrip. 


M103324 1. 


Oe-166 (AF022716) 


GDP-mannose pyrophosphorylase 




[Solanum tuberosum] 1 








Seq. No. 


33646 








Seq. ID 


OJ000251_36.0217.C14 


Gene No. 


69724 








Strand 




Start 


3483 








End 


5232 


Name 


OJ000251 36 


.0217 


.C14.o2 


.gs 


Method 


GENSCAN 


Start 


3483 








End 


5214 


GI 


none 








Score 


1 


Exons 


3483. .4154, 


4230 


. .4469, 


4561. 


.4623, 5104. .5214 


Sea No 


33646 








Seq. ID 


OJ000251_36.0217.C14 


Gene No. 


69724 








Strand 




Start 


3483 








End 


5232 


Name 


OJ000251 36 


.0217 


.C14.ol 


.np 


Method 


AAT/NAP 


Start 


3486 








End 


5214 


GI i 


...4.10332.4 ; „ 








„.S:C.or.e 


_..15.7.4 . ... . 


R xj~) n s 


_.3Ai6„j05i,_ 


1423.6." 




Il5t6ll 


—46.23^-5.10.4 52 14™ „ - 


(IT- - Hp cpr i r> 

K-J _. !_/ O V-* J- * 


- (AF022716) GDP-manriose pyrophosphorylase- [Solanum .'tuberosum 


Seq. No. 


33646 








Seq. ID 


OJ000251_36.0217.C14 


Gene No. 


69725 








Strand 




Start 


5885 








End 


8106 


Name 


OJ000251 36 


.0217 


C14 .o2 


. tm 


Method 


TBLASTX: Maize 


Start 


3445 








End 


3777 


GI 


none 








Score 


393 


Exons 


3445. .3777, 


3470 


.3730, 


3483. 


.3776 




Seq. No. 


33646 








Seq. ID 


OJ000251_36.0217.C14 


Gene No. 


69725 








Strand 




Start 


5885 








End 


8106 


Name 


OJ000251 36 


.0217. 


C14 ,o2 


. ts 


Method 


TBLASTX: Soybean 


Start 


3478 








End 


3743 


GI 


none 








Score 


85 


Exons 


3478. .3537, 


3483. 


.3608, 


3483. 


.3743, 35 


89. .3702, 3657. .3743 


Sea. No. 


33646 








Seq. ID 


OJ000251_36.0217.C14 


Gene No 


'69725 








Strand 




Start 


5885 








End 


8106 


Name 


OJ000251 36 


0217. 


C14 .ol 


tc 


Method 


TBLASTX: Cress 


Start 


3482 








End 


5254 


GI 


none 








Score 


119 


Exon <^ 


3482. .3709, 


3483. 


.4154, 


3589. 


.4170, 4224. .4466, 4225. .4470, 




4294. .4470, 


4558. 


.4626, 


4559. 


.4624, 5100. .5213, 5101. .5214, 




5101. .5214, 


5105. 


.5254, 


5111. 


.5218 




Seq. No. 


33646 








Seq. ID 


OJ000251_36.0217.C14 


Gene No. 


69725 








Strand 




Start 


5885 








End 


8106 


Name 


OJ000251 36. 


0217. 


C14 .ol. 


ts 


Method 


TBLASTX: Soybean 


Start 


3744 








End 


5238 


GI 


none 








Score 


277 



33697 



Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3744. .4157, 3744. .4154, 3745. 
4225. .4470, 4297. .4470, 4544. 
5054. .5218, 5100. .5225, 5101. 

33646 
69725 
5885 

OJ000251_36.0217 .C14 .ol.tm 

3777 

none 

3777. .4154, 3778. .4176, 3803. 
4228. .4470, 4550. .4624, 4558. 
5108. .5251 



.4170, 4016. .4156, 4224. .4466, 
.4603, 4558.. 4626, 4559. .4624, 
.5238, 5101.. 5217, 5105. .5236 

Seq. ID OJ000251_36.0217.C14 
Strand 

End 8106 
Method TBLASTX: Maize 
End • 5251 
Score 529 

.4168, 4224. .4466, 4225. .4470, 
.4626, 5101. .5235, 5108. .5218, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



33646 Seq. ID 

69725 Strand 

5885 End 
OJ000251_36.0217 .C14 .ol.tw Method 

4104 End 

none Score 

4104. .4154, 4105. .4176, 4209. .4433, 4224. .4430, 4225. .4437, 



OJ000251_36.0217.C14 
8106 

TBLASTX: Wheat 

4437 

84 



Seq.- No.- - 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No.. 

Start 

Name 

Start 

GI 

Exons 



3364 6- - • - - Seq. ID 

69725 Strand 
5885 End 
OJ000251_36 . 02 17 . C14 . o3 . qs Method 
5885 End 
none Score 



OJ000251_36.0217-.G14-- 
8106 

GENS CAN . 

8106 

.68 



5885. .5973, 6013. .6176, 6852. .6922, 7303.. 7468, 8003. .8106 



33646 Seq. ID 

69725 Strand 
5885 End 
OJ000251_36. 0217 .C14 . o2 . gp Method 
6067 End 
26282_1.R1084 Score 
6067. .6176, 7303. .7627 
' 5852170/emb|AL117265. 1 IOST17804 3.0 
indica (GLA4 ) genomic DNA, chromosome 



33647 Seq. ID 

6972*6 *' Strand 

24 * . End. 
OJ000251_3 6. 0217 .C15 . ol . gs Method 

24 End 

none Score 
24. .278 



OJ000251_36.0217.C14 

8106 
AAT/GAP 
7627 
810 

;-94 Oryza sativa 
4, BAC clone: tl7804 1 

OJ000251_36.0217/C15 . 

278 " ... 
GENSCAN 
278 
.44 



Seq. No. 33647 Seq. ID 

Gene No. 69727 Strand 

Start 2043 End 

Name OJ000251_36 . 0217 . C15 . ol . np Method 

Start 2043 End 

GI 6063554 Score 

Exons 2043.. 2213, 2840.. 2903 

GI Descrip. (AP000615) ESTs AU075609 (C63344 ) , C71850 (E0464 ) , C98611 (E0464 ) 



OJ000251_36.0217.C15 

2903 
AAT/NAP 
2903 
150 



33698 



correspond to a region of the predicted gene, 
protein [Oryza sativa] 



hypothetical 



Seq. No. 33'647 Seq. ID 

Gene No. 69727 Strand 

Start 2043 End 

Name OJ000251_36 . 0217 . C15 . ol . gp Method 

Start 2284 End 

GI 2427387 Score 

Exons 2284 . .2658 

GI Descrip. 5852170/emb | AL117265 . 1 | OST17804 3.0e-94 Oryza sativa 

indica (GLA4 ) genomic DNA, chromosome 4, BAC clone :t 17804 



OJ000251_36.0217.C15 

2903 
AAT/GAP 
2658 
618 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start- 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. ' 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
uene No. 
Start 
Name 



OJ000251 36.0217.C15 



33647 Seq. ID 

69727 Strand 
2043 End 
OJ000251_36 . 0217 . C15 . o2 . gp Method 
2657 End 
101153_1.R1084 Score 
2657. .2903 

, 5852170/emb|AL117265.1|OST17804 1.0e-115 Oryza sativa 
^indica .(.GLA4. )._ genomic^DNA, ^. chromosome „ 4 , . BAG clonej t.1 7R0 4 __ 



2903 
AAT/GAP 
2903 
308 



51_36.0217.C17.ol.np 
9 



Seq. ID 

Strand 

End 

Method 

End 

Score 



33648 - 
69728 
1 

OJ0002 
1 

663069 
1. .97 
(AP000 
gi | 672 
[Oryza 

33648 

69729 Strand 

3712 , End 

OJ000251_36 . 0217 . CI 7.. o3 . np Method 

3712 End 

6742729 Score 
3712.. 5378, 8295... 8566 
(AF121139) RIM2 protein . [Oryza sativa] 



OJ000251_36.0217-.C17 
+ 

97 

AAT/NAP 

97 

112 



969) hypothetical protein [Oryza sativa] 
1536 | dbj IBAA89566.il (AP001073) hypothetical protein 
sativa] 

Seq. ID OJ000251 36.0217.C17 



33648 ' 
69729 
3712 

OJ000251_36. 0217.C17.ol.gp 
6298 

101153JL.R1084 
6298 . . 6481, 6804 .7034 
1 5852170/emb | AL1172 65. 1 IOST17804 1 



Seq. ID 
Strand 
End 

Method 
End 
Score 



+ 

8566 
AAT/NAP 
8566 
2477 



OJ000251_36 . 0217 .CI 7 
-f 

8566 

AAT/GAP ■ 

7034 

654 



Oe-115 Oryza sativa . 



indica (GLA4) genomic DNA, chromosome 4, BAC clone : t 17804 1 



33648 
69730 
237 

OJ000251_36. 0217.C17.o2.np 



Seq. ID OJ000251_36.0217.C17 
Strand 

End 2007 

Method AAT/NAP 



33699 




Start 237 End 2007 

GI 5922620 Score 87 

Exons 237.. 355, 1872.. 2007 

GI Descrip. (AP000492) EST D15357 (C0514 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi|6016853|dbj IBAA85196.il (AP000570) EST D15357 (C0514 ) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 


33648 








Seq. ID 


OJ000251_36.0217 


.C17 


Gene No. 


69731 








Strand 






Start 


6188 








End 


15567 




Name 


OJ000251 36 


. 0217 


. C17 . o7 


tw 


Method 


TBLASTX: Wheat 




Start 


3252 ~ 








End 


3605 




GI 


none 








Score 


79 




Exons 


3252 . . 3344 , 


3342 


. .34 58, 


3343 . 


.3459, 3350. .3460, 3419. .3574, 




3419 3586. 


34 66 


3591, 


3477 . 


. 3605 






Seq. No. 


33648 








Seq. ID 


OJ000251_36.0217 


-C17 


Gene No . 


69731 








Strand 






Start 


6188 








End 


15567 




Name 


OJ000251 36 


.0.21.7. 


. C17 . o4 


. t s 


...Method.. _ 


TBLASTX :..So.yhean , 




-Start r 


. _ 13523 _ * 








,...End._l!',_," 


-355.1-'. 




GI 


none ■ " ■* 








Score 


103 




pYnn q 

J_J \+J 1 1 J 


3523 3597 


3682 


3951 , 




.3938 






Seq. No. 


33648 








Seq. ID 


OJ000251_36.0217 


.C17 


Gene No. 


69731 








Strand 






Start 


6188 








End 


15567 




Name 


OJ000251 36 


. 0217 


. C17 . o2 


. tc 


Method 


TBLASTX: Cress 




Start 


3669 ~~ 








End 


4032 




GI 


none 








Score 


253 




Exons 


3669 . . 3836, 


3691 


. 4032, 


3885 . 


. 4013 






Seq. No. 


33648 








Seq. ID 


OJ000251_36.0217 


.C17 


Gene No. 


69731 








Strand 






Start 


6188 








End 


15567 




Name 


OJ000251" 36 


0217 


C17 . o4 


tw 


Method 


TBLASTX: Wheat 




Start 


3820 ~ 








End 


4286 




GI 


none 








Score 


73 




Exons 


3820 3876 


3828 . 


. 3872 , 


3873 . 


.3974, 3874. .3978, 3982, .4080, 








. *i U O , 


4 060 


.4251;. 4083. .4286 




Seq.. No. 


33648 








Seq. ID 


OJ000251_36.0217 


C17 


Gene No . 


69731 








Strand 






Start 


6188 








End 


15567 




Name 


OJ000251 36. 


0217. 


C17.04 


. tm 


Method 


TBLASTX: Maize 




Start 


3867 








End 


4245 




GI 


none - ; 








Score 


234 




Exons 


3867. '.4118, 


3877. 


.4119, 


4129. 


.4245 






Seq. No. 


33648 








Seq. ID 


OJ000251_36.0217. 


C17 


Gene No. 


69731 








Strand 






Start 


6188 








End 


15567 




Name 


OJ000251 36. 


0217. 


C17.o6 


. tw 


Method 


TBLASTX: Wheat 




Start 


4380 








End 


4795 




GI 


none 








Score 


104 





33700 



Exons 



4380. .4526, 4382. .4537, 4382. .4525, 4499. .4552, 4500. .4553, 
4502. .4555, 4504. .4557, 4550. .4729, 4567. .4647, 4655. .4795, 
4724 . .4795 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



33648 
69731 
6188 

OJ000251_36 . 0217 . C17 . o5 . tm 

4798 

none 

4798.-4842, 4858. .4959, 4961, 

33648 
69731 
6188 

OJ000251_36.0217.C17.o3.tw 
4810 
none 
4810 
4962 
5300 



Seq. ID OJ000251_36.0217 .C17 
Strand 

End 15567 

■'Method TBLASTX : Mai ze 

End 5179 

Score 38 

.5092, 4962. .5126, 5129. .5179 

Seq. ID OJ000251_36.0217.C17 
Strand 

End 15567 
Method TBLASTX : Wheat 
End 9063 
Score 56 

.4959, 4848. .4970, 4950. .5126, 
.5288, 5131. .5301, 5132. .5362, 
.8481, 8313. .8477, 8519. .8635, 

,8.68.0 ,.__&64 6.. ..-8.687_.,.„_8.6.4.9. ...8 6.90.,.. 
/.8/7.56,_8735 . ..883S.,u^757.^..a8.4.9^„ 
.8973, 8959.-. 9051, 8959.. 9063 



4905, 4811.. 4906, 4816. 
4997, 4970.. 5.125, 5112. 
5392, 8292.. 8465, 8293. 
.8.5 2.2.. ...8 6 2.0 ,^8.5 2 9 ._....8.6.6.6, „ 8. 6.4 5 . 

..8.6.6.8... -.8.6,9.1,, ™8 6.9.3 8 7.7. 9 , _ 8.6.9 7; 

8763. .8852, 88 90 :. 8 958 , 8890 . 

33648 
69731 
6188 

OJ000251_36.0217.C17 .o3.tc 
5121 
none 

5121. .5288, • 5131. .5253, 5131. 
8292. .8453, 8299. .8475, 8312. .8440, 8313. .8450 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000251_36.0217 .C17 
15567 

TBLASTX: Cress 
8475 
93 



.5301, 5132.. 5362, 5300.. 5392, 



33648 
69731 
6188 

OJ000251_36 . 0217 . C17 . o2 . gs 
6188 
none 

6188.. 6510, 6586.. 6717, 7374 

10973. .11072, 11163. .11229, 11453 .. 11656, 11774 11822, 
11861*. .12133, 12646. ..127-63/ 129551 .13348, 134-59 .. 14 618 ,* 
14991.. 15346 



Seq. ID OJ000251_36.0217.C17 
Strand 

15567 
GENSCAN 
15346 
.55 



End 

Method 

End 

Score 



,7499, 7703.. 7804, 8525.. 8816, 



Seq. No, 33648 Seq. ID OJ000251_36 . 0217 . C17 

Gene No. 69731 Strand 

Start 6188 End 15567 

Name . 4 OJ000251_36 . 02 17 . C17 . o3 . gp Method AAT/GAP 

Start 8010 End 8356 

GI 61605_3.R1084 Score 345 

Exons 8010.. 8356 

GI Descrip. ' 1402920/emb | CAA66965 | 2.0e-20 (X98321) peroxidase [Arabidopsis 
thaliana] 1 



Seq. No. 
Gene No. 



33648 
69731 



Seq. ID 
Strand 



OJ000251 36.0217.C17 



33701 




Start 6188 End 15567 

Name OJ000251_36 . 0217 . C17 . o5 . np Method AAT/NAP 

Start 12954 End 15567 

GI 6539553 Score 4131 

Exons 12954. .15567 

GI Descrip. (AP000836) Similar to Oryza australiensis retrotransposon RIRE1 
(D85597) [Oryza sativa] gi | 6539590 I dbj | BAA88206 . 1 1 (AP000837) 
Similar to Oryza australiensis retrotransposon RIRE1 (D85597) 
[Oryza sativa] 



Seq. No. 33648 Seq. ID 

Gene No. 69731 Strand 

Start 6188 End 

Name OJ000251_36 . 0217 . C17 . o2 . tw Method 

Start 13092 End 

GI none Score 

Exons 13092. .13388, 13096 13197, 

13385. .13462, 1338 6 .. 134 63, 



13125. .13394, 13385 
13478. . 13552, 13482 



OJ000251_36.0217.C17 
15567 

TBLASTX: Wheat 

13553 

101 

13462, 
13553 



Seq. No. 


33648 




Seq. ID 


OJ000251 36.0217 


. C17 


Gene No . 


69731 




Strand 






St.ar.t.„ = _„ 


, „ rs 6 m 18,8.--. 




End 


15567 


— ^— 


Name 


. ;o jq ojq 2 'si ... 3 6. ..nil tIc iz ' 


-Q.5-.',tS— ■. 


-Method. ... 


_..T.B LAS TX .: SLo y baa ru._ 




Start - - 


13200 • ' - 




End - . 


13558 — 




GI 


none 




Score 


93 ■ 




Exons 


13200. .13379, 13460. 


13558 








Seq. No. 


33648 




Seq. ID 


OJ000251_36.0217 


C17 


Gene No. 


69731 




Strand 






Start 


6188 




End 


15567 




Name 


OJ000251 36.0217.C17 


o3 . tm 


Method 


TBLASTX: Maize 




Start 


13409 




End 


13741 




GI 


none 




Score 


176 




Exons 


13409. .13741, 13451. . 


13741 








Seq. No. 


33648 




Seq. ID 


OJ000251_36.0217. 


C17 


Gene No. 


.69731 




Strand 






Start 


6188 




End 


15567 




Name 


OJ000251 36.0217.C17. 


o2.ts 


Method 


TBLASTX: Soybean 




Start 


13559 




End 


13904 




GI 


none • 




Score 


112 




Exons 


13559. .13903, 13704.. 


13904 








Seq. No. 


33648 




Seq. ID 


OJ000251_36.0217. 


C17 


Gene No. 


69731 




Strand 






Start 


6188 




End 


15567 




Name 


OJ000251 36.0217.C17. 


o5 . tw 


Method 


TBLASTX: Wheat 




Start 


13748 




End 


14299 




GI 


none 




Score 


307 




Exons 


13748. .13915, 13955. . 


14299 









Seq. No. 33648 Seq. ID 

Gene No. 69731 Strand 

Start 6188 End 

Name OJ000251_36 . 0217 . C17 . ol . tm Method 

Start 13859 End 

GI none Score 



OJ000251_36 . 0217 .C17 
15567 

TBLASTX: Maize 

14300 

55 



33702 



Exons 



13859. .14299, 13938 .. 14048 , 13982 14164 , 14118. .14300 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



33648 
69731 
6188 

OJ000251_36.0217.C17.ol.ts 

13970 

5509260 



Seq. ID OJ000251_36.0217.C17 
Strand 

End 15567 

Method TBLASTX : Soybean 

End 14434 

Score 58 



13970. .14434, 1398 9. .14 048, 14 121.. 14216 



33648 
69731 
6188 

OJ000251_36.0217 .C17 .ol.tc 

14081 

none 

14081. .14338, 14169. .14363 



Seq. ID OJ000251_36.0217.C17 
Strand 

End 15567 

Method TBLASTX : Cress 

End 14363 

Score 84 



Seq. No. 33648 
Gene No. 69731 

, Start ^^^^61B 8 _^.,.._.,_ M „ „..__„„,_„, 
„Name_ :™J"„_GJQb.Q^ 

Start- L - • 14 354 - • • ■ - ■ ' - 

GI none 

Exons 14354 . .15109, 14364 .. 14 513, 14372 .. 14 602 , 14633 .. 15052 , 

14655. .15101 



Seq. ID OJ000251_36.0217.C17 
Strand 

,.EncL.^_ „ .,1 5,5.6.7.™^-- „ r - ^ ==J 

.Method,: _ TBLASJX^W.h"eat.„„_.„^ 

-End "15109 ' - 

Score 174 



Seq. No. 33648 

Gene No. 69731 

Start 6188 

Name OJ000251_36 . 0217 . C17 . o3 . ts 

Start 14759 

GI none 

Exons 14759. . 14932, 14 933 15157 , 



Seq. ID OJ000251_36.0217.C17 
Strand 

End 15567 

Method TBLASTX : Soybean 

End 15157 

Score 95 
14979. .15149 



Seq. No. 33648 
Gene No. ■ 69731 

Start 6188 

Name OJ000251_36 . 0217 . C17 . o2 . tm 

Start 14945 

GI none 

Exons, 149 4 45. .15379, 14 970 .. 15170 



Seq. ID OJ000251_36.0217.C17 
Strand 

End 15567 

Method TBLASTX: Maize 

End 15379 

Score 88 



Seq. No. 33648 

Gene No. 69731 

Start 6188 

Name OJ000251_36 . 0217 . C17 . 08 . tw 

Start 15110 

GI none 

Exons 15110. . 15304, 15110 .. 15301 , 15213.. 15305 



Seq. ID OJ000251_36. 0217 .C17 
Strand 

End 15567 

Method TBLASTX : Wheat 

End 15305 

Score 181 



Seq. No. 33649 

Gene No. 69732 

Start 623 

Name OJ000251_36 . 0217 . C18 . o2 . np 

Start 623 



Seq. ID OJ000251_36. 0217 .C18 

Strand + 

End 8794 

Method AAT/NAP 

End 8794 



33703 



GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

JSI^.^ 

„£xon.s„.„;^ 



5042454 Score 308 

623. .856, 1484. .2069, 2924. .3290, 8674. .8794 
(AC007789) putative polyprotein [Oryza sativa] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000251 36.0217.C18 



33649 
69733 

: OJ000251_36.0217.C18.ol.np 
1 

6539553 
1..108 

(AP000836) Similar to Oryza australiensis retrotransposon RIRE1 
(D85597) [Oryza sativa] gi | 6539590 | dbj I BAA88206 . 1 1 (AP000837) 
Similar to Oryza australiensis retrotransposon RIRE1 (D85597) 
[Oryza sativa] 



108 

AAT/NAP 

108 

188 



33649 
69734 
336 

OJ00025 
336 

33¥..:.54. 
-2865. .2 
4881. .5 
7186. .7 



l_36.0217.C18.ol.gs 



Seq. ID OJ000251__36.0217.C18 
Strand 

8794 
GENSCAN 
8569 

_..6_4.„.__, : 



End 

Method 
End 

; _ , _„ v „..^__-._.S.co.r.e^ _ 

,3;,_±ibi..._:p^ iK4R^i£9±^siR2^^ 

946, 3"1 0-7 .-.-'33-7-1/ 4092.. 4212, 424 9 .. 4 329,- 4395 ■. 4 626/ 
148, 5241. .5314, 5338 5538/ 5631 .. 6399, "■ 6482 .. 6632, 
299, 7417. .8569 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000251 36.0217.C18 



33649 
69734 
336 

OJ000251_36.0217.C18.o2.tw 
3275 
none 

3275. .3376, 5988. .6020, 6057. .6092, 6126. .6254, 6127. .6255, 
6261. .6314, 6264. .6317 



8794 

TBLASTX: Wheat 

6317 

98 



33649 
69734 
336 

OJ000251_36.0217.C18.o3.np 

3702 
5441880 

3702. .3943, *4249, .4499, 4906. 
6463. . 6636, 7205.. 7501, 7763. 



OJ000251 36.0217.C18 



Seq. ID 
Strand 

End 8794 
Method AAT/NAP 
End 8794 
Score 1037 

.5170, 5268.. 5532, 6051 . -. 635'6, 
.7812, 8254. .8794 
(AP000367) EST C28 952 (C6294 5 ) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein 
(AC003981) [Oryza sativa] 



33649 
69734 
336 

OJ000251_36.0217.C18 .ol.tw 

8015 

none 

8015. .8212, 8092. .8178, 8111, 
8252. .8401, 8253. .8402 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000251_36.0217.C18 
8794 

TBLASTX: Wheat 

8402 

71 . 



,8200, 8157. .8204, 8225. .8401, 



33704 



Seq. No. 33649 Seq. ID 

Gene No. 69734 Strand 

Start 336 End 

Name OJ000251_36 . 0217 . C18 . ol . tm Method 

Start 8111 End 

GI none Score 

Exons 8111. .8191, 8163. .8189, 8231. .8539, 8235. .8540, 8540. .8692, 
8571. .8693 



OJ000251_36.0217.C18 
8794 

TBLASTX : Maize 

8693 

44 



Seq. No. 33650 Seq. ID 

Gene No. 69735 Strand 

Start 162 End 

Name OJ000251_36 . 0217 . CI 9 . ol . gs Method 

Start 162 End 

GI none Score 

Exons 162. .233, 588.. 672, 732. .895 



OJ000251_36.0217.C19 
895 

GENSCAN 

895 

.55 



Seq. No. 
Gene No. 
Start 
Name 

..Start..-...- 

Exons '-- 

GI Descrip. 



33651 
69736 
1 

OJ000251 

I 



36.0217.C22.ol.np 



Seq. ID 

Strand 

End 

Method 
_End 



OJ000251_36.0217.C22 
777 

AAT/NAP • 

JZ7_7 



S:cox,e..^ 5.2.2.. 



...5.44 1.880- 

I. ;777 ' ■ --■ - : • - •■• ■■ ■ - - .-■ 

(AP000367) EST C28 952 (C6294 5 ) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein. 
(AC003981) [Oryza sativa] 



Seq. No. 33651 Seq. ID 

Gene No. 69736 Strand 

Start 1 End 

Name OJ000251_36 . 0217 . C22 . ol . tm Method 

Start 3 End 

GI none Score 

Exons 3. .137, 4. .138, 138. .290, 169. .291 



OJ000251_36.0217.C22 
777 

TBLASTX: Maize 

291 

88 



Seq. No. 


33652 




Seq. ID 


OJ000251 


_36.0217 


.C23 


Gene No. 


69737 




Strand 








Start 


2200 




End 


3203 






Name 


OJ000251 36. 


0217.C23.o2.gs 


Method 


GENSCAN 






Start 


2200 




End 


3162 






GI 


" none 




Score 


.99 






Exons 


2200. .2587,. 


2801.. 3003, 3115. 


.3162 








Seq. No. 


33652 




Seq. ID 


OJ000251 


_36.0217 


C23~ 


Gene No. 


69737 




Strand 








Start 


2200 




End 


3203 






Name 


OJ000251 36. 


0217.C23.ol.np 


Method 


AAT/NAP 






Start 


2206 




End 


3203 






GI 


1890575 




Score 


517 






Exons 


2206. .2587, 


2801. .2976, 3097. 


.3203 








GI Descrip. 


(X93174) xyloglucan endotransglycosylase (XET) 


[Hordeum 


vulgare] 


Seq. No. 


33652 




Seq. ID 


OJ000251 


_36.0217 


C23 


Gene No. 


69737 




Strand 








Start 


2200 




End 


3203 






Name 


OJ000251 36. 


0217.C23.o2. ts 


Method 


TBLASTX: 


Soybean 





33705 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No.. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

„G.en.e._Na.._ 
Js;taxJt„'Z. 

Name - 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2209 
none 

2209. .2229, 2239. .2298, 

33652 
69737 
2200 

OJ000251_36.0217 .C23.o2. 

2239 

none 

2239. .2274, 2356. .2550, 

33652 
69737 
2200 

OJ000251_36.0217.C23.o2. 

2239 

none 

2239. .2298, 2347. .2580, 

33652 

.6.973.7 a 

_2.2.Q0_.. _ : . 



.ts- 



0 JO 0 0 2 5 1_3 6 . 0 2 1 7 . C 2 3 . o 1 
2788 
none 

2788. .2970, 2789. .2953, 3112 

33652 
69737 
2200 

OJ000251_36.0217.C23.ol. tm 

2789 

none 

2789. .2953, 2794. .2985 



End 2580 
Score 107 
2299.. 2532, 2414.. 2533, 2527.. 2580 

Seq. ID OJ000251_36.0217.C23 
Strand 

End 3203 

tc Method TBLASTX: Cress 

End 3201 

Score 120 
2369. .2548, 3112. .3201 

Seq. ID OJ000251_36.0217.C23 
Strand 

End 3203 

tm Method TBLASTX : Maize 

End 3201 

Score 132 
2393. .2584, 3112. .3201 



Seq.- ID OJ000251_36.0217.C23 

_^S : t.r.an d - „. _ ■ 

.„ lEnilZ.„.lJ32b3-l-,l,,™l___„lI „I 

■ Method TBLASTX: Soybean 

3201 
161 



End 
Score 
,3201 



Seq. ID OJ000251_36.0217.C23 
Strand 

End 3203 

Method TBLASTX : Mai ze 

End 2985 

Score 176 



Seq. No. 4 .. . 33652 

Gene No. ' : ' 69737 
Start 2200 

Name OJ000251_36 . 0217 . C23 . ol . 

Start 2794 
GI none 

Exons ' 2794 . ; 2'970, 2795 . .2953 

Seq. No. 33653 
Gene No. 69738 
Start 1829 

Name OJ000251_36 . 0217 . C24 . ol . 

Start 1829 
GI 5922634 

Exons 1829.. 1928, 3062.. 3591, 

GI Descrip. (AP0004 92) hypothetical 

gi | 60168 67 | dbj IBAA85210. 

[Oryza sativa] 



tc 



Seq. ID 

Strand 

End 

Method 

End 

Score" 



OJ000251_36.0217.C23 
3203 

TBLASTX: Cress 

2970 

"159 



Seq. ID OJ000251_36.0217.C24 

Strand + 

End 4190 
np Method AAT/NAP 

End 4190 .. 

Score 121 
4114. .4190 

protein [Oryza sativa] 

1| (AP000570) hypothetical protein 



Seq. No. 
Gene No. 



33653 
69738 



Seq. ID OJ000251__36.0217.C24 
Strand + 



33706 



Start 1829 End . 4190 

Name OJ000251_36 . 0217 . C24 . ol . gp .Method AAT/GAP 

Start 3213 End 3536 

GI uC-osflm202102a09bl Score 473 

Exons 3213.. 3536 

GI Descrip. ' 5042437/gb | AC00778 9 . 1 | AC00778 9 2.0e-09 Oryza sativa BAC T49B20 
genomic sequence, complete sequence 1 



Seq. No. 33653 Seq. ID 

Gene No. 69739 Strand 

Start 2651 End 

Name OJ000251_36 . 0217 . C24 . ol . gs Method 

Start 2651 End 

GI none Score 

Exons 2651.. 2685, 2741.. 2957 



OJ000251_36.0217.C24 

2957 
GENSCAN 
2957 
.88 



Seq. No. 33654 
Gene No. 69740 
Start 1 

Name OJ000251_36 . 0217 . C26 . ol . np 

Start 1 

..GL.. : .„., _ £5335,53 __ r ^_ .,_ 

..ikons..-., X-...632 . f • 

GI-"-' Descrip-.* {AP0008 

(D85597 

Similar 

[Oryza 



Seq. ID 

Strand 

End 

Method 
End 
S.cor.e 



OJ000251_36.0217 .C26 
+ 

632 

AAT/NAP 
632 

....1.0.18... J 



36) Similar to Oryza -australiensis retrotransposon- R-IRE1 
) [Oryza sativa] gi | 6539590 | dbj | BAA88206 . 1 | (AP000837) 
to Oryza australiensis retrotransposon RIRE1 (D85597) 
sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons. 



33654 . Seq. ID 

69740 Strand 

1 End 
OJ000251_36 . 0217 . C26 . ol . tm Method 

71 End 

none Score 

71. .325, 78. .392, 98. .391, 211. .393 

33654 Seq. ID 

69740 . Strand 

1 End 
OJ000251_36 . 0217 . C26 . ol . gs Method 

93 End 

none Score 

93. .208 • ; 



OJ000251_36.0217.C26 
+ 

632 

TBLASTX: Maize 

393 

212 



OJ000251_36.0217.C26 
+ 

632 

GENSCAN 

208 

.47 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 



33655 
69741 
141 

OJ000251_36. 0217 . C29. ol . gs 
141 
none 

141. .275, 533. .586, 1355. .1450, 2091. .2276 



Seq. ID OJ000251 36.0217.C29 



Strand 
End 

Method 

End 

Score 



+ 

2276 
GENSCAN 
2276 ... 
.51 



33655 Seq. ID 

69741 Strand 

141 End 
OJ000251_36 . 0217 . C29 . ol . gp Method 

142 End 



OJ000251_36.0217.C25 
+ 

2276 

AAT/GAP 

396 



33707 



bl 


A K A A c. a 
4 D 4 4 D 0 


Score 


4 Uo 








Exons 


14 z . . o 












Seq. No. 




beq. id 


OJUUU^ol 


J D . 


0Z 1 / 


. CZ 9 


ucllc 1NU . 


69741 


Strand 


+ 








Start 


141 


End 


2276 








Name 


OJ000251 36.0217.C29.ol.np 


Method 


AAT/NAP 








btaiL 


560 


End 


1161 








bl 


4185142 


Score 


163 








Exons 


560. .894, 984. .1161 












GI Descrip. 


(AC005724) putative SNF2/RAD54 family 


DNA repair and 






recombination protein [Arabidopsis thaliana] 








Seq. No. 


33655 


Seq. ID 


OJ000251_ 


36 . 


0217 


.C29 


Gene No. 


69742 


Strand 










btart 


3287 


End, 


6172 








Name 


OJ000251 36.0217.C29.o2.gs 


Method 


GENSCAN 








btart 


3287 


End 


6172 








C T 
bl 


none 


Score 


.72 








Exons 


3287. .3393, 6067. .6172 












O ^ yi 

— >? e -:9 -.'i.r W.Q_..___ 


33.656 „ . _._„. . _ _ 




^OJOAQ.251. 


„3iL 


-0.2.L7. 


..Col) 


.-Gene .No. . 


, 69.7.4 3L . . „ .„ ~ _ 


_ _ls.tran.cL,. 


" 









Start - 


■311 - 


End-- 7 - 


- 1944- 









Name 


OJ000251 36.0217.C30.ol.np 


Method 


AAT/NAP 








Start 


311 


End 


1944 








bl 


6728874 


Score 


718 








Exons 


311. .489, 1115. .1944 












GI Descrip. 


(AC008113) F12A21.16 [Arabidopsis thaliana] 








Seq. No. 


33656 


Seq. ID 


OJ000251_ 


36 . 


0217 


.C30 


Gene No. 


69743 


Strand 


+ 








o tare 


311 


End 


1944 








Name 


OJ000251 36.0217.C30.ol.gp 


Method 


AAT/GAP 








C 4- -4 

otiarn 


1529 


End 


1857 








bl 


427011 


Score 


554 








Exons 


1529.. 1857 












Seq. No. 


33656 


Seq. ID 


OJ000251_ 


36 . 


0217 


.C30 • 


Gene No. 


69744 


Strand 


+ 










2847 


End 


3589 








Name 


OJ000251" 36~.0217.C30.o2.gp 


Methoci 


AAT/GAP 








Start 


- 2847 ' * ' . ' 


^End 


3486 








C T 
bl 


none 


Score 


" 851 








Exons 


2847. .3219, 3370. .3486 












Seq. No. 


33656 


Seq. ID 


OJ000251_ 


_36. 


0217 


.C30 


Gene No. 


69744 


Strand 


+ 








OH 1 

btart 


2847 


End 


3589 








Name 


OJ000251 36.0217.C30.o3.gp 


Method 


AAT/GAP 








Start 


2950 


End 


3589 










none 


Score 


847 








Exons 


2950. .3219, 3370. .3589 












Seq. No. 


33656 


Seq. ID 


OJ000251_ 


36. 


0217 


C30 


Gene No. 


69745 


Strand 


+ 








Start 


6364 


End 


10329 









33708 



Name OJ000251_36 . 0217 . C30 . o2 . np Method AAT/NAP 

Start 6221 End 9700 

GI 2583130 Score 215 

Exons 6221.. 6272, 9050.. 9700 

GI Descrip. (AC002387) putative non-LTR retroelement reverse transcriptase 
[Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



33656 
69745 
6364 

OJ000251_36.0217.C30.o3.gs 

6364 

none 



Seq. ID OJ000251_36.0217.C30 

Strand + 

End 10329 

Method GENSCAN 

End 8324 

Score .84 



6364. .6583, 6610. .6707, 6737. .6876, 7514. .7595, 8259. .8324 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

.„Exo.ns„.__. _ 
„GI „D<as r.r i p.. 



33656 
69745 
6364 

OJ000251_36. 0217 .C30.o3.np 

6786 

4335717 



Seq. ID OJ000251_36.0217.C30 

Strand + 

End 10329 

Method AAT/NAP 

End . 10329 

Score 83 



„.6£8 = 6. v .480.8^ ,...1JD329_^__^.,^^ 



. „(AGO-0l6 2A8,)_putat±y e^.non- LIR „r.e.t raeieme n t ...r.ev.er ss .± ran script aae_ 
[Arabidopsis- thaliana^] - - - - - - -- .. - - 



Seq. No. 33656 

Gene No. 69746 

Start 2612 

Name OJ000251_36 . 0217. C30 . o2 . gs 

Start 2612 

GI none 
Exons 



Seq. ID OJ000251_36.0217.C30 
Strand 

End 4822 

Method GENSCAN 

End 4822 

Score . 65 



2612. .2690, 2983. .3020, 3518. .3694, 3804. .3885, 4527. .4822 



Seq. No. 33656 

Gene No. 69747 

Start 9082 

Name OJ000251_36 . 0217 . C30 . o2 . tm 

Start 994 

GI none 
Exons 



Seq. ID OJ000251_36.0217.C30 
Strand 

End 9309 

Method TBLASTX : Mai ze 

End 1276 

Score 178 



994. .1197, 994. .1197, 995. .1213, 1202. .1237, 1203. .1274, 
1225. .1275, 1226. .1276 



Seq. No. 33656 / .* . < / 

Gene'No. 69747 

Start 9082 

Name OJ000251_36 . 0217 . C30 . ol . tc 

Start 1206 

GI none 

Exons 1206. .1343, 1206. .1322 



Seq. ID OJ000251_36.0217.C30 

Strand .- , 

End 9309 

Method TBLASTX : Cress 

End 1343 

Score 204 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



33656 
69747 
9082 

OJ000251_36.0217 .C30.ol.ts 

12bV 

none 



Seq. ID OJ000251_36.0217.C30 
Strand 

End 9309 

Method TBLASTX : Soybean 

End 1528 

Score 116 



1260. .1343, 1286. .1363, 1364. .1528, 1368. .1523 



33709 



Seq. No. 


33656 




Seq. ID 


OJ000251 


_36.0217 


.C30 


oene ino . 


CQ7/I7 

D Z? f H f 




Strand 










QOft 9 




End 


9309 






Name 


PiT0009R1 ^fi 0917 P^O 


f m 
. LIU 


Method 


TBLASTX: 


Maize 










End 


1481 






PT 
bX 


none 




Score 


190 










1410 
X *± X u . 


.1478, 1412. .1480, 


1413. . 1481 


o 6 q . In 0 . 






Seq. ID 


OJ000251 


_36.0217 


.C30 


Gene No. 


69747 




Strand 








Start 


9082 




End 


9309 






Name 


P)T0009S1 ^fi 0917 P^O n1 


f m 
• LIU 


Method 


TBLASTX: 


Maize 




OLd J. L 


1 ylOl ~~ 
X fi 0 X 




End 


1869 






PT 


none 




Score 


110 






Exons 


1 /Ql 1 1 4QQ 1 R7d 


1 4ftft 
1400 . 


.1577, 15 


61. .1578, 


1600. .1647, 




1609 164Q 1609 164Q 


1 60^ 


.1650, 1637.. 1690, 


1650. .1691, 




XOO/..XOO_7, 1DOO . . lOO / f 


1 709 


.1869 








Seq. No. 


33656 




Seq. ID 


OJ000251 


_36.0217 


P^O 


bene ino . 


a an a 7 




Strand 








Qf 3 v~f- 

. o Ld L. L . 


9082 


~ " "-"^ — 


..End. 


.,9.3.0.3^. ._,„ 






.N ame— 


pT0009m ^£ 0917 p^o n4 


*_g.s — 


--Method 


.GENSCAN_ 






Qf o vf 


- Q0fi9 • ~ ' - - 




End - ■ 


9309 - - 






pt 

bX 


none 




Score 


.59 






Exons 














Seq. No. 


33656 




Seq. ID 


OJ000251 


_36.0217 


• v JU 


bene lno . 


D 17 / H O 




Strand 








Cf a v-f- 


09 1 A 




End 


9463 






Name 


UJUUUZ Jl j o . U<£ X / . b jU . 04 


f m 

. Lin 


Method 


TBLASTX: 


Maize 




Cf a v-f- 
o Lar L 


Q9 1 Zl _ 




End 


9463 






PT 
bX 


none 




Score 


97 






Exons 


Q914 Q9Q1 Q91 ^ Q"301 


Q ^o ^ 


.9461, 9353.. 9463 






O tr . 1nL> • 


33657 




Seq. ID 


OJ000251 


_36.0217 


.C31 


Gene No. 


69749 




Strand 


+ 






Start 


19071 




End 


20410 






Name 


OJ000251 36.0217.C31.ol, 


.gp 


Method 


AAT/GAP 






Cf 3 y~j- 


19000 




End 


20410 






P T 


16043 1.R1084 




Score 


2574 






l? vrin c 

HiXOIlo 


19000. .19552, 19651.. 20410 










bl uebcnp . 


'18-5a573/embJCAA63661L1.0e-l26 (X93I7-3) -xyloglucan ' 






endotransglycosylase (XET) [Hordeum vulgare] ' 






Seq. No. 


33657 




Seq. ID 


OJ000251 


_36.0217 


.C31 


bens LNO . 


69749 




Strand 


+ 






Qf -a yf 


19071 




End 


20410 






Name 


OJ000251 3,6. 0217. C31.o4. 


.gs 


Method 


GENSCAN 






Start 


19071 




End 


19580 






GI 


none 




Score 


.93 






Exons 


19071. .19580 . 












Seq. No. 


33657 




Seq. ID 


OJ000251 


J36. 0217 


.C31 


Gene No. 


69749 




Strand 


+ 






Start 


19071 




End 


20410 






Name 


OJ000251 36.0217.C31.ol. 


.np 


Method 


AAT/NAP 







33710 



Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



19074 End 20041 

1890573 Score 1098 

19074. .19552, 19651. .20041 

(X93173) xyloglucan endotransglycosylase (XET) [Hordeum vulgare] 



33657 
69750 
2383 

OJ000251_36.0217.C31.o2.gs 

2383 

none 



Seq. ID OJ000251_36.0217.C31 
Strand 

End 9927 

Method GENSCAN 

End 9927 

Score .43 



2383. .2554, 3079. .3125, 4727. .4762, 5436. .5459, 8921. .9022, 
9087.. 9183, 9752.. 9927 



Seq. No. 33657 

Gene No. 69751 

Start 19640 

Name OJ000251_36 . 0217 . C31 . ol . tw 

Start 19148 

GI none 

Exons 19148. .19357, 19149.. 19412 

Seq. No. 33657 

.Gene No. 69751 

Start 19640 

Name OJ000251_36 . 0217 . C31 . ol . tm 

Start 19220 

GI none 
Exons 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000251_36.0217.C31 
20161 

TBLASTX: Wheat 

19412 

302 



Seq. ID OJ000251_36.0217.C31 
Strand 
End 

Method 
End 
Score 



20161 

TBLASTX: Maize 

20055 

463 



19220. .19552, 19221 .. 19556, 19400 .. 19558 , 19652 .. 19849, 
19657. .19827, 19858 .. 20055, 19859.. 20044 



Seq. No. 33657 Seq. ID 

Gene No. 69751 Strand 

Start 19640 End 

Name OJ000251_36 . 0217 . C31 . ol . tc Method 

Start 19221 End 

GI none Score 
Exons 



OJ000251_36.0217 .C31 
20161 

TBLASTX: Cress 

20029 

161 



19221. .19364, 19250. .19357, 19368. .19553, 194 09. .19552, 
19463. .19555, 19627 .. 19701 , 19658 .. 19702 , 19706 19858, 
19708. .19818, 19901. .20029 



Seq. No. 33657 

Gene No. 69751 

Start 19640 

Name OJ000251_36 . 0217 . C31 . ol . ts 

Start' 19224 

GI none 

Exons 19224. .19364, 19253 .. 19363, 19362 .. 19556, 19415 
19652. .19702, 19706 .. 19846, 19916. .20020 



Seq. ID OJ000251_36.0217.C31 
Strand 

End 20161 

Method TBLASTX : Soybean 

End 20020 

Score 152 

19510, 



Seq. No. 33657 

Gene No. 69751 - 

Start 19640 

Name OJ000251_36 . 0217 . C31 . o5 . gs 

Start 19640 

GI none 

Exons 19640. .20161 



Seq. ID OJ000251_36.0217.C31 
Strand 

End 20161 

Method GENSCAN 

End 20161 

Score .75 



33711 



Seq. No. 


33657 






Seq. ID 


OJ000251_36 


.0217 


.C31 


Gene No . 


69751 






Strand 








Start 


19640 






End 


20161 






Name 


OJ000251 36.0217.C31 


.o2 


.tw 


Method 


TBLASTX: Wheat 




Start 


19805 






End 


20049 






GI 


none 






Score 


46 






Exons 


19805. . 19855, 19886. 


.20035, 


19888.. 20049 






Seq. No. 


33658 






Seq. ID 


OJ000251 36 


. 0217 


.C32 


Gene No. 


69752 






Strand 








Start 


76 






End 


890 






Name 


OJ000251 36.0217.C32. 


.ol 


.gs 


Method 


GENSCAN 






Start 


76 




End 


890 






GI 


none 






Score 


.62 






Exons 


76. .213, 241. .371, 468. 


.709, 


. 868. .890 








Seq. No. 


33658 






Seq. ID 




. 02 17 


.C32 


Gene No. 


69753 






Strand 








Start 


1392 






End 


1544 






Name 


OJ00025-1 36-.0217.C32. 


,o2 


.gs 


Method 


GENSCAN 






Start 


1392 




-- 


End 


. 1544 






. GI*. 


1 .Jjione'".' ' „„ 




— : 


... ..Score-— 


,_4L 






"ExoiTS"" - " 


--'••-1392.-. 1544 ~- 






. •„ .„ .„ - . -" -- 








Seq. No. 


33659 






Seq. ID 


OJ000251_36. 


.0217. 


.C33 


Gene No. 


69754 






Strand. 








Start 


648 






End 


790 






Name 


OJ000251 36.0217.C33. 


ol, 


.gs 


Method 


GENSCAN 






Start 


648 






End 


790 






GI 


none 






Score 


.95 






Exons 


648. .790 














Seq. No. 


33660 






Seq. ID 


OJ000251_36. 


0217. 


,C34 


Gene No. 


69755 






Strand 


+ 






Start 


75 






End 


1159 






Name 


OJ000251 36.0217.C34. 


ol, 


. tw 


Method 


TBLASTX: Wheat 




Start 


69 






End 


456 






GI 


none 






Score 


323 






Exons 


69. .455, 80. .454, 304 


. .456 










Seq. No. 


33660 






Seq. ID 


OJ000251_36. 


0217. 


C34 


Gene' No .. 


69755 * ■ " 






Strand - 


' + 






Sta'rt 


75 ; . ' : " \ 






End 


1159 ' . * 




* 


Name 


OJ000251 36.0217.C34. 


ol. 


gs 


Method 


GENSCAN 






Start 


75 






End 


716 






GI 


none 






Score 


.65 






Exons 


75. .516, 552. .716 














Seq. No. 


33660 






Seq. ID 


OJ000251 36. 


0217. 


C34 


Gene No. 


69755 






Strand 


+ 






Start 


75 






End 


1159 






Name 


OJ000251 36.0217.C34. 


ol. 


np 


Method 


AAT/NAP ' 






Start 


75 






End 


1159 






GI 


6539553 






Score 


1683 






Exons 


75. . 1159 















GI Descrip. (AP000836) Similar to Oryza australiensis retrotransposon RIRE1 



33712 




(D85597) [Oryza sativa] gi I 6539590 | dbj | BAA88206 . 1 1 (AP000837) 
Similar to Oryza australiensis retrotransposon RIRE1 (D85597) 
[Oryza sativa] 





Seq. No. 


33660 


Seq. ID 


OJ000251 36.0217.C34 




Gene No . 


69755 


Strand 


+ ~ 




Start 


75 


End 


1159 




Name 


OJ000251 36 . 0217 .C34 . ol . tm 


Method 


TBLASTX: Maize 




Start 


204 


End 


509 




GI 


none 


Score 


320 




Exons 


204. .509, 218. .487, 222. .509 








o e q . LN O . 


jjOOU 


beq . l u 


UJUUUzOl OO. Uil / , Lj4 




Gene No. 


69755 


Strand 


+ ~~ 




Start 


75 


End 


1159 




Name 


OJ000251 36.0217.C34.o2.tm 


Method 


TBLASTX: Maize 




Start 


1012 


End 


1158 




GI 


none 


Score 


180 




Exons 


1012. .1158, 1020. .1157, 1039. 


. 1158 






Seq. No. 


- 33661 


Seq. ID 


OJ000251 36.0217 C35 • 




_Gene~No, . „. 


a .6.9.75.6_._ — 


S.txand 


+ 




Start ™ 


" 3 44 " 


End 


S?7 




Name - ■* ; * 


"■- OJ000251- 36.-0217. C35.ol.gs - 


Method 


GENSCAN -- ---- --. 




Start 


344 ~ 


End 


527 


Hi 


GI 


none 


Score 


. 71 


:z i : 


Exons 


344. .421, 504. .527 






'• 


Seq. No. 


33662 


Seq. ID 


OJ000251_32.0217.C1 




Gene No . 


69757 


Strand 


+ 


" j 


Start 


334 


End 


9959 


, = * 


Name 


OJ000251 32.0217.Cl.o2.tm 


Method 


TBLASTX: Maize 


i; 


Start 


332 


End 


1134 


' : 


GI 


none 


Score 


108 


: s s : 


Exons 


332. .439, 333. .440, 333. .440, 


334. .477, 


352. .465, 448. .897, 


"Si 




448. .909, 449. .913, 455. .913, 


633. . 917, 


711. .917, 914. .1126, 






914. .1132, 915. .1133, 915. .1133, 973. .1134 


hi \ 


Seq. No. 


33662 


Seq. ID 


OJ000251_32.0217.C1 


'[:]] 


Gene No . 


69757 


Strand 


+ 




Start 


. . 334 


End 


9959. 




Najne 


OJ000251 32.0217.Cl'.ol.gs 


• Method 


GENSCAN 




Start : " 


334 . 


End " 


9588 ' " '\ ' • 




Gi ' ' 


none 


Score 


."58 ' . ... 




Exons 


334.. .1162, 1266. .1324, 1722.. 


2186, 3022 


..3060, 3488. .3653, 






4126. .4330, 5428. .5555, 5736. 


".6632, 6792. .7244, 7716. .8816, 






9568. .9588 








Seq. No. 


33662 


Seq. ID 


OJ000251_32.0217.C1 




Gene No. 


69757 


Strand 


+ 




Start 


334 


End 


9959 




Name 


OJ000251 32.0217.Cl.o4.tm 


Method 


TBLASTX: Maize 




Start 


2040 


End 


3587 * 




GI 


none 


Score 


202 




Exons 


2040. .2186, 2044. .2193, 2048. 


.2194, 2052. .2195, 2066. .2203, 






3013.. 3060, 3485.. 3583, 3486. 


.3587, 3487. .3582 



33713 



Seq. No. 33662 

Gene No. 69757 

Start 334 

Name OJ000251_32 . 0217 . CI . ol . gp 

Start 3511 

GI 3758959 

Exons 3511. .3823 



Seq. ID OJ000251_32.0217.C1 

Strand + 

End 9959 

Method AAT/GAP 

End 3823 

Score 569 



Seq. No. 33662 

Gene No. 69757 

Start 334 

Name OJ000251_32 . 0217 . CI . ol . tc 

Start 5804 

GI none 
Exons 



Seq. ID OJ000251_32.0217.C1 

Strand + 

End 9959 

Method TBLASTX: Cress 

End 8713 

Score 42 



5804. .5860, 5867. .5905, 6086. .6244, 6818. .6931, 7178. .7249, 



7778. .8131, 7859. .8098, 7924. 
8230. .8457 



5121, 7983. .8147, 8150. .8713, 



Seq. No. 
Gene No. 
Start • 
, Name_ 

_ .Start— 

GI-- 
Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



33662 
69757 

334 

, ..O.J00.0251_32.. 0211 . Cl....o3 .±nL : 
_Z057 j„I Lli 

none ■ - ~ ... 

7057. .7224, 7058. .7246 

33662 
69757 
334 

OJ000251_32 . 0217 .CI . ol . np 

7163 

6665543 



Seq. ID OJ000251_32.0217.C1 
Strand + 
End 9959 

,.. -TO .Me t hodL _^BLAS.TX,:.Ma i.Z£,_^ 

End ...724,6 .... : , „. 

Score 203 



Seq. ID OJ000251_32.0217.C1 

Strand + 

End 9959 

Method AAT/NAP 

End 9959 

Score 866 



7163. .7244, 7409. .7498, 7650. .8697, 9933. .9959 
(AC013289) putative protein kinase [Arabidopsis thaliana] 



33662 
69757 
334 

OJ000251_32.0217.Cl.ol.tm" 

7727 
none 



Seq. ID OJ000251_32.0217.C1 

Strand + 

End 9959 

Method TBLASTX : Mai ze 

End 8698 

Score 405 



7727. .8152, 7847. .7921, 7927. .8145, 8159. .8698, 8230. .8475, 
8629. .8679- . 



Seq. No. 33662 

Gene No. 69757 

Start 334 

Name OJ000251_32 . 0217 .CI . ol . ts 

Start 7730 

GI none 
Exons 



Seq. ID OJ000251_32.0217.C1 

Strand + 

End 9959 

Method TBLASTX : Soybean 

End 8527 

Score 172 



7730. .7984, 7817. .7936, 7982. .8131, 7993. .8121, 8156. .8527, 
8162. .8458, 8248. .8478 



Seq. No. 33662 

Gene No. by/57 

Start 334 

Name OJ000251 32 . 0217 . CI . ol . tw 



Seq. ID OJ000251_32.0217.C1 

Strand + 

End 9959 

Method TBLASTX : Wheat 



33714 




Start 


7787 








End 


8191 


GI 


none 








Score 


403 


Exons 


7787 . .8131, 


7839 


. .7949, 


7924 . 


.8112, 7976. .8152, 8153. .8191 


Seq. No. 


33662 








Seq. ID 


OJ000251_32.0217.C1 


Gene No. 


69757 








Strand 


+ 


Start 


334 








End 


9959 


Name 


OJ000251 32 


. 0217 


.CI .o2 . 


tw 


Method 


TBLASTX: Wheat 


Start 


8233 ~~ 








End 


8481 


GI 


none 








Score 


122 


Exons 


8233 8316. 


8234 


8341, 


8342 . 


.8479, 8356. .8481 


Seq. No. 


33663 








Seq. ID 


OJ000251_32.0217.C2 


Gene No. 


69758 








Strand 




Start 


329 








End 


4971 


Name 


OJ000251 32 


.0217 


.C2.ol. 


np 


Method 


AAT/NAP 


Start 


329 








End 


4971 


GI 


6466937 








Score 


2207 


Exons 


329. .384, 1356.. 


4971 








GI Descrip. 


(AC011621) .; 


putative retroelement pol polyprotein [Arabidopsis 




thalianaj 












Seq. - No.*,. 


33663 








.Seq..-.JLD_ 


.0 JO 00.2 5.1.-3.2... 0217_C2 


Gene No. 


69758 - 








Strand 




Start 


329 . 








End 


4971 


Name 


OJ000251 32 


. U c. X / 




LIU 


Method 


TBLASTX: Maize 


Start 


1325 ~~ 








End 


2050 


GI 


none 








Score 


92 


Exons 


1325. .1567, 


1422 


. .1556, 


1643. 


.2050, 1746. .1886, 1959. .2039 


Seq. No. 


33663 








Seq. ID 


OJ000251_32.0217.C2 


Gene No. 


69758 








Strand 




Start 


329 








End 


4971 


Name 


OJ000251 32 


.0217 


.C2.o3. 


tw 


Method 


TBLASTX: Wheat 


Start 


1610 








End 


1945 


GI 


none 








Score 


118 


Exons 


1610. .1945, 


1635 


. .1886, 


1643. 


.1912 




Seq. No. 


33663 








Seq. ID 


OJ000251_32.0217.C2 


Gene No. 


69758 








Strand 




Start 


329 








End 


4971 


Name 


OJ000251 3£ 


.0217 


.C2.o6. 


tw 


Method 


TBLASTX: Wheat 


•Start 


1991 . 








End 


21*65 


GI 


none 








Score 


78 


Exons 


1991. .2158, 


2007 


. .2165 








Seq. No. 


33663 








Seq. ID 


OJ000251_32.0217.C2 


Gene No. 


69758 








Strand 




Start 


329 








.. End 


4971 


Name 


OJ000251 32 


.0217 


.C2 ,o4 . 


tm 


Method 


TBLASTX: Maize 


Start 


2051 








End 


2653 


GI 


none 








Score 


61 



Exons 2051. .2194, 2063. .2158, 2064. .2177, 2159. .2653, 2190. .2567, 

2192.. 2632 

Seq. No. 33663 Seq. ID OJ000251_32 . 0217 . C2 

Gene No. 69758 Strand 



33715 



Start 


329 








End 


4971 




Name 


OJ000251 32 


.0217 


.C2.o5. 


. tw 


Method 


TBLASTX: Wheat 




Start 


2183 








End 


2437 




GI 


none 








Score 


50 




Exons 


2183. .2437, 


2190 


. .2339 










Seq. No. 


33663 








Seq. ID 


OJ000251_32.0217, 


■ C2 


Gene No. 


69758 








Strand 






Start 


329 








End 


4971 




Name 


OJ000251 32 


.0217 


.C2.ol. 


. ts 


Method 


TBLASTX : Soybean 




Start 


2246 








End 


2618 




GI 


none 








Score 


156 




Exons 


2246. .2617, 


2337 


. .2618 










Seq. No. 


33663 








Seq. ID 


OJ000251 32.0217, 


,C2 


Gene No. 


69758 








Strand 


- 




Start 


329 








End 


4971 




Name 


OJ000251 32 


.0217 


.C2.o2. 


tw 


Method 


TBLASTX: Wheat 




Start 


2486 








End 


2884 




GI 


none 








Score 


62 




Exons 


2486.. 2626,. 


2486, 


. .2884 

































„ r ,._ . 


- - 


-Seq.. ; J.D; 


-0 JO 0.0 2.51,22 ... 0.21 X. 




Gene No. 


69758 








Strand- 






Start 


329 








End 


4971 




Name 


OJ000251 32, 


.0217, 


.C2.o5. 


tm 


Method 


TBLASTX: Maize 




Start 


2654 








End 


3061 




GI 


none 








Score 


55 




Exons 


2654. .2890, 


2714, 


. .2860, 


2879. 


.3061, 2880.. 3059 




Seq. No. 


33663 








Seq. ID 


OJ000251_32.0217. 


C2 


Gene No. 


69758 








Strand 






Start 


329 








End 


4971 




Name 


OJ000251 32. 


,0217. 


.C2.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


3062 








End 


3598 




GI 


none 








Score 


157 




Exons 


3062. .3598, 


3080. 


, .3598, 


3093. 


.3593 






Seq. No. 


33663 








Seq. ID 


OJ000251_32.0217. 


C2 


Gene No. 


69758 








Strand 






Start 


329 








End 


4971 




Name 


OJ000251 32. 


0217. 


C2.o4 . 


ts 


Method 


TBLASTX : Soybean 




Start' 


...3065- 








' End - 


3319 




GI 


none 








Score 


121 




Exons 


3065. .3319, 


3114 . 


.3317 










Seq. No. 


33663 








Seq. ID 


OJ000251_32.0217. 


C2 


Gene No. 


69758 








Strand 






Start 


329 








End 


4971 




Name 


OJ000251 32. 


0217. 


C2 . o4 . 


tw 


Method 


TBLASTX: Wheat 




Start 


3230 








End 


3628 




GI 


none 








Score 


132 




Exons 


3230. .3628, 


3264 . 


.3620 










Seq. No. 


33663 








Seq. ID 


OJ000251_32.0217. 


C2 


Gene No. 


69758 








Strand 






Start 


329 








End 


4971 





33716 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ000251_32 . 0217 . C2 . o2 . ts Method 

3353 End 

none Score 
3353. .3703, 3357. .3716 

33663 Seq. ID 

69758 Strand 

329. End 

OJ000251_32 . 0217 .C2 . ol . tw Method 

3680 End 

none Score 
3680. .4162, 3710. .4042, 3714. .4082 

33663 Seq. ID 

69758 Strand 

329 End 

OJ000251_32 . 0217 . C2 . o2 . tm Method 

37 83 End 

none Score 
3783. .4310, 3785. .4261 



TBLASTX: Soybean 

3716 

133 



OJ000251_32.0217.C2 
4971 

TBLASTX: Wheat 

4162 

114 



OJ000251_32.0217.C2 
4971 

TBLASTX: Maize 

4310 

209 



. S.eq._Np_ ... ^33663^^..^ ^ ; 

._GeneL.No, 6.97.58 .... 

Start 329 . . . . 

Name * OJ000251_32 . 02 17 . C2 . o3 . ts 

Start 3812 

GI none 

Exons 3812.. 4126 



, r seq : .^j:a.„Qjq.onz5i^ 

-.Strand..:....- , 1^ 

End - • ■ 
Method 
End 
Score 



4 971 

TBLASTX: Soybean 

4126 

237 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start ' 
•GI. ' 
Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



33663 Seq. ID 

69758 Strand 

329 End 

OJ000251_32 . 0217 . C2 . 06 . tm Method 

4427 End 

none Score 

4427. .4705, 4433. .4618 



33664 Seq. ID 

69759 Strand 

1 End 

OJ000251_32 . 0217 . C4.. ol . np Method 

1 End 

1946364 - • Score 
1. .401 

(U93215) putative lipase [Arabidopsis 



OJ000251_32.0217.C2 
4971 

TBLASTX: Maize 

4705 

145 



OJ000251 32. 0217. C4 



33664 Seq. ID 

69759 Strand 

1 End 

OJ000251_32.0217.C4 .ol . qs Method 

53 End 

none Score 

53. .328, 518. .681, 1044. .1092 



1092 

AAT/NAP 

401 

156 ■ ' m 

thaliana] 

OJ000251_32. 0217. C4 

1092 
GENS CAN 
1092 
.65 



Seq. No. 
Gene No. 
Start 



33bb5 
69760 
99 



Seq. ID OJ000251_32.0217.C5 
Strand + 
End 2292 



33717 




Name 


OJ000251 32.0217.C5.ol.gs 


Method 


GENSCAN 




Start 


99 


End 


2292 




GI 


none 


Score 


. 79 




Exons 


99.. 138, 1027.. 1796, 2018. 


. 2292 






Seq. No. 


33665 


Seq. ID 


OJ000251_32.0217 


.C5 


Gene No. 


69761 


Strand 






-"Start * 


2224 


End 


2421 




Name 


OJ000251 32.0217.C5.ol.tm 


Method 


TBLASTX: Maize 




Start 


2224 


End 


2421 




GI 


none 


Score 


184 




Exons 


2224.. 2409, 2226.-2387, 2227.. 2421 






Seq. No. 


33666 


Seq. ID 


OJ000251 32.0217 


.C6 


Gene No. 


69762 


Strand 


+ ~~ 




Start 


1 


End 


1456 




Name 


OJ000251 32.0217.C6.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


1456 




GI 


4966347 


Score 


241 




Exons 


1..405, 1331. .1456 








GI Descrip. 


(AC006341) Similar to gb|AJ012423 wall- 


-associated kinase -2 




Arabidops.is-. thaliana .'. 








Seq*. No. 


33666 


- Seq. ID 


OJ000251- 32 021-7 


. C6 


Gene No. 


69763 


Strand 






Start 


287 


End 


334 1 




Name 


OJ000251 32.0217.C6.ol.tm 


Method 


TBLASTX: Maize 




Start 


3 


End 


362 




GI 


none 


Score 


316 




Exons 


3. .362, 14. .139. 24 353 








Seq. No. 


33666 


Seq. ID 


OJ000251_32.0217, 


.C6 


Gene No. 


69763 


Strand 






Start 


287 


End 


3341 




Name 


OJ000251 32.0217.C6.ol.ts 


Method 


TBLASTX: Soybean 




Start 


3 


End 


377 . 




GI 


none 


Score 


217 




Exons 


3. .377, 14. .91 








Seq. No. 


33666 


Seq. ID 


OJ000251_32.0217, 


,C6 


Gene No. 


69763 


Strand 






Start 


287 


End 


3341 \ 




Name 


OJQ00251 32.02i7.C6.ol.tc 


Method .', 


TBLASTX: Cress 




Start " 


9 


End' 


377 > " * 




GI 


none 


Score 


281 




Exons 


9. .377, 14. .121, 15. .122 








Seq. No. 


33666 


Seq. ID 


OJ000251_32.0217. 


C6 


Gene No... 


69763 


Strand 






Start 


287 


End 


3341 




Name 


OJ000251 32.0217.C6.ol.gs 


Method 


GENSCAN 




Start 


287 


End 


3341 




GI 


none 


Score 


.81 




Exons 


287. .321, 3194. .3341 








Seq. No. 


33667 


Seq. ID 


OJ000251_32.0217. 


C7 


Gene No. 


69764 


Strand 


+ 





33718 



Start 
Name 
Start 
GI 

Exons 



2172 End 6600 

OJ000251_32 . 0217 . C7 . ol . gs Method GENSCAN 

2172 End 6600 

none Score .52 

2172. .3078, 3193. .3708, 4052. .5073, 6062. .6139, 6219. .6296, 
6376.. 6600 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



33667 
69764 
2172 

OJ000251_32.0217.C7.ol.np 

3626 

6665543 



Seq. ID OJ000251 32. 0217. C7 



Strand 
End 

Method 

End 

Score 



+ 

6600 
AAT/NAP 
6351 
903 



3626. .3708, 3832. .3921, 4052. .5107, 6325. .6351 

(AC013289) putative protein kinase [Arabidopsis thaliana] 



Seq. No. 


33667 








Seq. ID 


OJ000251_32.0217.C7 


Gene No . 


69765 








Strand 




Start 


1293 








End 


1364 


Name 


OJ000251 32, 


,0217 


.C7.ol. 


gp 


Method 


AAT/GAP 


Start . 


. 1293 








End . . 


1364 


7 „GI,,_,, : ,^.. 


.-,2312.8.38.. „ ... 








™S.cpxe.„. ir- 




._ -.Exons 


^,1291. 1.3,64..--. 












GI Descrio 


1420932/gb|U6I383|ORU61383 7. 


Oe-21 Oryza rufipogon 




4 C O UIUci late 




ligase 


gene , 


intron 1, 


partial sequence 


Seq. No. 


jjDD / 








Seq. ID 


OJ000251_32.0217.-C7 


Gene No . 


69766 








Strand 




Start 


2253 








End 


5115 


Name 


OJ000251 32. 


0217 


.C7.o3. 


tm 


Method 


TBLASTX: Maize 


Start 


2253 








End 


2431 


GI 


none 








Score 


188 


Exons 


2253. .2429, 


2274 


. .2405, 


2276. 


.2431 




Sea. No. 


33667 








Seq. ID 


OJ000251_32.0217.C7 


Gene No. 


69766 








Strand 




Start 


2253 








End 


5115 


Name 


OJ000251 32. 


0217 


.C7.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


2280 








End 


5115 


GI 


none 








Score 


101 


Exons 


2280. .2378, 


2559 


. .2732, 


3000. 


.3074, 3219.. 3290, 3642.. 3704, 




4180. .4533, 


4255. 


. .4500, 


4335. 


.4514, 4554.. 4859, 4555.. 5115, 




4564. .4872 










- « .- » * 


Seq. No. 


33667 








Seq. ID 


OJ000251_32.0217.C7 


Gene No. 


69766 








Strand 




Start 


2253 








End 


5115 


Name 


OJ000251 32. 


0217 


.C7.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


2925 








End 


3722 


GI 


none 








Score 


51 


Exons 


2925. .2978, 


3015 


. .3080, 


3518. 


.3712, 3519.. 3713, 3528.. 3722, 




3530. .3715 












Seq. No. 


33667 








Seq. ID 


OJ000251_32.0217.C7 


Gene No. 


69766 








Strand 




Start 


2253 








End 


5115 


Name 


OJ000251 32. 


0217 


.C7.ol. 


tm 


Method 


TBLASTX: Maize 



33719 



Start 


4129 








End 


5100 






GI 


none 








Score 


413 






Exons 


4129. . 4548, 


4246. 


, . 4524, 


4329. 


.4595, 4561. .5100, 


4578. .4913 




4603. .5091 
















Seq. No. 


33667 








Seq. ID 


OJ000251 


_32.0217 


.C7 


Gene No. 


69766 








Strand 








Start 


2253 








End 


5115 






Name 


OJ000251 32 


. 0217 . 


C7 .ol . 


ts 


Method 


TBLASTX: 


Soybean 




Start 


4132 








End 


4929 




GI 


none 








Score 


171 






Exons 


4132 . .4386, 


4222 . 


. 4389, 


4384 . 


.4533, 4395.. 4529, 


4558. .4929, 




4563. .4880 
















Seq. No. 


33667 








Seq. ID 


OJ000251 


_32.0217 


-C7 


Gene No. 


69766 








Strand 








Start 


2253 








End 


5115 






Name 


OJ000251 32 


. 0217 . 


C7 . ol . 


tw 


Method 


TBLASTX: 


Wheat 




Start 


4189 ~ 








End 


4614 






GI 


none 








Score 


410 






Exons 


4189. .4533, 


4229. 


. 4351, 


4332. 


.4514, 4555. .4614 






..Seq.. Jo..... . 


ri-33667 -/ 


— ... „ 


. 


— . 


. Jseq... .ID., 


r,OJ.0'0 02.51 


.lOiix" 


.C7 


Gene No .- 


• 69766- 








Strand 








Start 


2253 








End 


5115 






Name 


OJ000251 32- 


. 0217 . 


C7 . o2 . 


tw 


Method 


TBLASTX: Wheat 




Start 


4615 ~~ 








End 


4883 






GI 


none 








Score 


133 






Exons 


4615 . . 4743, 


4744 . 


.4881, 


4 758 . 


.4883 








Seq. No. 


33668 








Seq. ID 


OJ000251 


J32.0217, 


,C8 


Gene No. 


69767 








Strand 


+ 






Start 


1888 








End 


2327 






Name 


OJ000251 32. 


. 0217 . 


C8 ,ol. 


as 


Method 


GENSCAN 






Start 


1888 ~ 








End 


2327 






GI 


none 








Score 


.77 






Exons 


1888. .2066, 


2229. 


.232-7 












Seq. No. 


33668 








Seq. ID 


OJ000251 


__32.0217. 


.C8' 


Gene No. 


69768 








Strand 


+ 






Start 


2493 








End 


2654 






Name 


■ OJ000251 32, 


. 0217.. 


C8 .o2 . 


Cf s 


Method 


GENSCAN 






Start 


2493" 

* 








' End 


2654 






GI 


none 


- 






Score 


.97 






Exons 


2493. . 2543, 


2577 . 


.2654 












Seq. No. 


33668 








Seq. ID 


OJ000251 


J32.0217. 


■ C8 


Gene No. 


69769 








Strand 


+ 






Start 


3128 








End 


4378 






Name 


OJ000251 32. 


, 0217 . 


C8 . o3 . 


y ° 


Method 


GENSCAN 






Start 


3128 ~~ 






End 


4378 






GI 


none 








Score 


.85 






Exons 


3128. .3335, 


3836. 


.3976, 


4030. 


.4173, 4251. .4378 






Seq. No. 


33669 








Seq. ID 


OJ000251 


__32.0217. 


C9 


Gene No. 


69770 








Strand 


+ 






Start 


12875 








End 


13799 







33720 



Name 

Start 

GI 

Exons 



OJ000251_32 . 0217 . C9 . o2 . gs Method GENSCAN 

12875 End 13799 

none Score .75 
12875. .13075, 13563. .13799 



Seq. No. 33669 
Gene No. 69771 
Start 1087 

Name OJ000251_32 . 0217 . C9 . ol . gs 

Start 1087 
GI none 
Exons 1087. 

5680. 

7751. 

11467 



Seq. ID OJ000251_32.0217.C9 
Strand .-- 
End 12876 
Method GENSCAN 
End 11474 
Score .72 

1207, 1814. .2229, 3471. .3561, 4189. .4310, 5189. .5437, ' 
5766, 6132. .6344, 6508. .6630, 6982. .7197, 7620. .7667, 
7816, 8323. .8385, 9838. .10008, 10530 .. 10600, 11037. .11161 
.11474 



Seq. No. 
Gene No. 
Start 
Name 
Start 

^Exons. ... . 



GI Descrip. 



33669 Seq. ID 

69771 Strand 

1087 End 

OJ000251_32 . 0217 . C9 . ol . np Method 

1096 End 

...64 65806 „ ... • „ ^ .^...Score.^. 

l6 : .9j6 .\120X,„ri8,L4.''" ~ 
5680. .5766, -6132 
7438. .7533, 7620 



OJ000251_32.0217.C9 

12876 

AAT/NAP 

12876 

1455 



.222.9;,_3.4.7„I 3 5.6.1, _4 .18.9,....: 4.3.10.,. .„5X8.9„. .._5A43.,_ 

6322, 6477.. 6630, 6994 .--.-7 197 , 7317. .-7358, 
7667, 7751. .7816, 7926. .7970, 8323. .8385, 
10530. .10600, 11037. .11137, 11609 .. 11685, 12829.. 12876 
(AJ130878) GCN4 -complementing protein (GCP1) [Arabidopsis 
thaliana] 



Seq. No. 33669 Seq. ID 

Gene No. 69771 Strand 

Start 1087 End 

Name OJ000251_32 . 0217 . C9 . ol . gp Method 

Start 2042 End 

GI 3107662 Score 

Exons 2042.. 2231, 3392.. 3525 



OJ000251_32.0217.C9 

12876 
AAT/GAP 
3525 
446 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons. 

GI Descrip. 



33669 Seq. ID OJ000251_32 . 02 17 . C9 

69771 Strand 

1087 End 12876 

OJ000251_32.0217.C9.o2.gp Method AAT/GAP 

5328 ■ • " . " End • 6308 

LIB3434-026-P1-K1-B6 .* Score ' 628 ' 

5328.. 5437, 5680.. 5766, 6132.. 63.08* 

'1931654 2. Oe-19 (U95973) BRCAl-associated RING domain protein 
isolog [Arabidopsis thaliana] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



33669 
69772 
14018 

OJ000251_32 .0217.C9.o3.gs 
14018 
none 

14018. .14573, 14755. .14914, 15718. .15847 



Seq. ID OJ000251_32.0217.C9 



Strand 
End 

Method 

End 

Score. 



15847 
GENSCAN 
15847 
.58 



Seq. No. 
Gene No. 



33669 
69773 



Seq. ID 
Strand 



OJ000251 32. 0217. C9 



33721 



Start 16616 End 16689 

Name OJ000251__32 . 0217 . C9 . o3 . gp Method AAT/GAP 

Start 16616 End 16689 

GI 5816507 Score 101 

Exons 16616. .16689 

GI Descrip. 5257255/dbj | AP000364 . 1 [ AP000364 1.0e-17 Oryza sativa genomic 
DNA, chromosome 8, clone : P0026F07 

Seq. No. 33669 Seq. ID OJ000251_32 . 0217 . C9 

Gene No. 69774 Strand 

Start 18136 End 19278 

Name OJ000251_32 . 0217 . C9 . o4 . gs Method GENSCAN 

Start 18136 End 19278 

GI none Score . 63 

Exons 18136. . 18195, 18 938 .. 19042 , 19072.. 19278 

Seq. No. 33669 Seq. ID OJ000251_32 . 02 17 . C9 

Gene No. 69775 Strand 

Start 20761 End 21730 

Name OJ0002 5 1_32 . 0217 . C9 . o2 . tm Method TBLASTX : Maize 

Start 1100 End 3581 

._.GI._^-. .none^._ , .. ..^_...Score„^_. 162 „___^„ 

~ Exons_.. ..110 6 v ..12 1 9., ^Ildo. ..,.12.0.1,- ~Il 0.2... .1.2 10,. -1X9.3.2*. 2 23.0 ,...Iai3 ..^2232^ 

- -■- ■ - 1813.. 2232, 3487. ,3561> 3489. -.3560, -3492. .3581 - - 

Seq. No. 33669 Seq. ID OJ000251_32 . 02 17 . C9 

Gene No. 69775 Strand 

Start 20761 End 21730 

Name OJ0002 51_32 . 0217 . C9 . o2 . ts Method TBLASTX : Soybean 

Start 4242 End 5327 

GI none Score 156 

Exons 4242.. 4310, 5187.. 5327, 5187.. 5315, 5195.. 5326 

Seq. No. 33669 Seq. ID OJ000251_32 . 0217 . C9 

Gene No. 69775 Strand 

Start 20761 End 21730 

Name OJ000251_32 . 0217 . C9 . o2 . tc Method TBLASTX : Cress 

Start 7066 End 7542 

GI none Score 94 

Exons 7066. .7200, 7105. .7191, 7314. .7358, 7433. .7534, 7441. .7542, 
7441. .7539 . „ . . . 

Seq. No*. " 33669 ' . ,.' * " Seq.- ID. OJ00'0251_32-. 0217 . C9 

Gene No. 69775 ' . ' Strand 

Start 20761 End 21730 

Name 0 J0002 51_32 . 0217 . C9 . o3 . ts Method TBLASTX : Soybean 

Start 7150 End 7819 

GI none Score 4 3 

Exons 7150. .7200, 7310. .7360, 7314. .7361, 7314. .7358, 7405. .7533, 
7427. .7534, 7433.-7537, 7437. .7538, 7617. .7670, 7618. .7659, 
7751. .7819 

Seq. No. 33669 Seq. ID OJ00025 1_32 . 0217 . C9 

Gene No. 69775 Strand 

Start 2U761 End 21730 

Name OJ000251__32 . 0217 . C9 . o5 . gs Method GENSCAN 

Start 20761 End 21693 



33722 



GI 


none 




Score 


. 99 


Exons 


20761 . .21693 








Seq. No. 


33669 




Seq. ID 


OJ000251 32 0217 C9 


Gene No. 


69775 




Strand 




Start 


20761 




End 


21730 


Name 


OJ000251 32. 0217. C9 


. o2 . np 


Method 


AAT/NAP 


Start 


20789 




End 


21730 


GI 


3355308 




Score 


713 


Exons 


20789. .21730 








GI Descrip. 


(AJ009695) wall-associated 


kinase 4 [Arabidopsis thaliana] 


Seq. No. 


33669 




Seq. ID 


OJ000251_32.0217.C9 


Gene No. 


69775 




Strand 




Start 


20761 




End 


21730 


Name 


OJ000251 32. 0217. C9 


.ol.tc 


Method 


TBLASTX: Cress 


Start 


20938 




End 


21730 


GI 


none 




Score 


182 


Exons 


20938. .21495, 21194 


. .21421, 


21208. .21489, 2 1251 214 96, 




21414 . .21497 , 21511 


21729, 


21530. .21730 


Seq .... NO; 


„ . 33669..: .„ , 




T ._ : . Seq^ T ID rr 


^DJ0Op25.L32„,.p211.,C9 


.Geneu.No... - .. .. 


- ..£.9.725 


v . 


,-St.r.ancL.- 




Start 


20761 ■ • • 




End 


"21730- - ■ - - - - 


Name 


OJ000251 32. 0217. C9 


ol . tm 


Method 


TBLASTX: Maize 


Start 


20953 




End 


21730 


GI 


none 




Score 


230 


Exons 


20953. .21492, 21176 


.21475, 


21193. .21489, 21514 .. 2 1729, 




21539. .21730 








Seq. No. 


33669 




Seq. ID 


OJ000251_32.0217.C9 


Gene No. 


69775 




Strand 




Start 


20761 




End 


21730 


Name 


OJ000251 32. 0217. C9 


o2 . tw 


Method 


TBLASTX: Wheat 


Start 


21170 




End 


21438 


GI 


none 




Score 


109 


Exons 


21170. .21307, 21172 


.21309, 


21310. .214 


38 


Seq. No. 


33669 




Seq. ID 


OJ000251_32.0217.C9 


Gene No. 


69775 




Strand 




Start 


20761 




End 


21730 


.Name 


OJ000251 32. 0217. C9. 


ol. ts 


Method 


TBLASTX: Soybean 


Start - 


4 21172 ' 




End \ t 


21699 


GI 


hone 




Score 


165 ' 


Exons 


21172. .21495, 21173. 


.21418, 


21175. .214 


89, 21399. .21491, 




21520. .21699, 21530. 


.21658 






Seq. No. 


33669 




Seq. ID 


OJ000251_32.0217.C9 


Gene No. 


69775 




Strand 




Start 


20761 




End 


21730 


Name 


OJ000251 32. 0217. C9. 


ol . tw 


Method 


TBLASTX: Wheat 


Start 


21440 




End 


21730 


GI 


none 




Score 


184 


Exons 


21440. .21490, 21457. 


.21495, 


21520. .21729, 21521 21730, 



Seq. No. 



21539. .21730 
33670 



Seq. ID OJ000251 32. 0217. C10 



33723 



Gene No. 


69776 


Strand 




Start 


1 


End 


5254 


Name 


OJ000251 32.0217.C10.ol.np 


Method 


AAT/NAP 




1 


End 


2577 




5803260 


Score 


79 


TP xr s~\ r*\ o 


1..19, 210. .293, 543. .678, 2554. .2577 




\j ± UcoLLlp • 


(AP000399) similar to wakl gene (AJ009696) [Oryza sativa] 


o e CJ . IN O . 


33670 


Seq. ID 


OJ000251_32 . 0217 . C10 


Gene No. 


69776 


Strand 




Start 


1 


End 


5254 


Name 


OJ000251 32.0217.C10.ol.gs 


Method 


GENSCAN 


Q4- 


505 


End 


5254 




none 


Score 


.49 


Exons 


505. .1061, 2554. .2785, 2843.. 


3014, 3621. .3811, 4372. .4640, 




4727. .4845, 5145. .5254 






oeq . no . 


33670 


Seq. ID 


OJ000251_32. 0217. C10 




69777 


Strand 




Start 


18021 


End 


19365 


Name 


OJ000251 32.0217.C10.ol.gp 


Method 


AAT/GAP 


_ S.tart;..... iT „. ,. 


.._180.2.1.._. . r . . 


,..End. :r _ v . 


-.193.65 ... ... 


GI 


._Jj&3J-4£3_ v „. . * 


—Scone 


_4.72 f ._ 


Exons 


• 18021.-. 18229, 19295.-. 19365 






oi uescrip. 


4 680178/gb|AF111709. 1IAF111709 5.0e-81 


Oryza- sativa subsp. 




indica Retrosat 1 retrotransposon and 


Ty3-Gypsy type Retrosat 




retrotransposon, complete sequences; and unknown genes 


Seq. No. 


33670 


Seq. ID 


OJ000251_32. 0217. C10 


Gene No. 


69778 


Strand 




Of a y-+- 


21100 


End 


25636 


Name 


OJ000251 32.0217.C10.o6.tm 


Method 


TBLASTX: Maize 


oldit 


5246 


End 


5456 




none 


Score 


91 


Exons 


5246. .5452, 5276. .5449, 5301. 


.5456 




oeq. in o . 


33670 


Seq. ID 


OJ000251_32 . 0217 . C10 


Gene No. 


69778 


Strand 




Start 


21100 


End 


25636 


Name 


OJ000251 32.0217.C10.o3.np 


Method 


AAT/NAP 


o l art 


21100 


End 


25636 


C T 


4680179 


Score • 


7716 


C 1 v /~\ r\ o 


21100. .25636 








(AF111709)' polyproteiri* [Oryza 


sativa subsp." indica] 


Seq. No. 


33670 


Seq. ID 


OJ000251_32. 0217. C10 


Gene No. 


69778 


Strand 




Of a y-+- 


21100 


End 


25636 


Name 


OJ000251 32. 0217. C10. o7. tm 


Method 


TBLASTX: Maize 


Cf v--j- 


21124 


End 


21336 


Lj J. 


none 


Score 


193 


Exons 


21124. .21336 






Seq. No. 


33670 


Seq. ID 


OJ000251_32. 0217. C10 


Gene No. 


69778 


Strand 




Start 


21100 


End 


25636 


Name 


OJ000251 32.0217.C10.o6.tw 


Method 


TBLASTX: Wheat 



33724 



Start 
GI 

Exons 



21145 
none 

21145. .21477, 21166 21327, 
21425. .21478 



End 21478 
Score 64 
21269. .21385, 21370 .. 21471, 



Seq. No. 33670 

Gene No. 69778 

Start 21100 

Name OJ000251_32 . 0217 . C10 . ol . tm 

Start 21337 

GI none 

Exons 21337. .21765, 2 1338 .. 217 63, 



Seq. ID OJ000251_32. 0217. C10 
Strand 

End 25636 

Method TBLASTX : Mai ze 

End 21924 

Score 251 
21763. .21924, 21770.. 21916 



Seq. No. 33670 

Gene No. 69778 

Start 21100 

Name OJ000251_32 . 0217 . C10 . ol . tw 

Start 21478 

GI none 

Exons 21478. .21930, 2 14 7 9 21931 , 



Seq. ID OJ000251_32. 0217. C10 
Strand 

End 25636 

- Method TBLASTX: Wheat 

End 22103 

Score 276 
21927. .22103, 21952.. 22101 



_ Seq,.... No,. 
JSe.hje._N a. 

Start-' 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



„ .33670., 
69"jL7E_ 



21100 ■ 

OJ000251_32. 0217 .C10. o4 . tm 

21972 

none 

21972. .22262, 21976.. 22263 

33670 
69778 
21100 

OJ000251_32. 0217.C10.o2.ts 

22062 

none 

22062. .22322, 22063.. 22317 



Seq ID.. ,..Q J.0 002 5,1^32... .0 2 Ij^-C UL 

SJtrand ; 

• • 25636 - • - 



End - - 
Method 
End 
Score 



TBLASTX: Maize 

22263 

2 62 



Seq. ID OJ000251_32. 0217. C10 
Strand 

End 25636 

Method TBLASTX : Soybean 

End 22322 

Score 151 



Seq. No. 33670 

Gene No. 69778 

Start 21100 

Name OJ000251_32 . 02 17 . C10 . ol . tc 

Start 220§6' . 
GI . ■ 'none* 

Exons 22086. .22229, 22087 . .22227 ,* 22230 .. 224 03 



Seq. ID OJ000251_32. 0217. C10 
Strand 

End 25636 

Method TBLASTX: Cress 

End 22403 

Score 92' 



Seq. No. 33670 

Gene No. 69778 

Start 21100 

Name OJ000251_32 . 02 17 . C10 . o3 . tw 

Start 22110 

GI none 

Exons 22110. .22589, 22 111 .. 22518 , 22143.. 22556 



Seq. ID OJ000251_32. 0217. C10 
Strand 

25636 

TBLASTX: Wheat 
22589 
306 



End 

Method 

End 

Score 



Seq. No. 33670 

uene No. 69778 

Start 21100 

Name OJ000251 32 . 02 17 . C10 . o2 . tw 



Seq. ID OJ000251_32. 0217. C10 
Strand 

End 25636 

Method TBLASTX : Wheat 



33725 



Start 
GI 

Exons 



22593 End 23103 

none Score 55 

22593. .23102, 22594 .. 22716/' 22677 .. 23060, 22678 .. 23103, 

22759. .23070 



Seq. No. 33670 

Gene No. 69778 

Start 21100 

Name OJ000251_32 . 0217 . C10 . o2 . tm 

Start 22665 

GI none 

Exons 22665. .22976, 22 677 23030, 22762.. 23028 



Seq. ID OJ000251_32. 0217. C10 
Strand 

End 25636 

Method TBLASTX: Maize 

End 23030 

Score 159 



Seq. No. 33670 Seq. ID 

Gene No. 69778 Strand 

Start 21100 End 

Name OJ000251_32 . 0217 . C10 . o3 . ts Method 

Start 22851 End 

GI none Score 

Exons 22851. .23096 



OJ000251_32.0217.C10 
25636 

TBLASTX: Soybean 

23096 

198 



..Seq.. .No..... , ... .33.670,. , r .. : r . . ^ 
-Gene.. No- 6_9L7-7-8L : .J , 

Start- 21100 - ....... 

Name OJ000251_32 . 0217 . C10 . o3 . tm 

Start 23067 

GI none 

Exons 



Seq.,. IA-.-OJAOp 2 5 1^3^ 

^ at. rand. .t. „..^ L1LZ~ 

End 25636 
Method TBLASTX : Maize 
End 23567 
Score 92 



23067. .23402, 23073 .. 23315, 23185 23316, 23388.. 23567 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



33670 

69778 

21100 

OJ000251 

23104 

none 



32.0217.C10.o5.tw 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000251_32. 0217. C10 
25636 

TBLASTX: Wheat 

23405 

250 



23104 . .23385, 23109 .. 23405, 23303.. 23404 



Seq. No. 


33670 




Seq. -'ID 


OJ000251_32.0217 


.C10 


Gene No. 


69778 




Strand 






Start 


21100 




End 


25636 




Name 


OJ000251. 32. .0217. C10 


.ol..ts . 


Method 


TBLASTX: Soybean 




Start 


23118 




End 


23513 " 




GI _ ■* 


none ' 




Score 


110 " ■ - ■ ■' . 




Exons 


23l'l§. .23309, 23118*. 


.23477, 


23119. .23382',' 23397 : . ..23477, 






23469. .23513, 23481. 


.23513 








Seq. No. 


33670 




Seq. ID 


OJ000251_32.0217 


.C10 


Gene No. 


69778 




Strand 






Start 


21100 




End 


25636 




Name 


OJ000251 32. 0217. C10 


. o4 . tw 


Method 


TBLASTX: Wheat 




Start 


23454 




End 


23936 




GI' 


none 




Score 


165 




Exons 


23454 . .23936, 23463. 


.23807, 


23629. .23832 




Seq. No. 


3367 0 




Seq. ID 


OJ000251_32.0217 


.C10 


Gene No. 


69778 




Strand 






Start 


21100 




End 


25636 





33726 




Name 




rue u i njvj 


1 O-LirlO 1A ■ OUyUfcrall 




Start 


t. J JO u 


FnH 

LjILkJL 


93QD0 
o y u \j 




GI 


none 




1 ft ^ 






23586 23900 








Seq. No. 


33670 


Seq. ID 


OJ000251_32.0217. 


.C10 


Gene No. 


69778 


Strand 






Start 


21100 


End 


2S636 

-J \J ~J \J 




Name 


OJ000251 32 0217 C10 oS tm 


Mo t" hnH 


1 OiinO 1 A ■ I MCI _L ti 




Start 


23635 _ 


End 


23Q24 

c. J y £~ *i 




GI 


none 


JUUI c 


1 6S 

J. \J u 




V vnn ^ 

l_j W ^ 1 1 o 


2363S 23R26 23637 23924 








Seq. No. 


33670 


Seq. ID 


OJ000251_32.0217. 


C10 


Gene No. 


69778 


Strand 






Start 


21100 


End 


25636 




Naine 


OJ000251 32.0217.C10.o8.tw 


Method 


TBLASTX: Wheat 




Start 


24092 


End 


24514 




GI 


none 


Score 


109 




1—1 ./i. W 1 1 Lj 


24092. .24280, 24 099 .. 24254 , 24320 .. 24 514 , 24366. .24464 




^Seq.^No.^.. 


.... 33670..,. _ ; 


^.Seq..„..ID. 


.... OJQPP 2 51^,32-^0 2 YL Z 


£10, 


-Gene-„No__ 


6.arz.8 „ „. ; 


-jatranid.-.. 




— — 


Start 


21100 ■■• 


End - 


25636" ■ • 




Mom o 


OJ000251 32.0217.C10.o7.tw 


Method 


TBLASTX: Wheat 




O Lai L. 


25032 


End 


25391 






none 


Score 


132 




RvoriQ 
LAUl 1 o 


25032. .25391, 25033.. 25365 








O *3 LJ^ ■ INU • 


33671 


Seq. ID 


OJ000251_28.0218. 


PI 


lit; LN u • 


69779 


Strand 


+ 




Start 


1 


End 


2643 




Name 


OJ000251 28.0218.Cl.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


2640 




GI 


6691716 


Score 


1936 




l—t Ilk? 


1..605, 803.. 995, 1078. .1123, 


1151. .1406, 1493. .1680, 






1757. .1868, 2018. .2122, 2195. 


.2640 






V-3 -L 1— ' i_> \^ ±- J_ ■ 


(AP000492) hypothetical protein [Oryza 


sativa] 






. gi| 6691717 |dbj IBAA89397.il (AP000570) 


hypothetical protein 




[Oryza sativa] 








Sea No 


33671 ' • 


Seq. ID 


OJ000251_28.0218. 


CI 


Gene No. 


6977.9 " 


Strand - 


+*. ' 




Start 


1 " " ■ 


End 


2643 




Name 


OJ000251 28.0218.Cl.ol.gs 


Method 


GENSCAN 




Start 


294 


End 


2643 




GI 


none 


Score 


.83 




TT v o n "=1 

i-J Ull J 


294. .619, 838. .995, 1078. .141 


8, 1493.. 


1693, 1833. .1946, 






2018. .2122,., 2195. .2643 








Seq. No. 


33671 


Seq. ID 


OJ000251_28.0218 . 


CI 


Gene No. 


69780 


Strand 






Start 


2959 


End 


9070 




Name 


' OJ000251 28.0218.Cl.o2.gs 


Method 


GENSCAN 




Start 


2959 


End 


9070 




GI 


none 


Score 


.68 




Exons 


2959.. 6040, 6137.. 7052, 7209. 


.8099, 82 


81. .9070 





33727 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



33671 
69780 
2959 

OJ000251_28.0218 .Cl.o5.tw 

2971 

none 



Seq. . ID OJ000251_28.0218.C1 
Strand 
End 

Method 
End 
Score 



9070 

TBLASTX: Wheat 

3585 

80 



2971. .3108, 3094. .3252, 3307. .3585, 3323. .3424, 3476. .3565 



OJ000251 28. 0218. CI 



9070 
AAT/NAP 
9070 
6700 
7373. .7944, 



7990. .8192, 



33671 Seq. ID 

69780 Strand 
2959 End 
OJ000251_28 . 02 18 . CI . o2 . np Method 
2995 End 
5922631 Score 
2995. .5522, 6129. .7052, 7179. .7330, 
8443. .8687, 8946. .9070 

(AP000492) ESTs C26347 (C12145) ,AU078074 (C12145) correspond to 
region of the predicted gene.; similar to prpol; Zea mays 
retrotransposon Cinful-1. (AF049110) [Oryza sativa] 
gi | 6016864 |dbj IBAA85207. 1 | (AP000570) ESTs 

,.C2 6,3 47,(,C 12 1A5 ).. t AU0J 8.0.7 i ( CI 21 4 5JL correspond ^tg.^xeg±q^^^the 
.„predi.ct.e<±_g.ene....;--;Sirailar- to--.prpol^v. r .Zea^may.s^ratrotr^nsp.03on^.. 
Cinful-1 ; (AF049110) [Oryza sativ 



Seq. No. 33671 

Gene No. 69780 

Start 2959 

Name OJ000251_28 . 0218 . CI . o4 . tm 

Start 3010 

GI none 
Exons 



Seq. ID OJ000251_28.02i8.Cl 
Strand 
End 

Method 
End 
Score 



9070 

TBLASTX: Maize 

3243 

100 



3010. .3111, 3011. .3112, 3091. .3243, 3092. .3145 



Seq. No. 


33671 








Seq. ID 


OJ000251__28.0218.C1 


Gene No. 


69780 








Strand 




Start 


2959 








End 


9070 


Name 


OJ000251 28 


.0218 


.CI.06. 


tm 


Method 


TBLASTX: Maize 


Start 


3355 








End 


3628 


GI 


none 








Score 


56 


Exons 


3355. .3441, 


3451 


. .3534, 


3464. 


,.3538, 3521. .3628, 3529. .3627 


.Seq. No. 


. 33671. 








Seq. ID 


OJ000251_28.0218'.C1 


Gene No. 


• \ 69780 ' 








Strand 




Start 


2959 








End 


9070 


Name 


OJ000251 28, 


.0218 


.Cl.o3. 


tw 


Method 


TBLASTX: Wheat 


Start 


3700 








End 


4087 


GI 


none 








Score 


106 


Exons 


3700. .3885, 


3700 


. .4086, 


3776. 


.4087 




Seq. No. 


' 33671 








Seq. ID 


OJ000251_28.0218.C1 


Gene No. 


69780 








Strand 




Start 


2959 








End 


9070 


Name 


OJ000251 28. 


,0218 


.Cl.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


3730 








End 


4093 


Gi 


none 








Score 


67 


Exons 


3730. .3777, 


3731 


. .3778, 


3769. 


.4092, 3782. .-4093 



33728 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



33671 
69780 
2959 

OJ000251_28, 

4090 

none 

4090. .4230, 



0218.Cl.o9.tw 



4255. .4389 



Seq. ID OJ000251_28.0218.C1 
Strand 

End 9070 

Method TBLASTX : Wheat 

End 438 9 

Score 134 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



33671 
69780 
2959 

OJ000251_28. 

4321 

none 

4321. .4575 



0218.Cl.o5.tm 



Seq. ID OJ000251_28.0218.C1 
Strand 

End 9070 

Method TBLASTX : Mai ze 

End 4575 

Score 193 



Seq. No. 
Gene No. 
Start 
Name 
Start 

. Exons 



33671 
69780 
2959 

OJ000251_28. 
4405 

none . ^ , 



0218.Cl.o4.tw 



,4.4 15..... 48 19 • 



Seq. ID OJ000251_28.0218.C1 
Strand 

End 9070 

Method TBLASTX: Wheat 

End 4827 

Scare_.._ T ,_..26.6.,__ i 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



33671 
69780 
2959 

OJ000251_28. 

4448 

none 

4448. .4828, 



0218.Cl.o2.ts 



4450. .4692, 4732. 



Seq. ID OJ000251_28.0218.C1 
Strand 

End 9070 

Method TBLASTX : Soybean 

End 4836 

Score 159 
.4836 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



33671 
69780 
2959 

OJ000251_28, 

4827 

none 

4827. .4925, 

33671 
69780 
2959 

OJ0002'51_28. 

4951 

none 

4951. .4977, 

33671 
69780 
2959 

OJ000251_28. 

5062 

none 

sOb'Z . . 5463, 



0218.Cl.o8.tw 



Seq. ID OJ000251__28.0218.C1 
Strand 

End 9070 

Method TBLASTX : Wheat 

End 5113 

Score 7 6 



4828. .4977, 4831. .5112, 5036. .5113 



0218.Cl.o3.tm 



4975. .5118, 4988, 



0218.Cl.ol.ts 



5096.. 5266, 5303. 



Seq. ID . Q.J000251_28.0218.C1 

Strand . - 

End ' 907*0' 

Method TBLASTX: Maize 

End 5395 

Score 89 

.5119, 5140. .5394, 5141. .5395 

Seq. ID OJ000251_28.0218.C1 
Strand 

End 9070 

Method TBLASTX : Soybean 

End 54 63 

Score 47 
.5446 



Seq. No. 



33671 



Seq. ID OJ000251_28 .0218 .CI 



33729 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

..Expns.^., r 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name . 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



69780 
2959 

OJ000251_28.0218.Cl.o2.tw 

5117 

none 

5117. .5488, 5122. .5541 



33671 
69780 
2959 

OJ000251_28.0218. 

5626 

none 

5626. .5982, 5636. 



CI .o2 . tm 
.5941 



33671 
69780 
2959 

OJ000251_28.0218.Cl.ol.tw 

5656 

none 

565 6,. ... 6:1.11.,.. .5.6.5,7 _ .6112 _ , .. r: 



33671 - 

69780 

2959 

OJ000251_28.0218, 

5707 

none 

5707. .5841, 5848, 



Cl.o3.ts 



, 6072 



33671 
69780 
2959 

OJ000251_28. 0218 .Cl.o6.tw 

6332 

none 

6332.-6568, 6334. .6564, 6613. 



33671 
69780 
2959 

OJ000251_28.0218, 

7 366 

none 

7366. .7767, 7460. 



Cr.o7.tw. 



.7768 



33672 
69781 
653 

OJ000251_28.0218, 

653 

none 

653. .1028, 1166.. 
2979. .3561 



Strand 
End 

Method 

End 

Score 



9070 

TBLASTX: Wheat 

5541 

291 



Seq. ID OJ000251_28.0218.C1 
Strand 

End 9070 

Method TBLASTX: Maize 

End 5982 

Score 214 



Seq. ID OJ000251_28.0218.C1 
Strand 

End 9070 

Method TBLASTX : Wheat 

End 6112 

Score 268 



Seq. -ID OJ000251_28.0218.C1 
Strand 

End 9070 

Method TBLASTX : Soybean 

End 6072 

Score 138 ■ 



Seq. ID OJ000251_28.0218.C1 
Strand 

9070 

TBLASTX: Wheat 
6789 
146 



End 

Method 
End 
Score 
.6789 



Seq. ID OJ000251_28.0218.C1 
Strand . 

End 9070 " 

Method TBLASTX : : Wheat 
End * ' " * ,7768 '■ ' 
Score 126 



Seq. ID OJ000251_28.0218.C2 
Strand + 

3836 
GENSCAN 
3561 
• .43 



End 

Method 
End 
Score 



C2.ol.gs 

1466, 1762. .1793, 1826. .2249, 2403. .2610, 



Seq. No. 



33672 



Seq. ID OJ000251_28.0218.C2 



33730 




Gene No. 


69781 


Strand 


+ 




Start 


653 


End 


3836 




Name 


OJ000251 28.0218.C2.ol.np 


Method 


AAT/NAP 




Start 


685 


End 


3836 




GI 


4544372 


Score 


1181 




Exons 


685. .1701, 1762. .2178, 2284. 


.3836 






GI Descrip. 


(AC006920) putative retroelement pol polyprotein [Arabidops 












Seq. No. 


33672 


Seq. ID 


OJ000251_ 


?R 091 ft CO 


Gene No. 


69782 


Strand 


+ 




Start 


13786 


End 


19041 




Name 


OJ000251 28.0218.C2.o4.np 


Method 


AAT/NAP 




Start 


13786 


End 


19041 




GI 


9 1 6071 9 


Score 


190 




Exons 


1 ^7ft6 1^fi6ft 14QSQ 1^94^ 


16572. .16623, 18976 


1 Qf\A 1 
. . 1 y Ufi 1 


GI Descrip. 


\ \j Kj /l. y \j \j ) \^cl ' ni r ctoc [viy 


sativa] 






Seq. No. 


j o \> f 


Seq. ID 


OJ000251_ 


9Q no 1 q no 


Gene No. 


69783 


Strand 


+ 




Start 


26507 


End 


26869 




Name 


OJ000?S1 ?ft 091 ft nS as 


... Method ... 


. .GENSCAN... 


-• -------- 


..Start. 


.2.6507.- _ Z ■„„ -1 ' 


Qad. l r ... ' 


, .2.6B6.9, 


— - — 


GI 


none 


Score- 


.97 




Exons 


?6S07 ?6ft6Q 








Seq. No. 


J *J u / 


Seq. ID 


OJ000251_ 


op no 1 Q no 


Gene No. 


6Q7ft 4 


Strand 


+ 




Start 


34769 


End 


37266 




Name 


OJ000251 28 0218 C2 o7 as 


Method 


GENSCAN 




Start 


34769 


End 


37266 




GI 


none 


Score 


.77 




Exons 


34769. .35116, 35860 .. 36067 , 


36897. .36992, 37111 


.37266 


Seq. No. 


33672 


Seq. ID 


OJ000251 


_28.0218.C2 


Gene No . 


69784 


Strand 


+ 




Start 


34769 


End 


37266 




Name 


OJ000251 28.0218.C2.o7.np 


Method 


AAT/NAP 




Start 


35327 


End 


35605 




GI 


5257266 


Score 


171 




Exons 

i-J Jt\ W X 1 h_> 


35327. .35605 








Oil Dpspt* i n 


(AP000364) EST C99024 (E4337) 


corresponds to a region of the 




predicted gene.; Similar to 


Silk moth; 


sil kworm 


final insta] 




larvae .posterior. (D8.3241) [Oryza sativa] 




Seq. No. 


33672 


Seq. ID 


OJ000251_ 


28. 0218. C2 


Genp No 


69785 


Strand 






Start 


4674 


End 


11380 




Name 


OJ000251 28.0218.C2.o2.gs 


Method 


GENSCAN 




Start 


4674 


End 


11380 




GI 


none 


Score 


.84 




Exons 


4674. .4961, 5232. .5291, 5448 


. .5789, 5872. .6711, 


6842. .7069, 




7100. .7342, 7441. .7583, 8189 


. .8285, 9109. . 9447, 


10201. .1046' 




10571. .10987,. 11306. .11380 








Seq. No. 


33672 


Seq. ID 


OJ000251_ 


28. 0218. C2 


Gene No. 


69785 


Strand 







33731 




Start 


4674 


End 


11380 




Name 


OJ000251 28.0218.C2.o2.np 


Method 


AAT/NAP 




Start 


9082 


End 


11380 




GI 


6002712 


Score 


466 




Exons 


9082.. 9447, 10201 .. 104 4 9, 10562 .. 10670, 10705 .. 10987 , 






11306. .11380 








GI Descrip. 


(AF133053) S-adenosyl-L-methionine : salicylic acid carboxyl 




inpthvl tr^n^fprflsp rci s tIci a 

111 V — Ull V -i- L- J- CI HO J_ \^ L UJC [_ \*r J- C4. _L_ JV -1. Q 


breweri] 






Seq. No. 


33672 


Seq. ID 


OJ000251_28.0218 


CO 


Gene No. 


69786 


Strand 






Start 


14339 


End 


18738 




Name 


OJ000251 28.0218.C2.o3.gs 


Method 


GENS CAN 




Start 


14339 


End 


18738 




GI 


none 


Score 


.42 




Exons 


-L T -J -/ . • 1*1 *i J 1 ^ J. *3 O X *S • • J. J 1 / 


15072. .15382, 15414. .15602, 






17395 17591 18723 18738 








Seq. No. 


33672 


Seq. ID 


OJ000251_28.0218 


CO 


Gene No. 


69787 


Strand 






Start 


19921 


End 


22197 




Name 


. .„ O.JO .0.02.51. 2 8 . 02 18. . C2 . o4 .. .gs . 


_ ^Method...™ 


.GENSCAN^ 




Start 


..:j_9,92L _ „ _„ 


..^ZEndl^JJ..- 







GI ■ 


none • 


Score 


.97 




i—J Vw/ 1 1 O 


19921. .20292, 21016 .. 21279, 


21614. .21808, 22123. .22197 




Sea No 


33672 


Seq. ID 


OJ000251_28.0218 


CO 


Gene No . 


69787 


Strand 






Start 


19921 


End 


22197 




Name 


OJ000251 28.0218.C2.ol.gp 


Method 


AAT/GAP 




Start 


21100 


End 


21545 




GI 


2800059 


Score 


549 




Exons 


21100. .21279, 21392.. 21545 








GI Descrip. 


600 6887 /gb| AAF00662 . 1 | AC008 


153 14 8.0e- 


-13 (AC008153) 






hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


33672 


Seq. ID 


OJ000251_28.0218 


.C2 


Gene No. 


69788 


Strand 






Start 


27152 


End 


31993 




Name 


OJ000251 28.0218.C2.ol.tw 


Method 


TBLASTX: Wheat 




Start 


.957 


End 


1360 




GI 


none 


Score 


86 




Exons 


957.. . 1013, 962*. . 1003, 1008'. 


1079, 10±6, 


.1078, 1065.\l"3-46, . 




1078. .1293, 1079. .1360, 1082. .1315 






Seq. No. 


33672 


Seq. ID 


OJ000251_28.0218 


.C2 


Gene No. 


69788 


Strand 






Start 


27152 


End 


31993 




Name 


OJ000251 28.0218.C2.o3.tm 


Method 


TBLASTX: Maize 




Start 


1011 


End 


1228 




GI 


none 


Score 


100 




Exons 


1011. .1079, 1016. .1078, 107 


8. .1227, 1079. .1228 




Seq. No. 


33672 


Seq. ID 


OJ000251_28.0218 


.C2 


Gene No. 


69788 


Strand 






Start 


27152 


End 


31993 




Name 


OJ000251 28.0218.C2.ol.tm 


Method 


TBLASTX: Maize 





33732 




Start 


1229 








End 


1690 


GI 


none 








Score 


538 


Exons 


1229. . 1690, 


1229 


. . 1294, 


1231 . 


.1317, 1376. .1618, 1378. .1689 


Seq. No. 


33672 








Seq. ID 


OJ000251_28.0218.C2 


Gene No. 


69788 








Strand 


— 


Start 


27152 








End 


31993 


Name 


OJ000251 28 


. 0218 


.C2 .o4 . 


tw 


Method 


TBLASTX: Wheat 


Start 


1361 ~~ 








End 


1759 


GI 


none 








Score 


188 


Exons 


1361 . . 1693, 


1378 


. . 1716, 


1658 . 


.1759 




Seq. No. 


33672 








Seq. ID 


OJ000251_28.0218.C2 


Gene No. 


69788 








Strand 




Start 


27152 








End 


31993 


Name 


OJ000251 28 


. 0218 


. C2 . o2 . 


ts 


Method 


TBLASTX: Soybean 


Start 


1376 ~~ 








End 


1846 


GI 


none 








Score 


214 


Exons 


1376. . 1657, 


1414 


. . 1551, 


1658 . 


.1846, 1690. .1833 


Seq. No. 


33672 








Seq. ID 


OJ000251_28.0218.C2 


.Gene . No . 


„,"._ 6,97 8.8^ 








..._St.rand_„ 




Start n 


I... .211 52 ^ 








End J 


, 31.9.93 „ „. 


Name 


OJ000251 28 


.0218 


.C2.ol. 


ts 


Method 


TBLASTX : Soybean -* 


Start 


1997 








End 


2409 


GI 


none 








Score 


158 


Exons 


1997. .2134, 


1999 


. .2148, 


2155. 


.2409, 2156. .2407 



Seq. No. 33672 Seq. ID 

Gene No. 69788 Strand 

Start 27152 End 

Name OJ000251_28 . 0218 . C2 . o2 . tw Method 

Start 2042 End 

GI none Score 

Exons 2042.. 2131, 2170.. 2322, 2171.. 2440 



OJ000251_28.0218.C2 
31993 

TBLASTX: Wheat 

2440 

77 



Seq. No. 33672 Seq. ID 

Gene No. 69788 Strand 

Start 27152 End 

Name OJ000251_28 . 0218 . C2 . o4 . tm Method 

Start 2857 End 

GI none . Score 

Exons," . 2.857 . .3015-, 3013".. 3237 . * 



OJ000251_28.0218.C2 
31993 

TBLASTX: Maize 

3237 

80 



Seq. No. ' 33672 Seq. ID 

Gene No. 69788 Strand 

Start 27152 End 

Name OJ000251_28 . 0218 . C2 . o4 . ts Method 

Start 2860 End 

GI none Score 

Exons 2860. . 3258 



OJ000251_28.0218.C2 
31993 

TBLASTX : Soybean 

3258 

228 



Seq. No. 33672 Seq. ID 

Gene No. 69788 Strand 

Start 27152 End 

Name OJ000251_28 . 0218 . C2 . o3 . tw Method 

Start 3418 End 



OJ000251_28.0218.C2 
31993 

TBLASTX: Wheat 
3821 



33733 



GI 


none 






Score 


81 




Exons 


3418 3537 3555 31 


321, 3563. 


. 3787 






Seq. No. 


33672 






Seq. ID 


OJ000251 


_28.0218 


Gene No. 


69788 






Strand 






Start 


27152 






End 


31993 




Name 


OJ000251 28. 0218. C2 


.o3.ts 




Mpf h nd 


TRT.A^TX • 


o uy Dxz d 1 1 


Start 


3597 






End 


3847 


GI 


none 






Score 


239 




Exons 


3597.. 3842, 3599.. 3730, 3809. 


. 3847 






Seq. No. 


33672 






Seq. ID 


OJ000251 


_28.0218 


Gene No. 


69788 






Strand 






Start 


27152 






End 


31993 




Name 


OJ000251 28. 0218. C2, 


. o5 . tm 




Met hod 


TBLASTX: 


Maize 


Start 


9097 






End 


29276 




GI 


none 






Score 


107 




Exons 


9097.. 9300, 9292.. 9441, 19942 


20106 


20137. .20286, 




28899. .29060, 29142, 


. .29276 










Seq. No. 


33672 






Seq. ID 


OJ000251 




Gene.. No. 


__.697.88 






_Strand 




......... - ...r. 


S.tar.t 


2 J. 15 2 .", _ . I_1L _,. i . '■ .1 












Name 


OJ000251 28. 0218. C2. 


. o2 . tm 




Method 


TBLASTX:: 


Ma i z e 


Start 


10571 ~~ ■ 






End 


31228 




GI 


none 






Score 


68 




Exons 


10571. .10681, 10575, 


, .10682, 


10712. .10795, 10713 


. . 10787, 




10835. . 10987, 10845. 


, .10967, 


11306. .11389, 11310 


. . 11381, 




21396. .21503, 21422. 


. .21502, 


21525. .21608, 21539 


. .21616, 




21656. .21808, 21666. 


. .21788, 


22112. .22198, 22123 


. .22212, 




30806. .30913, 30810. 


, .30914, 


30908. .31030, 30939 


. .31022, 




31056. .31220, 31061. 


, .31228, 


31067. .31228 




Seq. No. 


33672 






Seq. ID 


OJ000251 


_28.0218 


Gene No. 


69788 






Strand 






Start 


27152 






End 


31993 




Name 


OJ000251 28. 0218. C2. 


06 . gs 




Method 


GENSCAN 




Start 


27152 






End 


31984 




GI 


none 






Score 


.72 




Exons 


27152. .27637, 27752. 


.27898, 


27950. .28023, 28035 


. .28157, 




28937 . .29282, 30440. 


.30703, 


30806. .31222, 31907 


. .31984 


Seq. No.' 


33672 ' 






Seq".' ID 


OJ00*0251_ 


_28.0218, 




69788 






Strand 






Start 


27152 






End 


31993 




Name 


OJ000251 28. 0218. C2. 


06 . np 




Method 


AAT/NAP 




Start 


28887 






End 


31993 ' 




GI 


4006915 






Score 


440 




Exons 


28887. .29061, 29125. 


.29282, 


30440. .30679, 30769 


. . 31222, 




31907. .31993 












GI Descrip. 


(Z99708) hypothetical protein 


[Arabidopsis thaliana] 


Seq. No. 


33673 






Seq. ID 


OJ000251_ 


_28.0218, 


Gene No. 


69789 






Strand 


+ 




Start 


162 






End 


6992 




Name 


OJ000251 28. 0218. C4 . 


ol . gs 




Method 


GENSCAN 




Start 


162 






End 


6992 





33734 



GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none Score .73 

162. .861, 1000.. 1109, 1197. .1444, 3599. .3712, 3799. .4008, 

4 4 96. .4 64 6, 5687. .5824, 6813. .6992 



33673 



Seq. ID OJ000251 28. 0218. C4 



Strand + 

End 6992 

Method AAT/GAP 

End 4 64 6 

Score 168 



69789 
162 

OJ000251_28.0218.C4.o2.gp 
4544 
427406 
4544. .4646 

45824 65 /gb | AAD2484 9 . 1 1 AC007071_21 7 . Oe-20 (AC007071) 
hypothetical protein [Arabidopsis thaliana] 



Seq. ID OJ000251 28. 0218. C4 



33673 
69790 
8916 

OJ000251_28.0218.C4 .o2.gs 
8916 
none 

8916. .10655, 12712. . 12766, 13954 .. 14056, 14 558 .. 14 601 , 
,14918. .,1.5.04 2 .^.ISP 98,.^. 17.4 7jD lf ._:4,7,5 4 3... -..2 12 .71.. , „ ...... 



Strand + 

End 21271 

Method GENSCAN 

End 21271 

Score .45 



Seq. No .. . 


33673 


Seq. ID 


0 JO 002-5 1_2 8*. 02 18-. 


,C4 


Gene No. 


69790 


Strand 


+ 




Start " 


8916 


End 


21271 




Name 


OJ000251 28.0218.C4.o2.np 


Method 


AAT/NAP 




Start 


9123 


End 


11997 




GI 


6006885 


Score 


812 




Exons 


9123.. 10629, 11963.. 11997 








GI Descrip. 


(AC008153) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


33673 


Seq. ID 


OJ000251_28.0218. 


,C4 


Gene No. 


69790 


Strand 


+ 




Start 


8916 


End 


21271 




Name 


OJ000251 28.0218.C4.o3.np 


Method 


AAT/NAP 




Start 


15622 


End 


21268 




GI 


6498441 


Score 


6825 




Exons 


15622. .16685, 17016 .. 17479, 


17543. .17916, 18 100 .. 18234 , 






184 09. .18 647, 18840. .19324, 


19496. .20893, 20987. .21268 




GI Descrip. 


(AP000815) EST C7278 6 (E2258 ) corresponds to a region. of 


the 




predicted gene.; Similar to 


Sorghum bicolor Gypsy-Ty3 type 




retrbtransposon RetroSorl._ 


(AF038806) 


[Oryza sativa] 




Seq. No. 


33673 


Seq. ID 


OJ000251 28.0218. 


C4 


Gene No. 


69791 


Strand 


+ 




Start 


26254 


End 


35419 




Name 


OJ000251 28.0218.C4.o6.np 


Method 


AAT/NAP 




Start 


26254 


End 


30380 




GI 


5042454 


Score 


169 




Exons 


26254. .26393, 26724. .26831, 


30363. .30380 




GI Descrip. 


(AC007789) putative polyprotein [Oryza 


sativa] 




Seq. No. 


33673 


Seq. ID 


OJ000251 28.0218. 


C4 


Gene No. 


69791 


Strand 


+ 




Start 


26254 


End 


35419 




Name 


OJ000251 28.0218.C4.o7.np 


Method 


AAT/NAP 





33735 



Start 
GI 

Exons 



27749 End 32729 

4887755 Score 1149 

27749. .28007, 28 993 .. 29199, 29330 294 13, 29715 .. 29783, 

29883. .29975, 30051 .. 30203, 30960 .. 3104 6, 31203 .. 31277 , 

31402. .31524, 31604 31756, 32456 .. 32521 , 32643.-32729 



GI Descrip. (AC006533) putative acetolactate synthase [Arabidopsis thaliana] 



Seq. No. 33673 

Gene No. 69791 

Start 26254 

Name OJ000251_28 . 02 18 . C4 . o5 . gs 

Start 27796 

GI none 
Exons 



Seq. ID OJ000251_28.0218.C4 

Strand + 

End 35419 

Method GENSCAN 

End 34608 

Score .85 



Seq. No. 
Gene No. 
Start 
Name 

.Start . 

.„GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



27796. .28001, 28 983 .. 29199, 29715 .. 29783, 29883 .. 29966, 
30051. .30203, 30960 .. 3104 6, 31402 .. 31524 , 31604 .. 31756, 
32456. .32521, 32643.-32673, 3384 0 .. 33923 , 34571. .34608 



33673 
69791 
26254 

OJ000251_28 . 0218 . C4 . o5 . gp 

29374 . , 

. 2253.3_a-.-R i 6.8.4. _ , . 

29374 . .29413, 
30960. .31046, 



Seq. ID OJ000251_28.0218.C4 
Strand 
End 

Method 
..,,_,End^. . ; 
.™..Sco.ne_. ? 
■29883. .29966, 
31402. .31496 

? 5931761/emb|CAB56614.1| 8.0e-74 (AJ234901) acetolactate 
synthase small subunit [Nicotiana plumbaginif olia] 1 



29715. .29783, 
31203. .31308, 



OJ000251__28.0218, 
+ 

35419 
AAT/GAP 

,_314.96_. 

_Il 6.6™ — - 

30051. .30203, 



33673 Seq. ID 

69791 Strand 

26254 End 

OJ000251_28 .0218 .C4 .06. gp Method 

32666 End 

2798028 Score 
32666. .32908 



OJ000251_28.0218.C4 
+ 

35419 
AAT/GAP 
32908 
478 



Seq. No. 
Gene No. 
Start 
Name 
Start 

Exons b 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 



33673 Seq. ID 

69791 Strand 
26254 End 
OJ000251_28 . 0218 .C4 .08 .np Method 
33272 . End 

4103115 • Score 

3327'2.". 33366, '34510... 34724, . 35299. .35419 .■ / *• 
(AF020576) cytochrome c oxidase [Sciadopitys . verticil'lata] 



OJ000251_28.0218.C4 
+ 

35419 
AAT/NAP 
35419 
103 



33673 Seq. ID 

69792 Strand 
3087 End 
OJ000251_28.0218.C4.ol.gp ... Method 
3087 End 
LIB34 31-036-P1-N1-H10 Score 
3087.. 3540, 3611.. 3643 

' 4 5824 65/gb|AAD24 84 9. 1 |AC007071_21 7 .0e-20 
hypothetical protein [Arabidopsis thaliana] 



OJ000251_28.0218.C4 

3643 
AAT/GAP 
3643 
907 



(AC007071) 



33673 
69793 



Seq. ID 
Strand 



OJ000251 28. 0218. C4 



33736 



Start 


6974 


End 


72^ 
' t j j 




Nam© 


Ojn002S1 28 021 8 P4 rrn 


L it! L. 1 HJt^l 






Start 


6974 _ 


VnH 

CjL 1U 


7 9 c: c: 




GI 


310684 9 


Score 


47fi 




Pynnq 

J_J *\ \-S 1 1 o 


6974 7255 








Spa No 


33673 




0,10002^1 2R D2T 




Gene No. 


69794 


Strand 






Start 


7782 


End 


7862 




Name 


OJ000251 28.0218.C4.o4.gp 


Method 


AAT /GAP 




Start 


77 82 


End 


7862 




GI 


38012 1 R1084 


Score 


107 




F! von <=! 

l—l Vh/ 1 1 J 


7782 ~ 7862 








\J J- i—f ^ O J- JL W • 


1 4097947 /ah 1 0722 5 5 1 OSU722 5 5 


2.0e-23 Oryza sativa 






beta - 1 , 3 — glucanase precursor 


(Gns9) gene, complete cds ' 




Seq. No. 


33673 


Seq. ID 


OJ000251_28.0218 


.C4 


Gene No. 


69795 


Strand 






Start 


21906 


End 


26827 




Name 


OJ000251 28 0218 04 08 tm 


Method 


TBLASTX: Maize 




Start 


1230 ~~ 


End 


1973 




GI 


none 


-.__,§ c.or : e_', v 


. 4.6-:_._ 






12 30 1304 1 ^0S 't fii^ " 1 722 


....,1.8.2,6 181 8..:.-L9.7.3- 1 ' ::. ;\, 




Sea No 


33673 


Seq. ID 


OJ000251_28.0218 


.C4 


Gene No. 


69795 


Strand 






Start 


21906 


End 


26827 




Name 


OJ000251 28 0218 C4 06 tm 


Method 


TBLASTX : Maize 




Start 


4503 ~~ 


End 


6995 




GI 


none 


Score 


159 




Rxon 


4503 4646 4S29 464S 4S87 


..4646, 5684. .5824, 5686. .5820, 




6801 6968 6809 6994 6810 


. .6995 






Sea No 


33673 


Seq. ID 


OJ000251_28.0218 


.C4 


Gene No . 


69795 


Strand 






Start 


21906 


End 


26827 




Name 


OJ000251 28.0218.C4.o2.tm 


Method 


TBLASTX: Maize 




Start 


9351 


End 


10616 




GI 


none 


Score 


44 




F.xon 

■L-J X k O 


9351 9458 9444 9S96 9483 


..9518, 9486. .9602, 9536. .91 


368, 




9561 9953 9633 9869 9636 


..9899, 9720. .9896, 9789. .9971, 




9863 10048 9888 10067 98 


94. . 10067, 


10077. .10220, 






10095 "10'616 10100 1045*0 * 


10176. .10193. '/ . 




Sea No 


33673 


Seq. ID 


OJ000251_28.0218 


C4 


Gene No. 


69795 


Strand 






Start 


21906 


End 


26827 




Name 


OJ000251 28.0218.C4 .o2.tc 


Method 


TBLASTX: Cress 




Start 


9444 


End 


10487 




GI 


none 


Score 


209 




l—i a <JHO 


94 44. .9959, 977 4. .10067, 10077. .10382, 


10101. .10238, 






10241. .10360, 10362. . 104 87 








Seq. No. 


33673 


Seq. ID 


OJ000251_28.0218. 


C4 


Gene No. 


69795 


Strand 






Start 


21906 


End 


26827 




Name 


OJ000251 28.0218.C4.o6.tw 


Method 


TBLASTX: Wheat 





33737 




Start 


9489 




End 


10324 


GI 


none 




Score 


81 


Exons 


94 8 9. .9611, 9834. .10085, 9864. .10070, 


10101 10319 




10106. . 10324, 10152 


. . 10259 






Seq. No. 


33673 




Seq. ID 


OJ000251_28.0218 


Gene No., 


69795 




Strand 




Start 


21906 




End 


26827 


Name 


OJ000251 28. 0218. C4 


.ol. ts 


Method 


TBLASTX * Sovbean 


Start 


10185 




End 


10643 


GI 


none 




Score 


328 


Exons 


10185. .10643 








Seq. No. 


33673 




Seq. ID 


OJ000251_28.0218 


Gene No. 


69795 




Strand 




Start 


21906 




End 


26827 


Name 


OJ000251 28. 0218. C4 


. o7 . tw 


Method 


TBLASTX: Wheat 


Start 


15770 




End 


16162 


GI 


none 




Score 


58 


Exons 


15770. .15817, 15824 


. .15922, 


15841. .15921, 15889. .16050, 




15905. .16162 








-Seq. No...™- 




. „ ..... ..... 


_ ; ,/J.e.q.._ 1D T \. 




Gene No. 


. 697'95 ■■'•■•- 




■■■■-Strand 




Start 


21906 




End 


26827 


Name 


OJ000251 28. 0218. C4 


. o9 . tm 


Method 


TBLASTX: Maize 


Start 


15775 




End 


16060 


GI 


none 




Score 


193 


Exons 


15775. .16059, 15812 


. .16060 






Seq. No. 


33673 




Seq. ID 


OJ000251_28.0218 


Gene No. 


69795 




Strand 




Start 


21906 




End 


26827 


Name 


OJ000251 28. 0218. C4 


. o5 . tw 


Method 


TBLASTX: Wheat 


Start 


16170 ~ 




End 


19630 


GI 


none 




Score 


234 


Exons 


16170. . 16223, 19172 


. .19420, 


19196. .19420, 192 61. .19434, 




19481. .19630, 19492 


. .19629 






Seq. No. 


33673 




Seq. ID 


OJ000251_28.0218, 


Gene No. 


69795 . 




. Strand 




Start 


219.06'. 




End 


26827 - ■ 


Name 


OJ000251 28.0218. C4 


. o3 . tw 


' Method- 


TBLASTX: Wheat ' 


Start 


16900 




End 


' 23170 . 


GI 


none 




Score 


417 


Exons 


16900. .17073, 16901 


. .17386, 


16901. .17 32 9, 170 95. .17355, 




23063. .23170 








Seq. No. 


33673 




Seq. ID 


OJ000251_28.0218. 


Gene No. 


69795 




Strand 




Start 


21906 




End 


26827 


Name 


OJ000251 28. 0218. C4 


. ol. tw 


Method 


TBLASTX: Wheat 


Start 


17550 




End 


18013 


GI 


none 




Score 


215 


Exons 


17550. . 17993, 17551 


. .18012, 


17552. .18013 


Seq. No. 


33673 




Seq. ID 


OJ000251_28.0218. 



33738 




Gene No. 


69795 




Strand 






Start 


21906 




End 


26827 




Name 


OJ000251 28. 0218. C4 


. o5 . ts 


Method 


TBLASTX : Soybean 




Start 


17591 




End 


17956 




GI 


none 




Score 


117 




Exons 


17591. .17815, 17822 


. .17956 








Seq. No. 


33673 




Seq. ID 


OJ000251_28.0218 


.C4 


Gene No. 


69795 




Strand 






Start 


21906 




End 


26827 




Name 


OJ000251 28. 0218. C4 


. o3 . tm 


Method 


TBLASTX: Maize 




Start 


17681 




End 


18037 




GI 


none 




Score 


392 




Exons 


17681. .18037, 17716 


. . 18027, 


17921. . 18037 




Seq. No. 


33673 




Seq. ID 


OJ000251_28.0218 


.C4 


Gene No. 


69795 




Strand 






Start 


21906 




End 


26827 




Name 


OJ000251 28. 0218. C4 


. o5 . tm 


Method 


TBLASTX: Maize 




Start 


18064 




End 


18448 




GI 


none 




Score 


357 




.Exons _ ^__ >: . r 


w l 8 0.64 : ,....l 8.4 2 : 9,,^180 65. 


...154.48,, 








Seq. No." 


' 33673- ' "'• '• 


'- ' ^ 


- Seq. ID'- 


. 

OJ000251_28.02i8 




Gene No. 


69795 




Strand 






Start 


21906 




End 


26827 




Name 


OJ000251 28. 0218. C4 


. o2 . tw 


Method 


TBLASTX: Wheat 




Start 


18121 




End 


18546 




GI 


none 




Score 


484 




Exons 


18121. .18546, 18122 


. .18541 








Seq. No. 


33673 




Seq. ID 


OJ000251_28.0218 


.C4 


Gene No. 


69795 




Strand 






Start 


21906 




End 


26827 




Name 


OJ000251 28. 0218. C4 . 


. o3 . ts 


Method 


TBLASTX: Soybean 




Start 


18200 




End 


18571 




GI 


none 




Score 


278 




Exons 


18200. .18571, 18217, 


. . 18360 








Seq. No. 


33673 




Seq. ID 


OJ000251_28.0218 


,C4 


Gene No. 


69795 




Strand 






Start 


21906 . " 




End 


26827 




Name 


OJ000251 28'. 0218. C4 . 


. o4 ..ts 


. " - Method 


TBLASTX: Soybean 




Start ' 


19319' 




End 


19885 




GI 


5666795 




Score 


68 




Exons 


19319. .19417, 19493, 


. .19630, 


19685. . 19885 




GI Descrip. 


4206306 2.0e-10 (AF049110) 


prpol [Zea mays] 




Seq. .No. 


33673 




Seq. ID 


OJ000251_28.0218 


.C4 


Gene No. 


69795 




Strand 






Start 


21906 




End 


26827 




Name 


OJ000251 28. 0218. C4 , 


.o9. tw 


Method 


TBLASTX: Wheat 




Start 


19633 




End 


19945 




GI 


none 




Score 


193 




Exons 


19633. .19809, 19646. 


. .19834, 


19685. . 19945 




Seq. No. 


33673 




Seq. ID 


OJ000251_28.0218 


.C4 



33739 




Gene No. 


69795 




Strand 








Start 


21906 




End 


26827 






Name 


OJ000251 28. 0218. C4 


. o4 . tm 


Method 


TBLASTX: 


Mai ze 




Start 


20138 




End 


20461 






GI 


none 




Score 


362 






Exons 


20138. .20461, 20167 


. .20448 










Seq. No. 


33673 




Seq. ID 


. OJ000251 


_28.021£ 


3.C4 


Gene No. 


69795 




Strand 








Start 


21906 




End 


26827 






Name 


OJ000251 28. 0218. C4 


. o4 . tw 


Method 


TBLASTX: 


Wheat 




Start 


20275 




End 


20656 






GI 


none 




Score 


375 






Exons 


20275. .20331, 20276 


. .20656, 


20279. .20530, 20377 


. .20625 




Seq. No. 


33673 




Seq. ID 


OJ000251 


_28.021E 


S.C4 


Gene No. 


69795 




Strand 








Start 


21906 




End 


26827 






Name 


OJ000251 28. 0218. C4 


. 08 . tw 


Method 


TBLASTX: 


Wheat 




Start 


20657 




End 


21259 






GI 


none 




Score 


261 






..Exons. v ._. 


.,,20657 .,.,2.094 .1,; .20,6.62 


. ..20.94,0, . 


_ 2,1 133,- ,.,2-12.5 2.., .___2 1 134. 


.. r _.,2.12.5SL 




Seq.- No. " - 


' 33673 ' ■ 




• -Seq. -TD- 


OJ000251 


_28v021-e 




Gene No. 


69795 




Strand 








Start 


21906 




End 


26827 






Name 


OJ000251 28. 0218. C4 


.olO.tm 


Method 


TBLASTX : i 


Maize 




Start 


21128 




End 


21268 






GI 


none 




Score 


190 






Exons 


21128. .21268, 21133, 


. .21267 










Seq. No. 


33673 




Seq. ID 


OJ000251 


_28.0218 


I.C4 


Gene No. 


697 95 




Strand 








Start 


21906 




End 


26827 






Name 


OJ000251 28. 0218. C4, 


. o3 . gs 


Method 


GENS CAN 






Start 


21906 




End 


25144 






GI 


none 




Score 


. 96 






Exons 


21906. .23328, 23515. 


. .23784, 


23883. .25144 






Seq. No. 


33673 




Seq. ID 


OJ000251 


28 . 0218 


.C4 


Gene No. 


69795 




. Strand 








otart 


21906 




End 


26827 






Name 


OJ000251 28.0218.C4. 


, o.4 .-np 


Method 


AAT/NAP 






Start 


21909 




' End 


25144 " 






GI 


5803259 




Score 


4390 






Exons 


21909. .23784, 23883. 


, .25144 










GI Descrip. 


(AP000399) hypothetical protein [Oryza 


sativa] 






Seq. No. 


33673 




Seq. ID 


OJ000251_ 


_28.0218 


.C4 


Gene No. 


69795 




Strand 








Start 


21906 




End 


26827 






Name 


OJ000251 28. 0218. C4. 


o5 . np 


Method 


AAT/NAP 






Start 


24935 




End 


26827 






GI 


5922623 




Score 


246 ■ 






Exons 


24yjJ5. .24963, 25982 . 


.26057, 


26225. .26372, 26747 


. .26827 





GI Descrip. (AP000492) hypothetical protein [Oryza sativa] 

gi I 601 6856 | db j | BAA851 99 . 1 | (AP000570) hypothetical protein 

33740 



[Oryza sativa] 



Seq. No. 33673 

Gene No. 69795 

Start 21906 

Name OJ000251_28 . 0218 . C4 . o4 . gs 

Start 25689 

GI none 
Exons 



Seq. ID OJ000251_28.0218.C4 
Strand 

End 26827 

Method GEN SCAN 

End 26130 

Score .74 



25689. .25821, 25982 26057 , 26076.. 26130 



Seq. No. 


33673 








Seq. ID 


OJ000251_28.0218 


Gene No. 


69796 








Strand 




Start 


28987 








End 


32729 


Name 


OJ0002 


51 28. 0218. C4. 


ol . tc 


Method 


TBLASTX: Cress 


Start 


28987 








End 


32723 


GI 


none 








Score 


126 


Exons 


28987. 


.29127, 


29715. 


.29786, 


29715. .29786, 29726 29788, 




29877. 


.29987, 


29877. 


.29984, 


29882. .29974, 30048. .30140, 




30050. 


.30139, 


30960.. 


.31052, 


31193. .31303, 31206. .31307, 




31399. 


.31536, 


31401. 


.31529, 


31565. .31756, 31 601 .. 31759, 




31640. 


.31759, 


32435. 


.32524, 


32435. .32524, 32438 .. 32524 , 




.3.24 5.2.. 


. 3 25 29., . 


.32.64.0. 


:V 32678 : ,, 


3.2.6.4. 0-.„. 3 2 7 2 0 ^ _ 3 2 6 4 0 .... 3 2 7 2.3 ,„ 






..327.22,. 










Seq. No. 


33673 








Seq. ID 


OJ000251_28.0218 


Gene No. 


69796 








Strand 




Start 


28987 








End 


32729 


Name 


OJ0002 


51 28. 0218. C4. 


o2. ts 


Method 


TBLASTX : Soybean 


Start 


28987 








End 


32678 


GI 


none 








Score 


313 


Exons 


28987. 


.29202, 


28992. 


.29141, 


29330. .29416, 2 9724 2978 6, 




29726. 


.297.88, 


29877. 


.29975, 


29882. .29962, 31221. .31307, 




31601. 


.31759, 


32366. 


.32524, 


32640. .3267 


8 



Seq. No. 


33673 






Gene No. 


69796 






Start 


28987 






Name 


OJ0002 


51 28. 0218. C4. 


Start 


28996 






GI 


none 






Exons 


28996. 


.29097, 


28998. 




31203. 


.31307, 


31204 . 




31399. 


.31527, 


31400.' 




31598.' 


.31753, 


31604'. 




32455. 


.32532, 


32482. 




32642. 


.32728 





.29096, 
.31314, 
.31522, 
"31741, 
.32523, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

29134 

31216 

31401 

31609 

32614 



OJ000251 28. 0218. C4 



32729 

TBLASTX :Maize 
32729 
114 

29193, 31200. .31307, 
31311, 31396: .31521, 
31526, 31$-50. .31573, 
31761, 32438. .32500, 
32724, 32640. .32729, 



Seq. No. 33673 
Gene No. 697 96 

Start 28987 

Name OJ000251_28 . 0218 . C4 . o7 . tm 

Start 29330 
GI . none 
Exons 29330. 

29715 . 

29877, 



Seq. ID 

Strand 

End 

Method 
End 
Score 



OJ000251_28.0218.C4 
32729 

TBLASTX: Maize 



.29416, 29330. .29416, 29342. 
.29/tfb, 29715. .29786, 29733. 
.29984, 29880. .29993, 29882, 



30050. .30145, 30955. 



31052 




137 




29413, 29714. 


.29785, 


29771, 29877. 


.29987, 


29974, 30048. 


.30140, 


31048, 30959. 


.31051, 



33741 



30960. .31052 



Seq. No. 


33673 


Seq. ID 


OJ000251 


_28.0218 


.C4 


Gene No. 


69796 


Strand 








Start 


28987 


End 


32729 






Name 


OJ000251 28 .0218 .C4 .olO.tw 


Method 


TBLASTX: 


Wheat 




Start 


29757 ~ 


End 


32726 






GI 


none 


Score 


38 






Exons 


2 97 57.. 2 97 86, 29877.. 29984, 


32438. .32524, 32452 


. . 32523, 






32453. .32524, 32454 .. 32525, 


32640. .32726, 32642 


. .32725 




Seq. No. 


33674 


Seq. ID 


OJ000251 


28 0218 


. C5 


Gene No. 


69797 


Strand 


+ 






Start 


389 


End 


3097 






Name 


OJ000251 28 . 0218 .C5 . ol . gs 


Method 


GENSCAN 






Start 


389 ~ 


End 


3097 






GI 


none 


Score 


.92 






Exons 


389. .549, 2541. .2651, 2675.. 


3097 








Seq. No. 


33674 


Seq. ID 


OJ000251 


^28.0218 


.C5 


Gene No . 


69798. 


Strand 


+ 






Start. -.. ... 




^End^ v ^ : : 


.1212 A^^. 


■"■■' vr, "' r - ----- 




Name ^ 


. OJadd25L..ia..,0218..hX_o3^.gs 


Method,^. 


-£ENS.CAbL 






Start 


8747 - - ' • - 


End 


12124 - - 






GI 


none 


Score 


.82 






Exons 


8747. .9081, 10037. .10167, 10439 .. 104 89, 


10780. . 


10925, 






11166. .11276, 11888. .12124 










Seq. No. 


33674 


Seq. ID 


OJ000251 


28 0218 


. C5 


Gene No . 


69798 


Strand 


+ 






Start 


8747 


End 


12124 






Name 


OJ000251 28.0218.C5.ol.gp 


Method 


AAT/GAP 






Start 


11140 


End 


11426 






GI ■■: 


none 


Score 


223 






Exons 


11140. .11175, 11277. .11426 










Seq. No. 


33674 


Seq. ID 


OJ000251 


_28.0218 


.C5 


Gene No . 


69799 


Strand 








Start 


3831 


End 


6771 






Name 


OJ000251 28.0218.C5.o2.gs 


Method 


GENSCAN 






Start 


3831 


End 


6771 






GI 


none 


Score 


. 61 . 






Exons. 


3831. .395$, 4569. .4640/ 4700 


...4 882, "4-932. .4 954, 


.5636: .5709, 




. 6366. . 6540, 6693. ..677i . 










Seq. No. 


33674 


Seq. ID 


OJ000251_ 


_28.0218 


.C5 


Gene No . 


69800 


Strand 








Start 


11290 


End 


11426 






Name 


OJ000251 28.0218.C5.o2.gp 


Method 


AAT/GAP 






Start 


11290 


End 


11426 






GI 


none 


Score 


213 






Exons 


11290. .11426 










Seq. No. 


33674 


Seq. ID 


OJ000251_ 


_28.0218 


.C5 


Gene No. 


69801 


Strand 








Start 


13079 


End 


14058 






Name 


OJ000251 28.0218.C5.o4.gs 


Method 


GENSCAN 







33742 



Start 
GI 

Exons 



13079 * ' End 14058 

none Score .78 

13079. .13137, 13790. .13899, 14000.. 14058 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



33674 

69802 

18548 

OJ0002 

7288 

none 

7288. 

7335. 

7348. 

7474 . 

7489. 

7638. 

7722. 

7806. 

7895. 

8087. 



51 28.0218.C5.ol.tm 



7434, 
7433, 
7461, 
7596, 
7575, 
7787, 
7796, 
7925, 
7933, 
8128, 



7332. 
7337. 
7351. 
7479. 
7502. 
7639. 
7725. 
7806. 
7926. 
8126. 



7451, 
7420, 
7458, 
7580, 
7579, 
7776, 
7817, 
7883, 
8036, 
8245 



7332. 
7343. 
7351. 
7479. 
7629. 
7639. 
7725. 
7833. 
7974. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.7457, 7334 
.7465, 7346 
.7434, 7461 
.7583, 7480 
.7778, 7634 
.7782, 7643 
.7817, 7779 
.7925, 7852 
.8072, 8005 



OJ000251 28. 0218. C5 



19097 
TBLASTX : 
8245 
66 

7459, 
7450, 
7586, 
7596, 
7738, 
7744, 
7871, 
7938, 
8052, 



Maize 



7335. 
7347. 
7472. 
7483. 
7635. 
7645. 
7779. 
7852. 
8060. 



.7442, 
.7424, 
.7582, 
.7590, 
.7751, 
.7737, 
.7871, 
.7962, 
.8128, 



Seq. ,,No : . 


.. 33.6.7 4 . . ._ _ _ ... 


, : .__Seq,.. ID . 


..PJAO.02 5 1JLB 0.2 l,a..,C5^ 


Gene ..No . 


...69802., • 


,....,Stxaad... . 




Start 


' 18548 


•End 


19097 ' - 


Name 


OJ000251 28.0218.C5.o2.np 


Method 


AAT/NAP 


Start 


18548 


End 


19097 


GI 


6721559 


Score 


357 


Exons 


18548. .18676, 18706. .19097 






GI Descrip. 


(AP001073) hypothetical protein [Oryza 


sativa] 




gi| 6815084 | dbj 1 BAA90370.il 


(AP001081) 


hypothetical protein 




[Oryza sativa] 






Seq. No. 


33675 


Seq. ID 


OJ000251_28.0218.C6 


Gene No. 


69803 


Strand 


+ 


Start 


218 


End 


3579 


Name 


OJ000251 28.0218.C6.ol.gs . 


Method 


GENSCAN 


Start 


218 


End 


3579 


GI 


none 


Score 


.66 


Exons 


218. .300, 2720. .2888, 2900. 


.3115, 3211 


. .3579 


Seq. No. 


33675 


Seq. ID 


OJ000251_28.0218.C6 


Gene No. 


69804 


Strand 


+ 


Start . 


4724 ' 


■ End 


10205 


Name 


OJ000251 28.0218 .C6.ol.gp 


Method 


AAT/GAP r 


Start 


4697 


End 


5778 


GI 


uC-osrocyp015el0bl 


.Score 


859 


Exons 


4697. .4993, 5579. .5778 . 






GI Descrip. 


f 24 98731/sp|Q39172 | P1_ARATH 


3.0e-35 PROBABLE NADP-DEPENDENT 



Seq. No. 
Gene No. 
Start 
Name 
Start 



OXIDOREDUCTASE PI >gi_l 3620 13_pir S57611 zeta-crystallin 

homolog - Arabidopsis thaliana >gi_88 64 28_emb_CAA89838_ (Z49768) 
zeta-crystallin homologue [Arabidopsis thaliana] 1 



33675 Seq. ID 

69804 Strand 

4724 " End 

OJ000251_28. 0218 ,C6.o2 .gs Method 

4724 End 



OJ000251__28.0218.C6 
+ 

10205 

GENSCAN 

10205 



33743 



GI 

Exons 



none Score .51 

4724. .4993, 5579. .5756, 5902. .6459, 6907. .7030, 7473. .7655, 
8240. .8396, 8402. .8465, 8977. .9131, 10149. .10205 



Seq. No. 33675 Seq. ID OJ000251_28 . 0218 . C6 

Gene No. 69805 Strand + 

Start 12629 End 15011 

Name OJ000251_28 . 0218 .C6. o4 . gp Method AAT/GAP 

Start 12404 End 15011 

GI 530334 Score 2800 

Exons 12404. .12464, 

14535. .15011 

GI Descrip. 6297 92/pir || S47434 0.0e+00 cysteine proteinase - rice 

>gi_530335_emb_CAA56844_ (X80876) cysteine protease [Oryza 
sativa] >gi_57 61322_dbj_BAA834 72 . 1_ (AB004648) cysteine 
endopeptidase [Oryza sativa] 



12597. .13121, 13746. .13981, 14 236 .. 1437 6, 



Seq. No. 


33675 


Seq. ID 


OJ000251_28.0218 . 


C6 


Gene No . 


69805 


Strand 


+ 




Start 


12629 


End 


15011 




Name 


OJ000251 28.0218.C6.ol.np 


Method 


AAT/NAP 




.Start-..,... . 


.. 12 629..,, / 


,; v . : End,., 


.147.9.8. : 




.GI_. 


6297.92... ... 


„.-•_.„ Score 


....19.03 _ 




Exons 


12629. .13121,- 13746. .13981, 


14236. . 14376, 14535 .-. 14798 - 




GI Descrip. 


cysteine proteinase - rice 


gi|530335h 


Binb|CAA56844 | (X808 


76) 




cysteine protease [Oryza sativa] gi | 57 61322 | dbj | BAA83472 


:.H 




(AB004648) cysteine endopeptidase [Oryza sativa] 




Seq. No. 


33675 


Seq. ID 


OJ000251_28.0218. 


C6 


Gene No. 


69805 


Strand 


+ 




Start 


12629 


End 


15011 




Name 


OJ000251 28.0218.C6.o3.gs 


Method 


GENSCAN 




Start 


12629 


End 


14801 




GI 


none 


Score 


.92 




Exons 


12629. .13121, 13746. .13981, 


14236. . 14 37 6, 14 535. .14 801 




Seq. No. 


33675 


Seq. ID 


OJ000251_28.0218. 


C6 


Gene No. 


69806 


Strand 






Start 


6045 


End 


6669 




Name 


OJ000251 28.0218.C6.o2.gp 


Method 


AAT/GAP 




Start 


6045 


End 


6669 




GI 


50862 1.R1084 


Score 


1174 




Exons 


6045. .6669 








GI 'Descrip. ■ 


'24 98731/sp|Q39172 | PI . ARATH 


2.0e-4 9" PROBABLE NADP- DEPENDENT 



OXIDOREDUCTASE PI >gi_1362 01 3_pir S57611 zeta-crystallin 



homolog - Arabidopsis thaliana >gi_886428_emb_CAA89838_ 
zeta-crystallin homologue [Arabidopsis thaliana] ' 



(Z49768) 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



33675 
69807 
7526 

OJ000251_28.0218.C6.ol.tc 

4751 

none 

4751. .4888, 4883. .4963, 5591. 
5708. .5758, 5880. .6113, 5882. 
6102. .6488, 6116. . 6514 



Seq. ID OJ000251_28. 0218. C6 
Strand 

End 7814 
Method TBLASTX : Cress 
End 6514 
Score 55 

.5707, 5593. .5718, 5707. .5757, 
.6091, 5890.. 6120, 6019.. 6105, 



33744 



Seq. No. 33675 
Gene No. . 69807 
Start 7526 

Name OJ000251_28 . 0218 . C6 . ol . tm 

Start 4877 
GI none 

Exons 4877.. 4945, 5582.. 5701, 5593. 

5882. .6088, 5904. .6122, 5914. 
6122. .6280, 6267. .6488 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000251 28. 0218. C6 



7814 

TBLASTX: Maize 
6488 
80 

.5700, 5726. .5758, 5880. 
,6180, 6102.. 6275, 6116. 



6107, 
6274, 



Seq. No. 33675 

Gene No. 69807 

Start 7526 

Name OJ000251_28 . 0218 . C6 . ol . ts 

Start 5582 

GI none 

Exons 5582.. 5758, 5593.. 5757, 5649. 
6102. .6488, 6140. .6514 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.5765, 



OJ000251 28. 0218. C6 



7814 

TBLASTX : Soybean 
6514 
196 

5880. .6107, 5882. .6076, 



Seq. No. 33675 Seq. ID OJ000251_28 . 0218 . C6 

. Gene. ; No . r 698,0.7.. : . ..Strand iM w 

..Start™,... ~ ,__75.26_„ End, .7814. ... „ .... ,J„ 

Name ■ < ■ ' OJ000251__28 . 0218 . C6 . o3 . gp Method AAT/GAP 

Start 7526 End 7814 

GI uC-osflcypl62a08bl Score 501 

Exons . 7526.. 7814 

GI Descrip. 1 629792/pir | | S47434 0.0e+00 cysteine proteinase - rice 

>gi_530335_emb_CAA5684 4_ (X80876) cysteine protease [Oryza 
sativa] >gi_57 61322_dbj_BAA83472 . 1_ (AB004648) cysteine 
endopeptidase [Oryza sativa] 1 



Seq. No. 33675 

Gene No. 69808 

Start 12701 

Name OJ000251_28 . 0218 . C6 . o3 . tc 

Start 12701 

GI * none 

Exons 12701. .12787, 12824" 
12904. .12948, 13049 



Seq. ID 
Strand 
End 

Method 
End 
Score 

12889, 12834. .12890, 12896 
13108, 13051. .13104 



OJ000251 28. 0218. C6 



14807 

TBLASTX: Cress 
13108 
83 ■ 

12964, 



Seq.' No,. 3367 5. 

Gene No. '69808 ' * % 

Start 12701 

Name OJ000251_28 . 0218 . C6 . o2 . ts 

Start 12707 
GI none 

Exons 12707. .12787, 12712 .. 12786, 

128 96. .12 964, 13051. .13125, 

1374 5. . 13981, 14233. .14 37 6, 

14 534 .. 14 680, 14 535 .. 14 693, 



Seq. ID 
Strand . 
End 

Method ■ 

End 

Score 
12821. . 12886, 
13052. .13123, 
14247. .14375, 
14694. .14804, 



OJ000251 28. 0218. C6 



14807 

TBLASTX : Soybean 
14804 
94 

12883. .12960, 
13744. .13992, 
14522. .14680, 
14705. .14740 



Seq. No. 33675 Seq. ID 

Gene No. 69808 Strand 

Start 12701 End 

Name OJ000251_28 . 0218 . C6 . o2 . tm Method 

Start 12723 End 



OJ000251_28.0218.C6 
14807 

TBLASTX: Maize 
14770 



33745 




GI 


none 




Score 


64 






Exons 


12723. .12782, 12744 


. .12875, 


12759. . 12827, 12791 


. .12883, 






12890. .12961, 13043 


. .13123, 


13744. .13968, 13745 


. .13972, 






13841. .13972, 14247 


. .14306, 


14251. .14382, 14257 


. .14370, 






14534. .14599, 14535 


. .14597, 


14579. .14683, 14600 


. .14683, 






14601. .14702, 14700 


. .14756, 


14753. .14770 






Seq. No. 


33675 




Seq. ID 


OJ000251 


_28.0218 


.C6 


Gene No . 


C O O C\ o 

byb (Jo 




Strand 








Start 


12701 




End 


14807 






Name 


OJ000251 28. 0218. C6, 


. ol . tw 


Method 


TBLASTX : 1 


Wheat 




Start 


13043 




End 


13942 






GI 


none 




Score 


94 






Exons 


13043. .13123, 13744, 


. .13806, 


13745. .13942, 13841 


. .13942 




Seq. No. 


33675 




Seq. ID 


OJ000251 


_28.0218, 


,C6 


Gene No. 


69808 




Strand 








Start 


12701 




End 


14807 






Name 


OJ000251_28.0218.C6. 


. o2.tc 


Method 


TBLASTX : i 


Cress 




Start 


1 D "7 A A 

13/4 4 




End 


14807 






GI 


none 




Score 


324 






Exons..,,. .. 


.13744.... 13986,. .13745. 


. .13981,. 


.1424.7 1.4 3 0 P 0., —14 25.1 


... 14.37.6,__ 






... JL .4.251 .-.I.43-7_Q.,„.L4 3.1-6... 


~ 1.4.3.81.,.- 


..14 35.5..... 1.4 3.75., , .1.4 5 3.4. 


...1.4 5.9.6^ 






■ 14535. . 14606, 14609. 


, . 14677, 


14610., 14690, 14-697 


. . 14807,- 






14700. . 14795 












Seq. No. 


33676 




Seq. ID 


OJ000251_ 


_28.0218. 


,C8 


Gene No. 


69809 




Strand 








Start 


669 




End 


797 






Name 


OJ000251 28. 0218. C8 . 


ol . np 


Method 


AAT/NAP 






Start 


669 




End 


797 






GI 


6094106 




Score 


107 






Exons 


669. .797 












GI Descrip. 


MITOCHONDRIAL 60S RIBOSOMAL 


PROTEIN L2 








Seq. No. 


33677 




Seq. ID 


OJ000251_ 


_28.0218. 


,C9 


Gene No. 


69810 




Strand 










291 




End 


760 






Name 


OJ000251 28.0218.<i"9. 


oi . np 


Method 


AAT/NAP 






Start 


188 




End 


760 






GI 


5042454 




Score 


149 






Exons 


188. .295, 626. .760 












GI Descrip. 


(AC00778 9) ■putative 


polypr.otein [Oryza 


sativa] 


■ * * 




Seq. No. 


33677 




Seq. ID 


OJ000251_ 


_28.0218. 


C9 


Gene No. 


69810 




Strand 








Start 


291 




End 


760 






Name 


OJ000251 28. 0218. C9. 


ol . gs 


Method 


GENSCAN 






Start 


291 




^fnd 


707 






GI 


none 




Score 


. 64 






Exons 


291. .313, 626. .707 












Seq. No. 


- 33678 




Seq. ID 


OJ000251_ 


_24.0218. 


CI 


Gene No. 


69811 




Strand 


+ 






Start 


7602 




End 


10018 






Name 


OJ000251 24. 0218. CI. 


o2 . gs 


Method 


GENSCAN 






Start 


7602 




End 


10018 







33746 



GI 

Exons 

Seq. . No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none 

7602.. 7710, 9597.. 10018 



Score 



,98 



33678 Seq. ID 

69812 Strand 

10174 End 

OJ000251_24 .0218.Cl.o3.gs Method 

10174 End 

none Score 

10174 . .10408, 10556. .10606, 10759 .. 10926, 12819 .. 13202 , 
13354 . .13511 



OJ000251_24.0218.C1 
+ 

13546 
GENSCAN 
13511 
.52 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

..Seq.. T _Nq . 
...Gene..N.o -~ 

Start 

Name 

Start 

GI 

Exons 



33678 
69812 
10174 

OJ000251_24 .0218.Cl.ol.np 

10210 

6642638 



Seq. ID OJ000251_24.0218.C1 

Strand + 

End 13546 

Method AAT/NAP 

End 13546 

Score 604 



10210. .10408, 12819. .13348, 13391. .13546 

(AC012395) GTP cyclohydrolase I [Arabidopsis thaliana] 



,33678... ... wr; _...._.. ? z ^.,^. ,., ... % , r: , ..Seq.. ID 

^69813 J , .1 ^Strand . 

59 End 

OJ000251_24 .0218.Cl.ol.gp Method 

59 End 

3763746 Score 
59. .503 



OJ.Q.p 0251_ £ 2 4, v 0 2,1 8 ff5a CL 

6632 
AAT/GAP 
503 
796 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



33678 Seq. ID OJ000251_24 . 0218 . CI 

69813 Strand 

59 End 6632 

OJ000251_24 . 0218 . CI . ol . gs Method GENSCAN 

286 End 6632 

none Score .62 

286. .628, 1143. .1176, 1714. .1783, 1860. .1913, 2011. .2133, 

2284. .2365, 3253. .3377, 3467. .3490, 4191. .4360, 5046. .5107, 

5870. .6150, 6319. .6419, 6543.-6632 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



33678 
69813 
59 *• 

OJ000251_24 . 0218 .CI . o2.. tm 
548 



Seq. ID 
Strand 
End. 

_ Method 

End 
Score 

601, 548..622, 549. .623, 1711. 
.1913, 1865. .1915, 2008. .2136, 
.2406, 2299. .2367, 3251. .3379, 



OJ000251 24. 0218. CI 



,3542, 3660.. 3/734, 3670.. 3720, 3671.. .3727 



none 
548. . 
1860. , 
2284. . 
3465. , 

33678 
69813 
59 

OJ000251_24 .02 18. CI .ol.tc 

1711 

none 



6632 

TBLASTX: Maize 
.3734- 
87 

1785, 1721. .1786, 
2010. .2147, 2011. 
3252. .3380, 3464. 



2142, 
3493, 



Seq. ID OJ000251_24.0218.C1 
Strand 

End 6632 

Method TBLASTX : Cress 

End N 2142 

Score 69 



1711. .1782, 1862. .1915, 1863. .1913, 2003. .2134, 2010. .2135, 



33747 



2011. .2142 



Seq. No. 33678 Seq. ID _ 

Gene No. 69813 Strand 

Start 59 End 6632 

Name OJ000251_24 . 0218 . CI . o2 . gp Method AAT/GAP 

Start 1860 End 3299 

GI LIB3432-007-P1-K1-G4 Score 476 

Exons I860.. 1913, 2011.. 2133, 2284.. 2365, 3253.-3299 

GI Descrip. ' 629838/pir | | S43326 2.0e-09 tubulin beta-4 chain 
>gi_416145 (L10635) beta-4 tubulin [Zea mays] 1 



OJ000251 24. 0218. CI 



maize 



Seq. No. 


33678 








Gene No. 


69813 








Start 


59 








Name 


OJ000251 24 


. 0218 . 


CI . ol . 


tw 


Start 


1879 ~ ' 








GI 


none 








Exons 


1879 1914. 


1880 . 


. 1912, 


1884 . 




2021 . . 2131, 


2022 . 


.'2135, 


2285 . 




3249. .3302, 


3252. 


.3314 




Seq. No. 


L™33ii7 8— 








Gene No . 


69813 








Start 


59 








Name 


OJ000251 24 


. 0218 . 


CI . o2 . 


tc 


Start 


3251 ~~ 








GI 


none 








Exons 


3251 . . 3379, 


3252 . 


. 3380, 


3271 . 




3682. .3717, 


3787. 


.3852, 


3811. 




4010. .4060, 


4190. 


. 4276, 


4191. 


Seq. No. 


33678 








Gene No. 


69813 








Start 


59 








Name 


OJ000251 24 


.0218. 


Cl.o3. 




Start 


3678 








GI 


3763745 








Exons 


3678. .3716, 


3810. 


.3927, 


4010. 


Seq. No. 


33678 








Gene No. 


69813 








Start 


, .'59 








Name 


OJ000251 24 


.0218"'. 


Cl.o3. 


tm 


Start 


- 3811 








GI 


none 








Exons 


3811. .3930, 


3821. 


.3928, 


4010. 




4190. .4297, 


4191. 


.4298, 


4416. 


Seq. No. 


33678 








Gene No. 


69813 








Start 


59 








Name 


OJ000251 24 


.0218. 


Cl.o2. 


ts 


Start 


4678 








GI 


none 








Exons 


4678. .4797, 


4727. 


.4798, 


4901. 




5047. .5103, 


5871. 


.5954, 


5875. 



Seq. ID OJ000251_24 .0218. CI 
Strand 

End 6632 

Method TBLASTX : Wheat 

End 3314 

Score 4 8 



-.Seq. :l.D ....OJ0003.5.1.-.2-4 . 02.1 8 . .CI. 

Strand - - - 

End 

Method 
End 
Score 



6632 

TBLASTX: Cress 

4277 

136 



.3393, 3467. .3490, 3468. .3497, 
.3930, 3812. .3925, 4010. .4054, 
.4277 

Seq. ID OJ000251_24.0218.C1 
Strand 

End 6632 
Method AAT/GAP 
End 4271 
Score 4 61 



Seq. ID 
Strand 
End " 
Method 
End 
Score 

,4060, 4010 
,4466, 4672 



OJ000251 24. 0218. CI 



6632- ' ' 
TBLASTX: 
4728 
146 

4060, 
4728 



Maize 



4020. .4061, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

4984, 4914 
5955, 5961 



OJ000251 24. 0218. CI 



6632 

TBLASTX: Soybean 
6005 
75 

4982, 5046. .5105, 
6005, 5965.. 5997 



33748 



Seq. No. 33678 
Gene No. 69813 
Start 59 

Name OJ000251_24 . 0218 . CI . o5 . tm 

Start 4911 
GI none 

Exons 4911.. 4982, 4913.. 4984, 4915. 

5047.. 5106, 5860. .5988, 5866. 
5972. .6007 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000251 24. 0218. CI 



6632 

TBLASTX: Maize 
6020 
113 

4983, 4979.. 5104, 5046. 
6000, 5868. .6020, 5868. 



,5105, 
,6005, 



Seq. No. 33678 

Gene No. 69814 

Start 10005 

Name OJ000251_24 . 0218 . CI . o2 . tw 

Start 10005 

GI none 

Exons 10005. .10058, 10007 .. 10060, 10007 
10170. .10199, 10174. .10215, 10252 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000251 24. 0218. CI 



13511 

TBLASTX: Wheat 
10380 
56 

10060, 10162. .10206, 
10380, 10318. .10380 



Seq. No.. ' ... 33678 

Gene. No. ,...,..^69.814..... ,,,, , . . ,. 

-Start 10005. .... ,. . . 

Name OJ000251_24 . 0'218 . CI . o4 . tm 

Start 10258 
GI none 
Exons 10258. .10377, 13260 

13440. .13511, 13444 



13400, 13261 
13506 



Seq. ID OJ000251_24.0218.C1 
...Strand _ , . .. ..^ 

/.End.-. ..,1, w ..1.35iL^I.---..,"_.!.l/ 1 

Method TBLASTX: Maize 
End 13511 
Score 65 

13416, 13262. .13417, 



Seq. No. 33678 
Gene No. 69814 
Start 10005 

Name OJ000251_24 . 0218 . CI . ol . ts 

Start 10270 
GI none 
Exons 10270. 

12947. 

13391. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000251 24. 0218. CI 



,10419, 12811. .12972, 12818. 
,13174, 13033. .13176, 13199. 
,13510, 13444. .13506 



13511 

TBLASTX : Soybean 
13510 
139 

13177, 12933,. . 13052,. 
13315, 13232. . 13312, 



Seq. No. 33678 

Gene No. 69814 

Start ' . 10005 

Name . . OJ000251_24 . 0218 . CI , ol . tm 

Start ' . '12868 

GI none 
Exons 



Seq. ID OJ000251_24.0218.C1 
Strand . . _ 

End , 
Method 
End 
Score 



13511 

TBLASTk : Maize 
132~59' - ; 
635 



12868. .13251, 12869 .. 13252 , 12924.. 13259 



Seq. No. 33679 Seq. ID 

Gene No., 69815 Strand 

Start 2244 End 

Name OJ000251_24 . 0218 . C2 . ol . gs Method 

Start 2244 End 

GI none Score 

Exons 2244.. 2606, 2647.. 2760 



OJ000251_24.0218.C2 
+ 

2912 
GENSCAN 
2760 
. 98 



Seq. No. 
Gene No, 



33679 
69815 



Seq. ID OJ000251_24 . 0218.C2 
Strand + 



33749 



Start 2244 End 2912 

Name . OJ000251_24 . 0218 . C2 . ol . np Method AAT/NAP 

Start - 2244 End 2912 

GI 120229- Score 450 

Exons 2244.. 2630, 2861.. 2912 

GI Descrip. NARINGENIN, 2-OXOGLUTARATE 3-DIOXYGENASE 

(FLAVONONE-3-HYDROXYLASE) ( F3H) (FHT) gi | 100600 | pir | IS14647 
naringenin 3-dioxygenase (EC 1.14.11.9) - barley 
. gi | 18 976 I emb | CAA4114 6 | (X58138) flavanone 3-dioxygenase [Hordeum 
vulgare] 



Seq. No. 33679 Seq. ID 

Gene No. 69816 Strand 

Start 197 End 

Name OJ000251_24 . 0218 . C2 . ol . gp Method 

Start 197 End 

GI none Score 

Exons 197.. 392 



OJ000251_24 .0218.C2 
392 

AAT/GAP 

392 

339 



OJ000251. 24 .0218. C2 



Seq. No. 33679 Seq. ID 

Gene No. 69817 Strand 

Start. .22.68 ._.. T _ 4 . End.. . „_ 

Name .OJQ.0O251 :1J 24^0.Zia..ci ,.o.l . t.c .Method- 
Start 2268 . End 
GI none ' Score 
Exons 2268.. 2396, 2306.. 2377, 2316.. 2393, 2409.. 2606, 2436 
2543. .2608 



2 60.8 __ ____ . 

TBLAS.TX.LCres.s_.„ 

2608 

138 



,2606, 



Seq. No. 


33679 






Seq. ID 


OJ000251_24.0218 


.C2 


Gene No. 


69817 






Strand 






Start 


2268 






End 


2608 




Name 


OJ000251 24 


.0218.C2.ol 


.tm 


Method 


TBLASTX: Maize 




Start 


2277 






End 


2516 




GI 


none 






Score 


259 




Exons 


2277. .2516, 


2285. .2455 


, 2313. 


.2516 






Seq. No. 


33679 






Seq. ID 


OJ000251_24.0218 


.C2 


Gene No. 


69817 






Strand 






Start 


2268 






End 


2608 




Name 


OJ000251 24 


.0218.C2.ol 


.ts 


Method 


TBLASTX : Soybean 




Start 


2280 






End 


.2606 




GI. 


none 


2309, .'2377 




Score 


148 




Exons 


2280.'. 2396,. 


,^ 2436". 


.2606, 2436.'. 2606 ^ " 




Seq. No. 


33680 






Seq. ID 


OJ000251_24 . 0218 


.C3 


Gene No. 


69818 






Strand 


+ 




Start 


477 






End 


1357 




Name 


OJ000251 24 


0218.C3.ol 


.gs 


Method 


GENSCAN 




Start 


477 






End 


1357 




GI 


none 






Score 


.69 




Exons 


477.. 938, 9i 


33. . 1357 











Seq. No. 33680 Seq. ID 

Gene No. 69818 Strand 

Start 477 End 

Name OJ000251_24 . 02 18 . C3 . ol . np Method 

Start 4 91 End 



OJ000251_24.0218.C3 
+ 

1357 

AAT/NAP 

1321 



33750 



GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Naine 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



S.eq ... -No- 
Gene No. 
Start 
Name 
Start 
GI 

Exons 



467996 Score 991 

491. .938, 1016. .1321 

(U04434) flavanone 3-beta-hydroxylase [Zea mays] 



33680 
69819 
5639 

OJ000251_24 .0218.C3.o2 .np 
5639 
3096944 
5639. . 6114 

(AL023094) putative protein [Arabidopsis thaliana] 



Seq. ID OJ000251_24 .0218.C3 

Strand + 

End 6114 

Method AAT/NAP 

End 6114 

Score 186 



33680 
69820 
8723 

OJ000251_24 .0218.C3.ol.ts 

485 

none 



Seq. ID OJ000251_24 .0218.C3 
Strand 

End 9094 

Method TBLASTX : Soybean 

End 1207 

Score 655 



485. .937, 486.-938, 1007. .1084, 1012. .1107, 1016. .1207, 
1018.. 1125 



■-..33.6.8.0. 

69820- ■ - ■ . 

8723 

OJ000251_24 .0218 .C3.ol.tc 
486 
none 



~. .Seq I.a„.0 J.OJ0.p25.1 = 2A fc .Q24J8-£:3- s -.- 

Strand - ■■ 
End 9094 
Method TBLASTX : Cress 
End 1216 
Score 664 

486. .938, 498. .563, 509. .931, 615. .938, 1007. .1078, 1016. .120 
1018.. 1182, 1151.. 1216 



Seq. No. 


33680 






Seq. ID 


OJ000251_24.0218 


.C3 


Gene No. 


69820 






Strand 






Start 


8723 






End 


9094 




Name 


OJ000251 24. 0218. C3 


.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


581 






End 


917 




GI 


none 






Score 


66 




Exons 


581. .691, 590. .916, 


591 


. .917 








Seq. No. 


33680 






Seq. ID 


OJ000251_24.0218 


.C3 


Gene No. 


69820- 






Strand 






Start . 


8723 






End 


9094 




Name' 


OJ000251 ; '24.0218.C3 


ol. 


tw 


Method 


TBLASTX : Wheat , 




Start " 


' ""'606 






End * 


938 




GI 


none 






Score 


424 




Exons 


606. .938, 608. .931 












Seq, No. 


33680 






Seq. ID 


OJ000251_24.0218 


.C3 


Gene No. 


69820 






Strand 






Start 


8723 






End 


9094 




Name 


OJ000251 24. 0218. C3 . 


o3. 


gs 


Method 


GENSCAN 




Start 


8723 






End 


9094 




GI 


none 






Score 


. 81 




Exons 


8723. .8912, 9018. .9094 










Seq. No. 


33681 






Seq. ID 


OJ000251_24.0218 


.C4 


Gene No. 


69821 






Strand 


+ 





33751 



Start 
Name 
Start 
GI 

Exons 



4 6 End - 262 

OJ000251_24 . 0218 . C4 . ol . gs Method GENSCAN 

46 End 262 

none Score .89 
46. .262 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

JGI_, ; De scrip. 

Seq. No.- 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



33681 
69822 
5164 

OJ000251_24 .0218.C4 .o3.gs 

5164 

none 



Seq. ID OJ000251 24. 0218. C4 



Strand 
End 

Method 

End 

Score 



+ 

8303 
GENSCAN 
8303 
.44 



5164. .5212, 6035. .6241, 6268. .6399, 7438. .7531, 8039. .8303 



Seq. ID OJ000251_24 .0218.C4 
Strand + 



33681 
69823 
10941 

OJ000251_24 .0218 .C4 .ol.np 
10941 
3096944 
10941. .11366 

. , ( AL 0 2. 3 0 .9^4 . ) __ p u t ajt _i v e^_. p r o t e.i n . [Arab id op. s i s . J; ha 1 i a n au] _ _ 



End 

Method 

End 

Score 



16632 
AAT/NAP 
11366 
218 



33681- • 

69823 

10941 

OJ000251_24.0218.C4 .o4 .gs 

10941 

none 



Seq.- ID OJ000251_24-.0218.-C4- 

Strand . + 

End 16632 

Method GENSCAN 

End 16632 

Score . 7 



10941. . 11368, 12337. .12428, 13020 .. 1314 6, 134 34 .. 13566, 
14803. .14906, 14 990 .. 151 96, 15283 .. 15390, 16401. .16632 



OJ000251_24.0218.C4 
+ 



33681 Seq. ID 

69823 Strand 
10941 End 16632 

OJ0002 5 1_2 4 .0218 ,C4 ,o2.np Method AAT/NAP 

14995 End 16626 

6321942 Score 415 

14995. .15131, 15283. .15390, 16037 161 11 , 16401. .16626 
ribosomal protein {weak similarity) ; Imp3p 
gi|418596|sp|P32899|IMP3_YEAST U3 SMALL NUCLEOLAR 
RIBONUCLEOPROTEIN PROTEIN I(JP3 gi | 485540 | pir | | S33911 
hypothetical 'protein YHR148v\r - yeast' (Saccharomyces cerevisiae) 
gi|4014 |emb|CAA4 9237| (X69480) uORfT [Saccharomyces cerevisiae] 
gi 1 500654 (U10397) Yhrl48wp [Saccharomyces cerevisiae] 



33681 
69824 
813 

OJ000251_24 .0218 .C4 .o2.gs 

813 

none 

813. .872, 1495. . 1617 

33681 
69825 
16891 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 



OJ000251_24.0218.C4 

1617 . 
GENSCAN 
1617 
. 94 



OJ000251 24. 0218. C4 



18594 



33752 



Name 


OJ000251 24. 0218. C4 


. o2 . ts 


Method 


TBLASTX : 


Soybean 


Start 


10952 




End 


11287 




GI 


none 




Score 


135 - 




Exons 


10952 . . 10990, 11060 


.11161, 


11061. .11162, 11180 


. . 11287, 




11181. .11285 










Seq. No. 


33681 




Seq. ID 


OJ000251 


24 . 0218 


Gene No. 


69825 




Strand 






Start 


16891 




End 


18594 




Name 


OJ000251 24. 0218. C4 


o2 . tm 


Method 


TBLASTX: 


Mai ze 


Start 


14991 




End 


15394 




GI 


none 




Score 


74 




Exons 


14991 . . 15065, 14991 , 


. 15095, 


14995. . 15135, 15281 


. . 15391, 




15282. .15392, 15283. 


. 15393, 


15284 . . 15394 




Seq. No. 


33681 




Seq. ID 


OJ000251 


_24 .0218 


Gene No. 


69825 




Strand 






Start 


16891 




End 


18594 




Name 


OJ000251 24. 0218. C4. 


ol.ts 


Method 


TBLASTX : 


Soybean 


Start 


14998 




End 


16626 




GI 


none 




Score 


173 




..Exons. 


r- 1 .4.9. 9 8..J-....15.1 3 5 1 5.2.8 1 


..1,5 3.9,1. ,. v 


.,15 28 3... ^. 15 3 9 0 : ,. _,16.0 18 


^..16088^ 




. . Jli. Jj. 6 18 A.ll £ 62.6VI-1-63.9.5.'. 


-"..L6.6.25.:Z 






Seq. No. 


33681 




Seq. ID 


OJ000251 


24 . 0218 


Gene No . 


69825 




Strand 






Start 


16891 




End 


18594 




Name 


OJ000251 24. 0218. C4. 


ol . tw 


Method 


TBLASTX: 


Wheat 


Start 


15287 




End 


16651 




GI 


none 




Score 


155 




Exons 


15287. .15391, 15289. 


. 15393, 


15295. .15393, 15296 


. . 15403, 




16036. .16107, 16038 . 


.16088, 


16038. .16112, 16389 


. . 16625, 




16393. .16638, 16398. 


.16637, 


16400. .16651 




Seq. No. 


33681 




Seq. ID 


OJ000251 


24 . 0218 


Gene No. 


69825 




Strand 






Start 


16891 




End 


18594 




Name 


OJ000251 24. 0218. C4. 


ol . tm 


Method 


TBLASTX: 


^ai ze 


Start 


16053- 




End 


16662 




GI 


none 




Score 


82 




Exons 


16053. . 16112, 16054. 


.16113, 


16389. . 16595, 16393 


. 16662, 




16395. . 16649, 16397. 


.16654 


• 






Seq. No. 


^ '33681 ' 




* 

. Seq. ID 


0 JO 0*0 251 


_24 .0218 


Gene No. 


69825 




Strand 






Start 


16891 




End 


18594 




Name 


OJ000251 24. 0218. C4. 


o5 . gs 


Method 


GENSCAN 




Start 


16891 ~ 




End 


18544 




GI 


none 




Score 


.47 




Exons 


16891 . . 17087, 17444 . 


. 17577, 


18486. . 18544 




Seq. No. 


33681 




Seq. ID 


OJ000251_ 


_24 .0218 


Gene No. 


69825 




Strand 






Start 


16891 




End 


18594 




Name 


OJ000251 24. 0218. C4 . 


ol . gp 


Method 


AAT/GAP 




Start 


17183 




End 


18594 




GI 


4969101 




Score 


891 





33753 



Exons 17183. . 17577, 18486.. 18594 



Seq. No. 


33681 Seq. ID 


OJ000251_24.0218 


.C4 


Gene No. 


69825 Strand 






Start 


16891 End 


18594 




Name 


OJ000251 24.0218.C4.o3.np Method 


AAT/NAP 




Start 


17221 End 


18594 




GI 


6358777 Score 


67 




Exons 


17221. .1724 7, 18483. .18594 






GI Descrip. 


(AC011665) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


33682 Seq. ID 


OJ000251_24.0218 


C5 


Gene No. 


69826 Strand 


+ 




Start 


489 End 


581 




Name 


OJ000251 24.0218.C5.ol.gp Method 


AAT/GAP 




Start 


4 89 End 


581 




GI 


5867 1.R1084 ■ Score 


. 154 




Exons 


489. .581 






GI Descrip. 


' 464986/sp|P35132|UBC9_ARATH 5.0e-58 UBIQUITIN-CONJUGATING 



ENZYME E2-17 KD 9 ( UBIQUITIN-PROTEIN LIGASE 9) (UBIQUITIN 

CARRIER PROTEIN 9) (UBCAT4B) >gi_42 1857_pir S32674 

...... ubi quit in--protein ii.gase^. (EC . 6 .„3 . 2 . 19 ). .UBC9 , Arabi.dopsls_„ 

~ - - ~ .thaliana ->,gi^2^^^ J(..Z1 495.0 )!ubiqu 

enzyme homolog [Arabidopsis thaliana] >gi_349211 (L00639)- 
ubiquitin conjugating enzyme [Arabidopsis 1 



Seq. No. 33682 Seq. ID 

Gene No. 69827 Strand 

Start 511 End 

Name OJ000251_24 . 02 18 . C5 . o4 . gp Method 

Start 511 End 

GI LIB3431-004-P1-K1-G12 Score 

Exons 511.. 583 

GI Descrip. 1 4 680203/gb | AAD27566 . 1 | AF1 14 17 1_7 1.0e-39 (AF114171) TNP2-like 
protein [Sorghum bicolor] 1 



OJ000251_24.0218.C5 
+ 

583 

AAT/GAP 

583 

119 



OJ000251_24.0218.C5 
+ 

674 

AAT/GAP 

674 

152 



Seq. No. 33682 Seq. ID 

Gene No. 69828 Strand 

Start 584 End 

Name OJ000251_24 . 02 18 . C5 . o2 . gp Method 

Start 584 End 

GI 5867_1.R1084 ... Score 

Exons* ' -'584. ..674 *- * 

GI Descrip. * 4 64 986/sp fP35132 | UBC9_ARATH 5.*0e-58. UBIQUI.TIN-CONJUGATING 
ENZYME E2-17 KD 9 (UBIQUITIN-PROTEIN LIGASE 9) (UBIQUITIN 

CARRIER PROTEIN 9) (UBCAT4B) >gi_4 2 18 57__pir S32674 

ubiquitin — protein ligase (EC 6.3.2.19) UBC9 - Arabidopsis 
thaliana >gi_2 9788 4_emb_CAA7 871 4_ (Z14990) ubiquitin conjugating 
enzyme homolog [Arabidopsis thaliana] >gi_349211 (L00639) 
ubiquitin conjugating enzyme [Arabidopsis 1 



Seq. No. 33682 Seq. ID OJ000251_24 . 0218 . C5 

Gene No. 69829 Strand + 

Start 6403 End 16982 

Name OJ000251__24 . 0218 . C5 . o2 . np Method AAT/NAP 

Start 6391 End 8576 

GI 4758064 Score 164 



33754 




Exons 6391.. 6544, 6624.. 6686, 6890.. 7071, 8561.. 8576 

GI Descrip. 33 kDa transcriptional co-activator gi 12736290 (AF031383) hMed7 





[Homo saDiensl ai 14990890 


( AF1 04 9S1 \ 


transcriptional 






co-activator CRSP33 [Homo 


sapiens] 








Seq. No. 


33682 


Seq. ID 


OJ000251_ 


_24.0218 


.C5 


Gene No 


69829 


Strand 


+ 






Start 


6403 


End 


16982 






Name 


OJ000251 24 .0218.C5.o2.gs 


Method 


GENSCAN 






Start 


6403 


End 


16982 






GI 


none 


Score 


.77 






Exon *5 

J-J *k Nw/ I 1 O 


6403.. 6540, 6623.. 6692, 6890.. 6990, 7142.. 7215, 


9196. .9240 




9296. .9334, 9818. .10319, 10907. .10949 


, 11584. .11841, 






12564. .12934, 13010.. 13159 


, 13274. .13468, 13801 


.13875, 






13969. .14035, 14 106 14 381 , 14458 .. 15247, 15340 


• 1 J J JO; 






15949 16034. 16417 16427 


, 16857.. 16982 






Sea No 


33682 


c prr t n 


\JO KJ U U c. D X 


94 n?i r 


ft: 




69829 


Strand 


+ 






Start 


6403 


End 


16982 






Name 


OJ000251 24 . 0218 . C5 . o7 . gp 


Method 


AAT/GAP 






Start 


_ 14237 T ... 


,End,, r ,,. 


_ 15.007.,... _ 






.GX-,: 


none 


Score 


_ .1111 .... 






Exons- - 


14237 14381- 14458 1 S007 










Sea No 


33682 






O/i 091 ft 




ripnp No 


69829 


Strand 


+ 






Start 


6403 


End 


16982 






Name 


OJ000251 24 . 0218 . C5 . 08 . gp 


Method 


AAT/GAP 






Start 


15195 — 


End 


15722 






GI 


none 


Score 


840 






Exons 


15195 15247 15340 15722 










Seq. No. 


33682 
»j ^ u <j 


Seq. ID 


OJ000251_ 


94 091 ft 

^.1 . VJ X o 




Gpnp No 


69829 


Strand 


+ 






Start 


6403 


End 


16982 






Name 


OJ000251 24.0218.C5.o9.gp 


Method 


AAT/GAP 






Start 


15777 


End 


16367 






GI 


2798312 


Score 


1082 






Exons 


15777. . 16367 










Seq. No. 


33682 


Seq. ID 


OJ000251_ 


24 .0218 


.C5 




69830 ' 


• .^.Strand- 


+ 






Start*. 


22905 . 


End * 


23259 






Name 


OJ000251 24.0218.C5.o4.gs 


Method 


GENSCAN 






Start 


22905 


End 


23259 






GI 


none 


Score 


.81 






Exons 


22905. .22916, 23116.. 23259 










Seq. No. 


33682 


Seq. ID 


OJ000251_ 


24 .0218 


.C5 


Gene No. 


69831 


Strand 


+ 






Start 


24891 


End 


26036 






Name 


OJ000251 24.0218.C5.o5.gs 


Method 


GENSCAN 






Start 


24891 


End 


26036 






GI 


none 


Score 


.96 






Exons 


24891. .24932, 25845.. 26036 











33755 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



33682 Seq. ID OJ000251_24 . 0218 . C5 

69832 Strand 

1460 End 5840 

OJ000251_24 . 0218 . C5 . o5 . gp Method AAT/GAP 

1162 End 1704 

27605_1.R1084 Score 836 

1162. .1531, 1627. .1704 

'2351374 6.0e-17 (U54560) putative 26S proteasome subunit 
athMOV34 [Arabidopsis thaliana] 1 



33682 Seq. ID 

69832 Strand 

1460 End 

OJ000251_24 .0218.C5.ol.gs Method 

14 60 End 

none Score 

1460.. 1531, 1627.. 1712, 18 13-.-. 1870 , 2450 

2928.-. 3003, 3092. .3188, 3941. .4037, 4106 

4568. .5126, 5596. .5725, 5749. .5840 



OJ000251 24. 0218. C5 



5840 
GENSCAN 
5840 
.57 

2572, 2659, 
4223, 4429. 



,2717, 
,4538, 



Seq. No. 

.Gene..Np,. Ti _. 
Lstart.„I-..l_ 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

G.I 

Exons 



33682 

. 69832.. _.. .... .. .... 

_.L4.6.0-.„ . „ ... 

OJ000251_24 .0218 .C5.ol.np 

1469 

6919944 

1469. .1531, 

2928. .3003, 



Seq. ID OJ000251_24.0218.C5 

. S t r and...^ f „ -. v 

„EncL .. _58 AQ.J.LS.^'—. 

Method AAT/NAP - 

End 4615 
Score 1186 

.1870, 2450. .2572, 2659. .2717, 
.4022, 4106.. 4198, 4'429..4615 
PROBABLE 2 6S PROTEASOME REGULATORY SUBUNIT S12 (MOV34 PROTEIN) 
gi | 2351374 (U54560) putative 26S proteasome subunit athMOV34 
[Arabidopsis thaliana] 



1627. .1712, 1813. 
3092. .3188, 3941. 



33682 Seq. ID 

69832 Strand 
14 60 End 
OJ000251_24.0218.C5.o6.gp Method 
3982 End 
61115_1.R1084 Score 
3982. .4022, 4106. .4198, 4429. .4761 

'2351374 2.0e-38 (U54560) putative 26S proteasome subunit 
athMOV34 [Arabidopsis thaliana] 1 



OJ000251_24.0218.C5 

5840 
AAT/GAP 
4761 
834 



33682 . * ' •* - . Seq. .. -ID 

'69833 . .* Strand 

16821 End 
OJ000251_24 . 0218 .C5.ol0.gp Method 

16821 End 

none Score 
16821.. 17271 



OJ000251_24.C52i8.C5 

17271 
AAT/GAP 
17271 
890 



Seq. No. 33682 

Gene No. 69834 

Start 17849 

Name OJ000251__24 . 0218 . C5 . oil . gp 

Start 17821 

GI 53279_1.R1084 
Exons 



Seq. ID OJ000251_24 .0218.C5 
Strand 

End 21870 

Method AAT/GAP 

End 18 62 9 

Score 986 



17821. .18234, 18322. .1837 8, 18581. .18 629 



33756 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1 24 97 953/ sp | Q39054 | CNX1_ARATH 2.0e-41 MOLYBDOPTERIN BIOSYNTHESIS 
CNX1 PROTEIN (MOLYBDENUM COFACTOR BIOSYNTHESIS ENZYME CNX1) 
>gi__1263314 (L47323) molybdenum cofactor biosynthesis enzyme 
[Arabidopsis thaliana] >gi_44 69123_emb_CAB38312_ (AJ236870) 
molybdenum cofactor biosynthesis enzyme [Arabidopsis thaliana] ' 



33682 
69834 
17849 

OJ000251_24 .0218.C5.o3.gs 
17849 
none 
17849. 
19355. 
20666. 
21697. 



Seq. ID OJ000251_24.0218.C5 
Strand 

End 21870 
Method GENSCAN 
End 21861 
Score .93 

.18081, 18144. .18234, 18581 .. 18687, 18783 .. 18 940, 
.19678, 19759. .19863, 19965 .. 20152, 20355 .. 20582 , 
.20712, 20750. .20933, 21323 .. 2 14 17 , 214 89 .. 21 615, 
.21861 



Seq. No. 
Gene No. 
Start 
Name 
Starts . t 

_GI-~ 

Exons- ,■ 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start " 
GI 

Exons 

GI Descrip. 



Seq. ID 
Strand 

End 21870 
Method AAT/NAP 
,.....End.... r; ...._217?_4.^.. 

Score... . _ -17.51 

18581. .18687, 18783 
19759. .19863, 19965 
20832. .20933, 



OJ000251 24. 0218. C5 



33682 ' 
69834 
17849 

OJ000251_24 .0218.C5.o5.np 

. 180.28 .„ , ^ 

.2.4 9.7.953____ _ ... 

18028... 18234, 18322; . 18378 , 

19355. .1942.5, 1 9456 19678 , 

20355. .20582, 20666 2074 9, 

21489. .21615, 21697. .21794 

MOLYBDOPTERIN BIOSYNTHESIS CNX1 PROTEIN (MOLYBDENUM COFACTOR 
BIOSYNTHESIS ENZYME CNX1) gi | 1263314 (L47323) molybdenum 
cofactor biosynthesis enzyme [Arabidopsis thaliana] 
gi|4469123|emb|CAB38312| (AJ236870) molybdenum cofactor 
biosynthesis enzyme [Arabidopsis thaliana] 



.18940,- 
.20152, 
21287. .21417, 



33682 
69834 
17849 

OJ000251_24 .0218.C5:ol2.gp 

19643 

5803404 



OJ000251 24. 0218. C5 



Seq. ID 
Strand 

End 21.870 
Method AAT/GAP 
End 20051 
Score 404 
19643. .19678, 19759 .. 198 63, 19965. .20051 

2497953/sp|Q39054 | CNX1_ARATH 4.0e-32 MOLYBDOPTERIN BIOSYNTHESIS 
CNX1 PROTEIN (MOLYBDENUM COFACTOR BIOSYNTHESIS ENZYME CNX1) ; ,„ 
>gi_1263314 { L4 732 3 ) ^molybdenum -cofactor biosynthesis enzyme 
[Arabidopsis thaliana] >gi_44 6912 3_emb_CAB 3831 2_ (AJ236870) 
molybdenum cofactor biosynthesis enzyme [Arabidopsis thaliana] 



OJ000251 24. 0218. C5 



33682 
69834 
17849 

OJ000251_24 .0218.C5.ol3.gp 
19744 
5803404 
19744. .19863, 19965. .20101 

2497953/sp|Q39054 |CNX1 ARATH 4.0e-32 MOLYBDOPTERIN BIOSYNTHESIS 
CNX1 PROTEIN (MOLYBDENUM COFACTOR BIOSYNTHESIS ENZYME CNX1 ) 
>gi_1263314 (L47323) molybdenum cofactor biosynthesis enzyme 
[Arabidopsis thaliana] >gi_44 69123_emb_CAB38312_ (AJ236870) 



Seq. ID 

Strand 

End 

Method 

End 

Score 



21870 
AAT/GAP 
20101 
457 



33757 



molybdenum cofactor biosynthesis enzyme [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



33682 
69834 
17849 

OJ000251_24 .0218 .C5.ol4 . gp 
21277 

32240 1.R1084 



OJ000251 24. 0218. C5 



Seq. ID 
Strand 

End 21870 
Method AAT/GAP 
End 21870 
_ Score 753 

21277. .21417, 21489 21615, 21697 21870. 

'2497953/ sp | Q3 9054 | CNX1_ARATH 2.0e-38 MOLYBDOPTERIN BIOSYNTHESIS 
CNX1 PROTEIN {MOLYBDENUM COFACTOR BIOSYNTHESIS ENZYME CNX1) 
>gi_1263314 (L47323) molybdenum cofactor biosynthesis enzyme 
[Arabidopsis thaliana] >gi_4 4 69123_emb_CAB38312_ (AJ236870) 
molybdenum cofactor biosynthesis enzyme [Arabidopsis thaliana] ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons.. 



33682 
69835 
24000 

OJ000251_24, 

1314 

none 
..1.314.. 
„13J.:L 

1624 . 

1814 . 

2450. 

2927. 

3934 . 

4430. 



0218.C5.o4.tm 



,. 13.52.,.. 
1418,- 
,1719,- 
,1873, 
2545, 
3004, 
4023, 
4591, 



1.315. 
.1.4 33. 
1624 . 
1815. 
2654. 
3046. 
3935. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000251 24. 0218. C5 



..1371 ,..,1316. 
. 1.53.4 ,.. ..1433.. 
. 1716,. 1628. 
.1886, 1815. 
.2725, 2654. 
.3189, 3088. 
.4024, 4093. 



32392 

TBLASTX: Maize 
4591 
71 

. .1 3 7 2., . . 1 3 5 2 . ...14 .0 8. 3 71 ..... 1.41.8.,. . 
..15.34.,.. .14.4 6....1.5..62:,„.„1.452. ...lili,. 
.1732, 1655.. 1732, 1807. .1872, 
.1886, 2442.. 2573, -2449.. 2577*, 
.2716, 2656.. 2721, 2923.. 3006, 
.3186, 3092. .3190, 3093. .3191, 
.4197, 4098. .4205, 4102. .4203, 



4431. .4589 



Seq. No. 33682 
Gene No. 69835 
Start 24000 

Name OJ000251_24 . 0218 . C5 . o2 . tc 

Start 1469 
GI none 

Exons 1469. .1534, 1479. .1529, 1624, 

1814. .1873, 1818. .1886, 2394, 
2654. .2725, 2656. .2721, 2923, 
3093. .3188, 3097. .3192, 3934. 
4093. .4203, 4098. .4205, 4102, 



Seq. ID OJ000251_24 .0218.C5 
Strand 

End 32392 
Method TBLASTX : Cress 
End 4591 
Score 81 

.1716, 1627. .1713, 1628. .1714, 
.2573, 2450. .2545, 2456.-2575, 
.3006, 2927.. 3004, 3092.. 3187, 
.4023, 3936.. 4022, 3944.. 4024, 
.4203, 4430. .4591, 4431. .4541 



Seq. ' No'. 33682 ■ 

Gene No. 69835 
Start 24000 

Name OJ000251_24 . 0218 . C5 . o3 . ts 

Start 1469 
GI none 
Exons 1469.. 1534, 

1814. . 1873, 

2656. .2721, 

3093. .3167 



1470. .1547, 1624. 
2448. .2573, 2450. 
2923. .3006, 2927. 



Seq. ID OJ000251_24.0218.C5 

Strand - 

End 32392 

Method TBLASTX : Soybean 

End 3167 

Score 65 

.1716, 1624. .1716, 1803. .1886, 
.2575, 2450. .2545, 2654.-2725, 
.3004, 2931. .3008, 3092.. 3166, 



Seq. No. 
Gene No. 
Start 
Name 



33682 
69835 
24000 

OJ000251 24, 



0218.C5.o2.tw 



Seq. ID 

Strand 

End 

Method 



OJ000251_24.0218.C5 
32392 

TBLASTX: Wheat 



33758 



Start 
GI 

Exons 



1656 

none 

1656. 

1814. 

2656. 

3092. 



1718, 1657. .1719, 1657. 



End 3121 
Score 7 3 

.1716, 1813. .1872, 1814. .1873, 



,1873, 2418. .2573, 2450. .2575, 2450. .2545, 2654. .2725, 



.2721, 2923. .3006, 2927. 
.3121 



.3004, 2928.. 3008, 3092.. 3121, 



Seq. No. 33682 

Gene No. 69835 

Start 24000 

Name OJ000251_24 . 0218 . C5 . o4 . ts 

Start 3970 

GI none 

Exons 3970.. 4023, 3971.. 4024, 4098, 
4431. .4541 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000251_24.0218.C5 
32392 

TBLASTX: Soybean 

4591 

80 



.4205, 4111. .4203, 4430. .4591, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

G.I 

,Exons 



33682 Seq. ID 

69835 Strand 
24000 End 
OJ000251_24 . 0218 . C5 . ol . tw Method 
3998 End 
none. ... . Score 



OJ000251_24.0218.C5 
32392 

TBLASTX: Wheat 
4725 

-50 _,_ ....„ _ 



..3998_._4 0.24.,... J3 998 ...,.4.02.1.,_10.0n....„4.Q23,..„.409Q . ..419.7, -.A0.98-. ..-4,2.0-S,, 
4102. .4203, -4430. .4591, 4431. .4589, 4696. .4725 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 



33682 
69835 
24000 

OJ000251_24 . 0218 . C5 . o3 . tm 
6384 
none 
6384 . 
6889. 
7141. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000251_24 .0218.C5 
32392 

TBLASTX: Maize 

7227 

39 



.6410, 6404. .6541, 6404. .6547, 6625. .6690, 6626. .6691, 
.7062, 6889. .7056, 6966. .7064, 7134. .7220, 7140. .7220, 
.7227, 7142. .7225 



33682 
69835 
24000 

OJ000251_24 .0218 .C5.o2.ts 

6418 

none 

6418. .6546, 6445. .6555, 6622'. 
696*6 . .7 064, -.714 1... 7 197 , .7142. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000251 24. 0218. C5 



32392 

TBLASTX: Soybean 
7198 
67 

6684, 6623.. 6691, 6883. .7062, 
7198 



33682 
69835 
24000 

OJ000251_24 . 0218 . C5 . o5 . tm 
13391 
none 

13391. .13468, 13783 .. 13878 , 13784 
13956. . 14021, 13957. .14040, 13957 
14091. . 14201, 14107. .14202, 14204 
14233. . 14301, 14321. .14365 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000251_24 .0218.C5 
32392 

TBLASTX: Maize 

14365 

94 



,13876, 13798. . 13878, 
,14022, 14069. .14197, 
,14281, 14217. .14288, 



33682 
69835 



Seq. ID OJ000251_24.0218.C5 
Strand 



33759 



Start 


24000 








End 32392 






Name 


OJ000251 24. 0218. C5. 


06 . tm 


Method TBLASTX: 


Maize 




Start 


14857 








End 15042 






GI 


none 








Score 198 






Exons 


14857. 


.14892, 


14862. 


.15038, 


14885. .14995, 14929 


. . 15042 




Seq. No. 


33682 








Seq. ID OJ000251 


_24.0218 


C5 


Gene No. 


69835 








Strand 






Start 


24000 








End 32392 






Name 


OJ000251 24. 0218. C5. 


ol . tm 


Method TBLASTX : 


Maize 




Start 


18028 








End 20516 






GI 


none 








Score 281 






Exons 


18028. 


.18063, 


18043. 


. 18234, 


18044. .18235, 18311 


. .18376, 






18319. 


.18384, 


18322. 


.18381, 


18576. .18689, 18578 


. .18688, 






18580. 


.18738, 


18764. 


.18940, 


18767. .18943, 18768 


. .18941, 






18769. 


.18942, 


19356. 


.19475, 


19357 .. 19476, 19357 


. .19476, 






19466. 


.19525, 


19486. 


. 19521, 


19528. .19698, 19529 


. .19702, 






19537. 


.19728, 


19545. 


. 19700, 


19758. .19865, 19759 


. . 19866, 






19759. 


.19866, 


19761. 


. 19880, 


19964. .20155, 19965 


. ,20153, 






19973. 


.20155, 


20222. 


.20257, 


20343. .20516, 20355 


. .20513, 






20356. 


.20514 












..Seq ..._No... 


1_33£82'.-- 








I [Zseql . . I EL l o J.Q 0.6 251 


l2A.*0?lV. 


C5* 


Gene No . 


69835 








■ .Strand - - - 






Start 


24000 








End 32392 






Name 


OJ000251 24. 0218. C5. 


ol.tc 


Method TBLASTX: 


Cress 




Start 


18058 








End 21777 






GI 


none 








Score 183 






Exons 


18058. 


.18093, 


18097. 


. 18234, 


18098. .18235, 18311 


. .18376, 






18319. 


.18384, 


18576. 


. 18728, 


18578. .18688, 18767 


. .18946, 






18769. 


.18942, 


19292. 


.19420, 


19357 . . 19419, 19495 


. . 19698, 






19517. 


.19675, 


19537. 


.19680, 


19758. .19865, 19759 


. .19866, 






19973. 


.20083, 


19977. 


.20078, 


20006. .20083, 20111 


. .20155, 






20112. 


.20147, 


20343. 


.20585, 


20343. .20585, 20500 


. .20586, 






20663. 


.20755, 


20670. 


.20798, 


20827. .20934, 20829 


. .20933, 






21287. 


.21430, 


21481. 


.21621, 


21488. .21616, 21664 


. .21777 




Seq. No. 


33682 








Seq. ID OJ000251 


_24.0218. 


C5 


Gene No. 


69835 








Strand 






Start 


24000 








End 32392 






Name 


OJ000251 24. 0218. C5.. 


o2. tm 


Method TBLASTX.: Maize 




Start 


20886' 








* End 21868 






GI' 


none.' 


.'20933, 






Score ' ' . 64 






Exons 


20886. 


20886! 


.20933, 


21287. .21418, 21287 


. .21430', 






21481. 


.21621, 


21482. 


.21616, 


21493. .21618, 21664 


. .21777, 






21742. 


.21774, 


21806. 


.21868, 


21824. .21859 







Seq. No. 33682 

Gene No. 69835 

Start 24000 

Name OJ000251_24 . 0218 . C5 . ol . ts 

Start . 21368 

GI none 

Exons 21368. .21430, 214 8 1 . . 21 621 , 21488 .. 21616, 214 93 .. 21 618 , 
21697 . . 21777 



Seq. ID OJ000251_24.0218.C5 
Strand 

End 32392 

Method TBLASTX : Soybean 

End 21777 

Score 150 



Seq. No. 



33682 



Seq. ID OJ000251_24.0218.C5 



33760 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



69835 
24000 

OJ000251_24 .0218.C5.ol5.gp 
24000 

18722 1.R1084 



Strand 

End 32392 
Method AAT/GAP 
End 26802 
_ Score 857 

24000. .24199, 264 18 .. 26550, 26644. .26802 

1 24 97 953/sp | Q39054 | CNX1_ARATH 4 . Oe-32 MOLYBDOPTERIN BIOSYNTHESIS 
CNX1 PROTEIN {MOLYBDENUM COFACTOR BIOSYNTHESIS ENZYME CNX1) 
>gi_1263314 (L47323) molybdenum cofactor biosynthesis enzyme 
[Arabidopsis thaliana] >gi_4 4 69123_emb_CAB38312_ (AJ236870) 
molybdenum cofactor biosynthesis enzyme [Arabidopsis thaliana] ' 



Seq. No. 33682 Seq. ID 

Gene No. 69835 Strand 

Start 24000 End 

Name OJ000251_24 . 0218 . C5 . o3 . tw Method 

Start 26420 End 

GI none Score 
Exons 



OJ000251_24.0218.C5 
32392 

TBLASTX: Wheat 

26726 

41 



26420. .26455, 26421. 
26640. .26726, 26648, 



.26456, 26483. .26557, 26483 .. 2 6560, 
.26716 



...Se,q.. ,..No ._._,.„ ...3368.2. , = ^,.„.^...^_ ^Seq..^ ID 
..Gane„Na.^^.,,,69835^..._-..^^._^^_^^ -._., v .,..__-,^:_.St.rand.. 

Start •' - ' -24000- - : • - • End - 

Name OJ000251_24 . 02 18 . C5 . 06 . gs Method 

Start 26423 End 

GI none Score 
Exons 26423. .26550, 27205 
32312. .32392 



.0 JO 0.0 2 5.1 .2 4_0 2.1 8 .. .C.5,_ 



32392- - 
; GEN SCAN 
32392 
.46 

27417, 28113. .28307, 32205. 



.32310, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



33683 
69836 
1 

OJ000251_24 
1 

1076211 
1..212, 285 



0218.C6.ol.np 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000251_24. 
+ 

2042 
AAT/NAP 
2042 
133 



0218. C6 



.2042 



464, 1848 
hypothetical protein VSP-3 
(L2902 9 ) amino acid feature 

amino acid feature: globular protein domain, aa 32 
[.Chlamydomonas reinhardtii] 



Chlamydomonas reinhardtii gi | 530876 
Rod protein domain, aa 266 .. 468; 

265 



Seq. No. ' % 33683 

Gene No. ' % 6'9836 
Start 1 

Name OJ000251_24 . 0218 . C6 . ol . gs 
Start 91 

GI none 

Exons 91.. 262, 300.. 475, 689.. 898 



Seq.- ID OJ000251_24. 02-18. C6. 

Strand + ' 

End 2042 

Method GENSCAN 

End 8 98 

Score .84 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



33683 
69837 
2203 

OJ000251_24.0218.C6.o2.tm 

2203 

none 



Seq. ID OJ000251_24 .0218.C6 
Strand 
End 

Method 
End 
Score 



5221 

TBLASTX: Maize 

4976 

64 



2203. .2223, 2210. .2299, 2217. .2255, 2868. .2906, 3053. .3109, 



33761 




3054. .3104, 3055. .3123, 3167. .3268, 3197. .3262, 3932. .3991, 
3934..3993, 3934. .3990, 4628. .4762, 4629. .4769, 4641. .4763, 
4909. .4974, 4912. .4974, 4914. .4976 



Seq. No. 33683 Seq. ID OJ000251_24 . 0218 . C6 

Gene No. 69837 Strand 

Start . 2203 End 5221 

Name OJ000251_24 . 0218 . C6 . ol . ts Method TBLASTX : Soybean 

Start 3926 End 5221 

GI none Score 62 

Exons 3926.-3997, 4628. .4762, 4 629 .. 47 69, 4 912 .. 4 998 , 5141. .5221 

Seq. No. 33683 Seq. ID OJ000251_24 . 0218 . C6 

Gene No. 69838 Strand 

Start 5141 End 8131 

Name OJ000251_24 . 0218 . C6 . ol . tm Method TBLASTX : Maize 

Start 5141 End 8131 

GI none Score 112 

Exons 5141.. 5221, 5149. .5223, 5156.. 5218, 5157.. 5219, 5158.. 5220, 

5914. .5991, 5917. .5994, 7437. .7484, 7445. .7483, 7558. .7632, 
7559.-7624, 7722. .7775, 7850. .7987, 7852. .7986, 7858.-7998, 

,_..._ t ^_,„,„.8Oa5.....812 s 6. / ...8077....8.130^. .8.078.. .8131^. 



- Seq. No. 33684 Seq. I D 0 JO 0 02 51_2 4 . 0 21- 8-.- 6 7- - — -" • - 

Gene No. 69839 Strand + 

Start 29 End 2888 

Name OJ000251_24 . 0218 . C7 . ol . tm Method TBLASTX : Maize 

Start 4 End 2737 

GI none Score 144 

Exons 4. .141, 5. .133, 974. .1180, 975. .1181, 976. .1185, 1374. .1541, 
1388. .1522, 2126. .2170, 2127. .2171, 2244. .2357, 2245. .2361, 
224S..2385, 2595. .2735, 2596.-2736, 2597.-2737, 2597. .2707 

Seq. No. 33684 Seq. ID OJ000251_24 . 0218 . C7 

Gene No. 69839 Strand + 

Start 29 End 2888 

Name OJ000251_24 . 0218 . C7 . ol . gs Method GEN-SCAN 

Start 29 End 2874 

GI none Score .88 

Exons 29. .130, 975. .1178, 1374. .1518, 2131. .2171, 2248.-2358, 
. 2694. .2874 

Seq. Nq.. 33684 -".^ ' • * % Seq, ID OJ000251_24 .. 0218 . C7 " 

Gene No. 69839 * - . . Strand + 

Start 29 End 2888 

Name OJ000251_24 . 02 18 . C7 . ol . gp Method AAT/GAP 

Start 49 End 1493 

GI 2428576 Score 658 

Exons 49. .130, 975.. 1178, 1374.. 1493 

Seq. No. 33684 Seq. ID OJ000251_24 . 0218 . C7 

Gene No. 69839 Strand + 

Start 29 End 2888 

Name OJ000251_24 . 0218 . C7 . ol . np Method AAT/NAP 

StaL L 977 End 2888 

GI 3947608 Score 69 

Exons 977.. 1005, 2601.. 2888 



33762 



GI Descrip. (AL023828) Y17G7B.13 [Caenorhabditis elegans] 



Seq. No. 


33684 




Seq. ID 


OJ000251_ 


24. 0218. C7 


Gene No. 


69839 




Strand 


+ 




Start 


29 




End 


2888 




Name 


OJ000251 24. 0218. C7 


.o2. tm 


Method 


TBLASTX: Maize 


Start 


2738 




End 


2888 




GI 


none 




Score 


179 




Exons 


2738.-2887, 2739. .2888 








Seq. No. 


33685 




Seq. ID 


OJ000251 


24 0218 CR 


Gene No. 


69840 




Strand 


+ 




Start 


77 




End 


177 




Name 


OJ000251 24. 0218. C8 


.ol.gp 


Method 


AAT/GAP 




Start 


77 




End 


177 




GI 


2797320 




Score 


179 




Exons 


77. . 177 










Seq. No. 


33685 




Seq. ID 


OJ000251_ 


24 .0218. C8 


Gene No. 


69841 




Strand 


+ 




Start 


1389 




End 


3075 




.N.ame_. w ,^,„. ^ 


e ,0 JO.O 0.2 51^.24^ 02 1 EL C8 .pi ..gs M 


„ ^.Method.,., 


,.GENSCAN_. 






:.;il8.9..::,:;.. 




IJI/EndllYJ 


. .10.7.5" ' 




GI ' - 


none ■ - 




- : Score 


- .69 • -. 




Exons 


1389. .1473, 1725. .1989, 2326.. 2351, 2393. .2586, 


2752. .3075 


Seq. No. 


33685 




Seq. ID 


OJ000251_ 


24 .0218. C8 


Gene No. 


69842 




Strand 


+ 




Start 


12477 




End 


14925 




Name 


OJ000251 24. 0218. C8 


. o3 . gp 


Method 


AAT/GAP 




Start 


12364 




End 


14925 




GI 


20140 1.R1084 




Score 


1066 




Exons 


12364. .12574, 13932 


. .13979, 


14612. .14925 




GI Descrip. 


' 4 4 55194 /emb | CAB36517.il 6. 


Oe-22 (AL035440) putative protein 




[Arabidopsis thaliana] 1 








Seq. No. 


33685 




Seq. ID 


OJ000251_ 


24 .0218. C8 


Gene No. 


69842 




Strand 


+ 




Start 


12477 




End 


14925 




Name 


OJ000251 24. 0218. C8 


o5 . gs 


Method 


GENSCAN 




Start 


.12477 




End 


14.692 




GI 


none 




Score 


.49 




Exons 


'12477. . 12574., 12781 


.12937, 


'13932. . 13979/ 14 6 12-". 


. 14§92 ' . . 


Seq. No. 


33685 




Seq. ID 


OJ000251_ 


24 .0218 .C8 


Gene No. 


69843 




Strand 


+ 




Start 


16781 




End 


28484 




Name 


OJ000251 24. 0218. C8 . 


o2 . np 


Method 


AAT/NAP 




Start 


16781 




End 


27945 




GI 


3549652 




Score 


3445 




Exons 


16781. .16840, 16971. 


. 17105, 


18868. . 18E 


J88, 19354. 


. 19427, 




19540. .19630, 19705. 


.19788, 


20118. .20219, 20467. 


.20598, 




20705. .20776, 20866. 


.20938, 


21667. .21E 


21, 21992'. 


.22359, 




22863. .23135, 23232. 


.23276, 


23820. .23999, 24077. 


.24160, 




24248. .24339, 24437. 


. 24520, 


24618 . .25309, 25564 . 


.25956, 




26056. .26190, 26972. 


.27378, 


27480. .27594, 27772. 


.27945 


GI Descrip. 


(AJ224982) MAP3K epsilon protein kinase [Arabidopsis thaliana] 



337 63 




Seq. No. 33685 Seq. ID OJ000251_24 . 0218 . C8 

Gene No. 69843 Strand + 

Start 16781 End 28484 

Name OJ000251_24 . 0218 . C8 . 06 . gs Method GENSCAN 

Start 16781 End 24313 

GI none Score .85 

Exons 16781. . 16891, 1697 1 17105, 18055 .. 18099, 18291 .. 18369, 

19065. .19231, 20118. .20219, 204 67 20598 , 20866 .. 20969, 

21635. .21821, 2194 9 .. 22335, 22842 23135 , 23232 .. 23276, 

23820. .23999, 24077 .. 24 160 , 24248. .24313 

Seq. No. 33685 Seq. ID OJ00025 1_24 . 02 18 . C8 

Gene No. 69843 Strand + 

Start 16781 End 28484 

Name OJ000251_24 . 0218 . C8 . o4 . gp Method AAT/GAP 

Start 21959 End 22981 

GI none Score 989 

Exons 21959. .22335, 22842.. 22981 

Seq. No. 33685 ' Seq. ID OJ00025 L_24 . 02 18 . C8 
..Jena J{o ^^^63843^, 

... Name-- ■ OJ000251_24 ; 0218 . C8-.-o7 : gs —'-Method - * GENSCAN - L_.-. . 

Start 24622 End 28484 

GI none Score .84 

Exons 24622. .25309, 25733 .. 25956, 26056 .. 26190, 2 6972 .. 27378 , 

27543. .27594, 27772 .. 27885, 28332.. 28484 

Seq. No. 33685 Seq. ID OJ000251_24 . 02 18 . C8 

Gene No. 69843 . Strand + 

Start 16781 End 28484 

Name OJ000251_24 . 0218 . C8 . o5 . gp Method AAT/GAP 

Start 24704 End 25694 

GI 33511_1.R1084 Score 1395 

Exons 24704 . .25309, 25564.. 25694 

GI Descrip. f 354 9652/emb | CAA12272 | 2.0e-36 (AJ224982) MAP3K epsllon protein 
kinase [Arabidopsis thaliana] 1 

Seq. No. ' 33685 Seq. ID OJ000251_24 . 0218 . C8 

Gene No. 69843 Strand + 

Start 16781 ' End . 28484 

Name; '. OJ000251_24 . 0218". C8 . 06.. gp Method . ■ AAT/GAP, 

Start " ' 27546 ' ' End 28292 " 

GI 38868_1.R1084 Score 1120 

Exons 27546. .27594, 27772.. 28292 

GI Descrip. ' 354 9652/emb I CAA12272 | 1 . Oe-31 • (AJ224 982 ) MAP3K epsilon protein 
kinase [Arabidopsis thaliana] 1 

Seq. No. 33685 Seq. ID OJ000251_24 . 0218 . C8 

Gene No. 69844 Strand 

Start 3304 End 6773 . 

Name OJ000251_24 . 02 18 . C8 . ol . np Method AAT/NAP 

Start 3295 End 6335 

GI 6358806 Score 935 

Exons 3295.. 4579, 4628.. 4850, 5150.. 5402, 5677.. 5740, 6251.. 6335 

GI Descrip. (AC010675) putative peptide transporter [Arabidopsis thaliana] 



33764 




Seq. No. 


33685 








Seq. ID 


OJ000251 


_24.0218 .C8 


Gene No. 


69844 








Strand 






Start 


3304 








End 


6773 




Name 


OJ000251 24. 


0218 


.C8 .o2. 


as 


Method 


GENSCAN 




Start 


3304 








End 


6773 




GI 


none 








Score 


.45 




Exons 


3304 . . 4830, 


5202 


. . 5487, 


6199. 


.6268, 6443.. 6773 




Seq. No. 


33685 








Seq. ID 


OJ000251 


_24.0218.C8 


Gene No . 


69845 








Strand 






Start 


11855 








End 


12064 




Name 


OJ000251 24. 


0218 


.C8 ,o4 . 


as 


Method 


GENSCAN 




Start 


11855 








End 


12064 




GI 


none 








Score 


.98 




Exons 


11855. .12064 












Seq. No. 


33685 








Seq. ID 


OJ000251 


_24.0218.C8 


Gene No. 


69846 








Strand 






Start 


28495 








End 


32319 




Name 


OJ000251 24. 


0218 


.C8 .o4 . 


tc 


Method 


TBLASTX: 


Cress 


.Start 


_,,..3373 > ..,... ;rr , 








^End^,,„ r , 


. 53.9.9. 






. none 








_,ScLore 






Exons 


; • ■ '3373.-; 34 95, 


-3550 


. 3732, 


- 3587t 


.3727, 3803 . . 3943-, 


'3814 . .3954-,-- 




3958. .4149, 


4037 


. .4198, 


•4384 . 


.4545, 4618. .4818, 


. 5229. .5399 


Seq. No. 


33685 








Seq. ID 


OJ000251 


_24.0218.C8 


Gene No. 


69846 








Strand 






Start 


28495 








End 


32319 




Name 


OJ000251 24. 


0218 


. C8 . o4 . 


tm 


Method 


TBLASTX: 


Mai ze 


Start 


3373 








End 


4156 




GI 


none 








Score 


38 




Exons 


3373. . 3489, 


3433 


. .3486, 


3580. 


.3729, 35 


81. .3802, 


3793. .4047, 




3797 . .4156, 


3814 


. .4128 










Seq. No. 


33685 








Seq. ID 


OJ000251 


_24.0218.C8 


Gene No. 


69846 








Strand 






Start 


28495 








End 


32319 




Name 


OJ000251 24. 


0218 


.C8 .o3. 


ts 


Method 


' TBLASTX: 


Soybean 


Start 


3382 








End 


4198 




GI 


none 








Score 


42 




Exons 


3382. .3495, 


3464 


. .3505, 


3592. 


.3723,. 3614. .3724, 


3803. . 399.4, 


- 


3814. .4002,. 


4 015 


. .'4 197, 


4 037'. 


.4198 ' • 






Seq. No. 


33685 








Seq. ID 


OJ000251 


_24.0218.C8 


Gene No. 


69846 








Strand 






Start 


28495 








End 


32319 




Name 


OJ000251 24. 


0218 


,C8 ,o9. 


tm 


Method 


TBLASTX: 


Mai ze 


Start 


4298 








End 


5363 




GI 


none 








Score 


129 




Exons 


4298. .4546, 


4363 


. .4557, 


4597. 


.4749, 4771. .4827, 


5202. .5312, 




5202. .5363 














Seq. No. 


33685 








■Seq. ID 


OJ000251 


_24 . 0218 .C8 


Gene No. 


6964 6 








Strand 






Start 


28495 








End 


32319 




Name 


OJ000251 24. 


0218 


,C8 .06. 


tm 


Method 


TBLASTX: 


Maize 



33765 



Start 
GI 

Exons 



7774 End 8065 

none Score 45 

7774.. 8064, 7904.. 7933, 7958.. 8065 



Seq. No. 33685 Seq. ID 

Gene No. 69846 Strand 

Start 28495 End 

Name OJ000251_24 . 0218 . C8 . ol . tw Method 

Start 7954 End 

GI none Score 

Exons 7954.. 8250, 7955.. 8245 



OJ000251_24 .0218.C8 
32319 

TBLASTX: Wheat 

8250 

172 



Seq. No. 33685 

Gene No. 69846 

Start 28495 

Name OJ000251_24 . 0218 . C8 . o7 . tm 

Start 16606 

GI none 

Exons 16606. .16677, 16769 .. 1684 3, 
16972. .17097, 16991. .17104 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000251_24 .0218.C8 
32319 

TBLASTX: Maize 

17105 

38 



16780. .16839, 16971 .. 17105 , 



Seq.. JSFo... ^ . . . .3,36.85, _ ... _ . _ 

...Gene Zno^J1J.^£9BA £ 1_J I U . 

Start ' - - •' 28495 ~ : ' : - : - 

Name OJ000251_24 . 0218 . C8 . o5 . ts 

Start 16971 
GI none 

Exons 16971. .17105, 16972 .. 17103, 



Seq.^ID, _ .0 J 0 0 0 2 51_24. .,0218 ,.,C 8, - 
^Strand™. _ ^ 



End- 32 3 19— ' -'- 

Method TBLASTX : Soybean 
End 17105 
Score 211 
16991. . 17104 



Seq. No. 33685 
Gene No. 69846 
Start 28495 

Name OJ000251_24 . 0218 . C8 . o3 . tm 

Start 19342 
GI none 
Exons 19342. 

19539. 

19702. 

20138 . 

20474 . 

. . 20840. 

20985. 



.19431, 
.19634, 
,19785, 



19347, 
19540, 
19703, 



.20275, 20464, 

.20602, 20702, 

.20947, .20862. 
.21014 



, 19421, 
,196.32, 
;19789, 
,20598, 
,20776, 
,20948, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

19351 

19541 

2011** 

20466 

20704 

20864 



OJ000251 24. 0218. C8 



32319 

TBLASTX: Maize 
21014 
77 

. 19428, 19353. . 19436, 
.19633, 19702. .19785, 
.20143, 20121. .20276, 
.20603, 20467. .20598, 
.20778, 20705. .20776, 
.20938, 20866. .20940, 



Seq. .No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



33685 . Seq. ID 

69846 Strand 

28495 End 

OJ000251_24 . 0218.C8.o3.tc Method 

23961 End 

none Score 



OJ000251^24 .0218.C8 
32319 

TBLASTX: Cress 
24849 
-56 



23961. .24002, 24074 .. 24 163, 24 088 .. 24 159, 24257 .. 24349, 
24420. .24521, 24 424 .. 24 522 , 24434 24520, 24 609 .. 24 782 , 
24616. .24783, 24796.. 24849 



Seq. No. 33685, Seq. ID 

Gene No. 6984b Strand 

Start 28495 End 

Name OJ000251 24 . 0218 . C8 . o2 . tm Method 



OJ000251_24.0218.C8 
32319 

TBLASTX: Maize 



33766 



Start 


24480 








End 


25735 








none 








Score 


67 








944R0 


24 591 


24483 


. C. *3 -J X. f 


24578. .24949, 24614 


94 Q5R 






9 4 61 6 

^ 4 U 1 vJ # 


24 Q60 


24 616 


94 963 


24937. .25296, 24961 


9 5987 






9 509 6 


.25298, 


25559 


9561 5 


25560. .25613, 25576 


9 5650 






25604 


.25684, 


25673 


25735 


25674 . .25733, 25688 


25735 






3368 5 

J J V O >J 








Seq. ID 


OJ000251 


94 09 1 ft 


rft 




6984 6 

U ,7 O *i U 








Strand 








Start 


28495 








End 


32319 






Name 


OJ0002 


51 24. 0218. C8 


o2.tc 


Method 


TBLASTX: 


Cress 




Cf art 


25216 








End 


26184 








none 








Score 


115 






R von q 


2 5216 


.25308, 


25221 


2 5307 


25542. .25607, 25559 


9 5606 






25683 


.25796, 


25683 


2 5796 


25684. .25818, 25809 


9 5964 

• • L J JUT J 






25810. 


.25959, 


26050 


.26184, 


26055. .26180, 26065 


. .26184 




Seq. No. 


33685 








Seq. ID 


OJ000251 


_24.0218 


C8 


Gene No. 


69846 








Strand 








Start 


28495 








End 


32319 






Name 


OJ0002 


51 '24. 0218. C8. 


o2.ts 


Method 


TBLASTX: 


Soybean 




Start ...... 


..... . -2 6 9 71-, 








r ... .End., . , ., 


.27250 






gjL . 


none . , 








_ „.S.cor.e. r 


^1.8 3._. 







Exons - 



26971. -.27246-,- 26996.--.-27250, 26997*. ;27245, 27016 .- . 2724-9 - 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



33685 
69846 
28495 

OJ000251 24 .0218.C8.o5.tm 



27493 






none 






27493. 


.27597, 


27496 


27769. 


.27951, 


27770 


27973. 


.28011, 


28081 


28083. 


.28112, 


28225 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000251_24.0218.C8 
32319 

TBLASTX: Maize 

28263 

103 



,27949, 27956. .28009, 27972 .. 28010, 



Seq. No. 33685 

Gene No. 69846 

Start 28495 

Name OJ000251_24 . 0218 . C8 . o4 . ts 

Start . 27553 

GI none 

Exons' ■ '27553.'. 27597, 27744 ... 27947, 

V ' 27770. .27949, 27 972 .. 28010, 
28082. .28111, 28082. .28111 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000251 24. 0218. C8 



32319 

TBLASTX : Soybean 
28111 
66 

27769. .'27951, 27770. . 28006," 
27973. .28011, * 28081. .28110, 



Seq. No. 33685 

Gene No. 69846 

Start 28495 

Name OJ000251_24 . 02 18 . C8 . o5 . tc 

Start 27769 

GI none 

Exons 27769. .27948, 27774.. 27947 



Seq. ID OJ000251_24.0218.C8 
Strand 

End 32319 

Method TBLASTX : Cress 

End 27948 

Score 266 



Seq. No. 
Gene No. 
Start 



33685 
69846 
28495 



Seq. ID OJ000251_24.0218.C8 
Strand 

End 32319 



33767 




Name 


OJ000251 24. 0218. C8 


.o7.gp 


Method 


AAT/GAP 




Start 


28495 




End 


30838 




GI 


215 1.R1084 




Score 


3251 




J-J £\ 1 1 


28495. .29823, 29919 


. .30048, 


30565. .30838 




C^T Dpsrri n 

J- L-/ ^ V-» ^ J- k_/ » 


, 4158219/emb|CAA77234 | 0.0e+00 (Y18623) 


amylbgenin [Oryza 




cat"! 173 1 ' 










Spa No 


tqcqc; *•■■*. 




Seq. ID 


OJ000251_24.0218 


. L-0 


Gene No. 


d y O *i D 




Strand 






Start 


284 95 




End 


32319 




Name 


fiTfinn^m 94 n.9ift rft 


1 4- 
.ol. tm 


Method 


TBLASTX: Maize 




Start 


9ft 7 1 R _ 




End 


29635 




GI 


none 




Score 


78 




F vnn *3 


28715. .28867, 28719 


. .29555, 


28719. .29555, 29559 .. 29633, 






9QR6P! 9Qfi^^ 9QR7P, 




29570. .29635 




Qpn Ma 


jjOoD 




Seq. ID 


OJ000251_24 .0218 




Gene No. 


D"04 D 




Strand 






Start 


9 ft / Q ^ 




End 


32319 




Name 


nTfinn9m 94 o.9ift pft 


. 00 . 


Method 


GENSCAN 




Start 


9 ft 7 1 Q ~ 




End 


32319 




GI 


.none. ... ..^ _ . 




. . ^ Score . ■ .... 


,..42_,„..„ _ 




Fx on 


^28?zl9^.1z97A7l; * 2991.9' 


3.004.8., 


„aO5j6.5._..30.9.4.O 1 ,. ,.31023- ..3.1(169., 






- ^91-7 0 - ^9^1-Q -- - - 










O C; ^ • v* kj ■ 


j jOo J 




Seq. ID 


OJ000251_24.0218 




Gene No. 


D _7 O f± D 




Strand 






Start 


9ft A QR 




End 


32319 




Name 




. o3 . np 


Method 


AAT/NAP 




Start 


00700 — 




End 


29762 




GI 


4158219 




Score 


1831 




F. von ^ 


28722. .29762 










GI Descrip. 


/VI Q CO "3 1 am\/l nnon i n 


[Oryza 


sativa] 








O O (TO C 




Seq. ID 


OJ000251_24.0218 




Gene No . 


O ;7 O *± O 




Strand 






Start 


9ft A QR 




End 


32319 




Name 


0,70009^1 94 091ft Pft 


Ul 4 Lb 


Method 


TBLASTX: Soybean 




Start 


9 ft 7 A n ~~ 




End 


29574 




GI 


none 




Score 


87 






28740. .28937, 28741 


.28938, 


28932. .28967, 28968 .. 29033,. 






9ftQft1 9QDD7 9QD^1 




29257.. 29574 




Sea No 


~* "3 £ft 




Seq. ID : 


OJ(T0.0251_24 .0218 


r* q 


Gene No. 


0 :? O fi O 




Strand 






Start 


z 0 4 y d 




End 


32319 




Name 


OJ000251 24. 0218. C8 . 


ol.tc 


Method 


TBLASTX: Cress 




Start 


28746 




End 


29693 




GI 


none . } 




Score 


50 




F von q 


28746. .28937 , 28965. 


.29060, 


28980. .29057, 28984 29061 , 






. 29049. .29555, 29100, 


.29522, 


29113. .2955 


6, 29568.. 29693 




Seq. No. 


33685 




Seq. ID 


OJ000251_24.0218 


.C8 


Gene No: 


69846 




Strand 






3 Lcirt 


28495 




End 


32319 




Name 


OJ000251 24. 0218. C8 . 


o2.tw 


Method 


TBLASTX: Wheat 




Start 


28758 




End 


29202 





33768 



GI 

Exons 

Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



none Score 61 

28758. .28937, 28965 .. 29060, 29049 .. 29201, 29113.. 29202 



33685 Seq. ID 

69846 Strand 

28495 End 

OJ000251_24 . 0218 . C8 . 08 . tm Method 

29635 End 

none Score 



OJ000251_24.0218.C8 
32319 

TBLASTX: Maize 

30705 

156 



2963S..29766, 29636 2 97 64 , 29636 2 97 67 , 29637 .. 29765, 
29637. .29768, 29638 .. 297 69, 29918 30049, 29920 .. 30054 , 
30487. .30678, 30682.. 30705 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ; No-. ■ ■' 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



33686 Seq. ID OJ000251 

69847 Strand + 

1 End 3414 

OJ000251_24 . 0218 . C9 . ol . gp Method AAT/GAP 

1 End 2041 

uC-osflcypl21b09bl Score 714 

1..78, 757. .1026, 2009. .2041 
' 4 585871/gb| AAD2554 4 . 1 | AC005850_1 
t p r o t e i n . J, Ar a b i do ps is _ t h a 1 i ana]_.; Tj . 



24 .0218. C9 



1.0e-67 (AC005850) Unknown 



33686 • : - - : • - • 

69847 

1 

OJ000251_24 .0218.C9.ol.np 
1 

6554202 



-Seq; ^ID" OJ000251-_2^4..*021 : 8 ;C9 - : 

Strand + 

End 3414 

Method AAT/NAP 

End 3411 

Score 750 



1..78, 757. .1026, 2009. .2164, 3295. .3411 
(AC011661) T23J18.5 [Arabidopsis thaliana] 



Seq. No. 


33686 






Seq. ID 


OJ000251_24.0218.C9 


Gene No. 


69847 






Strand 


+ 


Start 


1 






End 


3414 


Name 


OJ000251 24.0218. 


C9.ol. 


gs 


Method 


GENSCAN 


Start 


757 






End 


3414 


GI 


none 






Score 


.84 


Exons 


757. .1026, 2009.. 


2164, 


3295. 


.3414 




Seq. No.. 


3368 6 






Seq. ID 


OJ000251_24..0218.C9 


Gene No. / 


69848 






Strand 


+ 


.Start 


3919 ... - 






' ' End 


583'6 


Name 


OJ000251 "24.0218. 


C9..o2. 


gs 


Method 


GENSCAN 


Start 


3919 






End 


5836 


GI 


none 






Score ■ 


.96 


Exons 


3919.. 3928, 4592. 


.4770, 


5040 


..5149, 5701. .5836 


Seq. No. 


33686 ; 






Seq. ID 


OJ000251_24 .0218.C9 


Gene No. 


69849' 






Strand 


+ 


Start 


6636 






End 


7264 


Name 


OJ000251 24.0218. 


C9.ol. 


ts 


Method 


TBLASTX: Soybean 


Start 


1 






End 


3624 


GI 


none 






Score 


126 


Exons 


I. .61, 3. .60, 742 


. .S25, 


756. 


809, 811.. 


1026, 819. .1031, 




843. .1031, 2006.. 


2164, 


2008. 


2163, 3282 


..3410, 3286. .3411, 




3293.. 3415, 3294. 


.3416, 


3502 


.3624 





33769 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 

,Start...... 

: Exons - 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



33686 
69849 
6636 

OJ000251_24.0218.C9.ol . tm 

2006 

none 



Seq. ID OJ000251_24 .0218.C9 

Strand + 

End 7264 

Method TBLASTX : Maize 

End 3417 

Score 266. 



2006. .2164, 2008. .2163, 2122. .2169, 3286. .3417, 3288. .3416 



33686 
69849 
6636 

OJ000251_24 .0218.C9.o3.gs 

6636 

none 



Seq. ID OJ000251_24.0218.C9 

Strand + 

End 7264 

Method GENSCAN 

End 7264 

Score .82 



6636. .6825, 6952. .7041, 7143. .7264 



33687 
69850 
44 

OJ000251_24 .0218. C10. ol.gs 

4 4 ...... 



Seq. ID OJ000251_24. 0218. C10 
Strand + 
End 1402 
Method GENSCAN 
^EncL^.^ 14.Q2 



...no'ne^ _ „ ^Score:.' ._li^:.93l.^ f ..^-^ ^ 

44.~.177> 393.. 474/- 1229 "l -1.402 - - ^ - - - .'■ - 



33688 
69851 
362 

OJ000251_24 .0218 .Cll. ol.gs 

362 

none 

362. .589, 905. .949 

33689 
69852 
319 

OJ000251_24. 0218. C12. ol.gs 

319 

none 

319. .405 



Seq. ID OJ000251__24. 0218. Cll 

Strand 

End 94 9 

Method GENSCAN 

End 94 9 

Score .4 



Seq. ID OJ000251_24.0218.C12 

Strand + 

End 405 

Method GENSCAN 

End 405 

Score .48 



Seq. No. 
•Gene No. 
Start 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 

OA . 

GI 

Exons 



.33689 

'69853 ' •** ••'. . " / • 

1 

OJ000251_24.0218.C12.ol.np 
1 

6554202 
1..320 

(AC011661) T23J18.5 [Arabidopsis thaliana] 



Seq.. ID. OJ0002.51_24.0218 fc .C12 
Strand - '. , ' - *• 

End " 386 
Method AAT/NAP 
End 320 
Score 413 



33689 
69853 
1 

OJ000251_24 .0218.C12.ol.tm 
60 

none 

60. .356, 60. .359, 91. .357 



Seq. ID OJ000251_24.0218.C12 
Strand 

End 386 

Method TBLASTX : Mai ze 

End 359 

Score 382 



33770 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



33689 
69853 
1 

OJ000251_24 . 0218 . C12 . ol . tc 
93 

none 



Seq. ID OJ000251_24 .0218.C12 
Strand 

End 386 

Method TBLASTX : Cress 

End 297 

Score 97 



93.. 215, 97.. 213, 147.. 296, 217.. 285, 217.. 297 



33689 
69853 
1 

OJ000251_24. 0218 .C12.ol.ts 

152 

none 

152. .352, 156. .386, 163. .351, 



Seq. ID OJ000251_24 .0218.C12 
Strand 

End 38 6 

Method TBLASTX : Soybean 

End 38 6 

Score 153 
164. .352 



Seq. ID OJ000251_24.0218.C12 
Strand 

End 57 6 

Method TBLASTX : Maize 



Seq. No. 33689 

Gene No. 69854 

Start 360 

Name . OJ000251_24 . 0218 . C12 . o2 . tm 
Starts ^ 360 

GI..-...: none ^ 

■Exons ■ ■ - 360. . 4-28? "- -36Q. .428,- 361 42-9/- 361 429, 441 . ; . 57 5-, -A 42 . r576> : - 
451. .576 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



33690 
69855 
1 

OJ000251_24.0218.C15.ol.np 
1 

6642638 
1..91, 134. .794 

(AC012395) GTP cyclohydrolase I [Arabidopsis thaliana] 



Seq. ID OJ000251_24.0218.C15 

Strand + 

End 794 

Method AAT/NAP 

End 794 

Score 475 



33690 
69856 
670 

OJ000251_24 .0218. CIS. ol.tm 
2 

none 



Seq. ID OJ000251_24.0218.C15 
Strand 

End 1233 

Method TBLASTX : Mai ze 

End 78 6 

Score 199 



2. .160, 3. .134, 4. .159, 183. .302, 187. .303, 187. .312, 224.. 307 
305. .-78i; 305. .'769, *■ 399. .779," 5.05. .7-8.0, "538. .786' . 



Seq. No. 33690 

Gene No. 69856 

Start 670 

Name OJ000251_24 .0218 . C 1 5 . o 1 . gp 

Start 670 

GI none 

Exons 670.. 1233 



Seq. ID OJ000251__24.0218.C15 
Strand 

End 1233 

Method AAT/GAP 

End 1233 

Score 1097 



Seq. No. 
Gene No. 

OJ — J- 

kj Lai u 

Name 
Start 



33691 
69857 
8 9 

OJ000251_24 .0218.C16.ol.gs 

89 



Seq. ID OJ000251_24 .0218.C16 

Strand + 

End 650 

Method GENSCAN 

End 650 



33771 





none 


IT" v An c 


fi Q IP? ^90 fi^n 


Seq. No. 


33692 


Gene No. 


69858 


<ZtA rt" 


9Q9 






q-H a r 4- 
O Lai L 


9 Q9 _ 


pt 


none 


DAU 1 1 O 


99? ^79 ^74 47Q 


Seq. No. 


33693 


Gene No. 


69859 


Start 


1 


Name 




Q+- a t +- 

O Lai L 


— 

X 


rir 
<j x 


X lUi ic 




1 . .598 


Seq. No. 


33693 


Gene No. 


69859 


q+- a rf 


1 


.Carrie™- , 


n.Tnnn9M 94 091 R ri a ni 


OLdl L 


a q .... — _ ..." ... 


fir 




LAUllo 


4 Q " S ? 


Seq. No. 


33693 


Gene No. 


69859 


q+- a r +- 


i 


Name 


riTnnn9Ri 94 09ift pip oi 


C -(- a y+- 


4 4 fi _ 

f± H 0 


rir 


none 


F von q 


44R 48^ 4 69D 47fi 


Seq. No. 


33694 


Gene No. 


.69860 


Cf arf 


6R 


LN all It; 


n.Tnno9 c ii 94 n9ift piq oi 


OCdlL 


D O 




n on o- 
l iuj ic 


Exons 
* 


. , DO . . lO^ 


Can Mo 
o c q . LN o . 


J JD^J 




U _7 O O X 


Start 


1 


Name 


OJ000251 24.0218.C21.ol. 


Start 


1 


PT 


'juii 1 r 1 or 4 


Lxons 


1 ^ 0~A 
1 . . 0 Z fi 


GI Descrip. 






kinase [Arabidopsis thai 


Seq. No. 


33695 


Gene No . 


t>y«bi 


Start 


1 


Name 


OJ000251 24.0218.C21.ol. 



Score 



.67 



Seq. ID OJ000251_24.0218.C17 

Strand + 

End 4 79 

Method GENSCAN 

End 4 79 

Score . 6 



Seq. ID OJ000251_24 .0218.C18 

Strand + 

End 620 

Method AAT/GAP 

End 598 

Score 1038 



Seq. ID OJ000251_24 .0218.C18 
Strand + 

JEnd .,, ,,,.,..620. ., w ^, r 

..Method _ ^GENaCAM^ 

End . • * 536 - " • •- 

Score .77 - 



Seq. ID OJ000251_24 .0218.C18 

Strand + 

End 620 

Method TBLASTX : Mai ze 

End 620 

Score 187 



Seq. ID OJ000251_24 .0218.C19 
Strand 

End ' 169 

Method GENSCAN 

End 169 

Score .47 



Seq. ID OJ000251_24.0218.C21 

Strand 

End 524 

Method AAT/GAP 

End 524 

Score 1037 



Seq. ID OJ000251_24.0218.C21 

Strand 

End 524 

Method AAT/NAP 



33772 



Start 
GI 

Exons 

GI Descrip. 



End 
Score 



524 
292 



6648210 
1..524 

(AC013483) putative MAP3K epsilon protein kinase [Arabidopsis 
thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



33695 
69861 
1 

OJ000251_24 . 0218 . C21 . ol . tm 
1 

none 

1..306, 2. .217, 280. .522, 283.-522 



Seq. ID OJ000251_24 .0218.C21 
Strand 
End 

Method 
End 
Score 



524 

TBLASTX: Maize 

522 

293 



33696 Seq. ID 

69862 Strand 

88 End 
OJ000251_24 .0218.C22 .ol.gs Method 

88 End 

none Score 
88. .1296 



OJ000251_24 .0218.C22 

1296 
GENSCAN 
1296 
1 



..Seq.... No.-.. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons' 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



S e.q.., _1D. d0 0.025 1^2 4_ ,_Q2 1 8. J^22„ 

Strand - - - 

1296 
AAT/NAP 
1296 
2114 



End 

Method 

End 

Score 



. 336-9,6. ... 

69862 - • 

88 

OJ000251_24 . 0218.C22.ol.np 
91 

2126090 
91. .1296 

transposase (insertion sequence IS10) 
gi I 455676 |bbs 1 140379 (S67119) transposase [Escherichia coli, 
LBB84, plasmid pXT107, IS10L/R-1, Peptide 

PlasmidTransposonlnsertionMutant , 402 aa] [Escherichia coli] 
gi | 6634 720|gb|AAF19728 . 1 | AC0124 63_2 (AC0124 63) T2E6.2 
[Arabidopsis thaliana] 



Escherichia coli 



33696 
69863 
1256 

OJ000251_24 .0218.C22.ol.tc 
1256 
none 

"1256-. .1402/ 1256. .1375, 1258 , .1401 • \< 

33697 Seq. ID 

69864 Strand 

637 End 
OJ000251_24 . 0218 . C23 . ol . gs Method 

637 End 

none Score 
637. .773 



Seq. ID OJ000251_24 .0218.C22 
Strand 
End 

Method 
End 
Score 



1402 

TBLASTX: Cress 

1402 

197 



OJ000251_24 .0218.C23 
+ 

773 

GENSCAN 

773. 

.83 



Seq. No. 
Gene No. 

k-> u a. .u L. 

Name 
Start 



33697 Seq. ID 

69865 Strand 

2217 End 

OJ000251_24 . 0218 .C23 . o2 . gs Method 

2217 End 



OJ000251_24 .0218.C23 

3330 

GENSCAN 

3330 



33773 




CI 


none 






Score 


. 77 




Rvnn o 


2217 2293. 


2793 . 


2856, 3283 


. 3330 






Seq. No. 


33698 






Seq. ID 


OJ000251_24 .0218 


.C24 


Gene No. 


69866 






Strand 






Start 


24 






End 


82 




Name 


OJ000251 24 


. 0218 . 


C24 ol as 


Method 


GENSCAN 




Start 


24 ~~ 






End 


82 




GI 


none 






Score 


. 57 




F.xnn 


24 . . 82 












Seq. No. 


33699 






Seq. ID 


OJ000251_24 .0218 


.C25 


Gene No. 


69867 






Strand 






Start 


43 






End 


206 




Name 


OJ000251 24 


. 0218 . 


C25 ol od 


Mpthod 


AAT /GAP 




Start 


43 ~ 






End 


206 




GI 


2798312 






Score 


294 




Pvnn s 

J—J 1 1 


43. .206 












Seq. No. 


33700 






Seq. ID 


OJ000251_24.0218 


.C26 


Gene No. 


69868 






Strand 






Start 








End 


2.19 ... 




Name 


O.aaQ025.1..,2.4..QZL8^C2.6...ol..±m™. 


Mpt hnd 


TBLASTX • MajLz.e 




Start- - - ■ - 


7 5 






End 


2i*4 ; . -. 




GI 


none 






Score 


237 




J— i w no 


75 212 80 


211 


86 . .214 








Seq. No. 


33700 






Seq. ID 


OJ000251_24 .0218 


.C26 


Gene No. 


69868 






Strand 






Start 


75 






End 


219 




Name 


OJ000251 24 


.0218. 


C26.ol- tc 


Mpt h nd 






Start 


80 






End 


219 




GI 


none 






S core 


192 




E vnn *5 


80. .211, 87 


. .212, 


88. .219 








Seq. No. 


33700 






Seq. ID 


OJ000251_24 .0218 


C26 


Gene No. - 


- 69868 






Strand 






Start 


75 






End 


219 




Name 


OJ000251 24 


.0218. 


C26.ol. tw 


Mpthnd 


TBLASTX • Whpat 




Start 


80 






End 


209 




GI 


none 






Score 


190 




Exons 


30, .202, 87 


. .200, 


90... 209, 91 


. . 201 


■• 




Seq. No.- 


337 01' 






Seq J ID 


OJ00025i_24 .0218 


C27 


Gene No. 


69869 






Strand 


+ 




Start 


62 






End 


152 




Name 


OJ000251 24 


.0218. 


C27.ol.gs 








Start 


62 






End 


1 s? 




GI 


none 






Score 


. 67 






62. . 152 












Seq. No. 


33702 






Seq. ID 


OJ000251_24 .0218. 


C30 


Gene No. 


69870 






Strand 






Start 


214 






End 


450 




Name 


OJ000251 24 


. 0218 . 


C30.ol.np 


Method 


AAT /NAP 




Start 


214 






End 


450 




GI 


3549652 






Score 


167 





33774 




Exons 


214. .450 








GI Descrip. 


(AJ224982) MAP3K epsilon protein kinase [Arabidopsis thaliana] 


Seq. No. 


33702 


Seq. ID 


OJ000251_24 . 0218 


.C30 


Gene No. 


69870 


Strand 






Start 


214 


End 


450 




Name 


OJ000251_24 .0218 .C30.ol .gs 


Method 


GENSCAN 




Start 


255 


End 


389 




GI 


none 


Score 


. 93 




Exons 


255. .389 








Seq. No. 


33702 


Seq. ID 


OJ000251_24 . 0218 


.C30 


Gene No. 


69870 


Strand 






Start 


214 


End 


450 




Name 


OJ000251 24 . 0218 .C30 . ol . tm 


Method 


TBLASTX: Maize 




Start 


255 


End 


430 




GI 


none 


Score 


218 




Exons 


255. .389, 256. .390, 308. .430 








Seq. No. 


33702 


Seq. ID 


OJ000251 24.0218 


.C30 


Gene No. 


69870 


Strand 


— 




S.tart , ^ 


: Jl ,14_..„_ ....... ., s ..-. sr 


.. . End _. 


.450 .„ — . 




.-Name •„.> 


„,O,J0OO25.1../24_02l'8...„ci0 . oi..ts _ 


„ ? Method 


-T B LAS.TX.:Sr>.ybean...„ 


- 


Start - 


- 255 ■ - ■ - - - 


- End - ■ - 


390 




GI 


none 


Score 


169 




Exons 


255. .389, 256. .390 








Seq. No. 


33703 


Seq. ID 


OJ000251_27.0218 


. C4 


Gene No. 


69871 


Strand 






Start 


1 


End 


84 




Name 


OJ000251 27.0218.C4.ol.gp 


Method 


AAT/GAP 




Start 


1 


End 


84 




GI 


2799168 


Score 


82 




Exons 


1. .84 








GI Descrip. 


4760545/dbj IBAA77333. 1| 4 . Oe- 


-16 (AB019492) IDN4-GGTR14 


[Homo 




sapiens] 









Seq. No. 33704 
Gene No. 69872 
Start 312 

Name OJ000251_27 . 02 18 . C5 . ol . gp 

Start 312 

QI ; '-".58 67_J..£1Q84 ■ :■ 

Exons ' *' 312'. .402 

GI Descrip. 1 4 64 986/sp | P35132 | UBC9_ARATH 
ENZYME E2-17 KD 9 (UBIQUITIN 
CARRIER PROTEIN 9) (UBCAT4B) 
ubiquitin--proteiri ligase (EC 
thaliana >gi_297 88 4_emb_CAA78 
enzyme homolog [Arabidopsis t 
ubiquitin conjugating enzyme 



Seq. ID OJ000251_27 . 0218 .C5 
Strand + 
End 402 
Method AAT/GAP 
End 4 02 . 

Score, ' "132 " ' _ 

5.0e-58 UBIQUITIN-CONJUGATING 
PROTEIN LIGASE 9) (UBIQUITIN 

>gi_4 21857_pir S32 67 4 

6..3.2.19) UBC9 - Arabidopsis 
714__ (Z14990) ubiquitin conjugating 
haliana] >gi_349211 (L00639) 
[Arabidopsis 1 



Seq. No. 33705 Seq. ID 

Gene No. 69873 Strand 

Start 5549 End 

Name OJ000251_27 . 0218 . C6 . o2 . gs Method 

Start 5549 End 



OJ000251_27. 0218. C6 
+ 

8303 

GENSCAN 

8303 



33775 



GI 

Exons 



none Score . 57 

5549. .5633, 5642. .6014, 6371. .6606, 6645. .6807, 6851. .7017, 
7031.. 7369, 8155. ,8303 



Seq. No. 33705 

Gene No. 69874 

Start 2032 

Name OJ000251_27 . 0218 . C6 . ol . gs 

Start 2032 

GI none 

Exons 2032 . . 2880 



Seq. ID OJ000251_27.0218.C6 
Strand 

End 2880 

Method GENSCAN 

End 2880 

Score . 9 



Seq. No. 33706 

Gene No. 69875 

Start 1647 

Name OJ000251_27 . 0218 . C7 . ol . gs 

Start 1647 

GI none 

Exons 1647.. 1746, 1975.. 1979 



Seq. ID OJ000251_27.0218.C7 
Strand 

End 1979 

Method GENSCAN 

End 1979 

Score .76 



.z i . 



Seq. No. 33707 

£ene^ No. 6987.6. , ...... ^ ._ ...... - 

Ls.tart_ 8i:L-, !L_ 

Name ■ OJ000251j_27-. 0218 .C8 .-ol-.gs 

Start 843 

GI none 
Exons 



Seq. ID OJ000251_27.0218.C8 

T _....S.trand _ , - ^ •.. ; , : ..^.. r „ : --, =rT . 
,_.End_ J 438.— ',. ■ . 1 

--Method GENSCAN 

End 6221 

Score .45 



843. .905, 1232. .1309, 1587. .2536, 3441. .4178, 4201. .4435, 
4592. .4889, 4969. .5099, 5233. .5353, 5425. .5569, 5864. .6221 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



33707 
69876 
843 

OJ000251_27.0218 .C8.ol.np 

1863 

3600044 



Seq. ID OJ000251_27.0218.C8 

Strand + 

End 7 4 98 

Method AAT/NAP 

End 7 4 98 

Score 1713 



1863. .2457, 2746. .4275, 4676. .6197, 7467. .7498 
(AF080119) contains similarity to proteases [Arabidopsis 
thaliana] 



Seq. No. 33707 

Gene .No. 69877 

Start . 6605 

Name" * OJ000251_27,. 0218 . C8 . o7 tm 

Start 1 ' 1962 ' 

GI none 

Exons 1962.. 2264, 1965.. 2267 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



33707 
69877 



Seq. ID OJ000251_27.0218.C8 
Strand 

End 7888 

"Method TBLASTX : Maize • 

End " 2267 . 

Score 206 



33707 
69877 
6605 

OJ000251_27.0218 .C8.o5.tm 
3063 
none 

3063. .3236, 3064. .3258, 3247. .3378- 



Seq. ID OJ000251_27.0218.C8 
Strand 

End 7888 

Method TBLASTX : Mai ze 

End 3378 

Score 195 



Seq. ID OJ000251_27.0218.C8 
Strand 



33776 




Start 


6605 








End 


7888 


Name 


OJ000251 27 


0218 


.C8.o4. 


tw 


Method 


TBLASTX: Wheat 


Start 


3079 








End 


3486 


GI 


none 








Score 


100 


Exons 


3079. .3210, 


3130 


. .3225, 


3247. 


.3339, 3373.. 3486 


Seq. No. 


33707 








Seq. ID 


OJ000251_27 . 0218 .C8 


Gene No. 


69877 








Strand 




Start 


6605 








End 


7888 


Name 


OJ000251 27 


0218 


.C8.o2. 


tc 


Method 


TBLASTX: Cress 


Start 


3298 








End 


3582 


GI 


none 








Score 


186 


Exons 


3298. .3492, 


3496 


. .3582 








Seq. No. 


33707 








Seq. ID 


OJ000251_27.0218.C8 


Gene No. 


69877 








Strand 




Start 


6605 








End 


7888 


Name 


OJ000251 27. 


0218 


.C8.08. 


tm 


Method 


TBLASTX: Maize 


Start 


3388 








End 


3669 


GI 


none 








Score 


170 


Exons 


3388. .3558, 


3397 


. .3558, 


3550. 


.3669, 3571. .3666 


.,Seq .-.No .„ 


lll^iroxJl^L 


— „ — r 


— .--^ 




..Seq... i.cL 


6 joo 0251^21. J6ili.-ca 


Gene No. 


69877 








Strand 




Start 


6605 








End 


7888 


Name 


OJ000251 27. 


0218 


.C8.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


3672 








End 


4133 


GI 


none 








Score 


103 


Exons 


3672. .3779, 


3676 


. .3777, 


3754. 


.4131, 3942. .4133, 4029. .4133 


Seq. No. 


33707 








Seq. ID 


OJ000251__27.0218.C8 


Gene No. 


69877 








Strand 




Start 


6605 








End 


7888 


Name 


OJ000251 27. 


0218 


.C8.o3. 


ts 


Method 


TBLASTX : Soybean 


Start 


3682 








End 


4143 


GI 


none 








Score 


255 


Exons 


3682. .4143 












Seq. No. 


33707 








Seq. ID 


OJ000251_27.0218.C8 


Gene No. 


69877 








Strand 




Start 


66Q5 








End 


7888 .... 


Name 


OJ000251 27. 


0218, C8".ol. 


tc 


Method 


TBLASTX: Cress 


Start ' 










End 


4158 


GI 


none 






* 


Score 


307' 


Exons 


3742. .4158 












Seq. No. 


33707 








Seq. ID 


OJ000251__27.0218.C8 


Gene No. 


69877 








Strand 




Start 


6605 








End 


7888 


Name 


OJ000251 27. 


0218 


C8.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


3808 








End 


4152 


GI 


none 








Score 


312 


Exons 


3808. .4152, 


3933 


.4094 








Seq. No. 


33707 








Seq. ID 


OJ000251_27.0218.C8 


Gene No. 


69877 








Strand 




Start 


6605 








End 


7888 



33777 




Name 


070009^1 97 


091 a 


Pft r^9 *4~ c 


\A /-n 4- Vi /•"k/-} 






4 £ft R ~ 






EjIIQ 


R 1 77 

J X / / 


C T 


J jU Zj £ DU 






Score 


900 


L ' \/ y^v >-\ 


HOOD* . y jDD; 


^oo £ 


qi C1 R007 


R 1 7 7 




\j-L ucotiip> 












Seq. No. 


33707 






Seq. ID 


OJ000251_27.0218.C8 


Gene No. 


69877 






Strand 




Olal L 


uuUJ 






PnH 

Ej I IvJ 


7ftftft 


Name 


n.T0009M 97 


091 ft 


Pft r\& 4-m 


Mot - Vi o/H 


1 OiJrtO 1 A . L Id J. c> c 


q +- -3 v-t- 

OLal L 


479Q — 






JjIIU 




O J. 


none 






Score 


9 

C. O Z) 


LAUilo 


479Q 4QS? 


4 7^0 


4 Q6fi 4 7^ 


4 Q ^7 




Seq. No. 


33707 






Seq. ID 


OJ000251_27.0218.C8 


Gene No. 


69877 






Strand 




O -f- a yf 
O Lai L 


660 s 






Hi I iVJ. 


7ftft ft 


Name 


d.tooo9si 97 


091 ft 


pQ 0 9 -i- w 


Mot Vi r^iH 

VI C L 1 HJ Li 


TRT.A9TY • Wh^sl- 


Qt- a r-f- 


dP SO ~ 








S^ft s 

J J U J 




none 








Q4 

Zf *3 


HiXOHo 


4ftS0 4Qft1 


^007 

J U \J i 


R 1 Q9 S9 M 


S ^ft R 

• J JO J 




-Seq...„.No 


. 3.37.0.7. _ '/„ 






. Seq. ..ID 


lo JO 0 p 2 5 112.7.!, 0.2.1 8 


Gene No. 


69877 - 






Strand 




Q-t- a -r+- 
o LcLX 1_ 








End 


7888 


Name 


n tooo9 s i 9 7 


091ft 


PQ 4- m 

. ^0 .00 . Lill 


Method 


TBLASTX: Maize 


otart 


JUUO 






End 


5424 




none 






Score 


303 . 


Exons 


JUUD • . J ^ J _7 , 


S007 


S9fi1 S991 


.5424, 5278.. 5424 


oeq. in o . 


J J / u / 






Seq. ID 


OJ000251_27.0218.C8 


Gene No. 


69877 






Strand 




Start 


6605 






End 


7888 


Name 


n.T0009m 97 


091 ft 


• .(JO . L. W 


Method 


TBLASTX: Wheat 


oldl I 


R4 97 _ 






End 


5763 




none 






Score 


92 


Exons 


^497 ^^99 


S S9 0 
j j z u 


. . JOI J; JJ JI . 


.5644, 5646. .5684, 5701. .5763 




S7^0 S769 

J / J *J • • J / UZ. 










O c q . LN U . 


^707 
oo / u / 






Seq. ID 


OJ000251_27.0218.C8 


Gene No. 


69877 






Strand 




Start 


6605 






End 


7888 


Ma mo 


O.70009S1 97 

*JJ v U.U Z. J J. i. / 


091 ft 


pQ " -l- m 


Metho'd 


TBLASTX : Mai z.e 


jLdlL 


S4 97 ~~ 

J 4 £ / 






End 


5813 


ul 


none 






Score 


216 


Hjauiio 


R4 9 7 R £4 R 

/ . . J Off J , 


R4 "3 ^ 

J H O O 


• . JUl J; jOflD. 


.5693, 5648. .5692, 5719. .5811 




R74 R Rft 1 ^ 

J / fl J • . JOi J 










J C \J * INU • 


33707 






Seq. ID 


OJ000251_27.0218.C8 


Gene No. 


69877 






Strand 




Start 


6605 






End 


7888 


Name 


OJ000251 27 


0218 


.C8 .ol. ts 


Method 


TBLASTX: Soybean 


Start 


5553 






End 


6143 


GI 


none 






Score 


73 


T7> ,^ ~ 

UAU11 O 


5553 . .5639, 


5731 


..5811, 5739. 


.5810, 58 


14. .6143, 5816. .6142 



Seq. No. 33707 Seq. ID OJ000251_27 . 0218 . C8 



33778 




Gene No. 


69877 




Strand 






Start 


6605 




End 


7888 




Name 


OJ000251 27.0218 


-C8.o2.tm 


Mp t hod 


TBLASTX • Maize 




Start 


5816 ~~ 




End 


614 6 




GI 


none 




Score 


313 




Exons 


5816. . 6145, 5817 


. . 6146 








Seq. No. 


33707 




Seq. ID 


OJ000251_27.0218 


.C8 


Gene No. 


69877 




Strand 






Start 


6605 




End 


7888 




Name 


OJ000251 27.0218 


. C8 . o5 . tw 


Mpt* hod 


TBLASTX • Wheat 




Start 


6005 ~~ 




End 


6211 




GI 


none 




Score 


185 




Exons 


6005.. 6211, 6009 


. . 6185 








Seq. No. 


33707 




Seq. ID 


OJ000251_27.0218 


.C8 


Gene No. 


69877 




Strand 






Start 


6605 




End 


7888 




Name 


OJ000251 27.0218 


•C8.o2.gs 


Method 


GENSCAN 




Start 


6605 ~ 




End 


7888 




GI 


none 




Score 


.73 




Exons. _.. 


6605 ....6670^.7158 


......72.9 6,.. .7.806..,. 


..1888 ... 




Seq. No. 


33708 - 




Seq.- ID 


OJ000251_27.0218 


.C9 ■ 


Gene No. 


69878 




Strand 


+ 




Start 


2555 




End 


3610 




Name 


OJ000251 27.0218 


.C9.ol.gp 


Method 


AAT/GAP 




Start 


2555 




End 


3610 




GI 


1031 1.R1084 




Score 


1997 




Exons 


2555. .3610 










GI Descrip. 


'4760545/dbj IBAA77333.1 | 4.0e- 


-16 (AB019492) IDN4-GGTR14 


[Homo 




sapiens] ' 










Seq. No. 


33708 




Seq. ID 


OJ000251_27.0218 


.C9 


Gene No. 


69878 




Strand 


+ 




Start 


2555 




End 


3610 




Name 


OJ000251 27.0218 


C9.ol.np 


Method 


AAT/NAP 




Start 


2583 




End 


3299 




GI 


2062389 




Score 


1276 




Exons 


2583. .3299 










GI Descrip. 


(U77657 ) pathogene.sis-related 


thaumatin-like protein [Or.yza 




■ sativa] 










Seq. No. 


33708 




Seq. ID 


OJ00025i_27.0218 


.C9 ' - 


Gene No. 


69878 




Strand 


+ 




Start 


2555 




End 


3610 




Name 


OJ000251 27.0218. 


C9.ol.gs 


Method 


GENSCAN 




Start 


2604 




End 


3302 




GI 


none 




Score 


.93 




Exons 


2604 . .3302 










Seq. No. 


33708 




Seq. ID 


OJ000251_27.0218 


.C9 


Gene No. 


69878 




Strand 


+ 




Start 


2555 




End 


3610 




Name 


OOOOU^bl 27.0218. 


C9.ol.tc 


Method 


TBLASTX: Cress 




Start 


2663 




End 


3317 




GI 


none 




Score 


91 





33779 



Exons 2663. .2740, 2667. .2741, 2720. .3001, 2721. .3020, 3051. .3152, 

3059.. 3151, 3132.. 3263, 3273.. 3317 

Seq. No. 33708 Seq. ID OJ000251_27 . 0218 . C9 

Gene No. 69878 Strand + 

Start 2555 End 3610 

Name OJ000251_27 . 0218 . C9 . ol . ts Method TBLASTX: Soybean 

Start 2666 End 3305 

GI none Score 486 

Exons 2666.. 3004, 2667.. 3023, 3042.. 3161, 3059.. 3151, 3162.. 3305, 
3167. .3298 

Seq. No. 33708 Seq. ID OJ000251_27 . 0218 . C9 

Gene No. 69878 Strand + 

Start 2555 End 3610 

Name OJ000251_27 . 0218 . C9 . ol . tm Method TBLASTX: Maize 

Start 2669 ' End 3302 

GI none Score 457 

Exons 2669.. 3004, 2670.. 3017, 3042.. 3302, 3077.. 3301 

Seq. No. 33708 Seq. ID OJ000251_27 . 0218 . C9 

Gene N.Q.. ; ... 6.9878....... „_._..*. r:j _. . .... ........ .Strand..,, , , , 

*S£art„_. 2555 '11.11.'. ^1.^.11 „End. r 1^1 . 3610 Jl^ll. '^111111111111 

Name- OJ0 002 5 1^27 .0-218 .- G9vol tw- Method- TBLASTX: Wheat ■ - - 

Start 2675 End 2966 

GI none Score 434 

Exons 2675.-2965, 2676.. 2966 

Seq. No. 33709 Seq. ID OJ000251_27 . 0218 . C10 

Gene No. 69879 Strand + 

Start 276 End 2506 

Name OJ000251_27 . 0218 . C10 . ol . gs Method GENSCAN 

Start 276 End 2506 

GI none Score .43 

Exons 276. .391, 1043. .1160, 2005. .2113, 2481. .2506 

Seq. No. 33709 Seq. ID OJ000251_27 . 0218 . C10 

Gene No. 69880 Strand 

Start 1 End 5318 

Name OJ000251_27 . 0218 . C10 . ol . np Method AAT/NAP 

Start 1 End . 5318 ... 

GI. -24 94 630 Score '99 

Exons- 1.^9, 1.246. .1353, : 4007. T4153, 5268. .5318 * . ... " - ' * 

GI Descrip. GLYCERALDEHYDE 3-PHOSPHATE. DEHYDROGENASE, .TESTIS-SPECIFIC 
(GAPDH) gi | 2117532 |pir I 1 149681 glyceraldehyde-3-phosphate 
dehydrogenase (EC 1.2.1.12) - mouse gi|567204 (M60978) 
glyceraldehyde 3-phosphate dehydrogenase [Mus musculus] 

Seq. No. "., 33709 Seq. ID OJ000251_27 . 0218 . C10 

Gene No. 69880 Strand 

Start 1 End 5318 

Name OJ000251__27 . 0218 . C10 . ol . gp Method AAT/GAP 

Start 2727 End 2924 

GI 2227_1.R1084 Score 275 

Exons 2727.. 2924 

GI Descrip. 1 6006355/db j | AP000559 . 1 | AP000559 2.0e-56 Oryza sativa genomic 
DNA, chromosome 6, clone : P04 93C1 1 1 



33780 



Seq. No. 


33709 




Seq. ID 


OJ000251 


_27 


.0218 


.C10 


Gene No. 


69880 




Strand 










Start 


1 




End 


5318 








Name 


OJ000251 27. 0218. CIO. o2 


. qs 


Method 


GENSCAN 








Start 


3068 


End 


4351 








GI 


none 




Score 


1 








Exons 


3068.. 4351 














Seq. No. 


33710 




Seq. ID 


OJ000251_ 


_27 


.0218 


.Cll 


Gene No. 


69881 




Strand 


+ 








Start 


1657 




End 


4037 








Name 


OJ000251 27.0218.Cll.ol. 


QS 


Method 


GENSCAN 








Start 


1657 




End 


2890 








GI 


none 




Score 


. 64 








Exons 


1657. .1711, 1940. .2059, 


2382. 


.2657, 2730.. 2890 








Seq. No. 


33710 




Seq. ID 


OJ000251_ 


_27 


0218 


.Cll 


Gene No . 


69881 




Strand 


+ 








Start 


1657 




End 


4037 . 








Name 


OJ000251 27.0218.Cll.ol. 


np 


Method 


AAT/NAP 








Starts, ..... ....... 


. 2355... „ _ .... 




,.End.., 


.4037.,....,.,. 








...GI- .... 


6.53.958.8 . l.„ Z J... Z..Z.',, Z 




^Score.,_,-. : _ 










Exons 


2355.. 2673, 398 4 . .4037' ■■ 














GI Descrip. 


( AP000837 ) hypothetical 


protein [Oryza 


sativa] 








Seq. No. 


33710 




Seq. ID 


OJ000251_ 


_27 


0218 


.Cll 


Gene No. 


69882 




Strand 










Start 


3505 




End 


6288 








Name 


OJ000251 27.0218.Cll.o2. 


gs 


Method 


GENSCAN 








Start 


3505 




End 


6288 








GI 


none 




Score 


. 6 








Exons 


3505. .3728, 6279. . 6288 














Seq. No. 


33711 




Seq. ID 


OJ000251_ 


21 . 


0218 


.C12 


Gene No. 


69883 




Strand 


+ 








Start 


1086 




End 


2180 - 








Name 


OJ000251 27.0218.C12.ol. 


gs 


Method 


GENSCAN 








Start' 


1086 




End 


2180 








GI 


none 




Score 


.63 








Exons 


108.6.. 1206, 2.143... 2180 














Seq. No. ■ 


33711 ' ' 




Seq. ■ ID 


OJOO'02'Sr 


27 . 


0218 


.-C12- 


Gene No. 


69884 ' ~ ' 




Strand 


+ 








Start 


.5277 




End 


21814 








Name 


OJ000251 27.0218.C12.o5. 


np 


Method 


AAT/NAP 








Start 


5277 


End 


21814 








GI 


5917664 




Score 


107 








Exons 


5277. .5343, 10488. .10548 


, 10865. .11022, 


11954 . . 12232, 






17377. .17552, 21758. .218 


14 













GI Descrip. (AF159296) extensin-like protein [Lycopersicon esculentum] 



Seq. No. 33711 Seq. ID 

Gene No. 69884 Strand 

Start 5277 End 

Name OJ000251_27 . 0218 . C12 . o2 . np Method 

Start 9264 End 



OJ000251_27.0218.C12 
+ 

21814 

AAT/NAP 

12992 



33781 



GI 


5732048 


Score 


86 






Exons 


9264.. 9292, 10559 .. 11007, 12954.. 12992 








GI Descrip. 


(AF147262) contains similarity to the 


Pfam family PF00646 - 




F-box domain; score=10.1, E- 


=1.2, N=l [Arabidops 


is thaliana] 


Seq. No. 


33711 


Seq. ID 


OJ000251 


27 . 0218 


. C12 


Gene No. 


69884 


Strand 


+ 






Start 


5277 


End 


21814 






Name 


OJ000251 27.0218.C12,o4.gs 


Method 


GENSCAN 






Start 


10485 


End 


18250 






GI 


none 


Score 


.4 






Exons 


10485. .10927, 11010. .11119, 


12236. .12386, 14344 


. . 14466, 






15227. .15516, 15596. .15662, 


15955. .16122, 16923 


. .17108, 






18136. .18250 










Seq. No. 


33711 


Seq. ID 


OJ000251 


_27.0218 


. C12 


Gene No. 


69885 


Strand 


+ 






Start 


21999 


End 


22179 






Name 


OJ000251 27.0218.C12.o5.gp 


Method 


AAT/GAP 






Start 


21999 


End 


22179 






GI 


15870 2.R1084 


Score. 


251 






. Exons ^. ... ,. iV _ 


21999. .2217,9.-,,, _ _ 










JGL -Descrip, 


12 87A0 3 /.db jj JD 1 A 83.8 ^ 






branching enzyme 1 ' - ■ 










Seq. No. 


33711 


Seq. ID 


OJ000251 


27 . 0218 


.C12 


Gene No. 


69886 


Strand 


+ 






Start 


29612 


End 


37984 






Name 


OJ000251 27.0218.C12.o7.gs 


Method 


GENSCAN 






Start 


29612 


End 


37984 






GI 


none 


Score 


.43 






Exons 


29612. .29816, 314 00 .. 31508 , 


33015. .331 


05, 33133 


. .33221, 






33758. .34120, 34 660 347 90 , 


35573. .356 


64, 36258 


. .36509, 






37479. .37572, 37 635 . ..3798 4 










Seq. No. 


33711 


Seq. ID 


OJ000251_ 


_27.0218 


C12 


Gene No. 


69886 


Strand 


+ 






Start 


29612 


End 


37984 






Name 


OJ000251 27.0218.C12.o6.np 


Method 


AAT/NAP 






Start 


32693 


End 


34411 






GI 


6721512 


Score. 


54 






Exons 


32693. .32794, 3282 1 . 3292 9, 


32967. .33081, 3^367 


. .34411 . 




GI Descrip. 


. (AP0010721/ .hypothetical protein [Oryza 


sativa] 






Seq. No. 


33711 


Seq. ID 


OJ000251_ 


_27.0218. 


C12 


Gene No. 


69886 


Strand 


+ 






Start 


29612 


End 


37984 






Name 


OJ000251 27.0218.C12.o7.np 


Method 


AAT/NAP 






Start 


33309 


End 


33838 






GI 


6539585 


Score 


125 






Exons 


33309. .33480, 33765.. 33838 










GI Descrip. 


(AP000837) hypothetical protein [Oryza 


sativa] 






Seq.- No. 


33711 


Seq. ID 


OJ000251_ 


_27.0218. 


C12 


Gene No. 


69887 


Strand 


+ 






Start 


40232 


End 


45036 






Name 


OJ000251 27.0218.C12.o6.gp 


Method 


AAT/GAP 







33782 




Start 


40022 


End 


40387 






GI 


none 


Score 


663 






Exons 


40022. .40387 










Seq. No. 


33711 


Seq. ID 


OJ000251_ 


_27.0218 


.C12 


Gene No. 


69887 


Strand 


+ 






Start 


40232 


End 


45036 






Name 


OJ000251 27.0218.C12.o9.gs 


Method 


GEN SCAN 






Start 


• 40232 


End 


45036 






GI 


none 


Score 


. 69 






Exons 


40232. .40387, 4 0996 .. 4 1385, 


41406. .41574, 41900 


. .42071, 






42331. .42462, 4 3520 .. 4 3721 , 


44451. .44635, 44706 


. .45036 




Seq. No. 


33711 


Seq. ID 


OJ000251_ 


_27.0218 


.C12 


Gene No. 


69887 


Strand 


+ 






Start 


40232 


End 


45036 






Name 


OJ000251 27.0218.C12.o7.gp 


Method 


AAT/GAP 






Start 


40413 


End 


40785 






GI 


3090603 


Score 


707 






Exons 


40413. .40785 










Seq,...,Np J .. , ... r 


.,33711.. , , . r , f . 


jSeq., ( .ID. 


..0 JO 00,2.5.1 


ff -27„_._021.8 


..C12. 


.G.ene,_No^: w '.. 


_6 9 887 -1^;, " ,. 'S..,: Z 1\Z ,," 


„._.s£rand,.„ 








Start - 


40232 - - • 


End • 


45036 






Name 


OJ000251 27.0218.C12.o8.np 


Method 


AAT/NAP 






Start 


41138 


End 


41529 






GI 


4966370 


Score 


128 






Exons 


41138. .41292, 41386. .41529 










GI Descrip. 


(AC006341) >F3O9.30 [Arabidopsis thaliana] 






Seq. No. 


33711 


Seq. ID 


OJ000251_ 


_27.0218 


.C12 


Gene No. 


69888 


Strand 








Start 


3725 


End 


7963 






Name 


OJ000251 27.0218.C12.ol.gp 


Method 


AAT/GAP 






Start 


3474 


End 


3810 






GI 


5005357 


Score 


506 






Exons 


3474. .3810 










Seq. No. 


33711 


Seq. ID 


OJ000251_ 


_27.0218 


.C12 


Gene No. 


69888 


Strand 








Start 


.3725 


End 


7963 . 






Name 


OJ000251 27.0218.C12.o2.gs 


Method 


GENSCAN 






Start 


3725" 


■ End 


4719 ... 






GI 


none 


Score 


.92 






Exons 


3725. .4401, 4494. .4719 










Seq. No. 


33711 


Seq. ID 


OJ000251_ 


_27.0218 


.C12 


Gene No. 


69888 


Strand 








Start 


3725 


End 


7963 






Name 


OJ000251 27.0218.C12.ol.np 


Method 


AAT/NAP 






Start 


3731 


End 


7246 






GI 


398845 


Score 


2179 






Exons 


3731. .4401, 4494. .4763, 6853 


. .7246 








GI Descrip. 


(X74654) beta3 tubulin [Zea 


mays] 








Seq. No. 


33711 


Seq. ID 


OJ000251_ 


_27.0218 


.C12 


Gene No. 


69888 


Strand 









33783 




Start 


3725 




End 


7963 








Name 


OJ000251 27.0218.C12.o3.gs 




Method 


GENSCAN 








Start 


6698 ., r 




End 


7963 








GI 


none 




Score 


.86 








Exons 


6698.. 6780, 6853.. 7120, 7143. 


.7318, 7951.. 7963 








Seq. No. 


33711 




Seq. ID 


OJ000251 


27 


. 0218 


. \^ J. £. 


Gene No. 


69888 




Strand 










Start 


3725 




End 


7963 








Name 


OJ000251 27.0218.C12.o2.gp 




Method 


AAT/GAP 








Start 


6868 




End 


7071 








GI 


568536 




Score 


302 








Exons 


6868. .7071 














GI Descrip. 


629838/pir| IS43326 2.0e-09 


tubulin beta-4 chain 


- maize 






>gi_416145 (L10635) beta-4 


tubulin [Zea mays] 








Seq. No. 


33711 




Seq. ID 


OJ000251_ 


_27 


.0218 


. C12 


Gene No. 


69888 




Strand 










Start 


3725 




End 


7963 








Name 


OJ000251 27.0218.C12.o3.gp 




Method 


AAT/GAP 








Start 


7081 




End 


7355 








.GI^ . ^. . 


. 220. 15.R1084 . .. 




, Score . 


.,550. 








JExQris..- '_ 


.. 1QB1 73 5,5__-. L. ~ .1..., 1L 














GI Descrip. 


f 398845/emb|CAA5271-8 | -2 . Oe- 


24 


■(X74654) 


bet a 3 tubulin [Zea mays] 


Seq. No. 


33711 . 




Seq. ID 


OJ000251_ 


_27 


0218 


.C12 


Gene No. 


69889 




Strand 










Start 


10994 




End 


11141 








Name 


OJ000251 27.0218.C12.o3.np 




Method 


AAT/NAP 








Start 


10994 




End 


11141 








GI 


6688685 




Score 


43 








Exons 


10994. .11141 














GI Descrip. 


(AJ132139) 2-hydroxyphytanoyl 


-CoA lyase [Mus musculus] 




Seq. No. 


33711 




Seq. ID 


OJ000251_ 


_27. 


0218 


.C12 


Gene No. 


69890 




Strand 










Start 


11414 




End 


12719 








Name 


OJ000251 27.0218.C12.o4.np 




Method 


AAT/NAP 








Start 


11414 




End 


12719 








GI 


6815099 




Score 


77 








Exons 


11414 . . 11525, 12 654 . . 12719 














GI Descrip. 


(AP001081) hypothetical protein [Oryza 


sativa] 


* 






Seq. No. " ' 


33711 




Seq'. lb 


OJ000251_ 


_27. 


0218 


.C12* , 


Gene No. 


69891 




Strand 










Start 


18428 




End 


20630 








Name 


OJ000251 27.0218.C12.o5.gs 




Method 


GENSCAN 








Start 


18428 




End 


20630 








GI 


none 




Score 


.52 








Exons 


18428. . 18608, 20578. .20630 














Seq. No. 


33711 




Seq. ID 


OJ000251_ 


27. 


0218. 


C12 


Gene No. 


69892 




Strand 










Start 


21865 




End 


21945 








Name 


OJ00025I 27.0218.C12.o4.gp 




Method 


AAT/GAP 








Start 


21865 




End 


21945 








GI 


38012 1.R1084 




Score 


103 









33784' 



Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



21865. .21945 

'4097947/gb|U72255|OSU72255 2 
beta-1, 3-glucanase precursor 



. Oe-23 Oryza sativa 

(Gns9) gene, complete cds ' 



33711 
69893 
38476 

OJ000251_27.0218.C12.ol.tc 
3789 
none 

3789. .4400, 3803. .4399, 4477. .4764, 4499. .4702, 4745. .4765, 
6851.. 7252, 6852.. 7253 



Seq. ID OJ000251_27.0218.C12 
Strand 

End 39863 

Method TBLASTX : Cress 

End 7253 

Score 719 



Seq. No. 33711 

Gene No. 69893 

Start 38476 

Name OJ000251_27 . 0218 . C12 . ol . ts 

Start 3789 

GI none 

Exons 3789.. 4400, 3803.. 4399, 4477, 
4745. .4765, 6851. .6970, 6852. 



Seq. ID OJ000251_27.0218.C12 
Strand 

End 39863 

Method TBLASTX : Soybean 

End 6970 

Score 776 

.4764, 4499. .4702, 4504. .4761, 
.6956 



~S..eq..-,N.a, 
Gene No . 
Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



,3371] „ 

69893 : ' - -- 

38476 

OJ000251_27 . 0218 .C12.o3. tw 

3789 

none 

3789.. 3995, 3803.. 3994 

33711 
69893 
38476 

OJ000251_27 . 0218 . C12 . ol . tm 

3789 

none 

3789.. 4400, 3803 
6852.. 7118, 7112 



4399, 4447, 
7312, 7113, 



-Seq.._ID Oja00.25.1_2.7_..02.L8_..niZ. 

Strand • - ■. ■ ■ - ■ — ■• - - "•■ - ~ • 

End 39863 

Method TBLASTX : Wheat 

End 3995 

Score 230 



Seq. ID OJ000251_27.0218.C12 
Strand 

End 39863 
Method TBLASTX : Maize 
End 7312 
Score 914 

.4761, 4477. .4764, 6851. .7138, 
.7292, 7139. .7297 



Seq. No. 33711 

Gene- No. 69893 

Start' 38476 # ' • 

Name OJ000251_27 . 0218 . 012 /o2 . .tw - 

Start ' 4098 ' 

GI none 

Exons 4098.. 4376, 4098.. 4175, 4100, 

Seq. No. 33711 

Gene No. 69893 

Start 38476 

Name OJ000251_27 . 0218 . C12 . ol . tw 

Start 4526 

GI none 

Exons 4526. .4702, .4528. .4764, 4528. 

b«b2. .7250, 7149. .7250 



Seq. ID OJ000251_27.0218.C12 
Strand 

39863. 

TBLASTX-i'faheat 
4376 
354 



End 

Method 
End 
Score- 
.4375 



Seq. ID OJ000251_27.0218.C12 
Strand 

End 39863 

Method TBLASTX : Wheat 

End 7250 

Score 214 

.4764, 4745. .4765, 6851. .7249, 



Seq. No, 



33711 



Seq. ID OJ000251 27.0218.C12 



33785 



Gene No. 


69893 


Strand 






Start 


38476 


End 


39863 




Name 


OJ000251 27 0218 C12 o2 ts 




TRT.ASTX • Snvbpan 




Start 


6971 ~~ 


End 


7250 




GI 


none 


Score 


310 




Kxnns 


6971 . .724 9, 6975 . .7250 








Seq. No. 


33711 


Seq. • ID 


OJ000251_27.0218. 


C12 


Gene No. 


69893 


Strand 






Start 


38476 


End 


39863 




Name 


OJ000251 27 0218 C12 o2 tm 


Mpt hod 


TBLASTX * Mai ze 




Start 


10566 ~ 


End 


10811 




GI 


none 


Score 


274 




Exons 


10566.. 10811, 10572.. 10772 








Seq. No. 


33711 


Seq. ID 


OJ000251_27.0218. 


C12 


Gene No. 


69893 


Strand 






Start 


38476 


End 


39863 




Name 


OJ000251 27.0218.C12.o8.gs 


Method 


GENSCAN 




Start 


38476 


End 


39863 




GI 


none 


Score 


.72 




Exons, . 


33A 1 6 .„. 3 8 68 5 3 8 98 .1. ,.3.9 186,^ 


39673, : ^ 3 9 7 5,6 398 4 8^ . .3 9 8„0 7 _ 





Seq. No.- 

Gene No* 

Start 

Name 

Start 

GI 

Exons 



33712 - - 

69894 
1199 

OJ000251_27 . 0218 . C13 . ol .gs 

1199 

none 

1199. .1356, 3059.. 3162 



-Seq. ID 
Strand 
End 

Method 

End 

Score 



OJ000-251_27-.02I8.C13 
+ 

3162 
GENSCAN 
3162 
.57 



Seq. No. 33712 

Gene No. 69895 

Start 3632 

Name OJ000251_27 . 0218 . C13 . ol . np 

Start 3632 

GI 4581111 

Exons 3632.. 3835, 5597.. 5620 

GI Descrip. (AC005825) putative non-LTR retroelement reverse transcriptase 
[Arabidopsis thaliana] 



Seq. ID OJ000251_27.0218.C13 

Strand + 

End 5620 

Method AAT/NAP 

End 5620 

Score 57 



Seq. '.No. , 33712 

Gene No. - - 69896 * ■ 

Start ' 44 09 

Name OJ000251_27 . 02 18 . CI 3 . o2 . np 

Start 4391 

GI 5852079 

Exons 4391.. 4657, 6637.. 6864 
GI Descrip. (AL117264) zwh0002.1 [Oryza sativa] 



Seq. ID OJ000251_27.0218.C13 
Strand ;■* - 
End " ' "68 64 
Method AAT/NAP 
End 6864 
Score 116 



Seq. No. 33712 

Gene No. 69896 

Start 4409 

Name OJ000251_27 . 0218 . C13 . o2 . gs 

Start 4409 

GI none 

Exons 4409. .4718, 4770. .4827, 4918, 



Seq. ID OJ000251_27.0218.C13 
Strand 

End 6864 

Method GENSCAN 

End 5083 

Score . 68 
.5083 



33786' 



Seq. No. 33713 Seq. ID OJ000251_27 . 02 18 . C14 

Gene No. 69897 Strand + 

Start 502 End 698 

Name OJ000251_27 . 02 18 . C14 . ol . gs Method GENSCAN 

Start 502 End 698 

GI none Score . 97 

Exons 502.. 698 

Seq. No. 33713 Seq. ID OJ000251_27 . 0218 . C14 

Gene No. 69898 Strand + 

Start 7436 End 8813 

Name OJ000251_27 . 02 18 . C14 . o2 . np Method AAT/NAP 

Start 7436 End 8813 

GI 6907088 Score 553 

Exons 7436.. 7573, 7749.-7893, 8350.. 8813 

GI Descrip. (AP001129) hypothetical protein [Oryza sativa] 

Seq. No. 33713 Seq. ID OJ000251_27 . 02 18 . C14 

Gene No. 69899 Strand 

Start 2972 End 8813 
Me.:...w.,.. _OJ£)00251^27,..fi^ ...... Met hod, J3ENSCAN, 

..S£.art..„ JzsH . . - .EncL.. . 3.28.6 Z-~ZZJ~ZL2-J^1 

GI • none Score- .83 - 

Exons 2972.. 3286 

Seq. No. 33713 Seq. ID OJ000251_27 . 0218 . C14 

Gene No. 69899 Strand 

Start 2972 End 8813 

Name OJ000251_27 . 0218 . C14 . ol . np Method AAT/NAP 

Start 3014 End 8813 

GI 5852080 Score 129 

Exons 3014. .3501, 4579. .4654, 8569. .8813 

GI Descrip. (AL117264) zwh0003.1 [Oryza sativa] 

Seq. No. 33713 Seq. ID OJ000251_27 . 02 18 . C14 

Gene No. 69899 Strand . - 

Start 2972 , End 8813 

Name OJ000251_27 . 0218 . C14 . o3 . gs Method GENSCAN 

Start 4524 End 8760 

GI . none Score .72 

Exons. 4524 . .4750, 4764. .4922, 5698 .. 583 # 7, 69?8', . 6986, 8721. .8760. 

Seq. No. 33714' ' ■ Seq> id ' OJ000251_27 . 0218 . C15 

Gene No. 69900 Strand + 

Start 300 End 1998 

Name OJ000251_27 . 0218 . C15 . ol . gs Method GENSCAN 

Start 300 End 1998 

GI none Score .84 

Exons 300.. 408, 837.. 969, 1145.. 1278, 1490.'. 1577, 1773.. 1998 

Seq. No. 33714 Seq. ID OJ000251_27 . 0218 . C15 

Gene No. 69901 Strand 

Start 2338 End 2658 

Name OJU00251_27 . 02 18 . C15 . o2 . gs Method GENSCAN ■ 

Start 2338 End 2658 

GI none Score .91 



33787 



Exons 



2338. .2658 



Seq. No. 


33715 








Seq. ID 


OJ000251 


27.0218.C17 


Gene No. 


69902 








Strand 


+ 




Start 


3215 








End 


4559 




Name 


OJ000251 27 


. 0218 . 


C17 .ol 


ts 


Method 


TBLASTX : 


Soybean 


Start 


3199 








End 


4099 




GI 


none 








Score 


51 




Exons 


3199. . 3243, 


3207 . 


. 3260, 


3256. 


.3318, 3261. .3317, 


3298 . . 3408, 




3299. . 3373, 


3388. 


. 3483, 


3390. 


.3524, 3506. .3562, 


3511. . 3564, 




3578. . 3799, 


3579. 


. 3788, 


3792 . 


.3872, 3799. .3873, 


3799... 3873, 




3876. . 3905, 


3906. 


. 3932, 


3922. 


.4056, 3926.. 4099, 


3941 .. 4063 


Seq. No. 


33715 








Seq. ID 


OJ000251 


27 .0218 ,C17 


Gene No. 


69902 








Strand 


+ 




Start 


3215 








End 


4559 




Name 


OJ000251 27 


.0218. 


C17 . ol 


tc 


Method 


TBLASTX : 


Cress 


Start 


3207 








End 


4099 




GI 


none 








Score 


53 




Exons 


3207 . . 3260, 


3215. 


. 3256, 


3256. 


.3318, 3298. .3408, 


3299. . 3373, 




3388 . . 3483, 


3402. 


. 3479, 


3505.. 


.3564, 3506.. 3562, 


3575. .3784, 





. 35 18 37 99.,... 


■3.57 9.. 


..37 88,.. 


37.9.2... 


.3872, . 379,3-. ...3.8,73,. 


c 3798...,. 38.72, 




1.3J 93^381^ 


-3&.7.J5.. 


..3~90.5^-~ 


3S.Q6." 


.29.32., --3.92.2.. .j 6.5.6,. 


. C ;"3*92.6..l4"aa9. 


Seq. No. 


33715 








Seq. ID 


OJ000251 


27 . 0218 . C17 


Gene No. 


69902 








Strand 


+ 




Start 


3215 








End 


4559 




Name 


OJ000251 27 


.0218. 


C17 . ol . 


tm 


Method 


TBLASTX: 


Maize 


Start 


3207 








End 


4099 




GI 


none 








Score 


68 




Exons 


3207 . . 3260, 


3215. 


. 3259, 


3250. 


.3318, 3261. .3302, 


3299. . 3409, 




3307 . .3408, 


3387 . 


. 3479, 


3388 . 


.3483, 3505. .3564, 


3506. . 3562, 




3578 . . 3799, 


3579. 


. 3788, 


3771 . 


.3872, 3793.. 3873, 


3796. . 3873, 




3876. . 3905, 


3878 . 


.3904, 


3913. 


.4083, 3922.. 4095, 


3923. .4099 


Seq. No. 


33715 








Seq. ID 


OJ000251 


_27.0218.C17 


Gene No. 


69902 








Strand 


+ 




Start 


3215 








End 


4559 




Name 


OJ000251 27 


. 0218 . 


C17.ol. 


np 


Method 


AAT/NAP 




Start 


3215 ~ 








End 


4559 




GI 


5823556 








Score 


627 




Exons 


3215. .4098, 


4 4 98 . 


.4 559 










GI Descripv 


(AF1810-96) 


ferric 


leghemogibbiri 'reductase [Vigna uriguiculata 


Seq. No. 


33715 








Seq. ID 


OJ000251 


_27.0218.C17 


Gene No . 


69902 








Strand 


+ 




Start 


3215 








End 


4559 




Name 


OJ000251 27 


. 0218 . 


C17.ol. 


gs 


Method 


GENSCAN 




Start 


3293 ~~ 








End 


4102 




GI 


none 








Score 


.82 




Exons 


3293. .3380, 


3513. 


.3586, 


3763. 


.3906, 3974. .4102 




Seq. No. 


33715 








Seq. ID 


OJ000251 


_27.0218 .C17 


Gene No. 


69902 








Strand 


+ 




3 1 a £ L 


3215 








End 


4559 




Name 


OJ000251 27 


.0218. 


C17.ol. 


tw 


Method 


TBLASTX: 


Wheat 


Start 


3714 








End 


4009 





33788 



GI 

Exons 



none Score 99 

3714. .3788, 3714. .3791, 3716. .3799, 3771. .3872, 3793. .3873, 

3796. .3873, 3876. .3905, 3878. .3904, 3903. .3932, 3912. .3995, 

3922..3996, 3922. .4008, 3923. .4009 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



33716 
69903 
241 

OJ000251 

241 

none 



20.0218.C2.ol.gs 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000251_20.0218.C2 
+ 

2186 
GENSCAN 
2186 
.56 



241. .1534, 1567. .1980, 2050. .2186 



Seq. No. 33716 Seq. ID OJ000251_20 . 02 18 . C2 

Gene No. 69904 Strand + 

Start 8160 End 8696 

Name OJ000251_20 . 0218 . C2 . ol . gp Method AAT/GAP 

Start 8160 End 8696 

GI 61605_3.R1084 Score 371 

Exons 8160.. 8417, 8663.. 8696 

GI Descrip. * 1402920/emb | CAA66965 | 2.0e-20 (X98321). peroxidase [Arabidopsis 
_ ... ..thaliana ] f 



Seq. No. 

Gene No.. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



33716 
69905 
1 

OJ000251_20.0218.C2.o3.np 
1 

5852175 



Seq. ID OJ000251_20.0218-.C2- 
Strand 

End 14216 

Method AAT/NAP 

End 14216 

Score 102 



1..19, 8931. .9038, 9614. .9662, 10725 .. 108 95 , 14186. .14216 
(AL117265) zhb0005.1 [Oryza sativa] 



33716 
69905 
1 

OJ000251_20.0218 .C2.o2.gs 
2539 ^ 
none 

2539. .2746, 2923. .3110 



Seq. ID OJ000251_20.0218.C2 
Strand 

End 14216 

-Method GENSCAN 

End 3110 
Score . . .'8 



Seq. .No. 
Gene No. 
Start' ' 
Name 
Start 
GI 

Exons 



33716 
69905 

1 • ' * . * 

OJ00'0251_20. 0218 . C2 .b3.gs 

3866 

none 

3866. .4336, 4469. .4657, 477£ 



7290. .7623, 7666. .7789, 7967. .8064 



Seq. ID OJ000251_20.0218 .C2 

Strand . 

Elnd X4216 : 

Method GENSCAN . " 

End 8064 

Score .42 

.5879, 5922. .6786, 6919. .7149, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



33716 
69905 
1 

OJ000251_20.0218.C2.o2.np 
3869 
6539553 
3869. .7773 

(AP000836) Similar to Oryza australiensis retrotransposon RIRE1 



Seq. ID OJ000251_20.0218.C2 
Strand 

End 14216 

Method AAT/NAP 

End 7773 

Score 6403 



33789 




(D85597) [Oryza sativa] gi I 6539590 | dbj | BAA88206 . 1 1 (AP000837) 
Similar to Oryza australiensis retrotransposon RIRE1 (D85597) 
[Oryza sativa] 



Seq. No. 


33716 










Seq. ID 


OJ000251_20.0218 


,C2 


Gene No. 


69905 










Strand 






Start 


1 










End 


14216 




Name 


OJ000251 20 


.0218 


.C2.o2. 


tw 




Method 


TBLASTX: Wheat 




Start 


4005 










End 


4481 




GI 


none 










Score 


328 




Exons 


4005. .4391, 


4043 


. .4390, 


44 


06. 


.4480, 4428. .4481 




Seq. No. 


33716 










Seq. ID 


OJ000251_20.0218 


.C2 


Gene No . 


69905 










Strand 






Start 


1 










End 


14216 




Name 


OJ000251 20 


.0218 


.C2 ,o4 . 


ts 




Method 


TBLASTX: Soybean 




Start 


4133 










End 


4474 




GI 


none 










Score 


87 




Exons 


4133. .4342, 


4212 


. .4337, 


43 


61. 


.4474, 4368..4448 




Seq. No.. 


•33716 










Seq. ID 


OJ000251_20.0218 


. C2 


Gene. No 


.^.6990.5.... 










...Strand...... 




' "* **"* " * 


.Start 












,-EncL .„ „ 


ll4 21621 ".'1*21'. 21 




Name 


OJ000251 20 


.0218 


.C2.o5. 


tm 




Method - 


TBLASTX: Maize • 




Start. 


4353 










End 


4675 




GI 


none 










Score 


152 




Exons 


4353. .4649, 


4355 


. .4651, 


4370. 


.4675 






Seq. No. 


33716 










Seq. ID 


OJ000251_20.0218 


. C2 


Gene No. 


69905 










Strand 






Start 


1 










End 


14216 




Name 


OJ000251 20 


.0218 


. C2.o2. 


ts 




Method 


TBLASTX: Soybean 




Start 


4487 










End 


4832 




GI 


none 










Score 


124 




Exons 


4487. .4831, 


4632 


. .4832 












Seq. No. 


33716 










Seq. ID 


OJ000251_20.0218 


. C2 


Gene "No . 


69905 










Strand 






Start 


1 










End 


14216 




Name 


OJ000251 20 


.0218 


. C2 . o3 . 


tw 




Method 


TBLASTX: Wheat 




Start 


4685 










End 


5230 . 




GI 


. none 










Score 


.50 




Exons 


4685. ,4891, 


4 695 


.".4826, 


48 


86, 


.52*30, 4910. .5083 




Seq. No. 


33716 










Seq. ID 


OJ000251_20.0218 


. C2 


Gene No. 


69905 










Strand 






Start 


1 










End 


14216 




Name 


OJ000251 20 


.0218 


.C2.o2. 


tm 




Method 


TBLASTX : Maize 




Start 


4 7,66 










End 


5231 




GI 


none 










Score 


57 




Exons 


4766. .5230, 


4869 


. .4979, 


4913. 


.5095, 5049.. 5231 




Seq. No. 


33716 










Seg. ID 


OJ000251_20.0218 


.C2 


Gene No. 


69905 










Strand 






Start 


1 










End 


14216 




Name 


OJ000251 20 


0218. 


C2.ol. 


ts 




Method 


TBLASTX : Soybean 




Start 


4901 










End 


5365 





33790 



GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. .No. 
^Gen.e„ .No.. 
Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No'. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 



5509260 Score 58 

4901. .5365, 4920. .4979, 5052. .5147, 5196. .5264 



33716 
69905 
1 

OJ000251_20, 

5012 

none 

5012. .5272 

33716 
69905 
1 

OJ000251_20. 

5285 

none 

5285. .5494, 
5552. . 6040, 

^3371.6. _ 

699,0 5l 1 

1 

OJ000251_20. 

5690 

none 

5690. .5863, 

33716 
69905 
1 

OJ000251_20. 

5876 

none 

5876. .6310, 

33716 . 

69905 

1 

OJ000251_20. 
6041 
none 
' 6041. .6232, 

33716 
69905 
1 

OJ000251_20. 

6098 

none 

6098. .6346, 

33716 
69905 
1 

OJ000251 20. 



0218.C2.ol.tc 



0218.C2.ol.tw 



5286. .5444, 5305. 
5559.. 6032 



0218.C2.o3.ts 
5864. .6088, 5879. 

0218.C2.o4 .tm 
5949. .6101 

0218.C2.o5.tw 
604 1*. .'6235, ■604"6. 

0218.C2.o5.ts 
6329. . 6484 

0218.C2.ol.tm 



Seq. ID OJ000251_20.0218.C2 
Strand 

End 14216 

Method TBLASTX : Cress 

End 5272 

Score 286 



Seq. ID OJ000251_20.0218.C2 
Strand 

End 14216 

Method TBLASTX : Wheat 

End 6040 

Score 169 

.5466, 5311. .5532, 5541. .5903, 



.Seq.. .ID , 0 JO .0.0 251.^2 0.0 2 .18.. £ 2_ 
;Stxand.„ 

End 14216 

Method TBLASTX : Soybean 

End 6088 

Score 77 
.6073, 5910.. 6080 

Seq. ID OJ000251_20.0218.C2 
Strand 

End 14216 

Method TBLASTX: Maize 

End 6310 

Score 76 



Seq. ID OJ000251_20.0218.C2 
Strand 

14216 

TBLASTX: Wheat 
6235 
173 



End 

Method 
End 
Score 
.'6234 



Seq. ID OJ000251_20.0218.C2 
Strand 

End 14216 

Method TBLASTX : Soybean 

End 6484 

Score 89 



Seq. ID OJ000251 20.0218.C2 
Strand 

End 14216 

Method TBLASTX: Maize 



33791 



Start 


6511 


End 


6833 




GI 


none 


Score 


370 




Exons 


6511... 6702, 6512.. 6826, 6513. 


.6806, 6S79..6833 




Seq. No. 


33716 


Seq. ID 


OJ000251 


_20.0218.C2 


Gene No. 


69905 


Strand 


- 




Start 


1 


End 


14216 




Name 


OJ000251 20.0218.C2.o3.tm 


Method 


TBLASTX: 


Mai ze 


Start 


7331 ~ 


End 


7644 




GI 


none 


S core 


272 




Exons 


7331.. 7636, 7335.. 7634, 7336. 


.7644 






Seq. No. 


33716 


Seq. ID 


OJ000251 


_20.0218.C2 


Gene No. 


69905 


Strand 


- 




Start 


1 


End 


14216 




Name 


OJ000251 20 0218 C2 o4 tw 


Method 


TBLASTX: 




Start 


7392 ~~ 


End 


7779 




GI 


none 


Score 


218 




Exons 


7392. .7649, 7393 7779. 7394 


.7768 






Seq.. No. 


33716 


Seq. ID 


OJ000251 




Gene No . 


. 69905 , 


. Strand..^. 






Start 




..End. f 


.-1421.6"™ 




Name 


OJ000251 -20.0218.C2-.o2.gp - 


Method ■ 


AAT/GAP 




Start 


9410 


End 


9638 




GI 


101153 1.R1084 


Score 


355 




Exons 


9410. .9638 








GI Descrip. 


, 5852170/emb|AL1172 65. 1 10ST17 


804 l.Oe- 


115 Oryza 


sativa 




indica (GLA4 ) genomic DNA, chromosome 4 


, BAC clone: tl7804 ' 


Seq. No. 


33717 


Seq. ID 


OJ000251 


_20.0218.C3 


Gene No. 


69906 


Strand 


+ 




Start 


594 


End 


3738 




Name 


OJ000251 20.0218.C3.ol.gs 


Method 


GENSCAN 




Start 


594 


End 


3738 




GI 


none 


Score 


.78 




Exons 


594. .649, 3008. .3038, 3595. .3738 






Seq. No. 


33717 


Seq. ID 


OJ0002'51 


_20.0218.C3 


Gene No. 


69907 


Strand 






Start 


8114 


End 


9647 




Name 


OJ000251 20.021B.C3" o2..gs ' 


Method 


GENSCAN 




Start % 


8114 ; : *;; " 


End 


. 9'64 7 ' 




GI' 


none 


.Score 


64 




Exons 


8114. .8316, 8401. .8554, 8742. 


.8837, 8944. .9049, 


9271. .9405, 




9433. .9647 








Seq. No. 


33718 


Seq. ID 


OJ000251_ 


_20.0218.C4 


Gene No. 


69908 


Strand 






Start 


1 


End 


1760 




Name 


OJ000251 20.0218.C4.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


1760 




GI 


6721547 


Score 


507 




Exons 


1..893, 1690. .1760 








Gl Descrip. 


(APUU1073) Similar to Oryza sativa gene for Pib 


. (AB013448) 


Seq. No. 


33718 


Seq. ID 


OJ000251_ 


_20.0218.C4 



33792 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



69908 Strand 

I End 
OJ000251_20.0218 .C4 .ol.tc Method 

II End 
none Score 



1760 

TBLASTX: Cress 

1126 

81 



11. .205, 299. .343, 374. .547, 566. .724, 1007. .1126 



33718 
69908 
1 

OJ000251_20.0218 .C4 .ol . tm 
32 

none 



Seq. ID OJ000251_20.0218.C4 
Strand 

End 1760 

Method TBLASTX : Mai ze 

End 494 

Score 91 



32. .151, 33. .161, 126. .284, 144. .281, 155. .292, 161. .286, 
293. .490, 309. .494, 351. .494* 



Seq. No. 33718 

Gene No. 69908 

Start 1 

Name OJ000251_20 . 0218 . C4 . ol . gs 

Start 57 

GI . none.. ... - 

.Exons- ,^-_5.7-..JLi.Z^^ 



Seq. ID OJ000251_20.0218.C4 
Strand 

End 1760 

Method GENSCAN 

End 1548 

.Score ....99. . .. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



33718 
69908 
1 

OJ000251_20.0218.C4 .ol.tw 

137 

none 



Seq. ID OJ000251_20.0218.C4 
Strand 

End 1760 

Method TBLASTX : Wheat 

End 601 

Score 63 



137. .277, 137. .277, 299. .343, 312. .581, 350. .595, 377. .601 



33718 
69908 
1 

OJ000251_20.0218.C4.ol.ts 

383 

none 



Seq. ID OJ000251_20.0218.C4 
Strand 

End 1760 

Method TBLASTX : Soybean 

End 1120 

Score 37 



383. .538, 408. .470, 551. .703, 561. .704, 773. .829, 792. .830, 
1022. .1120 



Seq. No. 33719 ■ - ' 

Gene' No. "' 69909 

Start 1428* •* 

Name OJ000251_20 . 0218 . C5 . ol . gs 

Start 1428 

GI none 

Exons 1428. .1517, 1785. .1894 



Seq. ID OJ000251_20.0218.C5 

Strand +. 

End " * 18 94 

Method GENSCAN 

End 1894 

Score .57 



Seq. No. 33719 

Gene No. 69910 

Start 3469 

Name OJ000251_20 . 0218 . C5 . o2 . gs 

Start 3469 

GI none 
Exons 



Seq. ID OJ000251__20. 0218.C5 

Strand + 

End 8929 

Method GENSCAN 

End 8669 

Score .44 



3469. .3617, 6529. .6612, 7485. .7721, 7779. .7910, 8364. .8472, 
8550. .8669 



33793 



# 



• 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



20. 0218. C5 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

..GI. pes crip.. 

Seq: No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



337X9 . Seq. ID 

69910 Strand 
34 69 End 
OJ000251_20 . 0218 . C5 . o3 . np Method 
6661 End 
5922620 • Score 

6661. .6798, 7144. .7168, 7799. .7832, 8225 
(AP000492) EST D15357 (C0514 ) corresponds 
predicted gene.; hypothetical protein [Oryza sativa] 
gi|6016853|dbj IBAA85196.il (AP000570) EST D15357 (C0514 ) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



OJ000251_ 
+ 

8929 
AAT/NAP 
8929 
345 

.8519, 8690. .8929 
to a region of the 



33719 Seq. ID 

69911 Strand 

1 End 

OJ000251_20.0218.C5.ol.np Method 

1 End 

6539570 Score 



OJ000251_20.0218.C5 

6387 
AAT/NAP 
6387 
218 



1..64, 93. .254, 1132. .1207, 4026. .4172, 5948. .6001, 6181. .6387 

JAP0pA8-36.)_ hypothetical^ r>ro ; tein_{ r Qr.yz.^ 



33719 - 

69912 
6523 

OJ000251_20.0218 .C5.o2.np 
6523 
6630699 
6523. .6621, 7811. .7867 

(AP000969) hypothetical protein [Oryza sativa] 
gi I 6721536 | dbj | BAA8 9566. 1 | (AP001073) hypothetical protein 
[Oryza sativa] 



Seq-. ID 

Strand 

End 

Method 

End 

Score 



OJ000251_20 . 0218 .C5 

7867 
AAT/NAP 
7867 
101 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



33720 Seq. ID OJ000251_20 . 0218 . C6 

69913 Strand + 

1 End 1244 

OJ000251_20 . 0218 . C6 . ol . np Method AAT/NAP 

1 . End 994 

5922620 Score 168 

1. .120, 852. .994 
' (AP000492) EST D15357 (C0514 ) corresponds to a region .of the 
predicted. gene. ; hypothetical -protein, [Oryza sativa] • ■ 
gi | 6016853 | dbj ] BAA8 5 i §'6 1 I (AP000570) EST D15351 {C0514 > 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



33720 Seq. ID OJ000251 

69913 Strand + 

1 End 1244 

OJ000251_20 . 0218 . C6 . ol . gs Method GENSCAN 

715 End 1244 

none Score .48 

715. .997, 1139. .1244 



20. 0218. C6 



Seq. No. 
Gene No. 



33720 
69914 



Seq. ID 
Strand 



OJ000251 20. 0218. C6 



33794 



Start 1133 End 1210 

Name OJ000251_20 . 0218 . C6 . o2 . np Method AAT/NAP 

Start 1133 End 1210 

GI _ 6630699 Score 95 
Exons 1133.. 1210 

GI Descrip. (AP000969) hypothetical protein [Oryza sativa] 

gi|6721536|dbj IBAA89566.il (AP001073) hypothetical protein 
[Oryza sativa] 



Seq. No. 33720 Seq. ID 

Gene No. 69915 Strand 

Start 2854 End 

Name OJ000251_20 . 0218 . C6 . o2 . gs Method 

Start 2854 End 

GI none Score 

Exons 2854.. 3007, 3783.-3829 



OJ000251_20.0218.C6 

3829 
GENSCAN 
3829 
.98 



Seq. No. 33721 

Gene No. 69916 

Start 4074 

Name OJ000251_20 . 0218 . C7 . o3 . gs 

Start . ..4 07A ^ ... ■„.....,..„.,, , 

,GJ .^.^^ nona ...^ ; 

Exons 4074-. -. 4373, 5082. -. 5234 ■ 



Seq. ID 

Strand 

End 

Method 

fc End^, , 
^cor.GL^ 



OJ000251_20.0218.C7 
+ 

5234 
GENSCAN 

.5234 

. t .5.a , 



Seq. No. 33721 

Gene No. 69917 

Start 6511 

Name OJ000251_20 . 0218 . C7 . o4 . gs 

Start 6511 

GI none 

Exons 6511.. 6540, 6648. .6698, 7612. 

8792. .8918, 9128. . 9335 



Seq. ID OJ000251_20.0218.C7 

Strand + 

End 9335 

Method GENSCAN 

End 9335 

Score .59 

.7658, 7984. .8054, 8341. .8526, 



Seq. No. 33721 Seq. ID 

Gene No. 69918 Strand 

Start 10395 End 

Name OJ000251_20 . 0218 . C7 . o5 . gs Method 

Start 10395 End 

GI none Score 

Exons 10395. .10532, 12158.. 12340 



OJ000251_20.0218.C7 
+ 

25576 
GENSCAN 
12340 
.63 



Seq. • No . ' 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



33721 

69918 " ' " ; 
10395 

OJ000251_20.0218 .C7.o2.np 

10967 

2792222 



Seq, ID OJ000251 2a. 0218, C7 



Strand 
End 

Method 

End 

Score 



+ 

25576 
AAT/NAP 
24874 
327 



10967. .10990, 14098. .14577, 24560. .24874 

(AF032689) NBS-LRR type resistance protein [Oryza sativa] 



33721 Seq. ID 

69918 Strand 

10395 End 

OJ00025i_20. 0218 .07 .06. gs Method 

13594 End 

none Score 



OJ000251_20.0218.C7 
+ 

25576 
GENSCAN ■ 
17378 
.78 



33795 



Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



13594 .. 14550, 15279 .. 15421 , 15756 .. 15869, 15962 .. 16382 , 
16546. . 16794, 16840 17134 , 17227. .17378 



33721 



Seq. ID OJ000251_20.0218 .C7 



69918 Strand + 

10395 End 25576 

OJ000251_20 . 0218 . C7 . o3 . np Method AAT/NAP 

21139 End 25576 

2213598 Score 97 
21139. .21167, 25216.. 25576 
(AC000348) T7N9.18 [Arabidopsis thaliana] 



33721 Seq. ID 

69918 Strand 
10395 End 
OJ000251_20 . 0218 . C7 . ol . gp Method 
21733 End 
uC-osroM202024h08al Score 
21733. .21799 

, 5852170/emb|AL117265.1 IOST17804 5.0e-84 Oryza sativa 
indica(GLA4) genomic DNA, chromosome 4, BAC clone :tl7804 



OJ000251_20.0218.C7 
+ 

25576 
AAT/GAP 
21799 
83 



Sea Nn 


33721 


..Seq. ID.. 


^.njnp.Q25±„2Q^L.21&^CJ„. 




69918 


Strand 




Start 


10395^ 


End 


25576 


Name 


OJOOOPSI 90 0?1fl CI nfi rr<? 


Method 


GENSCAN 


Start 


24536 ~ 


End 


25355 


GI 


none 


Score 


.97 


Exons 


24536. .25355 






Seq. No. 


33721 


Seq. ID 


OJ000251_20.0218.C7 


Gene No. 


69919 


Strand 




Start 


1 


End 


1221 


Name 


OJ000251 20.0218.C7.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


1221 


GI 


6721549 


Score 


212 


Exons 


1..103, 546. .1221 






GI Descrip. 


(AP001073) Similar to Disease 


resistance " gene homolog 9N. 




(AF105140) [Oryza sativa] 






Seq. No. 


33721 


Seq. ID 


OJ000251__20.0218.C7 


Gene No. 


69919 ' ' 


Strand 




Start'. 


1 , . • • ' • '• 


End . p "'. - 


1221 \ .. 


Name 


OJ000251 '20.0218. C7.ol.gs " 


Method 


GENSCAN 


Start 


329 


End 


1185 


GI 


none 


Score 


.76 


Exons 


329. .1185 






Seq. No. 


33721 


Seq. ID 


OJ000251_20.0?18.C7 


Gene No. 


69920 


Strand 




Start 


1936 


End 


2826 


Name 


OJ000251 20.0218.C7.ol.tm 


Method 


TBLASTX: Maize 


Start 


787 


End 


1156 


GI 


none 


Score 


70 


Exons 


787. .945, 787. .1056, 953. .1042 


, 1052.. 


1156, 1054. .1146 



Seq. No. 



33721 



Seq. ID OJ000251 20. 0218. C7 



33796 



Gene No. 


69920 








Strand 




Start 


1936 








End 


2826 


Name 


OJ000251 20. 


0218 


.C7.o2. 


QS 


Method 


GENSCAN 


Start 


1936 








End 


2826 


GI 


none 








Score 


.5 


Exons 


1936. .2349, 


2534 


. .2581, 


2758 


. .2826 




Seq. No. 


33722 








Seq. ID 


OJ000251 


Gene No. 


69921 








Strand 




Start 


544 








End 


1323 


Name 


OJ000251 20. 


0218 


.C8.ol. 


gs 


Method 


GENSCAN 


Start 


544 








End 


1323 


GI 


none 








Score 


.47 


Exons 


544. .703, 784. .1323 








Seq. No. 


33723 








Seq. ID 


OJ000251 




69922 








C -t- 


_!_ 
T 


Start 


1474 








End 


1671 


Name 


OJ000251 20. 


0218 


.C9.ol. 


gs 


Method 


GENSCAN 


Start 


1474 








End 


1671 


GI 


none 








Score 


.76 


Exons^...^.^ 


,14 7 4.,._L671, 












Seq. - No. 


33724 ■ 








Seq. ID 


OJ000251 


Gene No. 


69923 








Strand 


+ 


Start 


1 








End 


710 


Name 


OJ000251 20. 


0218 


.ClO.ol 


.np 


Method 


AAT/NAP 


Start 


1 








End 


691 


GI 


6002794 








Score 


225 


Exons 


1..28, 440.. 


691 










GI Descrip. 


(AF149813) unknown [Oryza sativa] 




Seq. No. 


33724 








Seq. ID 


OJ000251_ 


Gene No. 


69923 








Strand 


+ 


Start 


1 








End 


710 


Name 


OJ000251 20. 


0218 


ClO.ol 


.gs 


Method 


GENSCAN 


Start 


457 








End 


710 


GI 


none 








Score 


. 53 


Exons 


457. .710 












Seq. No. 


33724 








Seq. ID 


OJ000251_ 


Gene No. 


69924 








Strand 


+ ' 


Start * . - 


.2681.. 








.. 'End . . 


.3397.. ' 


Name 


OJ000251. 20. 


0218. 


Ci'0..o'2 


.gs 


Method 


GENSCAN ' 


Start 


2681 








End 


3397 


GI 


none 








Score 


.54 



Exons 



2681. .3397 



Seq. No. 33724 Seq. ID 

Gene No. 69925 Strand 

Start 4197 End 

Name OJ000251_20 . 0218 . C10 . ol . gp Method 

Start 4193 End 

GI none Score 

Exons 4193. .4547, 4665. .4byb 



OJ-000251_20. 0218. C10 
+ 

6823 
AAT/GAP 
4696 
721 



Seq. No. 



33724 



Seq. ID OJ000251 20. 0218. C10 



33797 



Gene No. 


69925 




Strand 


+ 






Start 


4197 




End 


6823 






Name 


OJ000251 20.0218 .CIO. o3 


. as 


Method 


GENSCAN 






Start 


4197 ~~ 


End 


6823 






GI 


none 




Score 


.56 






Exons 


4197. .4547, 4575. .4692, 


4787 . 


.4876, 5002. .5094, 5324. .5450, 




5728 .. 5913, 6626. . 6729, 


6756. 


. 6823 








Seq. No. 


33724 




Seq. ID 


OJ000251 20 


.0218 


.CIO 


Gene No. 


69926 




Strand 








Start 


7754 




End 


10213 






Name 


OJ000251 20. 0218. CIO. o4 


,gs 


Method 


GENSCAN 






Start 


7754 




End 


10213 






GI 


none 




Score 


. 64 






Exons 


7754. .8125, 10032. .10213 










Seq. No. 


33725 




Seq. ID 


OJ000251 20 


0218 


Cll 


Gene No. 


69927 




Strand 


+ ~ 






Start 


317 




End 


2268 






Name 


OJ000251 20.0218.Cll.ol 


.gs 


Method 


GENSCAN 






Start 


317 




End 


2268 






GI„,_ 


... none.,. . ... .... „^._„ . .... _. . 




. r JSc ore _ 


47 






.-Exons 


„„,.3.1X...3£2.^„633....„65.6^..1ai5„ 


._96a f ^Z0.6.....22 


£ 8 , 






Seq. No. 


33725 




Seq. ID 


OJ0002S1 20 


0218 




Gene No. 


69928 




Strand 








Start 


3447 




End 


4235 






Name 


OJ000251 20.0218.Cll.o2 


.gs 


Method 


GENSCAN 






Start 


3447 




End 


4235 






GI 


none 




Score 


.99 






Exons 


3447. .3504, 3898. .4235 












Seq. No. 


33725 




Seq. ID 


OJ000251 20 


0218. 


Cll 


Gene No. 


69929 




Strand 


+ 






Start 


6488 




End 


8849 






Name 


OJ000251 20.0218.Cll.ol 


.np 


Method 


AAT/NAP 






Start 


6488 




End 


8849 






GI 


5922634 




Score 


88 






Exons 


6488. .6619, 8816. .8849 












GI Descrip. 


(AP000492) hypothetical 


protein [Oryza 


sativa] 








gi | 6016867 | dbj | BAA85210 


1| (AP000570) 


hypothetical 


protein 




■ [Oryza sativa] 












Seq. No. 


33725 




Seq. ID 


Oj0b0251_20. 


0218 . 


Cll 


Gene No. 


69930 




Strand 








Start 


7381 




End 


11328 






Name 


OJ000251 20.0218.Cll.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


3927 




End 


4169 






GI 


none 




..Score 


59 






Exons 


3927. .3980, 3966. .4112, 


3986. 


.4096, 4113. .4169 






Seq. No. 


33725 




Seq. ID 


OJ000251_20. 


0218. 


Cll 


Gene No. 


69930 




Strand 








Start 


7381 




End 


11328 






Name 


OJ000251 20.0218.Cll.o4. 


gs 


Method 


GENSCAN 






Start 


7381 




End 


11328 






GI 


none 




Score 


.66 







33798 



# 



Exons 



7381. .7739, 9314. .9452, 11290. .11328 



Seq. No. 33726 Seq. ID 

Gene No. 69931 Strand 

Start 14774 End 

Name OJ000251_20 . 0218 . C12 . o5 . gs Method 

Start 14774 End 

GI none Score 
Exons 



OJ000251_20 . 0218 . C12 
+ 

21711 
GENSCAN 
21711 
. 67 



14774 . 
21599. 



.15025, 16056. 
.21711 



,17240, 17349. .17498, 17612. .17792, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons ' 



33726 Seq. ID. 

69931 Strand 

14774 End 

OJ000251_20.0218 .C12 .o3.np Method 

14798 End 

6642651 Score 



OJ000251_20.0218.C12 
+ 

21711 
AAT/NAP 
18991 
1578 



14798. .15025, 16056. 
18837. .18991 



,17240, 17349. .17498, 17612 17808, 



GI Descrip. (AC012395) unknown protein [Arabidopsis thaliana] 



Seq... ID.. ,QJ00025I_20U -Q2^.C12 . 



,Seg. No... ,_ v ... .33726,, . ._,^, t ,.^..,,.._ 

,.G.ene_No. __,__6a9.3.2~ ^ , __.S/trancL ±. 

Start -23306 End - 26913 - ; 

Name OJ000251_20 . 0218 . C12 . 06 . gs Method GENSCAN 

Start 23306 End 25543 

GI none Score .69 

Exons 23306. .23614, 2374 8 .. 2384 3, 2444 6 .. 24631, 24839 .. 24 991 , 
25508.. 25543 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



33726 
69932 
23306 

OJ000251_20.0218.C12.o4.np 

23315 

4455302 



Seq. ID OJ000251_20.0218.C12 

Strand + 

End 26913 

Method AAT/NAP 

End 26913 

Score 4 67 



23315. .23639, 2374 6 .. 2384 3, 24 527 .. 24 631 , 24 839 .. 24 991 , 
26296. .26390, 2 64 63 .. 2 6595 , 26887.. 26913 



GI Descrip. (AL035528) putative protein [Arabidopsis thaliana] 



Seq. No. . 33726 Seq. ID 

Gene No.. 69933 Strand 

Start; ; . ' '118- . - V \ ■ . End 

Name * OJ000251_20 . 0218. C12 . ol . gs* Method 

Start 118 End 

GI none , Score 

Exons 118.. 2269, 3455.. 3505 



OJ000251_20.0218.C12 

7246 . , 

GENSCAN 

3505 

.74 



Seq. No. 33726 .. Seq. ID 

Gene No. 69933 Strand 

Start 118 End 

Name OJ000251_20 . 0218 . C12 . ol . np Method 

Start 1238 End 

GI 2792238 Score 

Exons 123 tf . , 'Z2S4, 6212 . . 6637 

GI Descrip. (AF032697) NBS-LRR type resistance protein [Oryza sativa] 



OJ000251_20.0218.C12 

7246 
AAT/NAP 
6637 
626 



33799 



Seq. No. 33726 Seq. ID 

Gene No. 69933 Strand 

Start 118 End 

Name OJ000251_20 . 0218 . C12 . o2 . gs Method 

Start 6194 End 

GI none Score 

Exons 6194 . .7246 



OJ000251_20 . 0218 .C12 

7246 
GENSCAN 
7246 
. 94 



Seq. No. 33726 

Gene No. 69934 

Start 7688 

Name OJ000251__20 . 0218 . C12 . o3 . gs 

Start 7688 

GI none 

Exons 7688.. 7790, 7856.. 7969, 8330. 



Seq. ID OJ000251_20.0218.C12 
Strand 

End 8697 

Method GENSCAN 

End 8697 

Score .46 
.8512, 8612.. 8697 



Seq. No. 33726 
Gene No. 69935 
Start 10746 

Name OJ000251_20 . 0218 . C12 . o4 . ts 

Start 1802 

GI. , ; . ..none. ... . „_..,__.....„. . 
2139. .2201 



Seq. ID OJ000251_20.0218.C12 
Strand 

End 14475 

Method TBLASTX : Soybean 

End 2287 

Score...... , .4.2 w .. . .^. lt ■...^- JB _^ .„ 

2.0.62,,...' .laasL.Jio eb^^ins^izMi^ 



Seq. No. 33726 

Gene No. 69935 

Start 10746 

Name OJ000251_20 . 0218 . C12 . o2 . tm 

Start 1844 

GI none 

Exons 1844.. 1918, 1886.. 2260, 1992. 
6404 . . 6616 



Seq. ID OJ000251_20.0218.C12 
Strand 

End 14475 

Method TBLASTX : Mai ze 

End 6616 

Score 85 

.2201, 6218.. 6277, 6272.. 6454, 



Seq. No. 33726 Seq. ID 

Gene No. 69935 Strand 

Start 10746 End 

Name * OJ000251_20 . 0218 . C12 . o2 . np Method 

Start 10746 End 

GI • 6815052 Score 

Exons 10746. . 11468, 11505 .. 1164 3, 12429 

13789. .13206, 14174 .. 14244,, 1.4318 



OJ000251 20.0218.C12 



14475 
AAT/NAP 
14475 
1489 
12521, 13389. 
14475 



13489, 



G'l "Descrip. '(AP001080) hypothetical protein [Oryza " 'sativa-J 



Seq. No. 33726 

Gene No. 69935 

Start 10746 

Name OJ000251_20 . 0218 . C12 . ol . tw 

Start 11713 

GI none 

Exons 11713. . 12003, 11723 .. 11965 , 
12025. . 12204 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000251_20.0218.C12 
14475 

TBLASTX: Wheat 

12204 

78 



12021. .12170, 12025. .12165, 



Seq. 

Gene t 
Start 
Name 



No. 33726 
10746 

OJ000251 20.0218.C12.o3.ts 



Seq. ID 

Strand 

End 

Method 



OJ000251_20. 0218 .C12 
14475 

TBLASTX: Soybean 



33800 




Start 


11788 






End 


12159 




GI 


none 






Score 


69 




Exons 


11788, 


,.12012, 11791. 


.12003, 


12022. . 12159 




Seq. No. 


33726 






Seq. ID 


OJ000251_20 . 0218 


.C12 


Gene No. 


69936 






Strand 






Start 


16062 






End 


16391 




Name 


OJ000251 20.0218.C12 


.ol.ts 


Method 


TBLASTX : Soybean 




Start 


16062 






End 


16391 




GI 


none 






Score 


460 




Exons 


16062. 


,.16391, 16067. 


.16390 








Seq. No. 


33726 






Seq. ID 


OJ000251_20.0218 


.C12 


Gene No. 


69937 






Strand 






Start 


17115 






End 


17787 




Name 


OJ000251 20.0218.C12 


.o2 . tc 


Method 


TBLASTX: Cress 




Start 


17115 






End 


17787 




GI 


none 






Score 


103 




Exons 


17115. 


.17240, 17329. 


.17412, 


17346. .17456, 1734 6 .. 17423, 






17348. 


.17428, 17602. 


.17778, 


17603. .17749, 17607 .. 17777 , 






17608. 


.17787 










.Seq...,.-No_. ; 


.„332Z6 . 






Seq.. ...ID... 


..'.0 JOO 0 25 1^2£U.6zi3. 


Lei ? 


Gene No . - 


69937- 






Strand 






Start 


17115 






End 


17787 




Name 


OJ000251 20.0218.C12, 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


17388 






End 


17781 




GI 


none 






Score 


136 




Exons 


17388. 


.17498, 17389., 


.17508, 


17390. .17485, 17 601 .. 17777 , 






17603. 


.17749, 17605., 


.17781, 


17610. .17780, 17611. .17781 




Seq. No. 


33726 






Seq. ID 


OJ000251_20.0218 


.C12 


Gene No. 


69938 






Strand 






Start 


23745 






End 


26604 




Name 


OJ000251 20.0218.C12, 


.o2 . ts 


Method 


TBLASTX: Soybean 




Start 


23745 






End 


26583 




GI 


none 






Score 


84 - 




Exons 


23745. 


.23810, 23745.. 


.23816, 


24523. .24630, 24524 24 643, 






24524 . 


.24631, 24911.. 


.24991, 


24940. .25005, 2 628 1 . . 26364 






26305. 


.26376, 26465.. 


.26578, 


26467 . .265! 


33, 26487.. 26582 




S^q. No. 


33726- 






Seq. '. ID 


0 J 00 02 5 1_2 0^0*2 18' 


.C12 


Gene ".No. 


69938' 




' . ■ - 


Strand 






Start 


23745 






End . 


26604 




Name 


OJ000251 20.0218.C12. 


, o3 . tm 


Method 


TBLASTX: Maize 




Start 


23748 






End 


26604 




GI 


none 






Score 


69 




Exons 


23748. 


.23810, 24524.. 


,24634, 


24526. .24633, 24 904 .. 25005, 






24908. 


.24991, 26281.. 


,26361, 


26411. .26575, 2644 6 26595, 






26448. 


.26600, 26464.. 


,26604 








Seq. No. 


33726 






Seq. ID 


OJ000251_20.0218 


.C12 


Gene No. 


69938 






Strand 






Start 


23745 






End 


26604 




Name 


OJ000251 20.0218.C12. 


ol.tc 


Method 


TBLASTX: Cress 




Start 


24866 






End 


26601 




GI 


none 






Score 


105 





33801 




Exons 24866. .24991, 24 925 25005, 26281 .. 2637 6, 26311 26361, 

26446.-26598, 26463 26597, 26518.. 26601 



Seq. No. 


33727 


Seq. ID 


OJ000251_20.0218 


-C13 


Gene No. 


69939 


Strand 


+ 




Start 


1 


End 


1357 




Name 


OJ000251 20.0218.C13.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


1345 




GI 


4455302 


Score 


511 




Exons 


1..40, 286. .469, 982. .1098, 


1193. .1345 






GI Descrip. 


(AL035528) putative protein 


[Arabidopsis thaliana] 




Seq. No. 


33727 


Seq. ID 


OJ000251_20.0218 


.C13 


Gene No. 




Strand 


+ 




Start 


1 


End 


1357 




Name 


OJ000251 20.0218 .C13.ol.gs 


Method 


GENSCAN 




Start 


337 ~~ 


End 


1357 




GI 


none 


Score 


. 9 




Exons 


337. .469, 1163. .1357 








Seq. No. ■ 


33727 


Seq. ID 


OJ000251_20. 0218 


.C13 


,Gene. No... 


„ .69940 „ . . _ . .„ ....... 


Strand ...... 






^Start 


" J426 - - 








Name 


OJ000251 20.0218 .G13.-ol.gp 


• Method 


AAT/GAP - - 




Start 


1426 ~ 


End 


1748 




GI 


2312728 


S core 


611 




Exons 


1426. .1748 








Seq. No. 


33727 


Seq. ID 


OJ000251_20.0218 


.C13 


Gene No . 


69941 


Strand 


+ 




Start 


2701 


End 


2966 




Name 


OJ000251 20.0218.C13.o2.gs 


Method 


GENSCAN 




Start 


2701 


End 


2966 




GI 


none 


Score 


. 95 




Exons 


2701. .2781, 2919. .2966 








Seq. No. 


33727 


Seq. ID 


OJ000251_20.0218 


. C13 


Gene No . 


69942 


Strand * 


- . 




Start 


3956 


End 


5008 




Name 


OJ000251 20.0218.C13.o3.gs 


Method 


GENSCAN 




Start 


3956 


End 


5008 




GI 


none „ " • 


Score 9 ' 


. 94 




Exo'ris ' 


; 3956. .5008 - 








Seq. No. 


33727 


Seq. ID 


OJ000251_20.0218 


. C13 


Gene * No . 


69943 


Strand 






Start 


4933 


End 


5216 




Name 


OJ000251 20 0218 C13 o2 tm 

V-/ U v V \J w -L. ^* \J * \J -L. \J * _L J • V_/ £^ * will 


Method 


TBLASTX: Maize 




Start 


289 


End 


469 




GI 


none 


Score 


283 




Exons 


289. .468, 290. .469 








Seq. No. 


33727 


Seq. ID 


OJ000251_20.0218 


.C13 


Gene No. 


. 69943 


Strand 






S Lart 


4933 


End 


5216 




Name 


OJ000251 20.0218.C13.ol.ts 


Method 


TBLASTX : Soybean 




Start 


337 


End 


1339 





33802 




GI none Score 150 

Exons 337. .471, 338. .472, 979. .1095, 980. .1138, 981. .1094, 1192. .125 
1193.. 1261, 1237.. 1329, 1250.. 1339 

Seq. No. 33727 Seq. ID OJ000251_20 . 0218 . C13 

Gene No. 69943 Strand 

Start 4933 End 5216 

Name OJ000251_20 . 0218 . C13 . ol . tc Method TBLASTX : Cress 

Start 428 End 1375 

GI none Score 82 

Exons 428. .472, 975. .1100, 979. .1095, 982. .1113, 987. .1100, 
1192. .1344, 1193. .1375 

Seq. No. 33727 Seq. ID OJ000251_20 . 0218 . C13 

Gene No. 69943 Strand 

Start 4933 End 5216 

Name OJ000251_20 . 0218 . C13 . ol . tm Method TBLASTX : Maize 

Start 979 End 1342 

GI none Score 163 

Exons 979. .1095, 981. .1094, 1192. .1341, 1196. .1342 

.Seq. . No 33727. ^. wv .Seq. JD.^OJQ 00.2 51^20.. 021^C13^__„ 
.Gene ...N.o...^_„- Jff .„6SSl3 r ..^-,-, e -> »-^. r ..,.™.sirand__™r: ... _1L Zl'l 

Start- - 4933- •■ •■■ - End - 5216- 

Name ■ OJ000251_20 . 0218 . C13 . o2 . np Method AAT/NAP 

Start 4933 End 5216 

GI 6721518 Score 81 

Exons 4933.. 5216 

GI Descrip. (AP001072) Similar to NBS-LRR-like protein cD7 . ' (AF098 970 ) 
[Oryza sativa] 

Seq. No. 33728 Seq. ID OJ000251_20 . 0218 . C15 

Gene No. 69944 Strand 

Start 20 End 64 9 

Name OJ000251_20 . 0218 . C15 . ol . np Method AAT/NAP 

Start 20 End 649 

GI 5103193 Score 1073 

Exons 20.. 649 

GI Descrip. (AP000342) transposase of TnlO [Plasmid R100] 

gi | 5738084 | gb | AAD50242 . 1 | AF162223_1 (AF1 62223) ISlO-left 
transposase [Shigella flexneri] 

... 

Seq-. -No. 33729 -. ; -.'Seq. ID OJ000251_2O . 0218 . CI 6- 

Gene No. 69945 ' ' Strand 

Start 128 End 435 

Name OJ000251_20 . 0218 . C16 . ol . np Method AAT/NAP 

Start 128 End 435 

GI 2792238 Score 126 

Exons 128 . .435 

GI Descrip. (AF032697) NBS-LRR type resistance protein [Oryza sativa] 

Seq. No. 33730 Seq. ID OJ000251_20 . 0218 . C18 

Gene No. 6994 6 Strand + 

Start 1 End 476 

Name OJ0002 5 I_20 . 02 18 . CI 8 . ol . np Method AAT/NAP 

Start 1 End 476 

GI 6539553 Score 755 



33803 




Exons 1 . .47 6 

GI Descrip. (AP000836) Similar to Oryza australiensis retrotransposon RIRE1 
(D85597) [Oryza sativa] gi | 6539590 | dbj | BAA88206 . 1 1 (AP000837) 
Similar to Oryza australiensis retrotransposon RIRE1 (D85597) 
[Oryza sativa] 



Seq. No. 


33730 




Seq. ID 


OJ000251 20.0218 


. C18 


npnp No 


69946 




Strand 


+ 




Start 






End 


47 6 




Name 


OJ000251 20.0218.C18.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


1 




End 


242 




GI 


none 




Score 


236 




F.ynn s 


1 240 6 242 










Sea No 


33730 




Seq. ID 


OJ000251 20.0218 


. C18 




69946 




Strand 


+ 




Start - 


1 




End 


47 6 




Name 


OJ000251 20.0218.C18.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


114 




End 


471 




GI 


none 




Score 


74 






114 167 IIS 189 ITS 

ill i • 1U ' / XX,J..X(J_7j X X -J • 


1 9S 

. X Z? -J f 


or*4 464 


904 47 0 20S 


4 71 




20S 471 






■~ - " - * 


- 


Sen • • No 


33730 • ■ - 




Seq. ID - 


OJ00 0-251- 20- 0218 


v C 1 8 




U ^ Z> rk \J 




St* ranH 






Start 


1 




End 


476 




Name 


OJ000251 20.0218.C18.ol. 


ts 


Method 


TBLASTX: Soybean 




Start 


121 




End 


4 62 




GI 


none 




Score 


q n 






121 2^4 • 147 991 


4 6? 


2S8 

L JO . ■ JO J 






Sea No 


33731 




Seq. ID 


OJ000251 20 0218 


. C19 




69947 




St - ranH 






Start 


624 




End 


1013 




Name 


OJ000251 20.0218.C19.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


90 




End 


533 




GI 


none 




Score 


88 




l—t *\ 1 1 o 


90 224 246 368 378 


533 










33731 




JCtj . X u 








69947 




St ranrl 

J Li. ui 1H 






Start 


624 




End 


1013- 




Name 


-OJ000251 20.0218-.C19.ol? 


gs ■ 


Method 


'GENSCAN ' ■ 




Start 


624 . 




End 


1013 




GI 


none 




Score 


.86 




Exons 


624. .1013 










Seq. No. 


33732 




Seq. ID 


OJ000251_20.0218 


.C23 


Gene No. 


69948 




Strand 






Start 


296 




End 


609 




Name 


OJ000251 20.0218.C23.ol. 


np 


Method 


AAT/NAP 




Start 


296 




End 


609 




GI 


728832 




Score 


406 




Exons 


296. .609 










GI Descrip. 


**** ALU SUBFAMILY SB WARNING 


ENTRY **** 




Seq. No. 


33733 




Seq. ID 


OJ000251_20.0218 


.C24 



33804 



Gene No. 69949 Strand 

Start 312 End 365 

Name OJ000251__20 . 0218 . C24 . ol . gs Method GENSCAN 

Start 312 End 365 

GI none Score .42 

Exons 312.. 365 



Seq. No. 33734 Seq. ID 

Gene No. 69950 Strand 

Start 429 End 

Name OJ000251_20 . 0218 . C25 . ol . gs Method 

Start 429 End 

GI none Score 

Exons 429. .575 



OJ000251_20.0218.C25 
+ 

575 

GENSCAN 
575 
. 68 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

..Exons . 

Seq. -No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



33735 Seq. ID 

69951 Strand 

27 End 

OJ000251_20 . 0218 . C26 . ol . gs Method 
27 . End 

none Score - 

.2.7 ......184 ^,242.^323^,,^^.,, : ^.. r .. ss ^ 



OJ000251_20.0218 .C26 
+ 

373 

GENSCAN 

373 

.55 



33736 - - - - ■ - - Seq. ID 

69952 Strand 

154 End 

OJ000251_20 . 0218 . C27 . ol . gs Method 

154 End 

none Score 
154. .249, 383. .487, 502. .618 



OJ000251_20 . 02 18 vC27 - 
618 

GENSCAN 

618 

.96 



Seq. No. 33737 Seq. ID 

Gene No. 69953 Strand 

Start 1 End 

Name OJ000251_20 . 0218 . C30 . ol . np Method 

Start 1 End 

GI . 4585884 Score 

Exons 1 . . 467 

GI Descrip. (AC005850) Hypothetical protein [Arabidopsis thaliana] 



OJ000251_20.0218.C30 

552 . 
AAT/NAP 
467 
88 



Seq. No.. 


33737 










Seq. ID 


OJ000251_ 


20 


0218 


.C30 


Gene No . 


69953 










Strand 










Start ■ . 


1 










• • End 


552- 








Name 


OJ000251 


_20 


.0218.C30 


.ol 


.gs' 


Method 


GENSCAN * 








Start 


54 










End ' 


552 








GI 


none 










Score 


.48 








Exons 


54. .228, 


54! 


3. .552 
















Seq. No. 


33738 










Seq. ID 


OJ000251_ 


20 


0218 


C32 


Gene No. 


69954 










Strand 


+ 








Start 


1 










End 


645 








Name 


OJ000251 


_20 


0218. C32 


.ol 


.np 


Method 


AAT/NAP 








Start 


1 










End 


645 








GI 


6642651 










Score 


311 








Exons 


1 . .293, 


402 


. 64 b 

















GI Descrip. (AC012395) unknown protein [Arabidopsis thaliana] 



33805 



Seq. No. 


33738 


Seq. ID 


OJ000251_20 . 0218 . C32 


Gene No. 


69954 


Strand 


+ 


Start 


1 


End 


645 


Name 


OJ000251 20.0218.C32.ol.gs 


Method 


GENSCAN 


Start 


131 


End 


551 


GI 


none 


Score 


. 5 


Exons 


131. .293, 402. .551 






Seq. No. 


33738 


Seq. ID 


OJ000251 20.0218.C32 


Gene No. 


69954 


Strand 


+ 


Start 


1 


End 


645 


Name 


OJ000251 20.0218.C32.ol.tc 


Method 


TBLASTX: Cress 


Start 


168 


End 


509 


GI 


none 


Score 


103 


Exons 


168. .293, 382. .465, 399. .509, 


399. .476, 401. .481 


O C ^ • IN \J • 


jj / 


Seq. ID 


OJ000251_20.0218.C36 


Gene No. 


69955 


Strand 


+ 


Start 


55 


End 


167 


Name 


OJ000251 20.0218.C36.ol.gs 


Method 


GENSCAN . 


Start 


55 


End 


167 


GJ... 


. none . _._ . 


- -Score. 


72 _.. 


.Exons. 


—aiZ'Ifiiir**."""- 'ZiZ "~ 1 \ 






Seq. No. 


33740 


Seq. ID 


- - - — - - - - - — 

0 J000251_2 1 . 0218 . CI 


Gene No. 


69956 


Strand 


+ 


Start 


1 


End 


1145 


Name 


OJ000251 21.0218.Cl.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


1145 


GI 


4680203 


Score 


851 


Exons 


1..26, 349. .1145 






GI Descrip. 


(AF114171) TNP2-like protein 


[Sorghum 


bicolor] 


Seq. No. 


33740 


Seq. ID 


OJ000251 21. 0218. CI 


Gene No. 


69956 


Strand 


+ 


Start 


1 


End 


1145 


Name 


OJ000251 21.0218.Cl.ol.gs 


Method 


GENSCAN 


Start 


337 


End 


1110 


GI 


none 


Score 


.65 


Exons 


337. .697, 797. .1110 






Seq.' No. 


'337 40 . . ' - • 


Seq. ID 


'OJ0.00251_21.0218.Ci 


Gene No..' 


" 69956 • : : '_ \" 


Strand ' 


+ '"•'*.■' ■ 


Start 


. 1 ... - . . . . . 


End 


1145 


Name 


OJ000251 21.0218.Cl.ol.tw 


Method 


TBLASTX: Wheat 


Start 


643 


End 


1044 


GI 


none 


Score 


92 


Exons 


643. .795, 680. .781, 778. .1029 


, 786. .1028, 787. .1044, 789. .1031, 




797. .1039 






Seq. No. 


33740 


Seq. ID 


OJ000251_21.0218.C1 


Gene No. 


69956 


Strand 


+ 


Start 


1 


End 


1145 


Name 


OJ000251_2 1.0218. CI. ol.ts 


Method 


TBLASTX : Soybean 


Start 


811 


End 


1101 


GI 


none 


Score 


225 



Exons 



ill. .1029, 819. .1025, 1036. .1101 



33806 



Seq. No. 33741 Seq. ID OJ000251_21 . 02 18 . C2 

Gene No. 69957 Strand + 

Start 1 End 841 

Name OJ000251_21 . 0218 .C2 . ol . gp Method AAT/GAP 

Start 1 End 277 

GI 342JL.R1084 Score 455 

Exons 1..277 

GI Descrip. ' 4574406/gb | AAD24042 . 1 | 0.0e+00 (AF121139) RIM2 protein [Ory: 
sativa] 1 



Seq. No. 33741 

Gene No. 69957 

Start 1 

Name OJ000251_21 . 0218 . C2 . ol . np 

Start 1 

GI 4680203 

Exons 1..331 

GI Descrip. (AF114171) TNP2-like protein [Sorghum bicolor] 



Seq. ID OJ000251_21.0218.C2 

Strand + 

End 841 

Method AAT/NAP 

End 331 

Score 384 



Seq. No. 

Gene _ No . 
.Start ,JL 
-•Name - 

Start 

GI 

Exons 



33741 
6.9 9 57 , 

ll _„ r 



Se.q. ID OJ000251_21.0218.C2 

™„End. ,_„8il.^lllIlZ^-ll„l _ 



•OJOG-0251^21". 02-18 ;G2 .-ol . gs Method 

8 End 
none Score 
8. .313, 389. .841 



-GENSCAN - 
841 
. 92 



Seq. No. 


33741 






Seq. ID 


OJ000251_21.0218.C2 


Gene No. 


69958 






Strand 


+ 


Start 


2271 






End 


5888 


Name 


OJ000251 21 


.0218.C2.o2. 


np 


Method 


AAT/NAP 


Start 


2256 






End 


4247 


GI 


4680204 






Score 


809 


Exons 


2256. .3668, 


3760. .4247 








GI Descrip. 


(AF114171) 


hypothetical 


protein [Sorghum bicolor] 


Seq. No. 


33741 






Seq. ID 


OJ000251_21.0218.C2 


Gene No. 


69958 






Strand 


+ 


Start 


2271 






End 


5888 


Name 


OJ000251 21 


.0218.C2.o4 . 


np 


Method 


AAT/NAP 


Start 


2Z56 






End ' 


. 5879 


Gi 


4680204 






Score 


879 


Exons 


2256. .3668, 


.3760. .4775, 


4864 . 


..5037, 5131. .5266,. 5660. .5879 


GI Descrip. 


(AF114171) 


hypothetical 


protein [Sorghum bicolor] 


Seq. No. 


33741 






Seq. ID 


OJ000251_21.0218.C2 


Gene No. 


69958 






Strand 


+ 


Start 


2271 . 






End 


5888 


Name 


OJ000251 21 


.0218.C2.o2. 


gs 


Method 


GENSCAN 


Start 


2271 






End 


5888 


GI 


none 






Score 


.89 


Exons 


2271. .3668, 


3739. .3901, 


4052. 


.4775, 4£ 


164.. 5037, 5131.. 5241, 




5343. .5415, 


5511. .5609, 


5709. 


.5888 





Seq. No. 33741 Seq. ID OJ000251_21 . 02 18 . C2 

Gene No. 69959 Strand + 

33807 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 
.Start. . 

Igl^S P J. 

Exons - - - 



6965 End 7458 

OJ000251_21 . 0218 . C2 . o3 . gp Method AAT/GAP 

6965 End 7458 

576771 Score 824 

6965. .7221, 7248. .7458 

576771/gb|U16256|OSU16256 O.Oe+00 Oryza sativa cone SRI 
sucrose-regulated mRNA, 3' -end sequence 



Seq. ID OJ000251_21.0218.C2 



33741 
69960 
18630 

OJ000251_21.0218.C2.o5.np 
18630 
6573719 
18630. .18907 

(AC009978) T23E18.18 [Arabidopsis thaliana] 



Strand 
End 

Method 

End 

Score 



+ 

18907 
AAT/NAP 
18907 
154 



33741 
69961 
20958 

OJ000251_2 1 . 0218 . C2 . 06 . gs 

20958....... _ : ^ ......... . , 

.aorta r ^ 

•20958 .-.214 97 



Seq. ID 

Strand 

End 

Method 

End. =v „_. 
^S.cor.e 



OJ000251_21.0218.C2 
+ 

21497 
GENS CAN 

21.4 97,. --^^ 

,.-.52 ; „ 



Seq. No. 33741 Seq. ID OJ000251_2 1 . 0218 . C2 

Gene No. 69962 Strand 

Start 6087 End 6193 

Name OJ000251_21 . 0218 . C2 . o2 . gp Method AAT/GAP 

Start 6087 End 6193 

GI LIB3477-003-P1-K1-E9 Score 151 

Exons 6087.. 6193 

GI Descrip. 1 24 98586/sp | Q40638 | MPOljDRYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



33741 Seq. ID 

69963 Strand 

6843 End 

OJ000251_21. 0218 .C2.o3.gs Method 

6843 * End ' 

none Score. 

6843... 6910, 8462.. 8504 ' 



33741 
69964 
18615 

OJ000251_21.0218.C2.o6.np 

18615 

6942018 



OJ000251_21.0218.C2 

8504 
GENSCAN 
8504 
.48 



OJ000251 21. 0218. C2 



Seq. ID 
Strand 

End 22739 
Method AAT/NAP 
End- 22451 
Score 81 
18615. .18726, 2 1 150 .. 21266, 22185. .22451 

(AF216581) AP2 /EREBP-like transcription factor LEAFY PETIOLE 
[Arabidopsis thaliana] 



Seq. No. 
Gene No. 
Start 



33741 
69964 
18615 



Seq. ID 

Strand 

End 



OJ000251 21. 0218. C2 



22739 



33808 




Name 


OJ000251 21.0218.C2.o7.gs 


Method 


GENSCAN 


Start 


21801 ~ 


End 


22739 


GI 


none 


Score 


. 99 


Exons 


21801. .22739 






Seq. No. 


33741 


Seq. ID 


OJ000251 21 . 0218 .C2 


Gene No. 


69965 


Strand 




Start 


22969 


End 


25377 


Name 


OJ000251 21.0218.C2.ol.tw 


Method 


TBLASTX: Wheat 


Start 


1 ~~ 


End 


275 


GI 


none 


Score 


38 


Exons 


1..30, 2. .43, 6. .29, 47. .145, 


52 . .144, 


55. . 147, 125. .271, 




147 . . 275, 148 . . 270 






Seq. No. 


33741 


Seq. ID 


OJ000251_21.0218.C2 


Gene No. 


69965 


Strand 




Start 


£A y by 


End 


O C O H "7 

Zoo 1 1 


Name 


OJ000251 21.0218.C2.ol.tm 


Method 


TBLASTX : Maize 


Start 


7 ~~ 


End 


271 


GI 


none 


Score 


205 


Exons 


7 . . 183, 8 . . 184 , 194 . . 271 






Spq-..-.N.o.. ... 


~'11S3JJlL Zl'lZ """S1ZL11""Z '111, 


„ : Seq_- ID., 


.„Q JO Q.025X„21...Q2±8_C2„ 


Gene No. - 


- 69965 - 


- Strand 




Start 


22969 


End 


25377 


Name 


OJ000251 21.0218.C2.o2.tw 


Method 


TBLASTX: Wheat 


Start 


2877 ~ 


End 


3278 


GI 


none 


Score 


216 


Exons 


2877. .3113, 2877. .3071, 2978. 


.3121, 3108. .3278, 3161. .3277 


Seq. No. 


33741 


Seq. ID 


OJ000251_21.0218.C2 


Gene No. 


69965 


Strand 




Start 


22969 


End 


25377 


Name 


OJ000251 21 . 0218 . C2 . o4 . tw 


Method 


TBLASTX: Wheat 


Start 


3279 ~~ 


End 


3972 


GI 


none 


Score 


60 


Exons 


3279.. 3359, 3381.. 3542, 3600. 


.3671, 3754. .3972 


Seq. No. 


33741 


Seq. ID 


OJ000251_21.0218.C2 


Gene No. 


69965 


Strand 




Start 


22969 


End 


25377 


Name 


OJ000251 21.0218. C2.o3.tw 


Method 


TBLASTX: Wheat . 


"start- 


4551 " ~ 


End*' 


5209 


GI 


none 


Score 


57 


Exons 


4551. .4619, 4552. .4617, 4850. 


.5050, 48 


62. .5047, 5128. .5202, 




5129 5209 






Seq. No. 


33741 


Seq. ID 


OJ000251_21.0218.C2 


Gene No. 


69965 


Strand 




Start 


22969 


End 


25377 


Name 


OJ000251 21.0218.C2.o7.np 


Method 


AAT/NAP 


Start 


22969 


End 


25377 


GI 


5596677 


Score 


54 


Exons 


22969. .23003, 24037 24313, 25324. .25377 


til Descrip 


(X94581) ORF [Dioscorea alata 


bacilliform virus] 


Seq. No. 


33742 


Seq. ID 


OJ000251_21.0218.C3 



33809 



Gene No. 


69966 


Strand 


+ 






Start 


4825 


End 


14176 






Name 


OJ000251- 21.0218.C3.o2.gs 


Method 


GENSCAN 






Start 


4825 


End 


14176 






GI 


none 


Score 


.75 






Exons 


4825. .5022, 6719. .6940, 7834 


..7865, 8327. .8462, 


8547. .8717, 




8869. .9100, 12138. .12239, 13282. .13544 


, 13826.. 


1 4 1 7fi 




Seq. No. 


33742 


Seq. ID 


OJ000251 


21 . 0218 


C3 


Gene No. 


69967 


Strand 


+ 






Start 


23214 


End 


25269 






Name 


OJ000251 21.0218.C3.o5.gs 


Method 


GENSCAN 






Start 


23214 


End 


25269 






GI 


none 


Score 


.79. 






Exons 


23214. .23235, 24065 .. 24193, 


24961. .25061, 25069 


. .25269 




Seq. No. 


33742 


Seq. ID 


OJ000251 


_21.0218. 


C3 


Gene No. 


69968 


Strand 


+ 






Start 


25947 


End 


26094 






Name 


OJ000251 21.0218.'C3.o3.gp 


Method 


AAT/GAP 






Start 


25947 


End 


26094 






GI . . „ 


. uC-psflcypl7.7g0Jal . 


r Score.,,,^ 


241... 






.Exons 


„_25,9JJ. ! ._2,6.0k4^.il_ 1. . _.".._.1L 











GI- Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



1 4884864/ gb | AAD3184 6 . 1 | AF133530_1 4.0e-12- (AF133530) water 
channel protein MipH [Mesembryanthemum crystallinum] ■ 



33742 Seq. ID 

69969 Strand 
27397 End 
OJ000251_21 . 0218 . C3 . o3 . np Method 
27397 End 
6691716 Score 

27397. .28281, 2847 9 .. 28 654 , 

29450. .29561, 29712 .. 29816, 



OJ000251_21.0218.C3 
+ 

30337 
AAT/NAP 
30334 
2291 



28736. .29003, 29180 .. 29374 , 
29889. .30334 
(AP000492) hypothetical protein [Oryza sativa] 
gi I 6691717 | dbj IBAA89397.il (AP000570) hypothetical protein 
[Oryza sativa] 



Seq. No. 33742 Seq. ID 

Gene No. 69969 Strand 

Start 27397 . , End 

Name OJ000251_21 . 0218 . C3 . o6 Igs Method 

Start ' "27397 ' ' End-' ■ 

GI none Score 

Exons 27397 . .27526, 27 94 7 . . 2828 1 , 28368 

29450. .29639, 29712 .. 29816, 29889 



'OJ000251 
+ 

30337 
GENSCAN. 
30337 
.74' 

29067, 29187. 
30337 



21. 0218. C3 



.29374, 



Seq. No. 33742 

Gene No. 69970 . : 

Start 3089 

Name OJ000251_21 . 0218 . C3 . ol . gs 

Start 3089 

GI none 

Exons 3089.. 3736, 3847.. 4149 

Seq. No. 33742 

Gene No. 69971 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000251_21.0218.C3 

4149 
GENSCAN 
4149 
. 9 



Seq. ID OJ000251_21.0218 .C3 
Strand 



33810 



Start 


11202 


End 


20453 


Name 


OJ000251 21.0218.C3.ol.np 


Method 


AAT/NAP 


Start 


11202 


End 


19174 


GI 


6523547 


Score 


267 


Exons 


11202. .11229, 11607. .11951, 


12010. .12084, 12144. .12236, 




14786. .15027, 19071. .19174 






GI Descrip 


(AJ242540) hydroxyproline-rich glycoprotein DZ-HRGP [Volvox 




Lai Ucll J_ . ildydilcnsiS J 






Seq. No. 


33742 


Seq. ID 


OJ000251_21.0218.C3 


Gene No. 


fiQQ7 1 


Strand 




Start 


11202 


End 


20453 


Name 


OJ000251 21.0218.C3.o3.gs 


Method 


GENSCAN 


Start 


i uuy j 


End 


20453 


GI 


llUi its 


Score 


.91 


Exons 


IfiDD^ 16466 16609 17907 


17906. . 17981, 18026. .18200, 




901 6S ' 9Dd ^ 






Seq. No. 


^^7 4 9 


Seq. ID 


OJ000251_21.0218.C3 


Gene No. 


CQQ7 o 


Strand 




Start 


21887 


End 


22342 - • 


Name 


.._. r OJ000251,. 21 P218...C3.. o4 ..gs.^. 


.._Method..„ 


• GENSCAN, „,„ 


.Start , 


_ 21887 


ZEncL^L 


,. 2.2.3..42_: — - " 


GI 


none 


Score - 


-.67- • - 


Exons 


91RR7 99199 999QR 99*^49 






Sea. No 


^7 4 9 


Seq. ID 


OJ000251_21.0218.C3 


Gene No. 


U _7 _7 / O 


Strand 




Start 


?06SR 


End 


33753 


Name 


OJ000251 21.0218.C3.o4.np 


Method 


AAT/NAP 


Start 


30658 


End 


33753 


GI 


S Q094 4 S 


Score 


5334 


Exons 


JUOJO . . Jj / jj 






GI Descrip 


^dujuzo jj brio rUL precursor 


[Oryza sativa] 


Seq. No. 


*^?74 9 


Seq. ID 


OJ000251_21.0218.C3 


Gene No. 


6QQ7 4 


Strand 




Start 


33820 


End 


34555 


Name 


OJ000251 21.0218.C3.o4.tm 


Method 


TBLASTX: Maize 


Start 


4 1 4 S 


End 


6599 


GI 


none 


Score 


69 


Exons 


4 1 4 ^ 4 9 "31 4 1 4 R 4 9 "Vl 4 9^0 


..4321, 42 


61. .4317, 4822.. 4989,' 




4R9S -RH9R 4R^fl Rff9 7' RQQQ 


. .607.2, . 6*5 


02. .6597,. 6510. .6599 


Seq. No. 


" 33742 " ■ 


Seq. ID 


OJ000251_21.0218.C3 


Gene No. 


69974 


Strand 




Start 


33820 


End 


34555 


Name 


OJ000251 21.0218.C3.o6.tm 


Method 


TBLASTX: Maize 


Start 


-6710 


End 


6937 


GI 


none 


Score 


233 


Exons 


6710. .6937, 6713. .6853, 6715 


. .6936 




Seq. No. 


33742 


Seq. ID 


OJ000251_21.0218.C3 


Gene No. 


69974 


Strand 




Start 


33820 


End 


34555 


Name 


OJ000251 21.0218.C3.o7.tm 


Method 


TBLASTX: Maize 


Start 


8547 


End 


8999 



33811 



GI 

Exons 



none Score 198 

8547. .8720, 8549. .8719, 8679. .8720, 8867. .8998, 8868.-8996, 
8868.. 8999, 8869.. 8997 



Seq. No. 33742 

Gene No. 69974 

Start 33820 

Name OJ000251_21 . 0218 . C3 . 08 . tw 

Start 27517 

GI none 

Exons " 27517.. 27807 



Seq. ID OJ000251_21.0218.C3 
Strand 

End 34555 

Method TBLASTX : Wheat 

End 27807 

Score 208 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



33742 
69974 
33820 

OJ000251_21 . 0218 . C3 . o5 . tw 

30667 

none 



Seq. ID OJ000251_21.0218.C3 
Strand 

End 34555 

Method TBLASTX : Wheat 

End 31281 

Score 62 



30667. .30804, 3067 1 .. 307 93, 307 90 .. 30948 , 31003 31281 , 
31019. .31120 



. Seq.,. No. 
...Gene. JJo... 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



. .... 33742^. . . 

69-934- ~ 

■ 33820 

OJ000251_21.0218 .C3.o5.tm 

30706 

none 



..Seq... ID ,.,.0^0.0.0.251^21.. 0 ; 21£.rjL^ 
, Strand ,- .. _ „ „ 

End 34 555 ■ ' ------ 

Method TBLASTX: Maize 

End 30939 

Score 102 



30706. .30807, 30707 .. 30808 , 30787 .. 30939, 30788. .30838 



33742 
69974 
33820 

OJ000251_21 . 0218 . C3 . o9 . tm 

31051 

none 



Seq. ID OJ000251_21.0218.C3 
Strand 

End 34555 

Method TBLASTX: Maize 

End 31324 

Score 63 



31051. .31137, 31147. .31230, 3114 8 .. 31234 , 31225 .. 31323 , 
31226.. 31324 



Seq. No. 33742 

Gene No. 69974 

Start 33820 

Name " OJ00025'1_21 . 02,18 . C3 o3. tw 

Start " ^ 31396 . * / 

GI ' ' none 
Exons 



Seq. ID OJ000251_21.0218.C3 
Strand 

End 34555 

Method TBLASTX: Wheat 

End '31783 

Score "108 * * 



31396. .31581, 31396 .. 31782 , 31472. .31783 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



33742 
69974 
33820 

OJ000251_21.0218.C3.ol. tm 

31426 

none 



Seq. ID OJ000251_21.0218.C3 
Strand 

End 34555 

Method TBLASTX: Maize 

End 31788 

Score 67 



31426. .31473, 31427 .. 31474 , 314 54 .. 31768 , 314 65 .. 31788 , 
31478. .31768 



Seq. No. 
Gene No. 



33742 
69974 



Seq. ID OJ000251_21.0218.C3 
Strand 



33812 




Start 


33820 




End 


34555 




Name 


OJ000251 21. 0218. C3 


. o9 . tw 


Method 


TBLASTX • Wheat 




Start 


31786 ~~ 




End 


32085 




GI 


none 




Score 


134 




Exons 


31786. . 31926, 31951 


. 32085 








Seq. No. 


33742 




Seq. ID 


OJ000251_21.0218 


.C3 


Gene No. 


69974 




Strand 






Start 


33820 




End 


34555 




Name 


OJ000251 21. 0218. C3 


o4 . tw 


Method 


TBLASTX: Wheat 




Start 


32101 ~ 




End 


32523 




GI 


none 




Score 


268 




Exons 


32101. .32523, 32111. 


. 32515 








Seq. No. 


33742 




Seq. ID 


OJ000251_21.0218 


.C3 


Gene No. 


69974 




Strand 






Start 


33820 




End 


34555 




Name 


OJ000251 21 . 0218 . C3. 


o2 . ts 


Method 


TBLASTX : Soybean 




Start 


32144 ~ 




End 


32532 




GI 


none 




Score 


163 




Exons 


32144 . . 32524, 32146. 


. 32388, 


32428.-32532 




.Seq.... .No.... 


~1"L.33X42_ _*_!" *Z^1Z,.Z^ 


.._ r . , . , 


... w S.eq- s JID-, 


Jojono .25II2O* 2 Ts 


TcX 


Gene No. 


69974 




Strand 


— ..... 




Start 


33820 




End 


34555 




Name 


OJ000251 21 0218 C3 


08 . tm 


Method 


TBLASTX: Maize 




Start 


32197 — 




End 


32470 




GI 


none 




Score 


60 




Exons 


32197 .. 32295, 32198 . 


. 32263, 


32299. .324 


69, 32300.. 32470 




Seq. No. 


33742 




Seq. ID 


OJ000251_21.0218 


.C3 


Gene No. 


69974 




Strand 






Start 


33820 




End 


34555 




Name 


OJ000251 21. 0218. C3. 


o7 . tw 


Method 


TBLASTX .-Wheat 




Start 


32525 ~~ 




End 


32809 




GI 


none 




Score 


126 




Exons 


32525 . . 32809, 32527 . 


. 32808 








Seq. No. 


33742 




Seq. ID 


OJ000251_21.0218 


. C3 


Gene No. 


69974 




Strand 






Start 


33820 




End 


34555 




Name 


/O.J000251 21 . 0218.C3". 


o3 . tm- 


Method 


TBLASTX : Maize; 




Start 


3? 6*4 7 ■ ~~ 




End 


33091 ..' 




GI " 


none 




Score 


87 




Exons 


32647 . . 32673, 32671 . 


. 32814 , 


32684. .328 


15, 32836. .33090, 






32837 . . 33091 










Seq. No. 


33742 




Seq. ID 


OJ000251_21.0218 


.C3 


Gene No. 


69974 




Strand 






Start 


33820 




End 


34555 




Name 


OJ000251 21 0218 C3 


ol . t s 


Method 


TBLASTX: Soybean 




Start 


32758 




End 


33159 




GI 


none 




Score 


58 




Exons 


32758. .33159, 32792. 


.32962, 


32999. .33142 




Seq. No. 


33742 




Seq. ID 


OJ000251_21.0218 


.C3 


Gene No. 


69974 




Strand 







33813 




Start 


33820 




End 


34555 




Name 


o.Tnnn?si ?1 n?ia 


Ci? t w 

* \J£. * L. W 


Mp t" hnH 






Start 


32813 ~~ 




End 


33237 




GI 


none 




Score 


294 




Exons 


32813 33193, 32818 


. . 33237 








Seq. No. 


33742 




Seq. ID 


OJ000251_21.0218 


.C3 


Gene No. 


69974 




Strand 






Start 


33820 




End 


34555 




Name 


OJ000251 21 0218 C3 


. o2 . tm 


Method 


TBLASTX: Maize 




Start 


33322 ~~ 




End 


33678 




GI 


none 




Score 


97 




Exons 


33322 33615 33322 


33678 


33332. .33637 




Seq. No. 


33742 




Seq. ID 


OJ000251_21.0218 


.C3 


Gene No. 


69974 




Strand 


- 




Start 


33820 




End 


34555 




Name 


OJ000251 21 0218 C3 


o 1 . t w 


Method 


TBLASTX: Wheat 




Start 


33352 ~ 




End 


33808 




GI 


none 




Score 


270 




Exons 


33352 33807 33353 


. 33808 








,Seq...., .No w 




„ 


_.„Seq ID._ 


^QjaQ.025.L 2J-.J0.ZL8 


.C3 


Gene No.- 


■699-74 • 




Strand 






Start 


33820 




End 


34555 




Name 


OJ000251 21 0218 C3 


o3 . ts 


Method 


TBLASTX: Soybean 




Start 


33403 ~ 




End 


33768 




GI 


none 




Score 


138 




Flxon s 

J_J 4\ \-S llU 


33403 33537 33544 


. 33768 








Sea No 


33742 




Seq. ID 


OJ000251_21.0218 




Gene No. 


69974 




Strand 






Start 


33820 




End 


34555 




Name 


OJ000251 21. 0218. C3. 


o5 . np 


Method 


AAT/NAP 




Start 


33820 




End 


34555 




GI 


5902444 




Score 


917 




Exons 


33820. .34555 










GI Descrip. 


(AB030283) GAG-POL precursor 


[Oryza sativa] 




Seq. No. 


33742 




Seq. ID 


OJ000251_21.0218 


.C3 


Gene No.. 


69974 




Strand 






Start' 


33820 




End 


34555 




Name* 


OJ000251 2i-.' , 0218.C3. 


06 . tw 


Method "■' 


' TBLASTX: Wheat 




Start 


34051 . 




End 


34390 




GI 


none 




Score 


183 




Exons 


34051. .34389, '34070. 


.34390 








Seq. No. 


33743 




Seq. ID 


OJ000251_23.0216 


.CI 


Gene No. 


69975 




Strand 


+ 




Start 


146 




End 


467 




Name 


OJ000251 23. 0216. CI. 


ol . gp 


Method 


AAT/GAP 




Start 


146 




End 


4 67 




GI 


none 




Score 


585 




Exons 


146. .467 










Seq. No. 


33743 




Seq. ID 


OJ000251_23.0216 


.CI 


Gene No. 


69976 




Strand 







33814 




Start 


162 








End 


579 




Nam© 


OJ000251 


23 0216 CI 


. ol . 


y 


Met hod 


GENSCAN 




Start 


162 








End 


579 




GI 


none 








Score 


. 58 




R von <3 


162 273, 


473 . .579 












Seq. No. 


33744 








Seq. ID 


OJ000251_23.0216. 


C5 


Gene No. 


69977 








Strand 


+ 




Start 


316 








End 


691 




Name 


OJ000251 


23 0216 C5 


. ol . 


rrn 

yn 


Met hod 


AAT /GAP 




Start 


316 








End 


691 




GI 


3761795 








Score 


480 




Exons 


316. . 518, 


645 691 












Seq. No. 


33744 








Seq. ID 


OJ000251_23.0216. 


C5 


Gene No. 


69977 








Strand 


+ 




Start 


Jl 0 








End 


by l 




Name 


OJ000251 


23 0216 C5 


.ol. 


tm 


Me t hod 


TBLASTX • Ma i ze 




Start 


350 








End 


691 




GI 


none 








Score 


213 




Exons 


350 . . 520, 


354 518, 


546. . 608, 


614 . . 691 


, 645 689 




..Sjeq-.^JSlQ, r 












„.0 J.Q.002.5.1 -23_..0.2 1 6 . 


CS 


Gene No . - 


■69977 




- - ■ 





Strand 


- + 




Start 


316 








End 


691 




Name 


OJ000251 


23 0216 CS 


.ol. 


gs 


Mp1~ hod 


\J i—i LN 




Start 


402 ~ 








End 


668 




GI 


none 








Score 


. 58 




Exons 


402 518. 


542 668 












Seq. No. 


33745 








Seq. ID 


OJ000251_23.0216. 


C6 


Gene No. 


69978 








Strand 






Start 


262 








End 


542 




Name 


OJ000251 

vy v v w v l <j j. 


23 0216 C6 


.ol. 


gs 


Met hod 


GENSCAN 




Start 


262 ~ 








End 


542 




GI 


none 








Score 


. 96 




Exons 


262 . . 542 










1 




Seq. No. 


33745 








Seq. ID 


OJ000251_23.0216. 


C6. 


Gene No. 


69978 








Strand 






Start 


262 








End 


542 




Name 


OJ000251 


23 . 0216 ,C6 


.ol. 


tm 


Met hod 


TBLASTX • Ma i 7p 




Start 


270" 








End * 


4 4*4' 




GI , 


none 








Score 


80 " . 




R x o n 


270 428, 


271 438, 


271 


. .444 








Seq. No. 


33746 








Seq. ID 


OJ000251_23.0216. 


CI 


Gene No. 


69979 








Strand 


+ 




Start 


1 








End 


722 




Name 


OJ000251 


23. 0216. C7 


.ol. 


np 


Method 


AAT /NAP 




Start 


1 








End 


722 




GI 


6630685 








Score 


916 ' 





Exons 1 . . 722 

GI Descrip. (AP000969) Similar to copia-type pol polyprotein. (AF105716) 
[Oryza sativa] 

Seq. No. 33746 Seq. ID OJ000251_23 . 021 6 . C7 



33815 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



# 



69979 Strand 

1 End 

OJ000251_23 . 0216 . C7 . ol . tw Method 

30 End 

none Score 



+ 

722 

TBLASTX: Wheat 

474 

131 



30. .131, 31. .150, 162. .188, 163. .189, 190. .474, 288. .473 



Seq. No. 33746 

Gene No. 69979 

Start 1 

Name OJ000251_23 .0216 . C7 . ol . tm 

Start 46 

GI none 

Exons 46. .576, 46. .222, 48. .575 



Seq, ID OJ000251_23.0216.C7 

Strand + 

End 722 

Method TBLASTX : Mai ze 

End 576 

Score 667 



Seq. No. 
Gene No. 
Start ■ 
Name 
Start 
GI - ■ 
Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



33746 
69979 
1 

OJ000251_23.0216.C7.ol.gs 
82 

none • - 

2Z6^266L . 57 1^^^^ 



Seq. ID OJ000251_23.0216.C7 

Strand + 

End 722 

Method GENSCAN 

End 577 

Score .68 - ....... . 



3374-6 

69979 
1 

OJ000251_23.0216.C7.ol.ts 

319 

none 

319. .630, 345.-524, 555. .623 



- Seq%- ID-OJOOO2-51-_2-3.-02-l-6-.-e-7- 
Strand " + 
End 722 

Method TBLASTX : Soybean 
End 630 
Score 228 



Seq. No. 33747 

Gene No. 69980 

Start 1 

Name OJ000251_23 . 0216 . C8 . ol . np 

Start 1 

GI ' 6630685 

Exons ' 1..1684 

GI Descrip. (AP000969) Similar to copia-type pol polyprotein. (AF105716) 
[Oryza sativa] 



Seq. ID OJ000251_23.0216.C8 

Strand + 

End 1687 

Method AAT/NAP 

End 1684 

Score 2454 



Seq'. No. 33747 " /. 

Gene No.. - 69980'. ' " " ' 

Start 1 

Name OJ000251_23 . 021 6 . C8 . o3 . tm 

Start 11 

GI none 

Exons 11.. 316, 25.. 315 



Seq.. ID OJ000251_23. 0216.C8 

Strand '"+ . 

End . . 1687. 

Method TBLASTX : Maize 

End . 316 

Score 419 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



33747 
69980 
1 

OJ000251_23.0216.C8 .ol.ts 

49 ■ 

5509260 



Seq. ID OJ000251_23.0216.C8 

Strand + 

End 1687 

Method TBLASTX : Soybean 

End 657 

Score 223 



49. .270, 50. .268, 50. .280, 274. .657, 275. .655 



33816 



Seq. No. 33747 Seq. ID 

Gene No. 69980 Strand 

Start 1 End 

Name OJ000251_23 . 0216 . C8 . ol . tw Method 

Start 185 End 

GI none Score 

Exons 185. .268, 296 643, 298 630, 299. .649 



OJ000251_23.0216.C8 
+ 

1687 

TBLASTX: Wheat 

64 9 

94 



Seq. No. 33747 

Gene No. 69980 

Start 1 

Name OJ000251_23 . 0216 . C8 . ol . gs 

Start 200 

GI none 

Exons 200.. 1687 



Seq. ID OJ000251_23.0216.C8 

Strand + 

End 1687 

Method GENSCAN 

End 1687 

Score .79 



Seq. No. 33747 
Gene No. 69980 
Start 1 

Name ■ -OJ000251_23 . 0216 . C8 . ol . tc 

.Start:.,.. _ ,. -2.57 : _ r ,. 7 _ . 

._GJ,,_^__^_ no ae t : , 

Exons 257; .-538> -262 . . -4-1-1 : - 



Seq. ID OJ000251_23. 0216.C8 

Strand + 

End . 1687 

Method TBLASTX: Cress - 

. .End .^^5 3.8. ^ 

J& core „ .2X5 , ; 



Seq. No. 33747 Seq. ID 

Gene No. 69980 Strand 

Start 1 End 

Name OJ000251_23 . 0216 . C8 . o2 . tm Method 

Start 317 End 

GI none Score 

Exons 317.. 784, 319.. 783 



OJ000251_23.0216.C8 
+ 

1687 

TBLASTX: Maize 

784 

660 



Seq. No. 33747 Seq. ID 

Gene No. 69980 Strand 

Start 1 End 

Name OJ000251_23 . 0216 . C8 . o4 . tm Method 

Start 806 . End 

GI none Score 

Exons 806.. 1009, 826.. 1008 



OJ000251_23.0216.C8 
+ 

1687 

TBLASTX: Maize 

1009 • 

251 



Seq." No. \ .,33747 Seq. ID. 

Gene No.' ' ''69980 . - * .. Strand ' 

'Start . 1 " ' End 

Name OJ000251_23 . 021 6 . C8 . ol . tm Method 

Start 1010 End 

GI none Score 

Exons 1010. .1681, 1018. .1620, 1019. .1687 



OJ0002.51_23,0216.C8 

+ . . - ' * 

1687 

TBLASTX: Maize 

1687 

991 



Seq. No. 33747 Seq. ID 

Gene No. 69980 Strand 

Start 1 End 

Name OJ000251_23 . 021 6 . C8 . o2 . ts Method 

Start ' 1028 End 

GI none Score. 

Exons 1028. .1426, 1237. .1416, 1436. .1669 



OJ000251_23.0216.C8 
+ 

1687 

TBLASTX: Soybean 

1669 

288 



33817 




Seq. No. 


33747 




Seq. ID 


OJ000251_23.0216. 


C8 


Gene No. 


69980 




Strand 


+ 




Start 


1 




End 


1687 




Name 


OJ000251 23 


. 0216 . C8 . o2 . tw 


Method 


TBLASTX: Wheat 




Start 


1166 ~ 




End 


1621 




GI 


none 




Score 


118 




Exons 


1166. . 1423, 


1321 . . 1422, 1445 


. .1621,. 1504. .1620 




Seq. No. 


33747 




Seq. ID 


OJ000251_23.0216. 


C8 


Gene No. 


69980 




Strand 


+ 




Start 


1 




End 


1687 




Name 


OJ000251 23 


. 0216 . C8 . o2 . tc 


Method 


TBLASTX: Cress 




Start 


1208 ~~ 




End 


1666 




GI 


none 




Score 


68 




Exons 


1208. .1297, 


1295. . 1435, 1447 


. .1614, 1454. .1666 




beq. no. 






Seq. ID 


OJ000251_23.0216. 




Gene No. 


69981 




Strand 


+ 




Start 


687 




End 


2311 




Name 


OJ000251 .23 


. 0216 . C9 . ol . gs 


Method 


GENSCAN. 




Start 


687 ~ 




End 


2311 - — 






....none. _ 




^ Score 






Exons~ 


"~ 'fi'p 7 '.""l 'iV* , ~ 




.331]"." " 






Seq. No. 


33748 




Seq. ID 


OJ000251_23.0216. 


C9. 


Gene No. 


69982 




Strand 


+ 




Start 


3015 




End 


6448 




Name 


OJ000251 23 


. 0216 . C9 . o2 . as 


Method 


GENSCAN 




Start 


3015 ~~ 




End 


6448 




GI 


none 




Score 


.64 




Exons 


3015. .3076, 


4156. . 4233, 4645 


..4679, 5833. .5987, 6098. .6448 


Seq. No. 


33748 




Seq. ID 


OJ000251_23.0216. 


C9 


Gene No . 


69983 




Strand 


+ 




Start 


7492 




End 


9912 




Name 


OJ000251 23 


.0216.C9.ol.np 


Method 


AAT/NAP 




Start 


7492 




End 


9912 




GI 


3377822', 




Score 


164 




Exons 


7492 . . 7545, 


8485.. 8904, 9464 


. .9578, 9841. .9912 




GI Descrip. 


(AF076275) 


contains similarity to Caenorhabditis elegans 


MEL-26 




(GB:U67737) 


[Arabidopsis thaliana] 






Seq*..- No. 


33748 . 




- Seq. * ID 


OJ000'251_23.0216. 


C9. 


Gene No . 


69^83 \ 




. Strand 


+ 




Start 


7492 




End 


9912 




Name 


OJ000251 23 


. 0216.C9.o3.gs 


Method 


GENSCAN 




Start 


8637 ~ 




End 


9030 




G I . 


none 




Score 


.92 




Exons 


8637 . . 8900, 


8992. .9030 










33748 




Seq. ID 


OJ000251_23.0216. 


C9 


Gene No. 


69984 




Strand 






Start 


8547 




End 


8845 




Name 


OJ000251 23 


.0216.-,C9.ol.gp 


Method 


AAT/GAP 




Start 


8547 




End 


8845 




GI 


42396 1.R1084 


Score 


481 




Exons 


8547. .8845 











33818 



GI Descrip. '3377822 4.0e-ll (AF076275) contains similarity to 

Caenorhabditis elegans MEL-26 (GB:U67737) [Arabidopsis 
thaliana] 1 



Seq. No. 33749 Seq. ID 

Gene No. 69985 Strand 

Start 760 End 

Name OJ000251_23 . 0216. CIO. ol.np Method 

Start 760 End 

GI ' "3377822 - Score 

Exons t 760.. 796, 2278.. 2755 

GI Descrip. (AF076275) contains similarity to Caenorhabditis elegans MEL-26 
(GB:U67737) [Arabidopsis thaliana] 



OJ000251_23. 0216. CIO 
+ 

2755 
AAT/NAP 
2755 
517 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

AL_vQ§scrip._. 



33749 
69986 
2288 

OJ000251_23.0216.C10.ol.gp 
2288 

18452_1.R1084 
2288.-2926 

^1113Z2^-M-^. (AEQ7<527.5,) 
. r Ca enar.habdi-t.Ls_.- el ag.an s__MEL- 
thaliana] 1 ■ - - ■ 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000251_23. 0216. C10 

2926 
AAT/GAP 
2926 
1224 



... cont a_i n s ... s imi la r it y w t.o.. . ..^.^ . 
2iLU.GR.: U.6.7J3i)„_. [Aribidop!s±a 



Seq. No. 33749 Seq. ID 

Gene No. 69987 Strand 

Start 4272 End 

Name OJ000251_23 . 0216 . C10 . ol . tm Method 

Start 2288 End 

GI none Score 

Exons 2288.-2782, 2288.. 2779 



OJ000251_23. 0216. C10 
12987 

TBLASTX: Maize 

2782 

687 



Seq. No. 33749 

Gene No. 69987 

Start 4272 

Name OJ000251_23 . 021 6 . C10 . o3 . ts 

Start 2438 

GI none 

Exons 2438..272S, 2440. .2619, 2468.-2722 



Seq. ID OJ000251_23. 0216. C10 
Strand 

End 12987 

Method TBLASTX : Soybean 

End 2725 

Score 271 



Seq.. No.. 
v Gene No' ; 
'Start.. 

Name 

Start 

GI 

Exons 



33749 . - 
69987 . ■ ' " 
4.27*2 . 

OJ000251__23. 0216.C10.o2.gs 

4272 

none 



./..Seq. ID . .OJ000251_23 .0216 .C10 



Strand 
"End. * 
Method 
End 
Score 



12987 ■ 
GENSCAN 
11549 
.74 



4272. .5170, 5247. .5319, 6784. .7431, 8508. .8687, 8964. .9178, 
9344. .9552, 1004 1 .. 10569, 10736 .. 10942 , 10967 .. 11357 , 
11481. .11549 



Seq. No. 33749 Seq. ID 

Gene No. 69987 Strand 

Start 4272 End 

Name OJ000251_23 . 021 6 . C10 . o2 . np Method 

Start 9084 End 

GI 6705984 Score 



OJ000251_23. 021.6. CIO 

12987 
AAT/NAP 
12987 
3687 



33819 




F, von 

J—J *W \*/ 1 1 o 


9084. .10538, 10621 .. 11434 , 


11960. .12987 




V-J J- 1_/ ^ O V-J' JL -L, YyJ * 


(AB033235) gag-pol polyprotein [Oryza 


sat i va ] 




Seq. No. 


33749 


Seq. ID 


OJ000251_23.0216 


.C10 


Gene No. 


69987 


Strand 






Start 


4272 


End 


12987 




Name 


OJ000251 23.0216.C10.o5.tm 


Method 


TBLASTX: Maize 




Start 


9226 


End 


9498 




GI 


none 


Score 


169 




Exons 


9226. .9498, 9228. .9497 








Seq. No. 


33749 


Seq. ID 


OJ000251_23.0216 


.C10 


Gene No. 


69987 


Strand 






Start 


4272 


End 


12987 




Name 


OJ000251 23.0216.C10.o2.tw 


Method 


TBLASTX : Wheat 




Start 


9255 


End 


9665 




GI 


none 


Score 


57 




Exons 


9255..9389, 9267. .9665, 9268. .9663 






Seq. No. 


33749 


Seq. ID 


OJ000251_23.0216 


.C10 


Gene No. 


69987 


Strand 






Start 


ta 4272^. ...... 


t ,. , .. End 


...12 9.8 7 _ 




., Name 


_oj.aoQ25i.2.i^oil6...ci6 . 0.7.. ± m 


.Method-. 


.TRT.ASTX : Mai 




Start - ■ 


9504 - ~ - ■ • 


End ■ -- 


9803 — 




GI 


none 


Score 


193 




L-J \J 1 1 y^J 


9504. .9803 








Seq. No. 


33749 


Seq. ID 


OJ000251_23.0216 


C10 


Gene No. 


69987 


Strand 






Start 


4272 


End 


12987 




Name 


OJ000251 23.0216.C10.o3.tw 


Method 


TBLASTX : Wheat 




Start 


9731 


End 


10022 




GI 


none 


Score 


124 




Exons 


9731.. 10012, 9735.. 10016, 


9735. .10022, 


9736. . 10020 




Seq. No. 


33749 


Seq. ID 


OJ000251_23.0216 


C10 


Gene No. 


69987 


Strand 






Start 


4272 


End 


12987 




Name 


OJ000251 23.0216.C10.o2.tm 


Method 


TBLASTX * Mai ze 




Start 


9804 


End 


10145 




GI 


none 


Score 


181 




Exons 


9804. .10022, 9805. . 10026, 


10019. .10144 


, 10023 * 10145 




Sefa No 


3374 9 " ' 


.Seq. ID" 


' OJ000251_23.0216. 


C10 ' 


Gene No. 


69987 


Strand 






Start 


4272 


End 


12987 




Name 


OJ000251 23.0216.C10.ol.tc 


Method 


TBLASTX* Cress 

x i— <* uric x * \ • v^/ x. 




Start 


9867 


End 


10237 




GI 


none 


Score 


147 




Exon <=; 

X-l \*> 1 1 o 


9867. .10022, 9868.. 10008, 


9870. .10022, 


10028 10237 






10029. .10229 








Seq. No. 


33749 . 


Seq. ID 


OJ000251_23.0216. 


C10 


Gene No. 


69987 


Strand 






Start 


4272 


End 


12987 




Name 


OJ000251 23.0216.C10.ol.tw 


Method 


TBLASTX: Wheat 




Start 


10178 


End 


10686 





33820 






none 






Score 


279 






i m 7ft 


1 0S7 Q 1 01 79 

. X VJ .J / Zs f IvJ 1 ' J . 


. 10601 , 


10578. .10685, 10579.. 10686 




Seq. No. 


33749 






. Seq. ID 


OJ000251_23.0216 


.C10 


Gene No. 


69987 






Strand 






O Lai L 


4272 






End 


12987 




Name 




si 9^ 09 1 6 no 

~J 1. £,*J.VJ£.xtJ.V^,_LVJ 


. o5 . t s 


Method 


TBLASTX : Soybean 




o Lai t 


X VJ J. o / 






End 


10430 




CI 

\J X 


none 






Score 


36 






-L VJ X O / * 


109^7 1 01 RR 

• 1 U^. J > / X VJ X L» vJ • 


. 10229, 


10262. .10429, 10320. . 104 30 




Can Wr^ 


^ ^7 4 Q 






Seq. ID 


OJ000251_23.0216 


n o 


Gene No. 


69987 






Strand 






Start 


4272 






End 


12987 




Name 


O.70009 

W U w w w 


SI 2^ 02 1 6 C10 


. o2 . ts 


Method 


TBLASTX : Soybean 




O Lai t 


i os96 






End 


10862 




GI 


none 






Score 


97 




IT* v r\v\ c 


x \j *j £~ \j . 


1 0S7 9 1 0606 

* X VJ *J r ^ , X W \J VJ VJ » 


. 10725, 


10611. .10862, 10620. . 10811, 






1 0774 

X VJ / / *a • 


10812 










Seq. No. 


33749 






O " ^ » X u 


OJ0002S1 2^ 0216 

\JKJ VJVJVJ^vJX .J . VJ X VJ 


.C10 


.gene. No. 


.,..,.6.9982., 






^t ranH 
_ T -O lx aiiu. 






.0.1. Q I . L. — 


_. ti~<L..l £. 






End 


*~Y? 4r"T "* "~' J 




Name 


O TOO 0-9 


SI 9 ^ 0916 no 


'. Oj . tin 


nc u i ivjVwi 






O Lai L 


1 069^ 






End 


11123 






none 








X J *J 




Exons 


106.23. 


.11123, 10774. 


1 1 OR s 

■ I IUO J 








Seq. No. 


33749 






Seq. ID 


OJ000251_23.0216 


.C10 


Gene No. 


69987 






Strand 






OLdl L 


4272 






End 


12987 




Name 


OJ000251 23. 0216. CIO 




Method 


TBLASTX: Wheat 




Of- -a 

O U Cli- L. 


10773 






End 


11136 




o X 


none 






Score 


106 




Ej AvJI lo 


10773. 


.11135, 10858. 


111^6 

• I 1 1 JU 








Seq. No. 


33749 






Seq. ID 


OJ000251_23.0216 


.C10 


Gene No. 


69987 






Strand 








4272 






End 


12987 




LN CULLC 


OJ000251 23. 0216. CIO 


r>1 "t - g 


Method 


TBLASTX: Soybean 




u Lai L 


10887 






End 


11246 






. none 






" Score 


115 




Hi jri. 1 IO 


10837. 


; 1124 6/ 10921. 


i '6^ 

. X X X \J — ' 






' - 


Seq. No. 


33749 






Seq. ID 


OJ00025'1_23.0216 


CIO 


Gene No. 


69987 






Strand 






OLdl L 


4272 






End 


12987 




Name 


OJ0002 


51_23. 0216. CIO 


. OD . tW 


Method 


TBLASTX: Wheat 




C -|- -a r f 


11148 






End 


11426 




PT 
Ox 


none 






Score 


61 




Exons 


11148. 


.11348, 11154. 


. IIjIO/ 


11227. .1134 9, 1134 9. .114 26 




Seq. No. 


33749 






Seq. ID 


OJ000251_23.0216 


C10 


Gene No. 


69987 






Strand 






Start 


4272 






End 


12987 




Name 


OJ0002 


51_23. 0216. CIO 


. o4 . tm 


Method 


TBLASTX: Maize 




Start 


11346 






End 


12275 





338.21 



\J X 


none 




Score 


76 




Exons 




1 9 97 R 
. Xl Z / D , 


11959.. 12090 




Seq. No. 


33749 




Seq. ID 


OJ000251_23.0216. 


CIO 


Gene No. 


69987 




Strand 


- 




Qf art - 


4979 

*i L / L 




End 


12987 




Ma TTi a 




• Uj . y o 


Method 


GEN SCAN 




o Lai l 






End 


12785 




O J. 


none 




Score 


.41 




PvnnQ 

ljAUJ 10 


19196 1 99QQ 19fi1ft 

1*1. 1^ U . • 111?"/ X l O X O . , 


1 97ft R 
. xl / Oj 














Seq. ID 


OJ000251_23.0216. 


pi n 


Gpnp No 


69987 




Strand 






Start 


4272 




End 


12987 




Name 


OJ000251 23. 0216. CIO, 


,o4 . tw 


Method 


TBLASTX: Wheat 




Start 


12555 




End 


12925 




GI 


none 




Score 


115 




Exons 


12555. .12749, 12586., 


.12744, 


12609. .12758, 12626 .. 12763, 






12762. .12893, 12778., 


.12888, 


12810. .12902, 12896.. 12925 





Seq. No. 
Gene^No..^^., 

Name - 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI ' 

gxons 

Gx Descrip. 

Seq. No. 
Gene No. 
Start 
Name ., 
Start 
GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 



33749 

. 69.987.. . .... ... _ 

.42.72. „ 

OJ000251_23 .0216 . C10-. 06-. tm 

12564 

none 



Seq. ID OJ000251_23. 0216. CIO 

..Strand ---^.^^ ^.^^^.^ _ 

..EncL ' /iYqR7~~ : '"' r "~ 

Method- TBLAST-X: Maize ■- 

End • 12800 

Score 60 



12564. .12800, 12612 .. 12755 , 12649.. 12783 



33749 
69987 
4272 

OJ000251_23. 0216. C10. o4 .ts 

12594 

none 



Seq. ID OJ000251_23. 0216. C10 
Strand 

End 12987 

Method TBLASTX : Soybean 

End 12893 

Score 84 



12594. .12725, 12595 .. 12726, 12729.. 12893 



33750 
69988 
1 

OJ000251_23.0216.Cll.ol.np 
1 

6705984 ' ' " V 

1. :250, 1069. ; 1126 - ' . . 

'(AB033235) gag-pol pb'lyprotein [Oryza sativa] 



Seq. ID OJ000251_23.0216.C11 
Strand 

End 1126 " 

Method AAT/NAP 
End 1126 
Score ' 173. 



33750 
69988 
1 

OJ000251_23.0216.Cll.ol.tw 
2 

none 

2. .103, 3. .98, 106. .228, 172. 

33750 
69988 
1 

OJ000251_23.0216.Cll.ol.gs 



Seq. ID OJ000251_23.0216.C11 
Strand 

End 1126 

Method ■ TBLASTX : Wheat 

End 228 

Score 56 
.228 

Seq. ID OJ000251_23.0216.C11 
Strand 

End 1126 

Method GENSCAN 



33822 



Start 


279 






End 


388 




GI 


none 






Score 


. 57 




F x n n *=; 


279 388 












Spct No 


33751 






Qprr TO 


OJ000251 


23 0216 C16 


Cpnp No 


69989 






Strand 






Start 


1494 






End 


5737 




Name 


OJ000251 23 


0216.C16.ol 


.np 


Method 


AAT/NAP 




Start 


1494 






End 


4634 




GI 


1652281 






Score 


209 




J_J llU 


1494. .1548, 


1644. .1709, 


1783 


..1853, 24E 


il. .2543, 


2642 2710 




3482. .3535, 


3611. .3691, 


4514 


. .4634 






GI Descrip. 


(D90904) hypothetical protein [Synechocystis sp 


1 

• J 


Qpn No 


33751 






Seq. ID 


OJ000251 


23 0216 C16 


fZpnp No 


69989 






Strand 






Start 


1494 






End 


5737 




Name 


OJ000251 23 


0216.C16.ol 


. tm 


Method 


TBLASTX: 


Maize 


Start 


. 1507 






End 


3532 




GI 


none 






Score 


64 




F.vnns 

J_J S\ 1 1. w/ 


1507. . 1551, 


1509. .1550, 


J. U t M 


..1715, 1644.. 170.9, 


1646 ■ 1714 




.^177 7.,..JL 8.6.6 


177,9., -18 68,. 


1.78.3 


ta .MA9.,-..2.4 79,....2.5.5.6 7 _ 


2481 2558 






i.6.Zl....,.2"-7.1(l,. 


.i.631 


.^2.7.14.^..3A£ 


i2_„..3.5.3? 




Qprj T\Jo 

O — v-4 ■ LiU • 


33751 






Seq. ID 


OJ000251 


-J . \J ^ X U • \-/ J. \J 


Gene No. 


69989 






Strand 






Start 


1494 






End 


5737 




Name 


OJ000251 23. 


0216.C16.ol 


.gs 


Method 


GENSCAN 




Start 


1783 






End 


5737 




GI 


none 






Score 


.82 




F. x o n ^ 


1783. . 1865, 


2481. .2543, 


4407 


..4472, 4641. .4968, 


5230 5352 




5357. .5519, 


5614. .5737 










Seq. No. 


33752 






Seq. ID 


OJ000251 


_23.0216.C17 


Gene No. 


69990 






Strand 


+ 




Start 


11935 






End 


12977 




Name 


OJ000251 23. 


0216.C17.o2 


.gs 


Method 


GENSCAN 




Start 


•11935 






End 


12977 




GI 


none 






Score 


. 69 




Pvonc 

1_J *». X 1 O 


11935. .12169, 12688. .12 


873, 


12904. .12977 




Qprr No 


33752 






'Seq. ID 


OJ000251 


_23.0216.C17 


Gene No. 


69991 ' 






" Strand 






Start . ' ' 


' 552 






"End 


9160 * 




Name 


OJ000251 23. 


0216.C17.ol 


.gs 


Method 


GENSCAN 




Start 


552 






End 


9160 




GI 


none 






Score 


. 51 




F.vnnq 


552. .'634, 1910. .2294, 2379.. 


2561, 2860. 


.3012, 3264. .3464, 




3546. .3660, 


7147. .7187, 


8818 


..8922, 9068.. 9160 




Seq. No. 


33752 






Seq. ID 


OJ000251 


_23.0216.C17 


Gene No. 


69992 






Strand 






Start 


14066 






End 


15341 




Name 


OJ000251 23. 


0216.C17.o3 


. tm 


Method 


TBLASTX: Maize 


Start 


2 






End 


1692 




GI 


none 






Score 


96 




Exons 


2. .178, 19.. 


177, 1468.. 


1692, 


1469. .1684 





33823 



Seq. No. 33752 

Gene No. 69992 

Start 14066 

Name OJ000251_23.0216.C17 .ol.ts 

Start 4 

GI none 

Exons - 4.. 189, 210.. 404, 211.. 399, 
1731. .2024 



Seq. ID OJ000251_23.0216.C17 



Strand 
End 

Method 
End 
Score 
474 . .530, 



15341 

TBLASTX: Soybean 

2024 

86 

1498. .1659, 1705. .1893, 



Seq. No. 33752 . 

Gene No. 69992 

Start 14066 

Name OJ000251_23 . 0216 . C17 . o3 . tw 

Start 19 

GI none 
Exons 



Seq. ID OJ000251_23.0216.C17 



Strand 
End 

Method 

End 

Score 



15341 

TBLASTX: Wheat 

1874 

111 



19. .216, 87. .365, 1324. .1440, 1468. .1506, 1513. .1710, 1725. .187 



Seq. No. 33752 
Gene No. 69992 
Start 14066 

.Name, . .^. :i „„- ^ OJ00g2.51_23^0^^ .Jtm^, 
„S-tart^^_. 1 L83 r . \. LJX .1 

GI - - - ■ - none - ■ ■ - - 

Exons 183. .551, 184. .408, 475. .591, 

1969. .2106, 2188. .2568 



Seq. ID 
Strand 
End 

,^MeJ:hpd._ 

-Score ■ 91 - - 
1714. .1902, 1734 



OJ000251 23.0216.C17 



15341 

TBLASTXj.Mai ze v 



.2591, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



33752 
69992 
14066 

OJ000251_23.0216.C17.o4.tw 
387 
none 

387. .467, 4S9..542, 1881. .1961, 1953. 
2110. .2223, 2115. .2225 



Seq. ID OJ000251_23.0216.C17 
Strand 

End 15341 

Method TBLASTX : Wheat 

End 2225 

Score 47 

,2105, 1969.. 2106, 



Seq. No. 


33752 






Seq. -ID 


OJ000251_23.0216. 


C17 


Gene No. 


69992 






Strand 






Start 


14066 






End 


15341 




Name 


OJ000251 23 


.0216.C17. 


ol 1 tw 


Method 


TBLASTX: Wheat 




Start 


.862 






End 


1236 




GI. 


none 






Score. 


.87 ..... 




Exons 


- 862. . 12'36, 


863.. 1012, 


■8-68 .\ 


1209 






Seq. No. 


33752 






Seq. ID 


OJ000251_23.0216. 


C17 


Gene No. 


69992 






Strand 






Start 


14066 






End 


15341 




Name 


OJ000251 23 


.0216. C17. 


o2.tm 


Method 


TBLASTX: Maize 




Start 


955 






End 


1425 




GI 


none 






Score 


66 




Exons 


955. . 1041, 


959. .1006, 


961. . 


1041, 1054. 


.1425, 1057. .1125, 






1258. .1425 












Seq. No. 


33752 






Seq. ID 


OJ000251 23.0216. 


C17 


Gene No. 


69yy^ 






Strand 






Start 


14066 






End 


15341 




Name 


OJ000251 23 


.0216. C17. 


o2. tw 


Method 


TBLASTX: Wheat 





33824 




Start 


2226 


End 


2537 




GI 


none 


Score 


188 




Exons 


2226.. 2261, 2262 . . 2537.,. 2266 


. .2505 






Seq. No. 


33752 


Seq. ID 


OJ000251_23.0216 


.C17 


Gene No. 


69992 


Strand 






Start 


14066 


End 


15341 




Name 


OJ000251 23.0216.C17.o3.gs' 


Method 


GENSCAN 




Start 


14066 


End 


15341 




GI 


none 


Score 


.51 




Exons 


14066. .1414 4, 14598. .14676, 


15100. .15341 




Seq. No. 


33753 


Seq. ID 


OJ000251_23.0216 


.C18 


Gene No. 


69993 


Strand 


+ 




Start 


280 


End 


782 




Name 


OJ000251 23.0216.C18.ol.gs 


Method 


GENSCAN 




Start 


280 


End 


782 




GI 


none 


Score 


.79 




Exons 


280. .436', 669. .782 








Seq. No. 


33754 


Seq. ID 


OJ000251_23.0216 


.C20 


...Gene,. No.... 


6999,4 5 ,.. = .,. S . SA ._,.. 


-.^Stranci^ 






.Starts.".. . 




„-~Enri 


_4.02_. .,. . 




Name 


- OJ0002-51* 23.0216.C20.ol. tm - 


Method 


TBLASTX: Maize - 




Start 


76 


End 


396 




GI 


none 


Score 


58 . 




Exons 


76. .144, 77. .136, 160. .396, 


161. .376 






Seq. No. 


33754 


Seq. ID 


OJ000251_23.0216 


.C20 


Gene No. 


69994 


Strand 






Start 


76 


End 


402 




Name 


OJ000251 23.0216.C20.ol.tw 


Method 


TBLASTX : Wheat 




Start 


160 


End 


402 




GI 


none 


Score 


163 




Exons 


160. .198, 205. .402 








Seq. No. 


33755 


Seq. ID 


OJ000251_23.0216 


.C22 


Gene No. 


69995 


Strand 


— 




Start 


222 


End 


269 




Name 


OJ000251 23.0216.C22.ol.gs 


Method 


GENSCAN 




Start 


222 


End 


269 




GI 


none 


Score 


.4.9 . ... 




•Exons 


222. \ 269 








Seq. No. 


33756 


Seq. ID 


OJ000251_23.0216 


.C23 


Gene No. 


69996 


Strand 






Start 


86 


End 


263 




Name 


OJ000251 23.0216.C23.ol.gs 


Method 


GENSCAN 




Start 


86 


End 


263 




GI 


none 


Score 


.47 




Exons 


86. .263 








Seq. No. 


33757 


Seq. ID 


OJ000251_23.0216 


.C28 


Gene No. 


69997 


Strand 


+ 




Start 


677 


End 


963 




Name 


OJ000251 23.0216.C28.ol.gp 


Method 


AAT/GAP 




Start 


877 


End 


963 





33825 



GI 


none 






Score 


1 4 R 

_L 1 O 


Exons 


877 . . 963 










Seq. No. 


33757 






Seq. ID 


OJ000251_23.0216. 


Gene No. 


69998 






Strand 




Start 


217 






End 


1204 


Name 


OJ000251 23.0216.C28 


.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


109 ~~ 






End 


1203 


GI 


none 






Score 


171 


Exons 


109 . . 969, 224 . . 886, 


649 


. .969, 


871. .1203, 895. .1200, 932. 




977 . . 1201, 985 . . 1134 


, 985.. 1200 




Seq. No. 


33757 






Seq. ID 


OJ000251_23.0216. 


Gene No. 


69998 






Strand 




Start 


217 






End 


1204 


Name 


OJ000251 23.0216.C28 


.ol 


. tc 


Method 


TBLASTX: Cress 


Of -, 

o tar z 


1 O A 

1 jU 






End 


1134 


GI 


none 






Score 


86 


Exons 


130 . .798, 194 . . 457, 


494 


. .724, 


937. .1053, 1096. .1134 


Seq. No. 


33757 






Seq. ID 


OJ000251_23.0216. 


Gene, No. ^. _ 


69938, _____ „. _ 






Strand. 




_S.t.art __.„_ 


.217... 






,.Endl 1 


_ 12 0 .4 


Name ■ * 


OJ000251 23 0216 C28- 


.ol 


. ts ■ 


Method 


TBLASTX : Soybean - 


Start 


164 ~~ 






End 


681 


GI 


none 






Score 


116 


Exons 


164. 541, 193 681 


581 


. .646 






Seq. No. 


33757 






Seq. ID 


OJ000251_23.0216. 


Gene No. 


69998 






Strand 




Start 


217 






End 


1204 


Name 


OJ000251 23.0216.C28 


.ol 


.np 


Method 


AAT/NAP 


Start 


217 






End 


1204 


GI 


3702341 






Score 


715 


Exons 


217. .1204 










GI Descrip. 


(AC005397 ) hypothetical 


protein [Arabidopsis thaliana] 


Seq. No. 


33757 






Seq. ID 


OJ000251_23.0216. 


Gene No. 


69998 






Strand 




Start 


217 






End 


1204 


Name 


OJ000251 23.0216.C28 


.ol 


gs 


Method 


GENSCAN 


Start 


289 ; 






End 


1134 


GI' * 


none 






Score 


.62 ^ 


Exons 


.289. .1134* 










Seq. No. 


33757 






Seq. ID 


OJ000251_23.0216. 


Gene No. 


69998 






Strand 




Start 


217 ■ 






End 


1204 


Name 


OJ000251 23.0216.C28 


.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


544 






End 


1201 


GI 


none 






Score 


60 


Exons 


544. .1020, 545. .850, 


907 


. .120C 


, 953.. 1201 


Seq. No. 


33757 






Seq. ID 


OJ000251_23.0216. 


Gene No . 


69998 






Strand 




Start 


217 






End 


1204 


Name 


OJ000251 23.0216.C28 


,o2. 


ts 


Method 


TBLASTX: Soybean 



C28 



, 1138, 



C28 



C28 



C28 



C28 



C28 



C28 



33826 




Start 


742 


End 


1200 




GI 


none 


Score 


94 




Exons 


742. . 1125, 1045. . 1200 








Seq. No. 


33758 


Seq. ID 


OJ000251_23.0216. 


C29 


Gene No. 


69999 


Strand 






Start 


1804 


End 


2197 




Name 


OJ000251 23.0216.C29.ol.gs 


Method 


GEN SCAN 




Start 


1804 ~ 


End 


2197 




GI 


none 


Score 


. 63 




Exons 


1804 . . 1835, 2092. .2197 








Seq. No. 


33759 


Seq. ID 


OJ000251_23.0216. 


C30 


Gene No. 


70000 


Strand 






Start 


180 


End 


4210 




Name 


OJ000251_23. 0216.C30.o4 .tw 


Method 


TBLASTX: Wheat 




Q+- a v+- 


i £n 

1DU 


T7 1 >-i _J 






GI 


none 


Score 


103 




Exons 


160. . 363, 186. . 362 








Seq. No. 


33759 


Seq. ID 


OJ000251 23.0216 


C30 


- t Gene_.Nq ^ 


__,„7OA0.p,. « 


- v _S.tr and 










—End* 


-42lo_lT"~T~ 




Name 


■OJ000251 23.0216.C30.ol.np 


-Method - 


AAT/NAP 




Start 


180 


End 


4210 




GI 


3600044 


Score 


1831 




Exons 


180. .1821, 2235. .3644, 3860. 


.4210 






GI Descrip 


(AF080119) contains similarity to proteases [Arabidopsis 




thaliana] 








Seq. No. 


33759 


Seq. ID 


OJ000251_23.0216. 


C30 


Gene No. 


70000 


Strand 






Start 


180 


End 


4210 




Name 


OJ000251 23.0216.C30.o4.tm 


Method 


TBLASTX: Maize 




Start 


180 


End 


530 




GI 


none 


Score 


38 




Exons 


180. .221, 184. .219, 216. .518 


, 222.. 530, 


299. .523 




Seq. No. 


33759 


Seq. ID 


OJ000251_23.0216. 


C30 


Gene No. 


70000 


Strand 






Start 


180 


End 


4210 




Name 


OJ000251 23.0216.C30.o3.tc 


' Method 


TBLASTX: Cress 




Start 


186 1 ' • 


End 


•854 




GI 


none 


. Score 


104 




Exons 


186. .422, 435. .551, 660. .854 








Seq. No. 


33759 


Seq. ID 


OJ000251__23.0216. 


C30 


Gene No. 


70000 


Strand 






Start 


180 


End 


4210 




Name 


. OJ000251 23.0216.C30.ol. ts 


Method 


TBLASTX : Soybean 




Start 


306 


End 


824 




GI 


none 


Score 


120 




Exons 


306. .824, 478. .630 








Seq. No. 


33759 


Seq. ID 


OJ000251_23.0216. 


C30 


Gene No. 


70000 


Strand 






Start 


180 


End 


4210 





33827 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

.„Seq.^-Nq/^ 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start. 

Name 

Start'. 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



OJ000251_23.0216.C30.ol.tm 

531 

none 

531. . 989, 532. .978 



Method TBLASTX : Mai ze 
End 989 
Score 283 



33759 
70000 
180 

OJ000251_23.0216.C30.ol.tw 

588 

none 

588. .839, 589. .675, 615. .842, 
859. .1017 



Seq. ID OJ000251_23.0216.C30 
Strand 

End 4210 

Method TBLASTX : Wheat 

End 1019 

Score 57 

733. .885, 845. .916, 858. .1019, 



33759 
70000 
180 • 

OJ000251_23 . 0216 . C30 . o3 . tm 

996 

none 

996. .14 00, -999. .1394,- 1132. .1' 



Seq. ID OJ000251_23.0216.C30 
Strand 

End 4210 

Method TBLASTX : Mai ze 

End 1401 

Score 190 

01 - . 



; 70000 

180 

OJ000251_23.0216.C30.o2.tw 

1188 

none 

1188.. 1532, 1210.. 1533 

33759 
70000 
180 

OJ000251_23.0216.C30.o2.ts 

1200 

5509260 

1200. .1697, 1201. .1374 



,.S.eq_. _LD.„ ...aiO.Q.02 f 5.1 ,.23 ^Q21&jC3£L 



Strand 
End 

Method 

End 

Score 



4210 

TBLASTX: Wheat 

1533 

133 



Seq. ID OJ000251_23.0216.C30 
Strand 

End 4210 

Method TBLASTX : Soybean 

End 1697 

Score 119 



33759 
70000 

180" ■ 
OJ000251_23,021^.C30.o^.tc. . 
1314 - 
none 

1314. .1565, 1405. .1566 

33759 
70000 
180 

OJ000251_23. 0216.C30.o5.tm 

1401 

none 

1401. .1652,- 1416. .1652, 1435. 

33759 • 
70000 



Seq. ID OJ000251_23.0216.C30 
Strand 

End 4210 

Method' TBLASTX : Cress " - 

End ' ' 1566 

Score 69 



Seq. ID OJ000251_23.0216.C30 
Strand 

End 4210 

Method TBLASTX : Mai ze 

End 1653 

Score 115 

1653 

Seq. ID OJ000251_23.0216.C30 
Strand 



33828 




Start 


180 








End 


4210 




Name 


OJ000251 23. 


0216 


. C30 . o3 


. tw 


Method 


TBLASTX: Wheat 




Start 


2244 ~~ 








End 


2608 




GI 


none 








Score 


102 




Exons 


2244 . . 2393, 


2333 


. .2608, 


2355. 


.2561 






Seq. No. 


33759 








Seq. ID 


OJ000251_23.0216. 


C30 


Gene No. 


70000 








Strand 






Start 


180 ■ 








End 


4210 




Name 


OJ000251 23. 


0216 


.C30.ol 


. tc 


Method 


TBLASTX: Cress 




Start 


2250 ~~ 








End 


2701 




GI 


none 








Score 


80 




Exons 


2250 . . 2348, 


2333 


. . 2701, 


2334 . 


. 2447 






Sea. No. 


33759 








Seq. ID 


OJ000251_23.0216. 


C30 


Gene No. 


70000 








Strand 






Start 


ion 
loU 








End 


4210 




Name 


OJ000251 23. 


0216 


,C30 . o2 


. tm 


Method 


TBLASTX: Maize 




Start 


2280 ~ 








End 


2731 




GI 


none 








Score 


68 




Exons . . 


2280. .2342,- 


2281 


. . 2343, 


2298 . 


.2351, -2333. .2656, 2348-. .2632-,- 




^..^23.52^.. 2.675 


.2.633 


^.2,131 


=■268 a. a 






""■ *— - 


Seq. No. ■ 


•33759 








Seq. ID 


OJ000251-23.0216. 


C30 


Gene No. 


. ' 70000 








Strand 






Start 


180 








End 


4210 




Name 


OJ000251 23. 


0216 


. C30 . o3 


. ts 


Method 


TBLASTX : Soybean 




Start 


2333 ~~ 








End 


2686 




GI 


none 








Score 


221 




Exons 


2333. .2686 














Seq. No. 


33759 








Seq. ID 


OJ000251_23.0216. 


C30 


Gene No. 


70000 








Strand 






Start 


180 








End 


4210 




Name 


OJ000251 23. 


0216 


. C30 . 06 


. tm 


Method 


TBLASTX: Maize 




Start 


2735 ~~ 








End 


3022 




.GI 


none 








Score 


66 




Exons 


2735. .2839, 


2736 


. . 2846, 


2852 . 


.3022, 2E 


59. .3011 




Seq. No. 


33760 








Seq. ID 


OJ000251_23.0216. 


C31 


Gene No. 


70001 








Strand 


+ 




Start 


423 








End 


1768 




Name 


OJ000251 23. 


0216 


.C31. ol 


as 


Method 


GENSCAN ' J -' 




Start 


423' 








End 


17 68 




GI 


none 








Score 


.76 




Exons 


423..58S, 1637.. 


1768 










Seq. No.- 


33761 








Seq. ID 


OJ000251_23. 0216. 


C32 


Gene No. 


70002 








Strand 


+ 




Start 


55 








End 


1513 




Name 


OJ000251 23. 


0216 


.C32.ol 




Method 


GENSCAN 




Start 


55 








End 


1513 




GI 


none 








Score 


.48 




Exons 


55.. 288, 333 


..420, 1461 


.1513 








Seq. No. 


33761 








Seq. ID 


OJ000251_23. 0216. 


C32 


Gene No. 


70003 








Strand 







33829 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
..Name ^ 

Ist^tlZ 



318 End 865 

OJ000251_23. 0216.C32.ol.np Method AAT/NAP 
318 End-- • 865 

6539585 Score 156 

318. .389, 687. .865 

(AP000837) hypothetical protein [Oryza sativa] 



33762 Seq. ID 

70004 Strand 
1 End 
OJ000251_23. 0216.C33.ol.np Method 
1 End 
4105633 Score 
1..136, 164. .1227, 1833. .2373 
(AF048982) putative ethylene receptor [Arabidopsis thaliana] 
gi | 6175182 | gb | AAF04908 . 1 | AC011437_23 (AC011437) putative' 
ethylene receptor [Arabidopsis thaliana] 



OJ000251_23.0216.C33 
+ 

2373 
AAT/NAP 
2373 
692 



33762 
70004 

1 

t -OjpQ0251^23.. % 0.2.16. .C33 .oL qs, _ r 



GI - none . * ■ - 

Exons 55.. 1227, 1833.. 2369 . 

Seq. No. 33762 

Gene No. 70005 

Start 3703 

Name OJ000251_23 . 0216 . C33 . ol . ts 

Start 1 

GI none 
Exons 



Seq. ID 

Strand 

End 

_.Me.thocL. . 
Score 



OJ000251_23.0216.C33 
+ 

2373 

. GENSCAN^^ &sa ^-— ~ 

...2,3 6SlL111Z^^^---^~-Z 



97 



1..60, 286. .327, 325. .390, 361. .651, 583. .654, 634 
678. .752 



Seq. ID OJ000251_23.0216.C33 

Strand + 

End 4160 

Method TBLASTX : Soybean 

End 756 

Score 62 

756, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



33762 
70005 
3703 • 

OJ000251_23. 0216.C33.ol.tm 
199 



Seq. ID OJ000251_23.0216.C33 
Strand + 

4160 

TBLASTX: Maize 
2369 
39 



End 

Method 
End 

none Score 
199. .228., 286. .327/ 324. .380, 325. .399, ,364. .651, .4.81. .'654, 
497.. 658, 634.. 7.47, 658.. 747,- 663.. 776., 709, .966, 71$. .972,- 
74 7. .971, 988. .1137, 990. .lil2, 1830. . 1916, i832. .1906, 
1946. .2086, 1947. .2090, 2088. .2129, 2154. .2210, 2154. .2225, 
2268.. 2369, 2279.. 2353 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



33762 
70005 
3703 

OJ000251_23.0216.C33.ol.tc 

325 

none 



Seq. ID OJ000251_23.0216.C33 

Strand + 

End 4160 

Method TBLASTX: Cress 

End 2360 

Score 66 



325. .381, 364. .651, 634. .747, 715. .972, 1824. .1910, 1956. .2126, 
1961.. 2062, 2268.. ^360 



Seq. No. 



33762 



Seq. ID OJ000251 23.0216.C33 



33830 




Gene No. 


70005 


Strand 


+ 




Start 


. 3703 


End 


4160 




Name 


OJ000251 23.0216.C33.ol.gp 


Method 


AAT/GAP 




Start 


3557 


End 


4160 




GI 


29886 1.R1084 


Score 


1127 




Exons 


3557. .4160 








GI Descrip. 


? 5803242/dbj I AP000399 . 1 | AP000399 0.0e+00 Oryza sativa qenom: 




DNA, chromosome 6, clone : P0535G04 1 






Seq. No. 


33762 


Seq. ID 


OJ000251 23 0216 


• -D J 


Gene No. 


70005 


Strand 


+ ~ 




Start 


3703 


End 


4160 




Name 


OJ000251 23.0216.C33.o2.gs 


Method 


GENSCAN 




Start 


3703 


End 


3908 




GI 


none 


Score 


. 42 




Exons 


3703. .3720, 3783. .3908 








Seq. No. 


33763 




o.Tonn^M 9^ 09i 6 




Gene No. 


70006 


Strand 






Start 


40 


End 


287 




Name 


OJ000251_23.0216.C34 .ol.gs 


Method 


\J ill LV O \^/T.i,N 




..Starts .., :.. fcrv; . 






287 




„Gx„_lJLlL.ir 


. „xi o ae . ._ _ „ „ ... . . 


r -„_Scoxe__ 


41 ~ 


... 


Exons 


• 40. .287 - - • • 








Seq. No. 


33764 


Seq. ID 






Gene No. 


70007 


Strand 






Start 


73 


End 


130 




Name 


OJ000251 23. 0216. C35. ol.gs 


Method 


V_2 i_J Li i^J Viil'l 




Start 


73 


End 


X o u 




GI 


none 


Score 


Q4 

.-7 1 




Exons 


73. .130 








Seq. No. 


33765 


Seq. ID 


O,70f)09S1 9^ 091 £ 




Gene No. 


70008 


Strand 






Start 


57 


End 


394 




Name 


OJ000251 23.0216.C36.ol.tw 


Method 


TRT.ASTX • Whppf 

J. i-> J-JiT.O ± /\ . r V 1 1 C CI u 




Start 


57 


End 


•J yj y 




GI 


none 


Score 


97 d 




Exons 


57. .359, 72..3S3, 209. .358 








Seq"."" No. 


33765 " 


Seq. ID . 






Gene "No. 


700*08- 


* . Strand ■ 






Start 


57 ' 


End 


39.4 


• 


Name 


OJ000251 23.0216.C36.ol.tm 


Method 


TBLASTX: Maize 




Start 


192 


End 


394 




GI 


none 


Score 


183 




Exons 


192. .392, 209. .394 








Seq. No. 


33766 


Seq. ID 


OJ000251 23.0216. 


C37 


Gene No. 


70009 


Strand 


+ 




Start 


555 


End 


699 




Name 


OJ000251 23.0216.C37.ol.tw 


Method 


TBLASTX: Wheat 




Start 


37 


End 


327 




GI 


none 


Score 


279 




Exons 


37. .327, 40. .321, 177. .326 









33831 



• 



Seq. No. 


33766 




Seq. ID 


OJ000251_23.0216 


.C37 


Gene No. 


70009 




Strand 


+ 




Of a v+- 


R R R 




TP /~i 


oy y 




Name 




. LIU 


Method 


i dIjPlo i a : Ma 1 z e 




o Lai I 


-LOU 




Cina 


1 £ 9 




C T 


none 




Score 


1 P 9 




Hi AUI Id 


1 fin i^n 177 169 

-LOU. . jOU; X / / . . jOZ 










Seq. No. 


33766 




Seq. ID 


OJ000251_23.0216 


.C37 


Gene No. 


70009 




Strand 


+ 






R R R 




una 


d y y 




iName 


UUUUU^ Jl Zj. UclD . / .OX 


. im 


Method 


1 jdXj/\o 1 a : Mai ze 




Of arf 


/i n fi 

4 U O 




Liia 


C Q Q 

0 y y 






none 




Score 


1 C7 

lb / 




IT 1 w /~-\ w 


40fi RQ/l A*] A £09 RPR 
4 U O . . J74 , 411 , . OU^ / jo J 


£77 


R QQ £Q Q 

0 y 0 . . 0 yy 






Seq. No. 


33766 




Seq. ID 


OJ000251_23.0216 


.C37 


Gene No. 


70009 




Strand 


+ 






R R R 

jjj 




Cjna 


^QQ 

0 y y 




Name 


UU UUUZjl . UilD.Lj / .OX 


. gs 


Method 






Cf 3 >-+- 


R R R 
jjj 






0 y y 




C T 


.... , none r _. .. . _ 




Score . 


_ O X _ ^^..^r- . . 




.Exons . 


R R R CQQ 










Seq. No. 


33767 




■ • - ■ 

Seq. ID 


'-' ■ — ■ ■ " 

OJ000251_23.0216 


..... 
.C38 


Gene No. 


70010 




Strand 


+ 






1 P 17 
10 j / 




End 


5213 




Name 


PiTfinn9Ri 91 noi c pip ^1 
UJUUUZ j! Zj. UZID.UjO .Ol 


. gs 


Method 


GENSCAN 






1 P 1 7 
X O J / 




End 


5213 




r* t 


none 




Score 


. 6 






1P17 1 QOC /1R7PI ylQ/lfi 
X O J / . . 1 y O , 4 J / U . .4o^D, 


/l Q /l P 
4 O 4 O . 


.5145, 5192. .5213 




beq . no . 


j j / O / 




Seq. ID 


OJ000251_23.0216 


.C38 


Gene No. 


70011 




Strand 






Start 


5375 




End 


9762 




Name 


DTnnn9R1 91 091£ PIP n9 


. gs 


Method 


GENSCAN 






R 17 R 

J j / J 




End 


9762 




oX 


none 




Score 


. 95 






R£71 RQfiR ^ARC 
Jj/J. . DD / J, D^u j . . DUjD, 




.7643, 8415. .8452, 9217. .9383, 




Q£P Q Q*7 £9 










beq. no. 


1 1 "7 C"7 

jj/b/ 




Seq.. ID 


OJ000251_23.0216 


.C38 


•Gene - No . ' • 


70012 




■ Strand ■ 






Start 


1135*6 


* * 


End 


14502 




Name 


OJ000251 23.0216.C38.ol 


gp 


Method 


AAT/GAP 




Start 


11356 




End 


11823 




GI 


16960 1.R1084 




Score 


866 




Exons 


11356. . 11823 











GI Descrip. 1 4 558 673/gb | AAD22691 . 1 | AC007063_17 1.0e-25 (AC007063) 
hypothetical protein [Arabidopsis thaliana] 

>gi_4726112_gb_AAD28312. 1_AC006436_3 (AC006436) hypothetical 
protein [Arabidopsis thaliana] 1 



Seq. No. 33767 

Gene No. 70012 

Start 11356 

Name OJ000251 23 . 0216 . C38 . ol , 



tm 



Seq. ID 

Strand 

End 

Method 



OJ000251_23.0216.C38 
14502 

TBLASTX: Maize 



33832 




Start 


11557 




End 


12512 




GI 


none 




Score 


110 




Exons 


11557 . . 11661, 11565 . 


.11663, 


11565. .12500, 11579. .11797, 






11584 . . 12087, 12139 . 


. 12501, 


12143. .12505, 12153. .12512 




Seq. No. 


33767 




Seq. ID 


OJ000251_23.0216 


• ^ JO 


Gene No. 


70012 




Strand 






Start 


11356 




End 


14502 




Name 


OJ000251 23.0216.C38 


. o 1 . np 


Method 


AAT/NAP 




Start 


1.1570 


End 


14372 




GI 


4726112 




Score 


925 




Exons 


11570. .12500, 13617. 


.14146, 


14201. .14372 




GI Descrip. 


(AC0064 36) hypotheti 


cal protein [Arabidopsis thaliana] 




Seq. No. 


33767 




Seq. ID 


OJ000251_23.0216 


.C38 


Gene No. 


70012 




Strand 


- 




Start 


11356 




End 


14502 




Name 


OJ000251 23.0216 C38 


Pi 1 4- c 




i djjm.o i a . ooyoean 




Start 


11689 ~ 




End 


11931 




GI 


none 




Score 


174 . 




Exons 


11689. . 11931, 11691 . 


.11930 














_ .. . ^ ..^ 


- # . T . . ...... 




.Seq,._JSIo*. r . 




. 


^Js^q^Jt-D^ 


.JO.JH0.025.1^23.ja216L 


.038 


Gene No .■ 


- 70012 ; - 




Strand 




.. _ 


Start 


11356 




End 


14502 




Name 


OJ000251 23 0216 C38 


. (J J. . L- W 


l/Je LI 1UU 


fpOT flCTY « TATHoa 4- 
1 DJ_ir\o 1 A . I/Vucat 




Start 


11718 ~~ 




End 


12071 




GI 


none 




Score 


212 




Exons 


11718 . . 12071 










Seq. No. 


33767 




Seq. ID 


OJ000251_23.0216 


.C38 


Gene No. 


70012 




Strand 


- 




Start 


11356 




End 


14502 




Name 


OJ000251 23.0216 C38 


. oz . qp 


Mo 4- V* /^r\ 


QZ1T /fIZiP 
rirr 1 / \jt\r 




Start 


14161 ~~ 




End 


14502 




GI 


2309958 




Score 


590 




Exons 


14161 . . 14502 










Seq. No. 


33768 




Seq. ID 


OJ000251_23.0216 


.C39 


Gene No. 


70013 




Strand 






Start 


1014 




. End . 


. 1421 , ,.. . . , 




Name 


OJ000251 23 0216 C39 


. ol . gs 


Method 


GENSCAN 




Start 


1014 . _ ' r" ■ 


• 


: End - 


1421 ■ 




GI 


none 




Score 


.42 ' 




Exons 


1014 . . 1124 , 1271 . . 14: 


21 








Seq. No. 


33769 




Seq. ID 


OJ000251_23.0216 


.C40 


Gene No. 


70014 




Strand 






Start 


364 




End 


892 




Name 


OJ000251 23 0216 C40 


. ol . gs 


Method 


GENSCAN 




Start 


364 ~~ 




End 


892 




GI 


none 




Score 


. 99 




Exons 


364. .573, 845. .892 










Seq. No. 


33770 




Seq. ID 


OJ00025.1_23.0216, 


.C41 


Gene No. 


70015 




Strand 






Start 


712 




End 


2240 





33833 



# 



MartlQ 


o.Tnon?si 91 o?i fi r4i ni a<? 


L ie; u. i i \s u 


VJuiNO V^rtLN 




OLdl L 


71 ? ~ 


- " End 


99 40 




o X 


1 Ivjl 1" 








LAUH O 


71? 7RD 149ff IfiSS ?n7ff 


2240 






Seq. No. 


33770 


Seq. ID 


OJ000251 


_23.0216.C41 


Gene No. 


70016 


Strand 






Start 


3104 


End * 


4770 




LN allLC 


OiTOOOPM 91 0?1 P41 n<; 


Method 


GENSCAN 




Start 


3104 _ 


End 


4770 






none 


Score 


.65 




F, von 

i_J 1 w> 


3104 3472 3624 3830 4172 


. .4320, 4401. .4562, 


4658 4770 


Seq. No. 


33771 


Seq. ID 


OJ000251 


23.0216.C42 


Gene No. 


70017 


Strand 


+ 




Start 


452 


End 


2242 




Name 


OJ000251 23.0216.C42.ol.gs 


Method 


GENSCAN 




Start 


452 


End 


2234- 




GI 


none 


Score 


.55 




Exons 


452. .538, 777. .983, 1040. .1229, 1308.. 


2234 





, Seq t- No . . ^33JJA^ : ^^ Seq^ .OB^Q J0O 02 5 L_23, .i»2L^.jC42_ , 
,_Gehe_N.a.. J£Dl7„;^;i;;/ T _ - ..^Str ahd± ; „ ^ s 7 _ 

Start - 452 " - • E nd 2242 

Name OJ000251_23 . 0216 . C42 . ol . np Method AAT/NAP 

Start 1058 End 2242 

GI 6721562 Score 1965 

Exons 1058.. 2242 

GI Descrip. (AP001073) Similar to Zea mays 22-kDa alpha zein gene cluster; 
hypothetical protein. (AF031569) [Oryza sativa] 

gil 6815087 |dbj IBAA90373.il (AP001081) Similar to Zea mays 22-kDa 
alpha zein gene cluster; hypothetical protein. (AF031569) [Oryza 
sativa] 



Seq. No. 33771 

Gene No. 70017 

Start 452 

Name OJ000251_23 . 0216 . C42 . ol . tw 

Start 1712 

GI none 
Exons 



Seq. ID OJ000251_23.0216.C42 

Strand + 

End 2242 

Method TBLASTX : Wheat 

End 2104 

Score 58 



1712. .1759, 1766. .1864, 1771. .1863, 1831. .2070, 1847. .2104 



Seq. No. 33771 

Gene. No. 70017 

Start 452 

Name OJ000251_23 . 0216 . C42 . ol . tm 

Start 1754 

GI none 

Exons 1754.. 2002, 1756.. 2001 



Seq. ID OJ000251_23..0216.-.C42 

Strand +■ 

End 2242 

Method TBLASTX : Maize 

End 2002 

Score 197 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



33772 
70018 
1 

OJ000251_23.0216.C43.ol.np 

1 

6498441 



Seq. ID OJ000251_23.0216.C43 

Strand + 

End 1771 

Method AAT/NAP 

End 1771 

Score 1638 



1..285, 629. .1093, 1157. .1530, 1695. .1771 



33834 



GI Descrip. (AP000815) EST C7278 6 (E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



Seq. No. 


33772 




Seq. ID 


OJ000251 23 0216 




Gpnp No 


70018 




St* rand 


+ 




Start 


1 




End 


1771 




Name 


OJ0 00251 23 . 0216. C4 3 .o2 


. tw 


Met hod 


TBLASTX * Wheat 




Start 


525 




End 


912 




GI 


none 




Score 


358 




Exons 


525. .686, 526. .912, 708 


. . 911 








Seq. No. 


33772 




Seq. ID 


OJ000251_23.0216. 


C4 3 


Gene No . 


70018 




Strand 


+ 




Start 


1 




End 


1771 




Name 


OJ000251 23 0216 C43 ol 


. tw 


Method 


TBLASTX: Wheat 




Start 


1164 




End 


1627 




GI 


none 




Score 


192 




Exons 


1164. .1607, 1165 .1620. 


1166 


..1627, 1166. .1621 




Seq. No. 


33772 




Seq. ID 


OJ000251_23.0216. 






7 00J8 „ 




^Stj'and,.^ 






_S.t.ar±" 








..12Z1 - . 




Name * ~ 


- OJ000251 23 0216 C4T ol 




Method 


TBLASTX: Soybean- - 




Start 


1205 




End 


1570 




GI 


none 




Score 


109 




Exon ^ 


1205 1429 1436 1570 










Sea No 


33772 




Seq. ID 


OJ000251_23.0216. 




Gene No 


70018 




Strand 


+ 




Start 


1 




End 


1771 




Name 


OJ000251 23 0216 C43 ol 


. tm 


Method 


TBLASTX: Maize 




Start 


1295 ~ 




End 


1645 




GI 


none 




Score 


389 




Exons 


1295. .1642, 1330. .1641, 


1346 


. .1645 






Sea. No 


33773 




Seq. ID 


OJ000251_23.0216. 




Qgne No . 


70019 




Strand 


+ 




Start 


1 




End 


1499 




Name 


OJ000251 23.0216.C45.ol 


.np 


Method 


AAT/NAP 




Start 


1 




End 


1499 




GI 


.'5902445- 




Score 


1095 




Exons 


■ 1..687, 1174. .1499 










GI Descrip 


(AB030283) GAG-POL precursor 


[Oryza sativa] 




Sea No 


33773 




Seq. ID 


OJ000251_23.0216. 




Gene No. 


70019 




Strand 


+ 




Start 


1 




End 


1499 




Name 


OJ000251 23.0216.C45.o3 


. tw 


Method 


TBLASTX: Wheat 




Start 


5 




End 


193 




GI 


none 




Score 


203 




Exons 


5. .193, 6. .191 










Seq. No. 


33773 




Seq. ID 


OJ000251 23.0216. 


C45 


uene No. 


70019 




Strand 


+ 




Start 


1 




End 


1499 




Name 


OJ000251 23.0216.C45.ol 


.gs 


Method 


GENSCAN 





33835 



Cfarf 
O Lai L 


i nfi 




RnH 


1 3R9 




VJ J. 


none 






62 




i—i s*. \J 1 10 


108 307 4 1 8 1 3ft? 










Seq. No. 


33773 




Seq. ID 


OJ000251_23.0216 


.C45 


Gene No. 


70019 




Strand 


+ 




Start 


1 




End 


14 99 




Name 


OJ000251 23 0216 P45 ol 


tm 




TRT.A9TY • Ms i 

x D Lnu 1A • nal^c 




Start 


137 ~~ 




End 


520 

J \J 




GI 


none 




Score 


27 9 




R von ^ 


137 415 138 416 410 


. 520 








Seq. No. 


33773 




Seq. ID 


OJ000251_23.0216 


.C45 


Gene No. 


70019 




Strand 


+ 




Start 


1 




End 


14 99 

X 1 ^ 3* 




Name 


O.T000251 23 0216 P45 o1 


1- w 
u w 


M^s t* h oH 

i. JC L11UU 


TRT a ^TY • Whpal- 




Start 


194 _ 




End 


613 




PT 

OX 


n on (=> 




ouuic 


27 4 




UA\J1 1 O 


194 415 195 425 297 


.416 


407 613 


4 33 60 6 

f TOO* .DUD 




Seq. No. 


33773 




Seq. ID 


OJ000251__23.0216 


.C45 


,Gene Np_. „ 






^_,jStrand^ : ^ 


^ 




,S.taxt_l .;. "L 17 1 






. _End , 


1 A QQ 

....J_fl-Z7.^. r ....^._-.„_. i ™ T ^ f „^_ 




Name . 


- O.70 0 0 2 5 1 - 7 3 0-2 1 6 " P4 5 - o 1 




lit; L I iOLi 


TRT ACTY-' Q r\\ rY\a r\- - 

i dxjM.o x a . ouyosan 




u Lai L 


273 — 




RnH 
Hi! iu 


64 3 




GI 


none 




Q oo T"0 


1 54 




R von ^ 


273 416 290 415 413 


64 3 








Seq. No. 


33773 




Seq. ID 


OJ000251_23.0216 


.C45 


Gene No. 


70019 




Strand 


+ 




Start 


1 




RnH 


1 4 QQ 

X *i _7 .7 




Name 


D.T000251 23 021 6 P45 o2 


L. w 










1163 _ 

X X \J >J 




RnH 


14 32 




GI 


none 




Cpnro 


2 63 




R von 


1163 14 32 11 QR 1431 

X X U — > • • X ** ^ / X X _7 O . ■ 14 Jl 










O C ■ • 


3377 4 




uc(^ . x u 


P. 70009^1 93 0916 


C A 6 
.LID 


Gene No . 


70020 




Strand 






Start 


1 




End 


1196 




Name 


OJ000251 23.0216.C46.ol. 


np 


Method 


AAT/NAP 




Start 


1 




^End 


1193 




GI 


6498441 




Scare ■• 


1826 




F,ynn'<? 

DAUHO 


1...818, 912. .1193 ■ 




s 






PT Dp^rri n 

OX J. • 


{AP0008 15 ) "EST C7'278 6 (E2*258 ) 


'corresponds to a region of the 




predicted qene . ; Similar 


to i 


Sorghum bicolor Gypsy-Ty3 type 




retrotransposon RetroSorl. (AF098806) 


[Oryza sativa] 




Seq. No. 


33774 




Seq. ID 


OJ000251_23.0216, 


.C46 


Gene No. 


70020 




Strand 


+ 




Start 


1 




End 


1196 




Name 


OJ000251 23.0216.C46.ol. 


gs 


Method 


GENSCAN 




Start 


64 


End 


1196 




GI 


none 




Score 


.88 




Exons 


64. .1196 










Seq. No. 


33774 




Seq. ID 


OJ000251_23.0216. 


.C46 


Gene No. 


70021 




Strand 


+ 





33836 



Start 


1357 




End 


Name 


OJ000251 23.0216.C46.ol 


.gp 


Method 


Start 


1357 


End 


GI 


2428323 




Score 


Exons 


1357. .1818 






GI DescriD 


5803242/dbj | AP000399 . 1 | AP000399 0.0e+0 




DNA, chromosome 6, clone : P0535G04 


Seq. No. 


33774 




Seq. ID 


Gene No. 


70022 




St rand 


Start 


1826 




End 


Name 


OJ000251 23.0216.C46.ol 


.tm 


Method 


Start 


63 




End 


GI 


none 




Score 


Exons 


63. .386, 92. .373 






Seq. No. 


33774 




Seq. ID 


Gene No. 


70022 




O LI dl 1U 


Start 


1826 




End 


Name 


OJ000251 23.0216.C46.ol 


.tw 


Method 


Start 


200 




End 


Gl„ „. ..... 


.^none.^ ±„± . . 




„Score _ . 


Exons - - 


j .. ...... _. _ ... 




.3.0 Z.^ 5.5.6" 


Seq. No. 


33774 


■ - - 


... 

Seq. ID 


Gene No. 


70022 






Start 


1826 




End 


Name 


OJ000251 23.0216.C46.o2 


tw 


Method 


Start 


582 




End 


GI 


none 




Score 


Exons 


582. .878, 586. .657, 587 


.685, 


722. .865 


Seq. No. 


33774 




Seq. ID 


Gene No. 


70022 




^ t" nH 


Start 


1826 




End 


Name 


OJ000251 23.0216.C46.o2. 


tm 


Method 


Start 


1053 




End 


GI 


none 




Score 


Exons 


1053. .1220, 1058. .1234 






-Seq. No. 


33774 . 




Seq. ID 


Gene No v 


70022 




Strand 


Start , 


' 1826 # 




End". 


Name 


OJ000251 23.02i6 # .C46.o2. 


gs 


Method 


Start 


1826 




End 


GI 


none 




Score 


Exon 5 ; 

L-J \J 1 1 h_2 


1826. .2023 






Sea No 


33774 ■ 




Seq. ID 


Gene No. 


70022 




Strand 


Start 


1826 




End 


Name 


OJ000251 23.0216.C46.o2. 


np 


Method 


Start 


1829 " 


End 


GI 


5803259 




Score 


Exons 


1829. .2052 






GI Descrip. 


(AP000399) hypothetical 


protein [Oryza 



1818 
AAT/GAP 
1818 
854 



2052 

TBLASTX: Maize 

386 • 

354 



2052 

TBLASTX: Wheat 
581 

.3.65 



2052 

TBLASTX: Wheat 

1184 

259 



2052 

TBLASTX: Maize 

1234 

192 



2052 
GENSCAN 
2023 
.64 



2052 
AAT/NAP 
2052 
370 



33837 




Sea No 


33775 


OCVj ■ ± Lf 




9 ^ 


09 1 £ 




Gene No. 


70023 


Strand 










Start 


1 


End 


2432 








Name 


OJ000251 23.0216.C4 7.ol 




AAT /NAP 








Start 


1 — 


End 


94^9 








GI 


5803259 


Score 


?74 7 








Exons 


1 903, 934 1075 1171 


. .2432 










GI Descrip. 


(AP000399) hypothetical 




^ 3 t" 1 XT 1 








Seq. No. 


33775 


Seq. ID 


OJ000251_ 


23 


.0216 


,C47 


Gene No. 


70023 


Strand 










Start 


1 


End 


94^9 

*4 .J ^1 








Name 


OJ000251 23.0216.C47.ol 


. gs Method 










Start 


20 


End 


9 4^9 








GI 


none 


Score 










Exons 


20. .404, 422. .1075, 1171. .2432 










Seq. No. 


33775 


Seq. ID 


OJ000251_ 


_23 


.0216 


C47 


Gene No. 


70024 


Strand 










Start 


2813 


End 


9Q9R 








Name 


* OJ000251 23.0216.C47.o2 


. gs Method 


OJLiLN OUM.1N 








Start 


,,.2813. ______ _ 


^.^^ End 


9 Q9P 




■■ — — — 




..GI,,*^-._- 


•...none., , 


-~- , Score 


EL £ - - - 




~" 


— _ — „ 


Exons 


2813;. 2928 












Seq. No. 


33776 


Seq. ID 


OJ000251_ 


23 


0216, 


C48 


Gene No. 


70025 


Strand 










Start 


25 


End 


1 7 ^ ^ 








Name 


OJ000251 23.0216.C48.ol 


. gs Method 










Start 


25 


End 


1 7 ^ 








GI 


none 


Score 


ft 9 








Exons 


25. .111, 347. .517, 1599 


. .1733 










Seq. No. 


33776 


Seq. ID 


OJ000251_ 


23. 


0216. 


C48 


Gene No. 


70026 


Strand 










Start 


4521 


End 


9541 








Name 


OJ000251 23.0216.C48.o2, 


gs Method 


GENSCAN 








Start 


4521 


End 


9526 








GI 


none 


Score 


.47 








Exons 


4521. .4646, 4801. .4975, 


5642. .5691, 5779. .5805, 


8702. . 9526 


Seq; No. 


33776 


■ - * Seq. ID 


OJ000251_ 


23. 


0216. 


C'4 8 


Gene No.. 


70026 A ." 


1 Strand ■■ 










Start 


4521 


End 


9541 








Name 


OJ000251 23.0216.C48.ol. 


np Method 


AAT /NAP 








Start 


7300 


End 


9541 








GI 


2244839 


Score 


611 








Exons 


7300.. 7319, 8586.. 9541 













GI Descrip. (Z97337) hypothetical protein [Arabidopsis thaliana] 



Seq. No. 


33776 


Seq. ID 


OJ000251_23.0216 


Gene No. 


70026 


Strand 




Start 


4521 


End 


9541 


Name 


OJ000251 23.0216.C48 .ol.ts 


Method 


TBLASTX: Sovbean 


Start 


8585 


End 


9076 


GI 


none 


Score 


308 


Exons 


8585. . 9076 







33838' 



Seq. No. 


33776 








Seq. ID 


OJ000251_23.0216. 


C48 


CZesne* Mo 


7002 6 








Strand 






otai i 


4 521 








End 


9541 






V7U \J \J \J *J X t. -J 


091 fi 


P4 ft ol 

. \^ 4 O • U X 




Method 


TBLASTX: Maize 




O Lai. L 


8606 ~~ 








End 


9541 




GI 


none 








Score 


143 






ftfiOn" 9S41 

U UU U i • ^ »J 4 X , 


Rftft ^ 

O O O _> 




Q1 99 


..9319, 9203. .9463, 9452. .9541 


Seq. No. 


33776 








Seq. ID 


OJ000251_23.0216. 


P4 ft 

L4 O 


(TlpnP Ma 


7002 6 








Strand 






Start 


4 S9 1 








End 


9541 




Name 


n,Tonn?si 9^ 


091 


P4 ft ol 


. LL 


Method 


• TBLASTX: Cress 




J Lai u 


ftft 4 Q ~~ 

O O 1 zf 








End 


9538 




o X 


n ono 








Score 


65 




F 1 von ^ 


8ft4Q ftQ71 


ft QfiQ 

O _7 U _7 


Q07Q 

• ■ / Zf f 


Q1 4 ^ 

Zf X 4 *J 


..9451, 9464. .9538 




Seq. No. 


33776 








oeq ■ x u 




L/4 o 


Cpnp Tvjo 


70026 








Strand 






O Lai L 


4521 








End 


9541 






o,Tono9si ?^ 


091 

• U X D 


P4 ft ol 

. ^4 O . KJ X 


■ LW 


Method 


TBLASTX: Wheat - • 






Zf\J±. X . 


*■-■--*•-- 






End^. r ._ 


_._9.4.64.____. 




pt 


n on o 








-..-.S.coxe__ ..^ 


..4.0 „_ *. _ 




T* 1 von q 


qni 1 q a A 9 

.7 U X X . . ZJH 4 £. , 


qni 9 

17 U x <L 


- Q1 ^4 

. . Zf X 3 4 , 


QO 1 4 

_3 U X 4 


..9313, 9 


L80. .-9464 - 





Seq. No. 


33777 












1 


Ppi fi *3 Mo 


70027 








Strand 






O Lai L 


1 7 

X / 








End 


145 




Vi CtilLC 


o,TOon9^i 9^ 


091 


PR 1 ol 




Method 


GENSCAN 




Start 


17 ~~ 








End 


145 




GI 


none 








Score 


1 




T* 1 von q 

Li AU1 i O 


17 1 4 R 














Seq. No. 


33778 








Seq. ID 


OJ000251_23.0216. 


PR9 


npnp No 


70028 








Strand 


+ 




Start 


Q 








End 


319 




Name 


O.T00 0 9M 9^ 


D91 


PS9 ol 
■ LJ^ • ox 


gs 


Method 


GENSCAN 




Start 


9 — 








End 


■ 194 




GI 


none 








Score 


.81 




F 1 von <z 


9 1 Q4 

.7 • . X Zf 4 














Seq. No. 


33778 








Seq. ID 


OJ000251_23.0216. 


C52 


Qana ' Mo 


70028 








Strand 


+ ' . 






y . - 








End " 


319 




Name * 




091 6 


PS9 ol 


L o 


Method 


TBLASTX: Soybean 




Start - - 


42 ~~ 








End 


319 




PT • 

OX,. : . 


none 








Score 


182 






4'9 9QD 44 

4t. • , ^^U^ 4 4. 


^1 Q 

. O X Zf 












Seq. No. 


' 33779 








Seq. ID 


OJ000251_23.0216. 


C53 


Gene No. 


70029 








Strand 






Start 


1 








End 


528 




Name 


OJ000251 23. 


0216 


C53.ol. 


np 


Method 


AAT/NAP 




Start 


1 








End 


528 • 




GI 


2827553 








Score 


302 




Exons 


1. .528 














GI Descrip. 


(AL021635) predicted protein 


[Arabidopsis thaliana] 





33839 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
JM ame^ ^ v _ : 
..Star.t-Ll' 
GI - 
Exons 



33779 
70029 
1 

OJ000251_23.0216.C53.ol.tm 
51 

none 



Seq. ID OJ000251_23.0216.C53 
Strand 

End 528 

Method TBLASTX : Maize 

End 437 

Score 114 



51. .257, 57. .395, 59. .394, 93. .437, 101. .436, 283. .423 



33779 
70029 
1 

OJ000251_23.0216.C53.ol.ts 
57 

none 



Seq. ID OJ000251_23.0216.C53 
Strand 

End 528 

Method TBLASTX : Soybean 

End 436 

Score 67 



57. .164, 59. .193, 66. .200, 74. .286, 74. .286, 173. .379, 177. .350, 
260. .436, 269. .421 

33779 Seq. ID OJ000251_23 . 0216 . C53 

70029 Strand 
1 End 528 • - 

^ .QJpO 0251^2 3.^021 6 . C51. oL.,gs,_ _4iethooL _. . „_,„__ _„_„. _ 



none 
65. .478 



„End. 
Score 



... .14.7.8.. 
. 91 



Seq. No. 33780 

Gene No. 70030 

Start 82 

Name OJ000251_23 . 021 6 . C54 . ol . gs 

Start 82 

GI none 

Exons 82.. 97 



Seq. ID OJ000251_23.0216.C54 

Strand 

End 97 

Method GENSCAN 

End 97 

Score .43 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 



33781 
70031 
158 

OJ000251_19. 0216.C4 .ol.gs 

158 

none 

158.. 266, 313.. 371 



Seq. ID OJ000251_19.0216.C4 

Strand + 

End 371 

Method GENSCAN 

End 371 

Score .89 



- 23782 ' 
70032 ' * " 

1788 

OJ000251_1 9 . 02 1 6 . C8 . ol . np 
1788 
114534 
1788.. 2046, 3235.. 3258 

ATP SYNTHASE ALPHA CHAIN gi | 67828 | pir || PWWTA H+-t ransporting ATP 
synthase (EC 3.6.1.34) alpha chain - wheat chloroplast gi|552976 
(M16842) ATP synthase alpha subunit [Triticum aestivum] 



Seq. ID *OJ0002 ] 51_19.0216.'C8- 

Strarid "+ 

End 3258 

Method AAT/NAP 

End 3258 

Score 265 



33782 
70032 
1788 

OJ000251_19 . 0216 . C8 . ol . gp 



Seq. ID OJ000251_19.0216.C8 

Strand + 

End 3258 

Method AAT/GAP 



33840 




Start 1882 End 2028 

GI LIB3431-040-P1-K2-C1 Score 238 

Exons 1882.. 2028 

GI Descrip. . ' 1 14 521/sp | P12084 | ATPAJDRYSA 6.0e-53 ATP SYNTHASE ALPHA CHAIN 

>gi_67827_pir PWRZA H+-transporting ATP synthase (EC 3.6.1.34) 

alpha chain - rice chloroplast >gi_1197 9_emb_CAA33993_ (X15901) 

ATPase alpha subunit [Oryza sativa] >gi_22 6696_prf 1603356X 

ATPase alpha [Oryza sativa] ' 



Seq. No. 


33782 


Seq. ID 


OJ000251_19.0216.C8 


Gene No. 


70033 


Strand 




Start 


2641 


End 


3025 


Name 


OJ000251 19.0216.C8 .ol . ts 


Method 


TBLASTX: Soybean 


Start 


1783 


End 


2029 


GI 


none 


Score 


45 


Exons 


1783. .1806, 1784. .1810, 1814. 


.2020, 1815. .2024, 1815. .2021, 




1817 . .2029 






Seq. No. 


33782 


Seq. ID 


OJ000251_19.0216.C8 


Gene No. 


70033 


Strand 




Start 


2641 


End 


3025 


_N ame ... 


._JM00_025.1„ 1.9..DZ16.C8 . ol.t.c^ 


. Method. 


.,.TBLASTXj.Cr.es.s Afcf . aj ^ _ 


IstajZtZZZlZZZ- 


L.J.8Z6Zl.li,L ZZZZ„. 117 ZZZZ^ ZZ.ZZZ 




J025....„.-l . Z ZZ~Z 


GI ■ 


none . 


-Score - ■ 


-134- - ~ - 


Exons 


1826.. 2020, 1826.. 2020, 1827. 


.2024, 1830.. 2021, 1900.. 2025 


Seq. No. 


33782 


Seq. ID 


OJ000251_19.0216.C8 


Gene No. 


70033 


Strand 




Start 


2641 


End 


3025 


Name 


OJ000251 19.0216.C8.o2.gs 


Method 


GENSCAN 


Start 


2641 


End 


3025 


GI 


none 


Score 


.69 


Exons 


2641. .2732, 2926. .3025 






Seq. No. 


33783 


Seq. ID 


OJ000251_19.0216.C9 


Gene No. 


70034 


Strand 




Start 


825 


End 


4171 


Name 


OJ000251 19.0216.C9.ol.gs 


Method 


GENSCAN 


Start 


825 


End 


4171 


GI 


none 


Score 


.58 


Exons 


825. .844, 4093. .417.1 






Seq.' No..* 


33784 '•' . • 


Seq. ID 


OJ0tf0251 19. 0216. C10-"* 


Gene No. 


.70035 ' ' ■ 


Strand 


+ 


Start 


1 


End 


4663 


Name 


OJ000251 19.0216.C10.ol.gp 


Method 


AAT/GAP 


Start 


1 


End 


1881 


GI 


uC-osroM202035b06bl 


Score 


794 


Exons 


1..119, 1185... 1464, 1856. .1881 




GI Descrip. 


'4335747/gb|AAD17424 | 4.0e-24 


(AC006284) putative A3 protein 




[Vigna unguiculata] (integral 


membrane 


protein) [Arabidopsis 




thaliana] 1 






Seq. No. 


33784 


Seq. ID 


OJ000251 19. 0216. C10 


Gene No. 


7003b 


Strand 


+ 


Start 


1 


End 


4663 


Name 


OJ000251 19.0216.C10.ol.gs 


Method 


GENSCAN 



33841 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



1228 
none 



End 
Score 



3050 
.82 



1228. .1464, 1856. .2000, 2125. .2334, 2660. .2781, 3009. .3050 



33784 
70035 
1 

OJ000251_19.0216.C10.ol.np 

1267 

4335748 



Seq. ID OJ000251_19. 0216. C10 

Strand + 

End 4663 

Method AAT/NAP 

End 4550 

Score 1079 



1267. .1464, 1862. .2000, 2125. .2276, 2632. .2781., 3328. .3702, 
4401. .4550 

(AC006284) putative integral membrane protein [Arabidopsis 
thaliana] 



Seq. No. 
Gene No. 
Start 
Name 
Start 
GI ■ 

.Exons ..... __. 
..GX^Descrip.- 



33784 
70035 
1 

OJ000251_19. 0216. C10. o2.gp 
2192 

uC-osflM202047el2bl • 



Seq. ID OJ000251_19. 0216. C10 

Strand + 

End 4 663 

Method AAT/GAP 

End 3553 

Score 916 



>gi_2129909_pir S58310 gene A3 protein - cowpea 

>gi_938300_emb_CAA6208 6_ (X90487) unknown [Vigna unguiculata] 1 



Seq. No. 


33784 








Seq. ID 


OJ000251_19. 0216. C10 


Gene No. 


70035 








Strand 


+ 


Start 


1 








End 


4663 


Name 


OJ000251 19. 


0216 


.C10.o3 


.gs 


Method 


GENSCAN 


Start 


4287 








End 


4663 


GI 


none 








Score 


. 98 


Exons 


4287. .4362, 


4401 


. .4663 








Seq. No. 


33784 








Seq. ID 


OJ000251_19. 0216. C10 


Gene No. 


70036 








Strand 




Start 


3238 








End 


3711 


Name 


OJ000251 19. 


0216 


C10.o2 


gs 


Method 


GENSCAN 


Start 


3238 








End 


3711 


GI 


none 








Score 


.99 


Exons 


3238. .3711 












Seq.' No. 


33784" 








Seq*. ID 


OJb00251_19-.0216.C10 


Gene No. 


" 70037 " 








Strand. 




Start 


4466 








End 


4867 


Name 


OJ000251 19. 


0216 


C10.o3 


tm 


Method 


TBLASTX: Maize 


Start 


1204 








End 


1491 


GI 


none 








Score 


284 


Exons 


1204. .1419, 


1227. 


.1427, 


1434 . 


.1460, 1435. .1491 


Seq. No. 


33784 








Seq. ID 


OJ000251_19. 0216. C10 


Gene No. 


70037 








Strand 




Start 


4466 








End 


4867 


Name 


OJ000251_19. 


0216. 


ClO.ol. 


ts 


Method 


TBLASTX: Soybean 


Stax e 


1206 








End 


4547 


GI 


none 








Score 


285 


Exons 


1206. .1469, 


1216. 


. 1464, 


1835. 


.2005, 1861. .2004, 2112. .2291, 



33842 






2122 2247 


2123 


2263, 


2725 


..2784, 3322.. 3645, 3327.. 3701, 




3630 3707 


4 395 


. .4547 










Seq. No. 


33784 








Seq. ID 


OJ000251_19.0216 


.C10 


Gene No. 


70037 








St rand 






Start 


4466 








End 


4 ft 67 




Name 


OJ000251 19 


. 0216 


C10 o2 


. tc 


* Mpf hind 


TRT.A9TX • PrpqQ 




Start 


1227 ~ 








End 


14 69 




GI 


none 








Score 


274 




Exons 


1227 . . 1469, 


1228 


. . 1467 










Seq. No. 


33784 








Seq. ID 


OJ000251_19.0216 


.C10 


Gene No. 


70037 








Strand 






Start 


4466 








End 


4867 




Name 


OJ000251 19 


.0216 


C10 o3 


. t c 


Method 


TBLASTX: Cress 




Start 


1835 








End 


2165 




GI 


none 








Score 


192 




Exons 


1835 . .2005, 


1861 


... 2004, 


2112 


.2165, 2123. .2164 




Seq. No. 


33784 








Seq. ID 


OJ000251_19.0216 


.C10 


Gene No. 


70037 








Strand 






.Start... ^ . . 


.4466 








-^End,„ 


.4 8.67 




.Name 


OJ000251 19 


0?Tf> 


CI 0 nl 


. .UIU 


.-.Method „ 


..TBLASiXiUalze..: 




Start * 


-1859 








End „; - 


2275 




GI 


none 








Score 


207 




Exons 


1859 2005 


1864 


. 2004 , 


2121 , 


.2264, 2123. .2275, 2124. .2270 


Seq. No. 


33784 








Seq. ID 


OJ000251_19.0216 


C10 


Gene No. 


70037 








Strand 






Start 


4466 








End 


4867 




Name 


OJ000251 19 


0216 


CI 0 n? 


L.1LI 


Method 


TBLASTX: Maize 




Start 


2728 ~~ 








End 


3582 




GI 


none 








Score 


61 




Exons 


2728 2784 


3322 , 


. 3582, 


3327 . 


.3560 






Seq. No. 


33784 








Seq. ID 


OJ000251_19.0216. 


C10 


Gene No. 


70037 








Strand 






Start 


4466 








End 


4867 




Name 


OJ000251 19 


021 6 
\j ± \j , 


CI 0 nl 




Method 


TBLASTX: Cress 




Start 


3417 _ 








End 


4547 




GI 


none 








Score 


286 




Exons 


3417 . . 3659, 


3418 . 


.3645, 


3630 . 


,3707, 4395. ._4547 




Seq. No. 


33784 ' 








..'Seq'. ID 


OJ00'0251_19.0216. 


C10 


Gene No. 


'70037 








Strand 






Start 


4466 








End 


4867 




Name 


OJ000251 19 


0216 . 


C10 


yp 


Method 


AAT/GAP 




Start 


4466 ~~ 








End 


4867 




GI 


none 








Score 


752 




Exon ^ 

Jh_J \J 1 1 o 


4466 4R67 














Seq. No. 


33785 








Seq. ID 


OJ000251_19.0216. 


C12 


Gene No. 


70038 








Strand 


+ 




Start " 


1 








End 


407 




N a rue 


OJ000251 19. 


U216. 


C12.ol. 


np 


Method 


AAT/NAP 




Start 


1 








End 


217 




GI 


320569 








Score 


225 





33843 



Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1. .217 

transposon TNT1 



Arabidopsis thaliana (fragment) 



33785 Seq. ID 

70038 Strand 

1 End 
OJ000251_19. 0216.C12.ol . tm Method 

2 End ' 
none Score 
2. .211, 5. .205 



OJ000251_19.0216.C12 
+ 

407 

TBLASTX: Maize 

211 ' 

282 



Seq. No. 33785 Seq. ID 

Gene No. 70038 Strand 

Start 1 End 

Name OJ000251_19 . 0216 . C12 . ol . gs Method 

Start 35 End 

GI none Score 

Exons 35.. 101, 268.. 407 



OJ000251_19.0216.C12 
+ 

407 

GENSCAN 

407 

.94 



Seq. No. 33786 Seq. ID 

Gene No. 70039 Strand 

, Start . . ^,,^910^. .^—^ t . .„ ^EncL^^ 

..Name Qj'6aQ251_i9^^ 

Start ' - •'■ ■ 910 - . : End 

GI none Score 

Exons 910.. 1036 



OJ000251_19. 0216.C13 
+ 

.1.016. 

1036 • • - - - 
. 6 



Seq. No. 33786 

Gene No. 70040 

Start 1871 

Name OJ000251JL9 . 0216 . C13 . ol . tm 

Start 1871 

GI none 

Exons 1871.. 1912, 1986.. 2213, 2231. 



Seq. ID OJ000251_19.0216.C13 
Strand 
End 

Method 
End 
Score 
,2302 



2302 

TBLASTX: Maize 

2302 

65 



Seq. No. 


33787 








Seq. ID 


OJ000251_ 


_19.0216.C14 


Gene No. 


70041 








Strand 


+ 




Start 


148 








End 


238 




Name 


OJ000251 19 


.0216 


C14.ol 


.gs 


Method 


GENSCAN 




Start 


148 








End 


238 




GI . 


none . 








Score 


. 7, 




Exons 


148 . .238 














Seq. No. 


33787 








Seq. ID 


OJ000251_ 


19. 0216 .C14 


Gene No. 


70042 








Strand 






Start 


1472 








End 


4827 




Name, 


OJ000251 19 


0216. 


C14.-o2 


gs 


Method 


GENSCAN 




Start. • 


- 1472 








End 


4827 




GI • 


. none 








Score 


.48 




Exoris 


1472. .1582, 


2221. 


.2298, 


2318. 


.2376, 2460. .2541, 


3257. .3549, 




3864. .4119, 


4211. 


.4472, 


4577 . 


.4827 







Seq. No. 33787 Seq. ID 

Gene No. 70043 Strand 

Start 4858 End 

Name OJ000251_19 . 0216 . C14 . ol . tm Method 

Start 4832 End 



OJ000251_19.0216.C14 
5874 

TBLASTX: Maize 
5309 



33844 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

. JS.eq_. ...No..... 
- Gene No.- : 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



none Score 57 

4832. .4942, 4843. .4941, 4945. .5151, 4947. .5309, 5191. .5304 



33787 
70043 
4858 

OJ000251_19.0216.C14 .ol.np 
4858 
5441880 
4858. .5874 

(AP000367) EST C28952 (C6294 5 ) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein. 
(AC003981) [Oryza sativa] 



Seq. ID OJ000251_19.0216.C14 
Strand 

End 5874 

Method AAT/NAP 

End -5874 

Score 1151 



33788 
70044 
6499 

OJ000251_19 . 0216 . C15 . o2 . gs 

6499 

none 



Seq. ID OJ000251_19.0216.C15 
Strand 

End 7194 

Method GENSCAN 

End 7194 

Score .53 



6499. .6611, 6664. .6758, 7121. .7194 



337 83 

70045- \ ■; - 

1 

OJ000251_19.0216.C16.ol.gs 
1 

none 

1..4, 760. .930, 1209. .1369 
33790 



,„Seq..„. J.D:_ .0. J0.00 25X^9...02X^C1.6_ 

Strand ■ ■ + ■ : ■ " ' "— - 

End 1369 ■ 

Method GENSCAN 
End 1369 
Score . 63 



Seq. ID OJ000251 19.0216.C17 



70046 Strand '+ 

1718 End 5592 

OJ000251_19.0216.C17 .ol.np Method AAT/NAP 
1718 End 5592 

6069646 Score 671 

1718.. 1752, 4938.. 5592 

(AP000616) similar to putative reverse transcriptase 
[Oryza sativa] gi I 6907112 | dbj | BAA90639 . 1 1 (AP001129) 
Arabidopsis thaliana chromosome II BAC F9013 genomic 
putative non-LTR retroelement reverse transcriptase. 
[Oryza sativa] 



(AC005315) 
Similar to 
sequence, 
(AC006248) 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



33790 ' 

70047 

5139 

0 JO 0 0 2 5 1_1 9 . 0 2 1 6 . C 1 7 . o 1 . tm 

4950 

none 



Seq. ID OJ000251_19.0216.C17 
Strand 
End 

Method 
End 
Score 



5530 

TBLASTX: Maize 

5530 

323 



4950. .5333, 4950. .5108, 4985. .5110, 5321. .5530, 5362. .5511 



33790 Seq. ID 

70047 Strand 

5139 End 

OJ000251_19 . 0216 . C17 . o3 . gs Method 

-5139 End 

none Score 



OJ000251_19.0216.C17 

5530 
GENSCAN 
5473 
.74 



33845 



Exons 



5139. .5321, 5402. .5473 



Seq. ID OJ000251_19.0216.C18 
Strand + 

1322 
AAT/NAP 
1322 
1227 



End 

Method 
End ■ 
Score 



Seq. No. 33791 
Gene No: 70048 
Start 1 

Name OJ000251_19 . 0216 . C18 . ol . np 

Start 1 
GI 6069646 
Exons 1..57, 340.. 1322 

GI Descrip. (AP000616) similar to putative reverse transcriptase (AC005315) 
[Oryza sativa] gi | 6907112 | dbj | BAA90639 . 1 1 (AP001129) Similar to 
Arabidopsis thaliana chromosome II BAC F9013 genomic sequence, 
putative non-LTR retroelement reverse transcriptase. (AC006248) 
[Oryza sativa] 



Seq. No. 33791 

Gene No. 70048 

Start 1 

Name OJ000251_19 . 021 6 . C18 . ol . tw 

Start 1 

GI none 

. Exons ^ . J : ..,, : 22^^3..^116 / ^22 6 3 60 

Seq. No. - " 337 91" . ' ' . - : 

Gene No. 70048 

Start 1 

Name OJ000251_19. 0216.C18 . ol . tm 

Start 43 

GI none 

Exons 43.. 420, 90.. 410 



Seq. ID OJ000251_19.0216.C18 

Strand + 

End 1322 

Method TBLASTX : Wheat 

End 360 

Score 155 



Seq. - ID - OJ000-251_l 9.021 6rG18 

Strand + 

End' 1322 

Method TBLASTX: Maize 

End 420 

Score 334 



Seq. No. 33791 

Gene No. 70048 

Start 1 

Name OJ000251_19 . 0216 . C18 . ol . gs 

Start 197 

GI none 

Exons 197.. 277, 372.. 512, 911.. 957 



Seq. ID OJ000251_19.0216.C18 

Strand + 

End 1322 

Method GENSCAN 

End 957 

Score .51 



Seq. No. 33791 

Gene No. 7 0,04 8 

Start i 

Name - OJ000251_19 .0216 . C18 .o2-. tm 

Start 752 

GI none 
Exons 



Seq. ID OJ000251_19. 0216.C18 

Strand. .. + 

End 1322 

Method • TBLASTX: Maize 

End 1220 

Score 278 



752. .1084, 814. .1065, 1146. .1220 



Seq. No. 33791 

Gene No. 70048 

Start 1 

Name OJ000251_19 . 0216 . C18 . o2 . tw 

Start 845 

GI none 

Exons 845.. 1042, 874.. 1038, 1161. 



Seq. ID OJ000251_19. 0216.C18 

Strand + 

End 1322 

Method TBLASTX : Wheat 

End 1196 

Score 203 
,1196 



Seq. No. 
Gene No. 



33792 
70049 



Seq. ID OJ000251_19. 0216.C19 
Strand + 



33846 




Of- a y-f- 


fi^R 






End 


A 1 "7 1 




Name 




.0216.C19.ol 


. gs 


Method 






Of a yf- 


fi^ ~ 






End 


A 1 *7 1 
4 1 / 1 






none 






Score 


. O 1 




T7 1 von c 


fi49 8 


13. .836, 2547. .2655, 4145. 


4 171 




Seq. No. 


33792 






Seq. ID 


OJ000251_19.0216 


.C19 


Gene No. 


70050 






Strand 






Start 


4 643 






End 


A ft Q ^ 
ft O D 




IN came 


o.Tnno^M i q 

vuUUU^Jl J. .7 


.0216.C19.o2 


.gs 


Method 






O Loi L 


4 fi4 ^ — 

404 J 




End 


A Q Q c; 






ti on o 






Score 






IT von q 


4 fid ^ 471 ^ 


4841. .4895 










Cpcy Mo 


JJ / 3J 






Seq. ID 


UJUUUzDl ly.U^lb 


. Cz 1 


Gene No. 


70051 






Strand 






Start 


1 






End 


1258 




Name 


OJ000251 19 


.0216.C21.ol 


. np 


Method 


AAT/NAP 




Qforf 
u Lai L 


1 






End 


1258 






4680204 






Score 


656 






1..28, 126. 


.1258 














. pr o t e i n _ X S.o r gh urn,. ±> i c . o lor .1 — ^ __ =r 




Seqv.NOi 


- 33793 • • 






Seq. ID 


OJ000251_19. 02-16 


.621 


Gene No. 


70052 






Strand 






Start 


3113 






End 


5241 




Name 


OJ000251 19 


.0216.C21.o2 


. tw 


Method 


TBLASTX: Wheat 




Cf a r-f 

O Lai L. 


236 






End 


637 






none 






Score 


53 






236. .406, 237. .353, 396 


. .536, 


401. .637, 443. .637 




Qoff Mo 


33793 






Seq. ID 


OJ000251_19.0216 


. C21 


Gene No. 


70052 






Strand 






Start 


3113 






End 


5241 




Name 


OJ000251 19 


.0216.C21.o2 


.np 


Method 


AAT/NAP 




Of- -a -rf- 
O L. Ct i. L. 


2981 






End 


5241 






4680203 






Score 


742 




TT v Afi o 
LAU1 1 0 


2981. .3790, 


5173. .5241 










(^T npQrr "i n 

ui UCOLJ L £J • 


(AF114171) TNP2-like protein 


[Sorghum 


bicolor] 




Qf^n Mn 

OCV^ • Vi\J ■ 


337 93 






Seq. ID 


OJ000251_19.0216 


C21 




70052 






Strand 






Start " 


3113 






End 


5241 ' 




Name - 


OJ000251- 19 


.0216.C21.ol 


tw . 


Method 


TBLASTX: Wheat 




9t = rt 

OLal L 


3035 






End 


3784 




PT 


none 






Score 


52 




Exons 


3035. .3127, 


3036. .3101, 


3052. 


.3123, 3116. .3196, 3144. .3197, 




3203. .3319, 


3203. .3319, 


3210. 


.3350, 3329.. 3388, 3339.. 3392, 




3395. .3436, 


3395. .3439, 


3400. 


.3462, 3434. .3784, 3467. .3766 


Cpn Mo 


33793 






Seq. ID 


OJ000251_19.0216. 


C21 


Gene No. 


70052 






Strand 






Start 


3113 






End 


5241 




Name 


OJ000251 19. 


0216.C21.o2. 


QS 


Method 


GENSCAN 




Start • 


3113 






End 


4957 




GI 


none 






Score 


.82 




Exons 


3113. .3790, 


4721. .4957 











33847 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



33794 
70053 
1 

OJ000251_19.0216.C22.ol.np 
1 

6063554 



Seq. ID OJ000251_19.0216.C22 

Strand + 

End 1667 

Method AAT/NAP 

End 1667 

Score 141 



1..47, 278. .313, 838. .867, 1494. .1667 

(AP000615) ESTs AU075609 (C63344 ) , C71850 (E0464 ) , C98611 (E0464 ) 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 


33794 








Seq. ID 




Gene No 


70054 








Strand 




Start 


2308 








End 


^ Q7ft 


Name 


OJ000251 19 


.0216 


.C22.o2 


.np 


Method 




Start 


2308 _ 








End 


ft 


GI 


6742729 








Score 


2451 


Exons 


2308. .3978 












GI Descrip. 


f AF121139) 


RIM2 protein 


[Oryza sativa] 




Sea No 


3.37 9.4 _. 





^-^■^^ 




- . nsr S.e.g,. - .. r ID Tr 




(Zpnp No * 


70055 







„ 


...Strand 




Start 


-4-4 62- 


--' ' 


- -- 




End - 


J !? JZ 


Name 


OJ000251 19 


.0216 


C22.ol 


"tw 


Method 


i dlao i a . wnear 


Start 


2355 








End 


2883 


GI 


none 








Score 


511 


Exons 


2355 2882 


2359 


.2883 








Seq. No. 


33794 








Seq. ID 




Gene No 


70055 








Strand 




Start 


4462 








End 


J .7 J ^. 


Name 


OJ000251 19 


.0216. 


C22.o2. 


tc 


Method 


1 Jj i_iriD 1 A • \^j_ess 


Start 


2355 _ 








End 


2595 


GI 


none 








Score 


229 


Exons 


2355. .2591, 


2356. 


.2595, 


2356 


. .2595 




Sea No 


337 94 








Seq. . ID 


OJ000251_19. 0216.C22 


Gene No . 


70055 








Strand 




Start 


4462 








End 


5932 


Name 


OJ000251 .19 


. 0216. 


C22.o2. 


tm 


. Method 


TBLASTX: Maize 


Start 


'2,526 








End 


2840 


GI 


none 








Score 


132 - , 


Exons 


2526*. .2840, 


2557. 


.2829 








Seq. No. 


33794 








Seq. ID 


OJ000251_19.0216.C22 


Gene No. 


70055 








Strand 




Start 


4462 








End 


5932 


Name 


OJ000251 19 


.0216. 


C22.o4 . 


tw 


Method 


TBLASTX: Wheat 


Start 


2898 








End 


3338 


GI 


none 








Score 


55 


Exons 


2898. .2981, 


2907. 


.3047, 


2979. 


.3215, 3036.. 3206, 3040.. 3213, 




3193. .3336, 


3222. 


.3338 








Seq. No. 


33794 








Seq. ID 


OJ000251_19.0216.C22 


Gene No. 


70055 








Strand 




Start 


4462 








End 


5932 



33848 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

.,Seq.». ._No.. 
Gene -No.- 
Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start-' 

Name 

Start 

GI 

Exons 

GI Qescrip, 

Seq. No. 

Gene No. . 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ000251_19.0216.C22.ol.tm Method 
34 06 End 
none Score 
3406. .3561, 3571. .3813, 3572. .3823 



TBLASTX: Maize 

3823 

103 



33794 
70055 
4462 

OJ000251_19.0216.C22.o2.tw 

3415 

none 



Seq. ID OJ000251_19.0216.C22 
Strand 

End 5932 

Method TBLASTX : Wheat 

End 3870 

Score 135 



3415. .3630, 3416. .3607, 3418. .3609, 3608. .3700, 3610. .3708, 
3611. .3703, 3712. .3816, 3716. .3817, 3814. .3870, 3818. .3862 



33794 
70055 
4462 

OJ000251_19.0216.C22.ol.tc 

3658 

none 

3658.. 3999, 3677.. 3805, 3854, 



Seq. ID OJ000251_19.0216.C22 
Strand 

5932 

TBLASTX: Cress 
4006 
80 



End 

Method 
End 
Score 
.4006 



.3319A 

70055 - : •' - 

4462 

OJ000251_19.0216.C22.ol.ts 

3739 

none 



-Seq...,.iJD^OJQ0.0.25J^^A2L6L..,C22. 

•Strand ■ — - - 

End 5932 

Method TBLASTX : Soybean 

End 4167 

Score 82 



3739. .4035, 3757. .3903, 3758. .4003, 4030. .4092, 4093. .4167 



33794 
70055 
4 4 62 

OJ000251_19.0216.C22.o3.tw 

4089 

none 



Seq. ID OJ000251_19.0216.C22 
Strand 

End 5932 

Method TBLASTX : Wheat 

End 4440 

Score 105 



4089. .4331, 4095. .4340, 4097. .4339, 4099. .4341, 4100. .4342, 
4333. .4440, 4355. .4417 



33794 
70055 

4 4 62 .. End 

OJ000251_19. 0216.C22 .o4 .np - Method 
4 4 62 . * ' End 

5852182 Score 
4462. .4791, 5898. .5932 
(AL117265) zhb0012.1 [Oryza sativa] 



Seq. ID OJ000251_19.0216.C22 
Strand - 

5 932 
AAT/NAP 
5932 
415 



33795 
70056 
4676 

OJ000251_19. 0216.C23.o2.np 

4676 

3269281 



Seq. ID OJ000251_19.0216.C23 

Strand + 

End 9182 

Method AAT/NAP 

End 9135 

Score 141 



4676.. 4740, 7591.. 7833, 9092.. 9135 

(AL030978) putative protein [Arabidopsis thaliana] 



33849 



Seq. No. 


33795 








Seq. ID 


OJ000251_19.0216.C23 


Gene No. 


70056 








Strand 


+ 


Start 


4676 








End 


9182 


Name 




. U £- X \J 




. gs 


Method 


GENSCAN 


Start 


5450 _ 








End 


9182 


GI 


none 








Score 


.47 


Exons 


5450 5504. 


5682 


58^7 


7 4 6? 


.7493, 765S..7865, 9144. .9182 


Seq. No. 


33795 








Seq. ID 


OJ000251_19.0216.C23 


Gene No. 


70057 








Strand 




Start 


2738 








End 


4428 


Name 




• \J X o 


• \j £. O . 


. gs 


Method 


GENSCAN 


Start 


2738 ~~ 








End 


4428 


GI 


none 








Score 


.47 


Exons 


2738 285? 


3723 




J _? O <d . 


.4066, 4272. .4428 


beq. mo. 


"O O "7 fi C 








Seq. ID 


OJ000251_19.0216.C23 


Gene No. 


70057 








Strand 




Start 


2738 








End 


4428 


Name 


OJ000251 19 


.0216 


.C23.ol 


.np 


Method 


AAT/NAP 


Start 


3159 








End 


3368 


^GL.^^ ^ 


„ 142.2 8ii^__.___ 










..2.83 


Exons 


-il5i .33.65™.. 












i ■ GI - Descrip;- 


■ (U377-03) - ORF 62 


[ Horde um- vulgare] - 




Seq. No. 


33795 








Seq. ID 


OJ000251_19.0216.C23 


Gene No. 


70058 








Strand 




Start 


11550 








End 


11615 


i Name 


OJ000251 19 


0216 


.C23.o3 


tm 


Method 


TBLASTX: Maize 


i Start 


1630 








End 


1849 


GI 


none 








Score 


49 


Exons 


1630. . 1656, 


1631 


. 1654, 


1652. 


.1705, 1654. .1704, 1694. .1849, 




1696. . 1836, 


1703 


.1849 








Seq. No. 


33795 








Seq. ID 


OJ000251_19.0216.C23 


! Gene No. 


70058 








Strand 




' Start 


11550 








End 


11615 


Name 


OJ000251 19. 


0216. 


C23.o4. 


tm 


Method 


TBLASTX: Maize 


{ Start 


2352 








End 


2718 


= GI 


none 








Score 


65 


! Exons 


. 2352, .2411, , 


2390. 


.24.13., 


24.07. 


.2460, 2411. .2458,. 2447. .2566,. 




■ 2459. .2566, 


2460. 


.2567, 


2461.. 


.2571, 26 


36.. 2718, 2689., 2718 


Seq. .No. 


337 95. 








Seq. ID 


OJ00025l'_19. 0216.C23' 


Gene No. 


70058 








Strand 




Start 


11550 








End 


11615 


Name 


OJ000251 19. 


0216. 


C23.ol. 


tm 


Method 


TBLASTX .-Maize 


Start 


3121 








End 


3441 


GI 


none 








Score 


321 


Exons 


3121. .3390, 


3151. 


.3441, 


3155'. 


3409, 3374. .3433, 3391. .3441 


Seq. No. 


33795 








Seq. ID 


OJ000251_19.0216.C23 


Gene No. 


70058 ' 








Strand 




Start 


11550 








End 


11615 


Name 


OJ000251 19. 


0216. 


C23.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


3142 








End 


3377 


GI 


none 








Score 


190 



33850 




Exons 3142.. 3372, 3144.. 3371, 3160.. 3372, 3312.. 3377 



Sea No 


33795 








Seq. ID 


O.T0009 si 


1 Q 091 6 


POT 
J 


fjpno Ma 


70058 








Qf rand 








Start 


11550 








End 


1 1 61 s 

X X V X J 






Name 


OJ000251 19 


0216 


. C23 . ol 


. t s 


Mp1~ hnH 


TRT A^TY * 


ouyucaii 




Start 


3151 ~~ 








End 


3372 




GI 


none 








Score 


966 






Exons 


3151. .3372, 


3160 


. .3372 












Seq. No. 


33795 








Seq. ID 




1 9 091 6 

X .7 ■ \J X D 


P9 ^ 




70058 








J Li aiiu 








Start 


11550 








End 


i ui c; 

IJ.OIJ 






Name 


OJ0002S1 19 


0216 

\J C X u 


P9^ n? 


+-TT1 

• L-iLl 


Mpt* h aH 


TRT ZIQTY • 
1 DLtriO 1 A . 


Via ize 




Start 


7595 








End 


7826 






GI 


none 








Score 


9 6^ 






Exons 


7595. .7825, 


7596 


. .7826 












Sea. No. 


33795 








Seq. ID 


ojooo9si 


1 9 091 6 

X .7 • U ^. X D 


P9 ^ 




70058 








oil ai iLl 








Start 


11550 








FnH 


1 1 61 s 






_Naine_ 


OJ000251 19 


0216, 


_C23 ..ol. 


tw 


Mpt" H oH 








_ Start „ 


7 662 " _ 








FnH 


7 fl ^9 

/.,U. „ 






GI - -'- 


no n e ' * ~ ~ ~ ' 










IRS- 
X 0 D 


— ... 




Exons 


7662. .7832, 


7 673 


.7831 












Sea No 


33795 








Cpn T n 

JCl^t J. LJ 


0.10009 S 1 


i q 0 916 


POO 


uCuC IN W . 


70058 








ocx ana 








Start 


11550 








FnH 


1 1 61 S 
1 X D 1 D 






Name 


OJ000251 19. 


0216, 


P9 ^ nd 


gs 


Mot* h /*^H 


CFMQP A XI 






Start 


11550 








FnH 


1 1 61 S 

X X O X ,J 






GI 


none 








Score 


. 0 D 






Exons 


11550. . 11615 














Seq. No . 


33796 








Seq. ID 


O.T0009 SI 


_19.0216 


.C24 


Qono No 


70059 








Oil ai 1U 








Start 


391 








FnH 


1 Sd S 






Name 


OJ000251' 19. 


0216. 


C24 .ol . 






(^FN^PAM 

\3 Hi IN O V^rt IN 






Start 


391 








FnH 


1 Sd S 






GI 


none 








Score 


7 6 






Exons . 


391. .562,. 1408... 1545 












Sea No 


337 97 " * 










O.T0 00 9 SI 


19.0216.t25* 


fipn^ Kin 


. 70060 










x 
i 






Start 


300 








FnH 


0 1 o 






Name 


OJ000251 19. 


0216. 


C25.ol. 


gs 


i v Jc ciioa 


CFMQP AM 






Start 


300 








FnH 


SI R 

o x o 






GI 


none 








Score 








Exons 


300. .518 




i 












Seq. No. 


33797 








Seq. ID 


OJ000251_ 


_19.0216. 


C25 


Gene No. 


70061 








Strand 








Start 


2364 








End 


2520 






Name 


OJ000251_19. 


0216. 


C25.ol. 


gp 


Method 


AAT/GAP 






CM . ~4- 


2364 








End 


2520 






GI 


2338 1.R1084 








Score 


194 






Exons 


2364 . .2520 

















33851 




GI Descrip. ' 5803242/dbj | AP000399 . 1 | AP000399 2.0e-40 Oryza sativa genomic 
DNA, chromosome 6, clone : P0535G04 ■ 



O C ^ • l«W • 


337 97 






n inn no ^ i 

Uu UUUZ Jl 


1 Q 


H91 £ 
UZlD 


pot; 


Cpnp Ma 


70062 




OLI cti lvj. 










Start 


3767 




FnH 


«J «J H _7 








Name 


OJ000251 19 0216 C25 o2 














Start 


37 67 ~~ 




FnH 


Cj J *± y 








GI 


none 




Score 


.44 








Exons 


3767. .4209, 4945. .5075, 


5545 


. .5549 










Spn No 


33798 








1 Q 


UZ1D 




Gene No. 


70063 




Strand 


4- ~~ 








Start 


122 




End 


642 








Name 


OJ000251 19 0216 P26 ol 






O Ej LN O krf.tt.lN 








Start 


122 ~~ 




End 


O *i ^ 








GI 


none 




Score 


.58 








Exons 


122. .199, 527. .642 














Seq. No. 


33798 




Seq. ID 


OJ000251_ 


19. 


0216 


.C26 


Gene No. 


70064 




• Strand 










Start, 


^...25-2._„. Ti ..... 




_End.__. 










JSLama-," „ 






„ ; Jtfethod-_. 


..Aat./nap„ 








Start- : 


-252 - ■ — - 




•-End •-- 


8 93 " • 








GI ■ 


5922619 




Score 


102 









Exons 252.. 357, 862.. 893 

GI Descrip. (AP000492) hypothetical protein [Oryza sativa] 



gi I 6016852 | dbj IBAA85195.il (AP000570) hypothetical protein 
[Oryza sativa] 



Seq. No. 


33799 




Seq. ID 


OJ000251_ 


19. 


0216 


.C28 


Gene No. 


70065 




Strand 


+ 








Start 


1 




End 


637 








Name 


OJ000251 19.0216.C28.ol 


.np 


Method 


AAT/NAP 








Start 


1 




End 


637 








GI 


6815099 




Score 


76 








Exons 


1..145, 524. .637 














GI Descrip. 


(AP001081) hypothetical 


protein [Oryza 


sativa] 








Seq. No. 


33800 




Seq. ID 


OJ000251__ 


19. 


0216 


.C30 


Gene No. 


70066 




Strand.. 


+ 








Start 


41 




End 


232 








Name'",, 


OJ000251 19.0216.C30.ol 


gs 


Method 


GENSCAN* 








Start 


41 * 




' End 


232 








GI 


none 




Score 


.42 








Exons 


41. .113, 132. .232 














Seq.-- No. 


33801 ' 




Seq. ID 


OJ000251_ 


19. 


0216 


.C31 


Gene' No. 


70067-., 




Strand 


+ 








Start 


77 




End 


145 








Name 


OJ000251 19.0216.C31.ol. 


gs 


Method 


GENSCAN 








Start 


77 




End 


145 








GI 


none 




Score 


. 99 








Exons 


77. .145 














Seq. No. 


33802 




Seq. ID 


OJ000251_ 


19. 


0216 


.C32 


Gene No. 


70068 




Strand 











33852 




Start 


1 


End 


512 






Name 


OJ000251 19.0216.C32.ol.np 


Method 








Start 


1 


End 


O ± Z 






GI 


4680203 


Score 


R D 7 
JU / 






Exons 


1. .512 










GI Descr ip . 


(AF114171) TNP2-like protein [Sorghum 


bicolor] 






Seq. No. 


33802 


Seq. ID 


OJ000251_19 


0216 


.C32 


Gene No. 


70068 


Strand 








Start . 


1 


End 


512 






Name 




L v lt2 CXI (JO. 


TBLASTX: Wheat 




Start 


4 


End 








GI 


none 


Score 


7 R 






Exons 


4. .69, 5. .70, 78. .137, 88.. 


141, 144.. 


loo, i4o..ioy, 


1 A Q 


0 1 




183. .512, 216. .509 








Seq. No. 


33802 


Seq. ID 


OJ000251_19. 


0216 


C32 


Gene No. 


70068 


Strand 








Start 


1 


End 


512 






Name 


OJ000251 19.0216.C32.ol.gs 


Method 


GENSCAN 






Start 


7S 


End 


374 






GI 


none _ . . _ _ „ . _ 


v ... jiT Scare.^ .. 








Exons 













Qpn No 


33803 


Seq. ID 


OJ000251 19. 


0216. 




fjpnp No 


70069 


Strand 


+ 






Start 


353 


End 


1962 






Name 


OJ000251 19.0216.C37.ol.np 


Method 


AAT/NAP 






Start 


jj j 


End 


1962 






GI 


6907090 


Score 


145 






Ex on s 


353. .409, 1631. .1962 












(AP001129) Similar to Oryza 


sativa root-specific RCc3 mRNA. 




(L27208) 










Seq. No. 


33804 


Seq. ID 


OJ000251_19. 


0216. 


C38 


Gene No. 


70070 


Strand 


+ 






Start 


.J _7 *i 


End 


1500 






Name 


OJ000251- 19.0216.C38.ol.gs 


Method 


GENSCAN 






Start 


594 


End 


1500 






GI 


none 


Score 


.54 






R von s 


594. .658, 1020. .1048, 1454. 


.1500 . 








Seq. No. ■ 


33805 -'. 


Seq. ID 


OJ000251_19. 


0216; 


C3.9 


Gene No. 


70071 


." Strand ' 


+ 




Start 


3688 


End 


4474 






Name 


OJ000251 19.0216.C39.o2.gs 


Method 


GENSCAN 






Start 


3688 


End 


4474 






GI 


none 


Score 


.63 






Exon s 


3688. .4474 










Seq. No. 


33805 


Seq. ID 


OJ000251_19. 


0216. 


C39 


Gene No. 


70072 


Strand 








Start 


68 


End 


1430 






•Name 


OJ000251 19.0216.C39.ol.gs 


Method 


GENSCAN 






Start 


6y 


End 


1430 






GI 


none 


Score 


.82 






Exons 


68. .299, 404. .535, 1259. .1397, 1425. .1430 







33853 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



33805 
70073 
4039 

OJ000251_19.0216.C39.ol.tw 

4039 

none 



Seq. ID OJ000251_19.0216.C39 
Strand 

End 4443 

Method TBLASTX : Wheat 

End 4443 

Score 120 



4039. .4182, 4061. .4183, 4062. .4199, 4168. .4341, 4185. .4301, 
4228. .4443 



Seq. No. 33806 

Gene No. 70074 

Start 1 

Name OJ000251_19 . 0216 . C40 . ol . np 

Start 1 

GI 4388818 

Exons 1 . . 1516 

GI Descrip. (AC006528) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 



Seq. ID OJ000251_19.0216.C40 

Strand + 

End 1516 

Method AAT/NAP 

End 1516 

Score 1064 



Seq. No. 33806 

Gene,, No _ ..^70.074.. 

. atari J. 1.JU.I.L 2 2 Z-^--~L^„ \ :22 I 

Name - OJ000251_19 . 02 1 6 . C40-. ol .- tm 

Start 603 

GI none 

Exons 603.. 1097, 884.. 1051 



Seq. ID OJ000251_19.0216.C40 
_ Stxand_ .„_+_,.__. „ _ 
„End. ; , .Il^lSlfL 2Sll21Ji2~2-Z ~- 

Method • TBLASTX: Maize ' — 

End 1097 

Score 337 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

■ Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 



33806 
70074 
1 

OJ000251_19.0216.C40.ol.tw 

627 

none 



Seq. ID OJ000251_19.0216.C40 

Strand + 

End 1516 

Method TBLASTX : Wheat 

End 1277 

Score 341 



627. .1064, 644. .1063, 1083. .1154, 1173. .1277 



33806 
70074 
1 

OJ000251_19. 0216.C4 0.ol.ts 

846. 

none 



Seq. ID OJ000251_19.0216.C40 

Strand + 

End 1516 

Method TBLASTX : Soybean 

End 1298 . 

Score 262 



34.6.. 1175, 875.. 985, 1004 .... 1174 , 1160.. 1297, 1161 ... 12 98 • 



33806 
70074 
1 

OJ000251_19.0216.C4 0.ol.tc 

879 

none 



Seq. ID OJ000251_19.0216.C40 

Strand + 

End 1516 

Method TBLASTX : Cress 

End 1342 

Score 172 



879. .1157, 1173. .1340, 1175. .1342 



33807 
70075 
1 

OJ000251_19.0216.C41.ol.np 
1 



Seq. ID OJ000251_19.0216.C41 

Strand + 

End 1278 

Method AAT/NAP 

End 1278 



33854 




GI 


4388818 




Score 


1156 


i_j W 1 J.O 


1. .1278 








C^T np<;rr i n 


(AC006528) putative retroelement pol polyprotein [Arabidopsi; 




thaliana] 








Seq. No. 


33807 




JC^ • X u 


O.T0009S1 1 Q 0916 CA 1 


Gene No. 


70075 




rand 




Start 


1 




End 


1278 


Name 


OJ000251 19 0216 C41 o2 


. tw 


Mp t~ hod 




Start 


2 _ 




End 


247 


GI 


none 




Score 


262 


Exons 


2. .247, 3. .236 








Seq. No. 


33807 






O.70009S1 1 Q 091 

'JUUuUt, Jl X.7.U__X<Q.^_.*_X 


Gene No. 


70075 




Oil aim. 


+ 


Start 


1 




FnH 


1 97R 


Name 


OJ000251 19 0216 C41 ol 


. y ^ 


Mp t" hoH 


\J J_j L\ O V^iiLN 


Start 


135 ~~ 




End 


1 O^Q 

X __ U 27 


GI 


none 




Score 


.5 


Exons 


135. .1269 








.Seq,....Np.._ :r _. 


. J.jp \J-.l TS .„ ■_ . .-. . . . . 




..Oct^.i X LA -- 


OT0009R1 1 Q H91£ CA'\ 


Gene„ Nc..„ ; __,, 


7 007 S 








Start- - * 


1' 




FnH - 


1070. .... . _ . .• .. . . 

X f 0 


Name 


OJOOOPSI 1 Q 0916 P41 nl 




Mo "t - h f^H 


1 D Xt_-_0 1A . >wIfc;oo 


Start 


IRQ — 
x o 




FnH 


4 fil 
H 0 X 


GI 


none 




Score 


43 


F von ^ 


189. .227, 255. .461, 258 


. .332, 


260. .427 




Seq. No. 


j j 0 yj 1 




q prr t n 
OtrtJ • X U 


0.10009^1 1 Q 091^ P41 


Gene No. 


70075 






^- 


Start 


1 




FnH 

£_i iu 


1 97ft 
X 1 0 


Name 


OJ000251 19 0216 C41 o2 


. tin 


Mo f" h oH 


1 DXl.tt.i_) 1 /V . L Id. 1_C 


Start 


257 ~~ 




FnH 

EjI L\u 


D _/ __ 


GI 


none 




Score 


323 


Exons 


257. .550, 261. .692 








Seq. No. 


33807 




Seq. ID 


OJ000251 19.0216.C41 


Gene No. 


70075 




Strand 


+ 


Start 


1 




End 


1278 


Name 


OJ000251 19 0216 C41 ol 


t w 


Method 


TBLASTX: Wheat 


Start 


258 _ ' 




' End 


1037 


GI 


none . . . 




. Score 


334 


Exons ' 


258. .587," 260. .571, 603 


. . 1037 


, 905.. 1036'" * 


Seq. No. 


33807 




Seq. ID 


OJ000251_19.0216.C41 


Gene No. 


70075 




Strand 


+ 


Start 


1 

X 




End 


1278 


Name 


OJ000251 19.0216.C41.ol 


. ts 


Method 


TBLASTX : Soybean 


Start 


279 




End 


669 


GI 


none 




Score 


394 


Exons 


279. .668, 290. .571, 417 


. .620, 


418. .669 




Seq. No. 


33807 




Seq. ID 


OJ000251_19.0216.C41 


Gene No. 


70075 




Strand 


+ 


Start 


1 




End 


1278 


Name 


OJ000251 19.0216.C41.ol, 


. tm 


Method 


TBLASTX: Maize 



33855 



C +- y-+- 


D y y 




1 1 O 7 






none 


Score 


1 m 




IjAUHo 


6QQ fldft flin 1197 

D-/-7. . 040/ OIU . . 11Z / / 


Qi A 1 1 HQ R94 


1117 
111 / 




Seq. No. 


33808 


Seq. ID 


OJ000251 


_19.0216.C44 


Gene No. 


70076 


Strand 






It art 


787 


EjIIU 


1 9^Q 




LNCLillG 










u Lai L 


7R7 ~~ 




1 9^Q 








Score 


7 1 






7ft 7 7QQ 11 ^0 1 9^Q 








OctJ. InO . 




oeq . l u 


A Tfinri 9 c: 1 
UJ UUUZD1 


1 y . UZl D.L^ o 


Gene No . 


70077 


Strand 


-t- 




Start 


763 


End 


1286 




Name 


OJ000251 19.0216.C45. 


ol.gp Method 


AAT/GAP 




Start 


763 


End 


1286 




GI 


LIB3434-038-P1-K1-F1 


Score 


744 




Exons 


763. .1286 








GI Descrip. 


'5257255/dbj IAP000364 


.1IAP000364 0.0e+00 Oryza 


sativa genomic 



DNA, chromosome 8, clone : P0026F07 1 



..Seq...,. No...... „ ,338 0-9^. _ .^..^ 

Gene No. 70078 " ■ ' - 

Start 576 

Name OJ000251_19 . 0216 . C45 . ol . gs 

Start 576 

GI none 

Exons 576 . . 666 



. Seq.._ID..-QJD_aa25.1_19..I).214^CA^ 

•Strand - - - - ' - -•■ - ■ 

End 666 : 

GENSCAN 
666 
. 65 



Method 

End 

Score 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



33810 
70079 
1 

OJ000251_19.0216.C4 6.ol.np 
1 

6143896 
1..215, 580. .692 

(AC010718) putative translation initiation factor IF-2 
[Arabidopsis thaliana] 



Seq. ID OJ000251_19.0216.C46 
Strand 

End 692 

Method AAT/NAP 

End 692 

Score 105 



Seq. No. 
Gene No. 
Start . 
Name 
Start 
GI 

Exons 



3.3810 . . 

70079 

1 

O JO.O 02 5 l_i 9 ; 02 1 6 . C4 6 . ol . gs 

90 

none 
90. .215 



-Seq. ID. . OJ000251_19.0216.C46 
Strand 

End 692 > 

Method * " GENSCAN 
End 215 
Score .81 



Seq. No. 33811 Seq. ID OJ000251_19. 0216 . C47 

Gene No. 70080 Strand + 

Start 2740 End 4792 

Name OJ000251_19 . 0216 . C4 7 . ol . gs Method GENSCAN 

Start 2740 End 4788 

GI none Score .74 

Exouss 2740. .2925, 3345. .3483, 3577. .3795, 3953. .4059, 4158. .4532, 

4549. .4632, 4660. .4788 



33856 




beq. NO. 


OOQ1 1 








Seq. ID 


OJ000251_19.0216.C47 


Gene No . 


/ UUoU 








Strand 


+ 


C -|- -5 -r*- 










End 


4792 . 


Name 


OJ000251 19 


.0216 


.C47.ol 


.np 


Method 


AAT/NAP 


Start 


2779 








End 


4792 


P T 


■I jjj / 1 / 








Score 


1184 


Exons 


97 7 Q 9 Q7 £ 


3345 


. .3483, 


3577 


..3766, 3953. .4059, 4158.. 4532, 




H/o 4 7 Q9 












P T P\ c» >~ T 

iji uescrip 


/ apnn 69 P 4 ^ 


putative integral 


membrane 


protein [Arabidopsis 




t-Xia JL Xdild J 












C a /•* KT/-\ 

oeq. in o . 


-3-JOI 1 
J JO 1 1 








Seq. ID 


OJ000251_19.0216.C47 


bene lno . 


7nnfi i 

/UUOl 








Strand 




Start 


5037 








End 


9141 


Name 


OJ000251 19 


n 9 1 c 
. UZ 1 0 


. C4 / . o2 


. ts 


Method 


TBLASTX: Soybean 


Start 


2730 








End 


4795 


GI 


none 








Score 


277 


Exons 


97^n OQQ1 

z / ju . . z y o ± , 


O T O 1 

Z / Jl 


. .297 6, 


3342 


.3488, 3344. .3487, 3575. .3688, 




o c 7 fT 07 1 Q 


jyy / 


a n 0 
. . 4 Uo2 , 


< 1 r r 

4155 


.4463, 4157. .4291, 4349. .4531, 




A Af\Q j^T'J 
4 *iUO . . 4 JJJ; 


4 418 


. . 4534 , 


4 640 


.4795, 4640. .4747, 4642. .4794 


,.S.eg._No v _ tV . w 


33811._ z _,^._. 








.^Seq : .^ip^ 


^£>.J0 0.0.251, . 1 .S_ 0.2.L6...-C.4.7- 


.Gene-No 


„_:.7.aQB.i' .:. _ 








..Istxand. .. 






JUJ / 


— rT .«— 


r-- ~ 




End- 


• 9141 ...... - - 


Name 


pi to n n 9 c: 1 1 q 
-ujuuuzdi iy 


. 0216 


. C47 . o3 


. tm 


Method 


TBLASTX: Maize 


Of 1Y«f 


z / oy 








End 


2976 


P T 


none 








Score 


342 


Exons 




2740 


. .297 6, 


2809 . 


.2976 




Seq. No. 


33811 








Seq. ID 


OJ000251_19.0216.C47 


Gene No. 


70081 








Strand 






jUj / 








End 


9141 


Name 


ujuuuzoi iy 


. UZlo 


C47 . ol 


. tc 


Method 


TBLASTX: Cress 


o cam 


9 7 yl n 
Z 1 4 u 








End 


2987 


PT 


none 








Score 


271 


TP v r^i c? 


9 7 Zl fl 9Q7Q 


2 / 4 3 


0 n 0 t 

. z yo / 








Seq. No. 


33811 








Seq. ID 


OJ000251_19.0216.C47 


Gene No. 


T0081 








Strand 




Of a -v~-t- 


^ n ^7 








End 


9141 


Name 


ujuuuzpi iy 


.0216. 


C47 . o2 


. tm _ 


Method . 


TBLASTX: Maize 


Qf arf 

otalt 


^"591 








End 


3740 


La ± 


none - 








.Score 


179 ^ 




"3 "591* 1AQQ 
1 . . o4 00 , 


3347. 


.3487, 


3575. 


.3688, 3576.".3740" 


Seq. No. 


33811 








Seq. ID 


OJ000251_19.0216.C47 


Gene No. 


70081 








Strand 




OtdiL 


c; n ^7 








End 


9141 . 


Name 


ujuuuzoi iy 


.0216. 


C47.o4 


.tc 


Method 


TBLASTX: Cress 


Of arf 


oohZ 








End 


3617 


PT 


none 








Score 


188 


Exons 


3342. .3488, 


3344. 


.3487, 


3575. 


.3616, 3576. .3617 


Seq. No. 


33811 








Seq. ID 


OJ000251_19.0216.C47 


Gene No . 


70081 








Strand 




Start 


5037 








End 


9141 


Name 


OJ000251 19 


0216. 


C47.o4 


tm 


Method 


TBLASTX: Maize 



33857 



Start 
GI 

Exons 



4006 
none 

4006. .4062,. 4155. .4412, 4157. 



End 4412 
Score 54 
,4291, 4158. .4412 



Seq. No. 33811 

Gene No. 70081 

Start 5037 

Name OJ000251_19 . 0216 . C47 . o2 . tc 

Start 4248 

GI none 

Exons 4248.. 4463, 4251.. 4499, 4420. 

4635. .4772, 4636. .4794, 4640. 



Seq. ID OJ000251_19.0216.C47 
Strand 

End 9141 

Method TBLASTX : Cress 

End 4795 

Score 250 

.4527, 4420. .4533, 4421. .4534, 
.4795 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



33811 
70081 
5037 

OJ000251_19.0216.C47.o2.gs 
5037 



none 

5037. 

7406. 

..85.12.. 



,5102, 5190.. 5309, 5392. 
.7.4-71,- 7563. .7673, 7802. 

..9 14.1. ... ..,■_.„ _ 



Seq. ID OJ000251_19.0216.C47 
Strand 

End 9141 
Method GENSCAN 
End 9141 
Score .78 

.5517, 5882. .6457, 6536. .6595, 
.7892, 8002. .8102,' 8307. .8494,- 



Seq: ID 
Strand 
End 

Method 
End 
Score 



OJ000251 19. 0216vC4-7 



Seq/ No. • • 33811 - - ■ : - ' - - 

Gene No. 70081 
Start 5037 

Name OJ000251JL9 . 021 6 . C4 7 . o2 . np 

Start 5178 
GI 6143897 

Exons 5178.. 5292, 5378.. 5517, 5882 

7563. .7673, 7802. .7892, 8002 
GI Descrip. (AC010718) putative translation initiation factor IF-2 

[Arabidopsis thaliana] 



9141 
AAT/NAP 
8811 
1381 

.6457, 6536.. 6595, 7406. 
.8102, 8199. .8811 



7471, 



Seq. No. 33811 
Gene No. 70081 
Start 5037 

Name OJ000251_19 . 0216 . C4 7 . ol . 

Start 5190 
GI none 
Exons 5190. 

6398. 
.7563. 



tm 



.5312, 
. 6469, 
.7715, 
8004 . ,8105, 



5865. . 6311, . 5879.. 
6436. .6468, 6536. 
7564.. 7704, 7775. 
8004.. .'8102, '8190. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

..6331, 5915 
.6601, 6540 



OJ000251 19.0216.C47 



9141 

TBLASTX: Maize 
8397 
280 

6400, 
6596, 



.7894', 7806. 
.8396, '8193.: 



.7841, 
.8396, 



5922. 
7406. 
7857, 
" 8*203. 



, 6404, 
, 7477, 
7895, 
8397 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene Nu . 
Start 
Name 



33811 ■ 
70081 
'5037 

OJ000251_19.0216.C47.o2.tw 

5915 

none 



Seq. ID OJ000251_19.0216.C47 
Strand 

End 9141 

Method TBLASTX: Wheat 

End 6235 

Score 80 



5915. .6043, 5922. .6044, 6047. .6229, 6047. .6235, 6054. .6233 

33811 Seq. ID OJ000251 19.0216.C47 

70081 Strand 

5037 End 9141 

OJ000251_19 . 0216 . C47 . o3 . ts Method TBLASTX : Soybean 



33858 






SQ1 s 

.j ;? x j 




_nQ 


£1 "3 "7 
Dl J / 




\3 X 


n on o 




Score 


1 4 Q 
X ft y 




Pynn<? 

U AUl 1 C3 


RQ1S 61^6 SQ99 61 ^7 










Qpn Mo 


J J O X X 




Seq. ID 


OJ000251 




VJJ "11" IN • 


700R 1 




Strand 






Start 


5037 




End 


9141 




Name 


OJ000251 19.0216.C47.ol 


.ts 


Method 


TBLASTX : 


Soybean 


Start 


6398 




End 


8465 


\J X 


n on o 




Score 


69 




F von cr 


6^Qft 647^ 6^6 6601 


7 4 06 


.7477, 7407. .7472, 






7R64 7674 777R 7ftQ4 


7 ft 9 Q 


.7894, 8002.. 8097, 


OUU4 . . 0 1U0 , 




filQ^ R40S R1QQ R409 


ft 90^ 


.8403, 8406.. 8465 




J *J O X X 




Seq. ID 


OJ000251 


i q noic r* a~i 
i y . UzlD # / 


Gene No. 


70081 




Strand 






Start 


5037 




End 


9141 




Name 


D.T0009S1 1 Q 0916 P47 ol 

W*J UUUt. JI 1 J. UL1D.L4 / m Kj ± 


. L W 


Method 


TBLASTX: 


wnea l 


C+- -a y-f- 

O Lai L 


7 R Q6 _ 




End 


8388 




VJJ J. 


n on © 
nunc? 




Score 


75 




17 von Q 


7SQ6 771S 7600 7704 


77 7 R 


.7894, 78 


06. .7895, 


qaao qi nn 
o UU_ . . o 1UU, 


c- Tisw-s:..- u.-^. ^^w 


8004 ftlO'S R004 ft109 


ftl 


A jy_EL7 ,__8Z0 3 3B. 8, _ 




Seq. No.- 


33811- -• • - - 




Seq. ID 


OJ000251 


_19.0216.C47 


Gene No. 


70081- 




Strand 






Start 


5037 




End 


9141 




Name 


D.T0009R1 1 Q 0916 P47 o^ 


. lc 


Method 


TBLASTX: 


Cress 


O l_ a. i_ L. 


ft 004 _ 

O U U t 




End 


8379 




O X 


none 




Score 


49 




IjAUl 1 0 


R004 RlOft R04^ ftlll 


ftl 


.8378, 8205.. 8327, 


o _ u o . . oj /y 


Seq. No. 


33811 




Seq. ID 


OJ000251 


_19.0216.C47 


Gene No. 


70081 




Strand 






Start 


5037 




End 


9141 




Name 


0.70009^1 1 Q 0916 P47 oR 


LIU 


Method 


TBLASTX: 


• 

Vlai ze 


Start 


ft 4 R0 _ 

O *3 o w 




End 


' 8701 




GI 


none 




Score 


156 




F v on q 


ft4R0 R6R6 ftR9^ ft67R 

040U . . O X) 0 O , O j . . O D / J. / 


OJjl . 


.8701 






Qprr Mo 


? ^ft 1 9 

J JO lil, 




Seq. ID 


OJ000251 


iq noi ^ r* a q 
iy.UZlb.C4o 


fipnp No 


70082 . . . 




Strand .. 


+ 




Start 


'1 




End 


2752 




Name 


OJ000251 19.0216.C48..ol. 


J1P 


Method 


AAT/NAP 




Start 


/I 




End 


2752 * '" 




GI 


100210 




Score 


140 




P von q 


1..319, 2616. .2752 










W -L C O O J_ J. • 


extensin precursor (clone Tom 


L-4) - tomato gi 1170444 (M7667 




extensin (class II) [Lycopersicon esculentum] 




Con Mo 
o q . IN O . 


33812 




Seq. ID 


OJ000251 


_19.0216.C48 


Gene No . 


70083 




Strand 


+ 




Start 


3500 




End 


4065 




Name 


OJ000251 19.0216.C48.o2. 


np 


Method 


AAT/NAP 




Start 


3500 




End 


4065 




GI 


6815109 




Score 


142 




Exons 


3500. .4065 










GI Descrip. 


(AP001081) hypothetical 


protein [Oryza 


sativa] 





33859 



Seq. No. 33813 Seq. ID 

Gene No. 70084 Strand 

Start • 93 End 

Name OJ000251_19 . 0216. C53 .ol . gs Method 

Start 93 End 

GI none Score 

Exons 93.. 263 



OJ000251_19. 0216.C53 
263 

GENSCAN 

263 

.51 



Seq. No. 33814 Seq. ID 

Gene No. 70085 Strand 

Start 1100 End 

Name OJ000251_1 9.0216. C59 . ol . gs Method 

Start 1100 End 

GI none Score 

Exons 1100.. 1186, 1261.. 1314 



OJ000251_19.0216.C59 

1314 
GENSCAN 
1314 
.76 



Seq. No. 33815 
Gene No. 70086 
Start 203 

Name- . OJ00025.1_1 9 . 0216 . C60 . ol . gs 

^Staxt., ^^2.03_ v: , rvr ^^,^ ^ rr _ ^ v _ rri r _ 
- GX-. ' jaqne . , _! , 



Exons 



Seq. ID 

Strand 

End 

-Method 



,^„End, 



203. .244, 635. v745* 



_Sjcoxe„ 



OJ000251 
+ 

745 

GENSCAN 

-7.4.5 

„J53 



19.0216.C60 



Seq. No. 33815 Seq. ID 

Gene No. 70087 Strand 

Start 956 End 

Name OJ000251_19 . 0216 . C60 . o2 . gs Method 

Start 956 End 

GI none Score 

Exons 956. .978, 1447. .1654, 2921. .3049 



OJ000251_19. 0216.C60 

3049 
GENSCAN 
3049 
.74 



Seq. No. 


33816 






Seq. ID 


OJ000251_19.0216 


.C72 


Gene No. 


70088 






Strand 


+ 




Start 


157 






End 


515 




Name 


OJ000251 19.0216.C72 


.ol 


.gs 


Method 


GENSCAN 




Start 


157 




End 


' 515 




GI 


none 






Score 


.54 




Exons 


157. .159, 383. .515 












Seq. "No. 


33817 






Seq. ID 


OJ00025i._19.0216 


C73 


Gene -No. 


70089- 






Strand 






Start ' 


1 






End 


214 




Name 


OJ000251 19.0216.C73 


.ol 


.np 


Method 


AAT/NAP 




Start 


1 






End 


214 




GI 


4680179 






Score 


320 




Exons 


1. .214 












GI Descrip. 


(AF111709) polyprote 


in 


[Oryza 


sativa subsp. indica] 




Seq. No. 


33817 






Seq. ID 


OJ000251_19.0216. 


C73 


Gene No. 


70089 






Strand 






Start 


1 






End 


214 




Name 


OJ000251 19.0216.C73 


.61 


. tw 


Method 


TBLASTX: Wheat 




Start 


2 






End 


184 




GI 


none 






Score 


42 




Exons 


2. .184, 72. .152 













33860 



Seq. No. 


33817 


Seq. ID 


OJ000251_ 


19.0216 


C73 


UCllC L\\J * 


/ U U 0 -? 


Of r3nr l 








O L cUT u 


1 


tjna 


01/1 
Z 1 H 






Name 


UuUUUZ 31 Ij.U^lD.L/j.Ol.yS 


Method 








O Let J. U 


o o 


Lna 










none 


Score 








P v An c 


JO • . 13U 










Seq. No. 


33818 


Seq. ID 


OJ000251 


_19.0216. 


C75 


Gene No. 


70090 


Strand 


+ 






OLCll L. 


1241 


End 


1374 






Name 


OJ000251 19.0216.C75.ol.np 


Method 


AAT/NAP 






O LCL-L l_ 


1241 


End 


1374 






GI 


5902444 


Score 


172 






Exons 


1241. .1374 












(AB030283) GAG-POL precursor [Oryza sativa] 






Seq. No. 


JJO It) 


Seq. ID 


OJ000251_ 


_19.0216. 


C75 




70091 


Strand 








jLcII L 


461 


End . 


1272 






. N 3 in e „. . 


_OJ0.0. 0.2.51 _1.9..02L6.,C75,..ol...gs. 


^Met hqd„. 


_„GENSCAN„„ 






„.OJ_..CUL J , — rr ., , 


.,14.61 . . ^ . .1*. .1 




__;Iiiz.... , "... 








none 


Score * * 


. 61- 






Exons 


. 461-. .486, 698. .776, 1105. . 


L272 








Seq. No. 




Seq. ID 


OJ000251_ 


19.0216. 


CI 6 


Gene No. 


70092 


Strand 


+ 






o Lai u 


1 


End 


528 






Name 


OJ000251 19.0216.C76.ol.np 


Method 


AAT/NAP 






O L. a. L L. 


1 


End 


528 








4680183 


Score 


863 






LrAUIlo 


1. .528 












(AF111709) gag-pol protein 


[Oryza sativa subsp. 


indica] 




Seq. No. 


33819 


Seq. ID 


OJ000251_ 


19.0216. 


C76 


VJC11C LN W • 


70092 


Strand 


+ 






OLal L 


1 


End 


528 






Name 


OJ000251 19.0216.C76.ol.tw 


Method 


TBLASTX: Wheat 




O L. a. i. L- 


6 


End 


347 






GI 


none 


Score 


.213 






uAUllO 


6... 347 










Seq. No." 


33819 


Seq. ID 


OJ000251_ 


19.0216. 


C76 




70092 


Strand 


+ 






O Lai L 


1 


End 


528 






Name 


OJ000251 19.0216.C76.ol.gs 


Method 


GENSCAN 






OLal L 


60 


End 


510 








none 


Score 


. 67 






P 1 v o n g 


60. .221, 288. .510 










Seq.- No. 


33820 


Seq. ID 


OJ000251_ 


19.0216. 


C77 


Gene No . 


70093 


Strand 


+ 






Start 


1 


End 


233 






Name 


OJ000251 19.0216.C77.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


206 






GI 


4680186 


Score 


245 







33861 



Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1. .206 

(AF111709) unknown [Oryza sativa subsp. indica] 



33820 
70093 

1 * * 

OJ000251_19.0216.C77.ol.gs 
95 

none 
95. .233 



Seq. ID OJ000251_19.0216.C77 

Strand + 

End 233 

Method GENSCAN 

End 233 

Score .83 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



v .,Seg.. i _Np - .. 
GeiLe._Na.. 
Start 
Name 
Start 
GI 

Exons 



GI Descrip. 



Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No . 

Start' 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID OJ000251_19.0216.C77 
Strand 

135 

AAT/GAP 
135 
249 



End 

Method 

End 

Score 



33820 
70094 
1 

OJ000251_19.0216.C77.ol.gp 
1 

uC-osflcyp033a04bl 
1..135 

, 6016845/dbj IAP000570.1 IAP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 1 

,33,82.1 .„^. s „. ras ..-^.^ „-Se.q... .ID..,J3JQm251^9..J)21^.Cl&^—__ 

jm09fL-___, txand.. ' ; : . ~ 

1 ■ • ....... End . 650 . ... .- . " 

OJ000251_19.0216.C78.ol.np Method AAT/NAP 
1 End 650 

2746847 Score 422 

1. .650 

(AF040649) contains similarity to helicases [Caenorhabditis 
elegans] 



33822 
70096 
1305 

0J000251_19.0216.C80.ol.gs 

1305 

none 



Seq. ID OJ000251_19. 0216.C80 
Strand 

End 1703 

Method GENSCAN 

End 1703 

Score .57 



1305.. 1354, 1409.. 1457, 1624.. 1703 



33823 
70097 
1 

OJ000251_19 . 02161-C81 . ol . np . 
1 

5852179 
1..46, 219. .413 

(AL117265) zhb0009.1 [Oryza sativa] 



Seq. ID OJ000251_19.0216.C81 
Strand. + 
End 413 
Method. : AAT/NAP 
End 413 . 

Score 288 



33824 
70098 
1 

OJ000251_19 . 02 16 . C82 . ol . np 

1 

1709396 
l.._34, 627. .650 

NADH- UBIQUINONE OXIDOREDUCTASE CHAIN 5 gi | 604924 (U17011) NADH 
dehydrogenase, subunit 5 [Rhizopus stolonifer] 



Seq. ID OJ000251_19.0216.C82 
Strand 

650 

AAT/NAP 
650 
94 



End 

Method 

End 

Score 



33862 



Seq. No. 33825 Seq. ID 

Gene No. 70099 Strand 

Start 1 End 

Name OJ000251_19 . 0216 . C84 . ol . np Method 

Start 1 End 

GI 1237250 . Score 

Exons 1 . . 153 

GI Descrip. (X96784) cytochrome P450 [Nicotiana tabacum] 



OJ000251_19.0216.C84 
+ 

153 

AAT/NAP 
153 
215 



Seq. No. 33825 Seq. ID OJ000251_1 9 . 0216 . C84 

Gene No. 70099 Strand + 

Start 1 End 153 

Name OJ000251_19 . 02 16 . C84 . ol . ts Method TBLASTX : Soybean 

Start 1 End 153 

GI none Score 197 

Exons 1. .153, 9. .152 

Seq. No. 33825 Seq. ID OJ000251_1 9 . 021 6 . C84 

Gene No. 70099 Strand + 

Start 1 - End 153 

-^,Name„^. TO 

_,SLtar£ — 1_ ^.^_.EncU,...l — 153, ~ l-l^^ljll.^-^-^ 

GI • - : ■ - - none- - ■■ - Score 217 - --- - 

Exons 1..153, 6.. 152 

Seq. No. 33825 Seq. ID OJ000251_1 9 . 021 6 . C84 

Gene No. 70099 Strand + 

Start 1 End 153 

Name OJ000251_19 . 0216 . C84 . ol . gs Method GENSCAN 

Start 4 End 143 

GI none Score .89 

Exons 4 . .143 



Seq. No. 33826 Seq. ID 

Gene No. 70100 Strand 

Start 62 End 

Name OJ000251_19 . 0216 . C86 . ol . gs . Method 

Start 62 End 

GI none Score 

Exons 62.-71, 436.. 464 



OJ000251_19.0216.C86 
+ 

464 

GENSCAN 

464 

.55 



Seq, . No. ' 3-3826 t . Seq. ID OJ000251_19.0216.C86 

Gene No. ..70101 ' * Strand "' + 

Start .704 End 2051 

Name OJ000251_19 . 0216 . C86 . ol . np Method AAT/NAP 

Start 704 End 2051 

GI 1169030 Score 2273 

Exons .. 704 . .2051 

GI Descrip. 'CYTOCHROME C OXIDASE POLYPEPTIDE I gi | 66230 | pir | | ODRZ1 

cytochrome-c oxidase (EC 1.9.3.1) chain I - rice mitochondrion 
gil 13219|emb|CAA34122| (X15990) cytochrome oxidase subunit I 
fOryza sativa] 



Seq. No. 
Gene No. 
Start 



33826 
70101 
704 



Seq. ID OJ000251_19.0216.C86 
Strand + 
End 2051 



33863 



Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name ■ 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

J? .1.. . D e _sc rip . 

Seq. No. - ■ 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ000251_19.0216.C8 6.ol.tm Method 

1513 End . 

none - Score 
1513. .1857, 1514. .1858 



TBLASTX: Maize 

1858 

295 



33827 
70102 
209 

OJ000251_19. 0216.C87.ol.np 
209 

4164413 
209. .283 

(AJ132231) ribosomal protein S14 [Pisum sativum] 



Seq. ID OJ000251_19.0216.C87 
Strand 

283 

AAT/NAP 
283 
106 



End 

Method 

End 

Score 



33828 
70103 
1 

OJ000251_19. 0216.C8 9.ol.np 
1 

4680203 
1. .372, 471. .514 

.. J. AFJ.L4.1 7,1) _ TN P 2 - 1 i k e... pro t e i n S o r ghum^.b i.c o Lor 



Seq. ID OJ000251_19.0216.C89 

Strand + 

End 514 

Method AAT/NAP 

End 514 

Score 160 



33828 

70103 
1 

OJ000251_19.0216.C8 9.ol .gs. 
81 

none 
81. .332 



Seq. ID OJ000251_19;.0216.C89 

Strand + 

End 514 

Method GENSCAN 

End 332 

Score .79 



Seq. No. 33829 

Gene No. 70104 

Start 157 

Name OJ000251_19. 021 6 . C90 . ol . gs 

Start 157 

GI none 

Exons 157. .376 



Seq. ID OJ000251_19.0216.C90 

Strand + 

End 376 

Method GENSCAN 

End 37 6 

Score .82 



Seq. No. 

Gene No. 

Start 

Name. 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



33830 
70105 . 
1 

OJ'000251_19 . 02.16 . C92 . ol . np 
1 ' ' 

4680179 
1. .257 . 

(AF111709) polyprotein [Oryza sativa subsp. indica] 



Seq. ID OJ000251_19.0216.C92 
Strand 

End 257 

Method . AAT/NAP 

End .'257 

Score 437 



33830 
70105 
1 

OJ000251_19 . 0216. C92 . ol. tm 
1 

none 

1..222, 8. .220 



Seq. ID OJ000251_19.0216.C92 

Strand 

End 257 

Method TBLASTX: Maize 

End 222 

Score 177 



Seq. No. 



33830 



Seq. ID OJ000251_19.0216.C92 



33864 




Gene No. 


70105 




Strand 






Start 


1 




FnH 






Name 


OJ0002S1 1 Q 021 PQ9 nl 


■ (_ o 








Start 


1 _ 




FnH 


9 9^ 




GI 


none 




Q. r\ y~ 






Exons 


1 225 2 220 










Seq. No. 


33830 




Seq. ID 


OJ000251_19. 0216 


.C92 


Gene No. 


70105 




Strand 






Start 


1 




End 


2 S7 




Name 


OJODOPSI 1Q 0 916 rQ9 nl 


4- U r 

. L W 








Start 


13 _ 




FnH 
nil id 


9 R £ 
^ -J 0 




GI 


none 






299 






13 255 14 256 












33ft 31 




q an T n 

oeq . i u 


ujuuuzdi iy.U/.ib 


. cyo 


Gene No. 


70106 




Strand 






Start. 


1 




End 


420 




Name 


OJ000251 19.0216.C93.ol 


.np 


Method 


AAT/NAP 




Start 


1 




End 


420 




GI 


4680179 




Score 


715 




F.xon <3 


. 1. .4 2.0. ....... _ _ 










(^T D^srir "i n '. 


_..^.X AELL12QS _poly.px.ate i ri_.[ T 0ryz a_ Js.a.tl.v.a^.s.ub.s.p....„ixLd±c aj„ . 


— ~— 


Seq. No. 


33831 




Seq. ID 


OJ000251_19.0216 


C93 


Gene No. 


70106 




Strand 






Start 


1 




End 


420 




Name 


OJ000251 19.0216.C93.ol 


.gs 


Method 


GENSCAN 




Start 


22 


End 


420 




GI 


none 




Score 


.97 




P v on ^ 

l_i 1 1 o 


22. .420 










Sea No 


33832 




Seq. ID 


OJ000251_19.0216 




Gene No. 


70107 




Strand 






Start 


1 




End 


589 




Name 


OJ000251 19.0216.C94.ol 


np 


Method 


AAT/NAP 




Start 


1 




End 


228 




GI 


5902445 




Score 


399 




Exons 

J— J *v 1 1 


1. .228 










GI Descric 


(AB030283) GAG-POL precursor 


[Oryza sativa] 




Seq. No. 


33832 




Seq. ID 


OJ000251_19.0216. 


C94 


Gene No. 


70107 




Strand 






Start 


r " : ' . 




'End 


589 . 




Name 


OJ000251 19.0216.C94.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


1 




End 


318 




GI 


none 




Score 


222 




Exons 


1..318, 2. .304 










Seq. No. 


33832 




Seq. ID 


OJ000251_19.0216. 


u y *± 


Gene No. 


70107 




Strand 






Start 


1 




End 


589 




Name 


OJ000251 19.0216.C94.ol. 


gs 


Method 


GENSCAN 




Start 


8 




End 


573 




GI 


none 




Score 


.51 




Exons 


8. .211, 308. .573 











33865 



Seq. No. 


33832 


Seq. ID 


OJ000251 19 


0216 


. C94 


Gene No. 


70107 


Strand 








Start 


1 


End 


589 






Name 


OJ000251 19.0216.C94 .o2.np 


Method 


AAT/NAP 






Start 


295 


End 


589 






GI 


5902444 


Score 


463 






Exons 


295. .589 










GI Des'crip. 


(AB030283) GAG-POL precursor 


[Oryza sativa] 






Seq. No. 


33833 


Seq. ID 


OJ000251_19. 


0216 


. C97 


Gene No. 


70108 


Strand 








Start 


1 


End 


355 






Name 


OJ000251 19.0216.C97.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


355 






GI 


4680180 


Score 


605 






Exons 


1. .355 










GI Descrip. 


(AF111709) polyprotein [Oryza 


sativa subsp. indica] 






Seq. No. 


33833 


Seq. ID 


OJ000251_19. 


0216 


.C97 


Gene No. 


70108 


Strand 








Start 


1 


End 


355 







, Name„ . ^ A .0 J00 025 1_1 9 iV 021.6. C97 v p L. .tw. 
. Start ._„..' w ._3^. ,,~ 

GI - none 

Exons 3.. 347, 15.. 347, 16.. 351 

Seq. No. 33833 

Gene No. 70108 

Start 1 

Name OJ000251_19 . 0216 . C97 . ol . gs 

Start 30 

GI none 

Exons 30.. 308 



Methods, .TBLASTX: Wheat .. 
Score ■ - 111 - - -■ 



Seq. ID OJ000251_19.0216.C97 
Strand 

End 355 

Method GENSCAN 

End 308 

Score .74 



Seq. No. 

Gene No. 

'Start 

Name 

Start 

GI 

Exons . 

Seq. No.. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



33833 
70108 
1 

OJ000251_19.0216.C97.ol! tm 

70 

none 



Seq. ID OJ000251_19.0216.C97 
Strand 

End 355 

Method TBLASTX : Maize 

End 354 

Score 92 



70. .213, 72... 185, 180. .353,. 196. .354 



33834 . • ■ •• • 

7010^ 
1 

OJ000251_19.0216.C99.o'l.np 
1 

4680179 
1..985 

(AF111709) polyprotein [Oryza sativa subsp. indica] 



Seq. ID OJ0O0251_19.0216,C99- 
Strand ' - 
End 985 
Method AAT/NAP 
End 985 
Score 1666 



33834 
70109 
1 

OJ000251_19.0216.C99.o2.tw 
1 

none 



Seq. ID OJ000251_19. 0216.C99 

Strand 

End 985 

Method TBLASTX ::Wheat 

End 362 

Score 238 



33866 



Exons 



1..330, 3.-362, 260. .361 



Seq. No. 33834 

Gene No. 70109 

Start 1 

Name OJ000251_19 . 0216 . C99 . ol . gs 

Start 12 

GI none 

Exons 12.. 923 



Seq. ID OJ000251_19.0216.C99 

Strand 

End 985 

Method GENSCAN 

End 923 

Score .59 



Seq. No. 33834 

Gene No. 70109 

Start 1 

Name OJ000251_19 . 0216. C99 . ol . tm 

Start 24 

GI none 
Exons 



Seq. No. 
Gene No. 
Start 
. Name 

.'s±artl,.r 

GI ; 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ000251_19.0216.C99 

Strand 

End 985 

Method TBLASTX : Maize 

End 524 

Score 43 



24. .359, 67. .117, 105. .272, 142. .273, 345. .524 

33834 Seq. ID OJ000251_19 . 02 1 6 . C99 

70109 Strand - ' 

1 End 985 

ir ,... : ,p J00n2.5 s l_l 9 ,,02.1 6_. .£9,9 . : gl ...t s ^Method T.BL AS TX : Soybean. 

i4-_.. r: ^.„. 9 -.^_ „_ „. s End 4JL0__,_ „_L_Z1 

none — -.- — " - - v : ' Score ■' - 73 - - - ; 

74. .205, 75. .179, 75. .434, 76. .330, 354. .434, 426. .470, 438. .470 



33834 
70109 
1 

OJ000251_19.0216.C99.ol.tw 

411 

none 

411. .893, 420. .782, 454. .789 



Seq. ID OJ000251_19.0216.C99 
Strand 

End 985 

Method TBLASTX : Wheat 

End 893 

Score 181 



Seq. No. 33834 

Gene No. 70109 

Start 1 

Name OJ000251_19 . 0216 . C99 . o2 . ts 

Start 543 

GI none 

Exons 54.3. . 857.,. ,54.4 . .741 



Seq. ID OJ000251_19.0216.C99 
Strand 

End 985 

Method TBLASTX : Soybean 

End 857 

Score 59 - 



Seq. No.. -33.834 
Gene No." " 70109 

Start 1 

Name' OJ000251_19 . 0216 . C99 . o2 . tm 

Start 592 

GI none 

Exons 592.. 783, 594.. 881, 623.. 850 

Seq. No. 33835 

Gene No. 70110 

Start 1 

Name OJ000251_19 . 0216 . C100 . ol . np • 

Start 1 

GI 5042448 

Exons 1..250 



Seq. ID OJ000251J19.OZ16.C99-. 
Strand 

End • 985 

Method TBLASTX: Maize 

End 881 

Score 165 



Seq. ID OJ000251_19.0216.C100 
Strand 

End 1678 

Method AAT/NAP 

End 250 

Score 419 



33867 




GI Descrip. (AC007789) putative ORFO protein of RIRE8B gypsy-type 
retrotransposon [Oryza sativa] 



Seq. No. 33835 Seq. ID OJ000251_19 . 0216 . C100 

Gene No. 70110 Strand 

Start 1 End 1678 

Name OJ000251_19 . 0216 . C100 . o2 . np Method AAT/NAP 

Start 1 End 1678 

GI 6721561 Score 84 

Exons 1..160, 1571.. 1678 

GI Descrip. (AP001073) EST AU082058 (C1297 6) corresponds to a region of the 

predicted gene.; hypothetical protein [Oryza sativa] 

gi I 6815086 | dbj IBAA90372.il (AP001081) EST AU082058 (C12976) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 

Seq. No. 33835 Seq. ID OJ000251_19 . 0216 . C100 

Gene No. 70110 Strand 

Start 1 End 1678 

Name OJ000251_19 . 0216 . C100 . ol . gs Method GENSCAN 

Start 18 ■ End 1678 

.GI ............ . ....none, A ^ ^ ... ^ . .. _ _„Sco.re.. ...48 : ,..._„.. ^.-^^ 

Exon.s_:.- Iia.^il6 r _i^xl._16.78 . '~' ~~ ' " 

Seq. No. 33836 Seq. ID OJ000251_19 . 02 16 . C101 

Gene No. 70111 Strand + 

Start 1 End 211 

Name OJ000251_19 . 02 16 . C101 . ol . np Method AAT/NAP 

Start 1 End 211 

GI 6721559 Score 124 

Exons 1..47, 76. .211 

GI Descrip. (AP001073) hypothetical protein [Oryza sativa] 

gi I 6815084 | dbj |BAA90370.1| (AP001081) hypothetical protein 
[Oryza sativa] 

Seq. No. 33837 Seq. ID OJ000251_19 . 0216 . C103 

Gene No. 70112 Strand + 

Start 29 End 294 

Name OJ000251_19 . 0216 . C103 . ol . gs Method GENSCAN 

Start 29 End 294 

GI. - none . ... Score . 7 . 

Exons 29.. 161, 188.. 294 

Seq. No. " 33838 Seq. ID OJ0002'51_1 9 . 0216 . C105 

Gene No. 70113 Strand 

Start 220 End 451 

Name OJ000251_19 . 02 16 . C105 . ol . tw Method TBLASTX : Wheat 

Start 70 ■ End 414 

GI none Score 112 

Exons 70. .252, 83. .253, 256. .312, 301. .414, 320. .403 

Seq. No. 33838 Seq. ID OJ000251_19 . 0216 . C105 

Gene No. 70113 Strand 

Start 220 End 451 

Name OJ000251_19 . 0216 . C105 . ol . gs Method GENSCAN 

Start 220 End 451 

GI none . Score 1 



33868 



Exons 220.. 451 



Qprr * NO 


33839 ' 


O " V^ t x u 


O.T0009M 1 Q 


091 


P1 

■ X 




70114 


OLI CI 1 1 LI 








Start 


17 


FnH 


1 R4 

J. O *i 






Name 


OJ0002S1 19 0216 C106 ol ns 




Hi IN O ^xiLN 






Start 


17 ~ 


FnH 


1 P4 

-L O *3 






GI 


none 




Q7 






TT von S 


17 . . 184 










Seq. No. 


33840 


Seq. ID 


OJ000251_19 


.0216 


.CI' 


Gene No. 


70115 


Strand 








Start 


207 


End 


606 






Name 


OJ000251 19.0216.C108.ol.np 


Method 


AAT/NAP 






Start 


207 


End 


606 






GI 


82484 


Score 


592 






F.vnn s 

i_l 1 1 o 


207. .606 










HT Dpsrri n 


hypothetical protein 1 - rice gi|2038i 


2|emb|CAA29825| (X066 




pUL. VJr\I; £. LVJxyZd odLlVd J 












33840' 


Seq.. ID 


OJ000251_19, 


.0216, 


.en 


flpnp, Mo 


701 1 S 


-^.Strand, 








-ollcxj-.l. -i— — . „ — 


9 07 ' ' ' ^ 


.-_.EhdUL.~. 








Name 


O.T0009S1 1 Q 0916 PI OPt ol ctq 


Method 


GENSCAN • 






Qfarf 
O U CI i- t_ 


91^ ~ 


End 


'470 






\J -L 


n on o 


Score 


.72 






F von <5 

J—i A. UllO 


on 4 7 0 










Seq. No. 


33841 


Seq. ID 


OJ000251_12. 


.0217, 


.CI 


fipnp Mo 


70116 


Strand 


+ 






u Lai t 


i 
± 


End 


725 






Name 


0.70009^1 19 0917 PI ol no 


Method 


AAT/NAP 






Start 


1 ~ 


End 


725 






GI 


6562297 


Score 


148 






R v on q 


1..83, 180. .216, 630. .725 










GI Descrip. 


(AL133421) putative protein 


[Arabidopsis thaliana] 






Sea No 


33842 


Seq. ID 


OJ000251_12, 


,0217. 


■ C2 


ppnp Mo 


70117 


Strand 


+ 






Start 


172 


End 


245 






Name 


OJ000251 12.0217.C2.ol.gs . 


Method 


GENSCAN . 






Start 


172 


End 


245 






GI 


none . 


Score 


. .99.. 






Exons" 


172. .245 










Seq. No. 


33843 


Seq. ID 


OJ000251_12. 


0217. 


,C5 


Cpnp NIo 


70118 


Strand 










356 


End 


850 






Name 


OJ000251 12.0217.C5.ol.gs 


Method 


GENSCAN 






Start 


356 


End 


850 






GI 


none 


Score 


.92 






Exons 


356. .850 










Seq. No. 


33844 


Seq. ID 


OJ000251_12. 


0217. 


C8 


Gene No . 


70119 


Strand 








Start 


518 


End 


635 






Name 


OJ000251 12.0217.C8.ol.gs 


Method 


GENSCAN 







33869 



Start 
GI 

Exons 



518 
none 

518. .635 



End 
Score 



635 
.97 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq . • No . 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 



33845 Seq. ID 

70120 Strand 

1007 End 

OJ000251_12.0217 .C9.ol.gs Method 

1007 End 

none Score 

1007. .1204, 1699. .1967 



OJ000251_12.0217.C9 
+ 

1967 
GENSCAN 
1967 
.73 



33845 Seq. ID 

70121 Strand 
5342 End 
OJ000251_12 . 0217 . C9 . ol . np Method 
5342 End 
6539553 Score 
5342. .5750 

(AP000836) Similar to Oryza australiensis retrotransposon RIRE1 
(D85597) [Oryza sativa] gi I 6539590 | dbj | BAA88206 . 1 1 (AP000837 ) 
Similar ,,t p^, Oryza, .austral iensi 

J Or^tza^s at-i.va J ^— . : ; - _ _ : Z " 



OJ000251_12.0217.C9 
+ 

5750 
AAT/NAP 
5750 
597 



33845- Seq. ID 

70122 Strand 
9696 End 
OJ000251_12 . 02 17 . C9 . o2 . gp Method 
9696 End 
LIB34 32-059-P1-K1-D8 Score 
9696. . 10162 

? 5734616/dbj IAP000391.1 IAP000391 0.0e+00 Oryza sativa genomic 
DNA, chromosome 6, clone : P0538C01 ' 



OJ000251_12.0217.C9 
+ 

10162 
AAT/GAP 
10162 
734 



33845 Seq. ID 

70123 Strand 

10341 End 

OJ000251_12 . 0217 . C9 . o4 . gs Method 

10341 End 

none Score 

10341. .10392, 10955.. 11295 . . 



OJ000251JL2.0217.C9 
+ 

11295 
GENSCAN 
11295 
.87 



33845 • . - Seq. ID 

70124 Strand" 
1 End 
OJ000251_12.0217.C9.ol.gp Method 
1 End 
LIB34 77-003-P1-K1-E9 Score 
1..104 . ( 

, 2498586/sp|Q40638 |MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] 1 



OJ0002_51j_12.0217.C9 

104 . 
AAT/GAP 
104 
162 



33845 Seq. ID 

70125 Strand 

5273 End 

OJ000251 12.0217.C9.ol.tw Method 



OJ000251_1'2. 0217.C9 
5753 

TBLASTX: Wheat 



33870 




OLdl L 


^ 9 7 "3 
jZ / J 






End 


5632 




CI 

\J X 


none 






Score 


58 




Ij AUJlO 


S97^ R^Of; 


R9P Q 


. . jjZ / , O J . 


.5517, 5333.. 5497, 


DH / U . . 3 0_0 , 




S477 Rfi^9 


S4 ft 0 


• . JDUO; J4 3 J . 


.5627, 5500.. 5628 




Seq. No. 


33845 






Seq. ID 


OJ000251 


_12.0217.C9 


Gene No. 


70125 






Strand 






Start 


5273 






End 


5753 




Name 


O.70009 S 1 19 


091 7 
* u _ x / 


• • Ul . till 


Method 


TBLASTX: 


Mai ze 


J Lai L 


S 4 7 1 ~~ 






End 


5753 




GI 


none 






Score 


289 




DAUilD 


S4 7 1 R7 4 ^ 


R4 7 Q 


R7 4 ft R4 ft Q 


.5752, 5493.. 5753 




OC^ • IN \J • 


??ft 4 
J *J O 1 u 






Seq. ID 


OJ000251 


1_ . U_ 1 / .LIU 


Gene No. 


70126 






Strand 


- 




Start 


1 






End 


1191 




Name 


OJ000251 12 


.0217 


.CIO .ol .np 


Method 


AAT/NAP 






i 

X 






End 


1191 




GI 








Score 


317 




DAUllO 


1 7 Q 7 4^ 


. 955, 


1024. .1191 








Ol LvfcJ O l^X X L>t » 


i flpnn o 6 i 6 ^ 

\nrUUUDlD; 


similar to UMP/CMP 


kinase 


(AF000147) 


[Oryza sativa] 
















..uc.Lj.! xn,lj„.^ „^ 


"3 "3 Q /I £ 






Seq.'Zid 


r oioaoisT 


.1^-11/ 1 _/ . ( . 1 {,) 


Gene No .-- - : - 


-70127 ■ 






Strand 


- - - - - - - 




Start 


5078 






End 


5997 




Name 


0.70009m 1 9 


.0217 


.CIO .o2 .np 


Method 


AAT/NAP 




O Lai L. 


4 3 JU 






End 


5997 




\j x 


JO JlUOI 






Score 


76 




r vori q 


4 Q^0 RO 1 4 


5939 


. .5997 








(^2 T npopri ri 
O X oLJ L£J • 


f AT 1 1 7 9 64 ^ 


zwh0007.1 [Oryza sativa] 






Seq. No. 


33846 






Seq. ID 


OJ000251 


_12. 0217. CIO 


Gene No. 


70127 






Strand 






Start 


5078 






End 


5997 






O.70 0 09 R1 1 9 


.0217 


.CIO .o2 ,gs 


Method 


GENSCAN 




Start 


S07 R _ 






End 


5217 




GI 


none 






Score 


. 61 




l_i jri. \J L 1 O 


R07 ft S9 1 7 

JU f O • • Jill / 












Seq. No. 


33847 






Seq. ID 


OJ000251_ 


_12.0217.C11 


Gene No. 


70128 . 






Strand 


+ 




Start 


41 






End 


758' 




Name 


OJ000251 .12 


.0217 


Cll.ol.gp . 


Method 


AAT/GAP ' 




Start ' ; '. 


' 41 






End 


527 




GI 


58722 1.R10 


84 




Score 


747 





Exons 41.. 381, 478.. 527 

GI Descrip. ' 212 9771/pir || S7 1225 1.0e-15 xyloglucan 

endotransglycosylase-related protein XTR-6 - Arabidopsis 
thaliana >gi_1244758 (U434Q8) xyloglucan 

endotransglycosylase-related protein [Arabidopsis thaliana] 
>gi_4539299_emb_CAB39602. 1_ (AL049480) xyloglucan endo-1, 
4-beta-D-glucanase (XTR-6) [Arabidopsis thaliana] 1 

Seq. No. 33847 Seq. ID OJ000251_12 . 0? 1 7 . Cll 

Gene No. 70128 Strand + 

Start 41 End 758 

Name OJ000251_12 . 0217 . Cll . ol . gs Method GENSCAN 



33871 



Start 


118 






End 


677 


GI 


none 






Score 


m 7 


Exons 

J—J -rv 1 1 o 


118 381. 478 677 










Sea. No. 


33847 






Seq. ID 


OJ000251 12 0217 P1 1 


Gene No. 


70128 






Strand 


+ ~~ 


Start 


41 






End 


758 


Name 


OJ000251 12.0217.C11 


.ol 


.np 


Method 


AAT/NAP 


Start 


121 ~~ 






End 


758 


GI 


1890575 






Score 


410 


Exons 


121 388, 491 758 










GI Descrip. 


(X93174) xyloglucan 


endotransglycosylase (XET) [Hordeum vulgare 


Seq. No. 


33847 






Seq. ID 


OJ000251JL2. 0217. Cll 


Gene No. 


70128 






Strand 


+ 


Start 


41 






End 


758 


Name 


UJUUUzOl IZ.Uzl/.Ull 


.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


175 








D / O 


GI 


none 






Score 


289 


Exons. 


175. .381, 190. .342, 


228 


. .386, 


460. .678 


, 469. .606, 480. .677 


^Seq, v .,No^,,- r 


33847 . r „ = ...-^. 7 






._S.eq..^,±D^ 




Geii'e-.No„- 


..JZ.Q128 :, ;.. 






:. Strand™. 


+ ' ' 


Start 




.., — _ 




- End ■ ' 


758 - ----- - 


Name 


OJ000251 12 0217 Cll 


.ol 


tc 


Method 


TBLASTX: Cress 


Start 


178 ~~ 






End 


678 


GI 


none 






Score 


202 


Exons 


178 405 258 371 


492 


. 674, 


493. .678 




Seq. No. 


33847 






Seq. ID 


OJ000251_12. 0217. Cll 


Gene No. 


70128 






Strand 


+ 


Start 


41 






End 


758 


Name 


OJ000251 12 0217 Cll 


.ol 


ts 


Method 


TBLASTX: Soybean 


Start 


190 ~~ 






End 


678 


GI 


none 






Score 


193 


Exons 


190. 405. 261 371. 


505 


.678, 


507. .674 




Seq. No. 


33848 






Seq. ID 


OJ000251_12.0217.C12 


Gene No. 


70129 






Strand 




Start 


1 






End 


1552 


Name . 


OJ000251 12. 0.217. C12 


.ol. 


np . 


Method .. 


AAT/NAP . . 


Start 


- 1 






End 


1552 


G-I - 


6069667- * - 






Score * 


108 


Exons 


1. .47, 1435'. . 1552 ' ' 










GI Descrip . 


(AP000616) similar to UMP/CMP 


kinase (AF000147) [Oryza sativa] 


Seq. No. 


33848 






Seq. ID 


OJ000251_12.0217.C12 


Gene No. 


70129 






Strand 




Start 


1 






End 


1552 


Name 


OJ000251 12.0217.C12 


.ol. 


gs 


Method 


GENSCAN 


Start 


973 






End 


1038 


GI 


none 






Score 


.57 


Exons 


973. . 1038 










Seq. No. 


33849 






Seq. ID 


OJ000251_12.0217.C13 


Gene No. 


70130 






Strand 




Start 


1 






End 


750 



33872 



Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ000251_12 . 0217 . C13 . ol . np Method AAT/NAP 
1 End 750 

6714484 Score 99 

1..22, 438. .750 

(AC008261) unknown protein [Arabidopsis thaliana] 



33849 
70130 
1 

OJ000251_12 . 0217 . C13 . ol . tm 

411 

none 



Seq. ID OJ000251_12.0217.C13 
Strand 

End 750 

Method TBLASTX : Mai ze 

End 667 

Score 132 



411. .542, 449. .613, 457. .600, 500. .667 



33849 
70130 
1 

OJ000251_12.0217.C13.ol.gs 

452 

none 

452. .601 



Seq. ID OJ000251_12.0217.C13 
Strand 

End 750 

Method GENSCAN 

End 601 

Score .73 



._S.eq.~..Na 

Gene No . - 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons • 



_33J85Q„ . 

701-31- ~ 

1 

OJ000251_12 .0217 .C14 .ol.np 
1 

6714484 
1. .193, 284 . .497 

(AC008261) unknown protein [Arabidopsis thaliana] 



,_,_S.eq..^.a,^ 
- Strand ■ ■ +■-••- '- — 

End 4 97 

Method AAT/NAP 
End 4 97 

Score 148 



33850 
70131 
1 

OJ000251_12. 0217 .C14 .ol.tm 

160 

none 

160. .198, 166. .192, 224. .391, 
349. .480 



Seq. ID OJ000251_12.0217.C14 

Strand + 

End 4 97 

Method TBLASTX : Mai ze 

End 4 80 

Score 4 7 

278. .442, 284. .433, 291. .434, 



Seq.. No. . 33850... . .. . .....Seq. ID 

Gene No. 70131 Strand 

Start - - ■ ' 1 - *" ' • End: . 
Name . . . OJ000251_12 . 02 17 .'Cl4 . ol . gs Method 

Start 290 End 

GI none Score 

Exons 290. .439 



OJ000251_12.0217..C1.4 
+ 

"4 97 

GENSCAN 
439 
.68 ■ 



Seq. No. 33851 Seq. ID 

Gene No. 70132 Strand 

Start 14 End 

Name OJ000251_12 . 0217 . C17 . ol . gs Method 

Start 14 End 

GI none Score 

Exons 14.. "137, 276.. 329 



OJ000251_12.0217.C17 
+ 

329 

GENSCAN 

329 

.67 



Seq. No. 



33852 



Seq. ID OJ000251 12.0217.C18 



33873 



Gene No. 


70133 




Strand 








O L cti. L 


4 3 D 




Hina 


1UZ4 






Name 


OT0009M 19 0917 PI n1 


. gs 


tYieunoa 


OEjNb^/ilN 








A Qfi _ 

1 .7 O 




TTr»H 

Ljiiq 


1 OO A 
AUZ 4 






O X 


i 1*J1 1 1 




Score 


^7 

• J J 








4 Qfi fil 4 77Q 1 00 A 

4-70. ,014, / / .7 . • X U ^ 4 


















oeq . lu 


r\ in no OQl 


1 9 


n 0 1 7 1 Q 


Gene No. 


70134 




Strand 








Start 


1 




End 


479 






Name 


n.TfiOOPM 19 0917 PI Q n1 

UU UUut. Jl XZ..\j£.X/.V^X_7.UX 


np 


Method 


a n t /mad 






Cf -a y 4- 

OldX L 


1 
L 




End 


A *7 Q 

4 / y 






ox 


O _/ U / UOO 




Score 


JtU 






J7 1 yon q 


1 A 1 Q 

X • .4 / 












O X l^cooxx^j. 


(AP00119Q1 h\/noi-hp1- 1 pal 


protein [Oryza 


Sdiiva j 






Seq.. No. 


33854 




Seq. ID 


OJ000251_ 


12 


.0217. C20 


Gene No. 


70135 




Strand 


+ 






Start 


114 

XX" 




End 


9 QQ 






INCtillC 


n.T0009^i 19 0917 r90 ni 


gs 


Method 


oHjNoOAIn 






O Lai. L 


114 _ 
X X 4 




End 


9 QQ 

z y y 






O.J . . _ . 






, r Score_.. 


Q4 




— ----- — - - 


_Cj AULLo , „ 


114 9QQ 






... 3 ... -.„.-..,.-..-„... 






O C q . IN O . 


JJOJJ 




Seq. ID 


UuUUUZO 1 


1 o 
LZ 




vjCHC ln \ j • 


701 ^fi 




Strand 


+ 






Start 


240 




End 


330 






Name 


OJ000251 12.0217.C21.ol. 


gp 


Method 


AAT/GAP 






O l_ O.X u 


94 0 

C. 4 u 




End 


330 






O X 


774 ^4 1 Rl 0P4 
/ / 1 j4 x . r\x U O 4 




Score 


88 






P VAT1 C 


940 "^O 












ox uc oLiip • 




2. 


Oe-10 (AL021633) predicted protein 




LnlaJJlUUpoXo L liclX Xcliicl J 












Seq. No. 


33855 




Seq. ID 


OJ000251_ 


12 


0217. C21 


Gene No . 


70137 




Strand 


+ 






Start 


JO J 




End 


613 






Name 


0,70009^1 1 9 0917 P91 n1 
UwUUUt Jl x Z . UZ1 / . ^Z x .Ox. 


gs 


Method 


GENSCAN 






Of- -a yf- 


jDj 




End 


613 






ox 


none 




Score 


.95 






Exons 


jDj , . Olj, 












otjq . lnvj • 


■5TOC£ ' . . . 
J JO JO 




Seq. .ID 


OJ000251_ 


12. 


0217. C24; 




70138. . 




Strand 








Start 


15 




End 


201 






Name 


OJ000251 12.0217.C24.ol. 


gp 


Method 


AAT/GAP 






Qf orf 
O L. d X u 


15 




End 


201 






O X 


3106638 




Score 


292 






Exons i 


15. .201 












o x UcoOIip . 


5257255/dbj | AP000364 . 1 | AP000364 4 . Oe-18 


Oryza sativa genomic 




DNA, chromosome 8, clone 


:P0026F07 








Seq. No. 


33857 




Seq. ID 


OJ000251_ 


12. 


0217. C25 


Gene No. 


70139 




Strand 








Start 


444 




End 


528 






Name 


OJ000251 12.0217.C25.ol. 


gs 


Method 


GENSCAN 






Start 


444 




End 


528 







33874 




\j ± 


none 






Score 








TT v An c 


444. .528 












Seq. No. 


33858 






Seq. ID 


OJ000251_ 


_12.0217 


.C26 


Gene No. 


70140 






Strand 


+ 






O L. Cti_ L. 


8067 






Hinu 


fl A 9 Q 
0 *J £ y 






Name 


OJ000251 12.0217.C26 


. o o . gs 


Method 








OLdl L 


8067 






LllG 


Q A 9 Q 
O H £ y 








none 






Score 










8067. .8 


J429 












Seq. No. 


33858 






Seq. ID 


OJ000251_ 


_12.0217 


.C26 


Gene No. 


70141 






Strand 


+ 






OLdl L 


16484 






&na 


9 1 A 9 ~k 






Name 


OJ000251 12.0217.C26 


. oo . gs 


Method 








C-(- -j v-4- 


16484 
















none 






Score 


Q9 






HfXOilo 


16484 . . 


16691, 18615. 


1 QOR 1 










o e q . in u ■ 


33858 






Seq. ID 


OJ000251_ 


i o n o i *7 
l£ . Uz 1 / 


no c 




70141 






Strand 


+ 






Start„...^., r ., :: 


.1.64 84.. 






f End is ._„ T 


.,2.1.423^^..... 






..Name,„ t „. 


, .OJ 0.0,0 25 1„1 2.. .02.17 . C2.6. 


..a2_. ; npu. 


^'Kethod^, 


•..aat./naL.. 






OLdlL 


16627 






■ End- ■ 


214 05- 








4680204 




Score 


475 






Ij 1 V /~\ T**\ 

Lxons 


16627. . 


16692, 18596. 


.19142, 


19217. .20316, 20426 


.20599, 






20696. . 


20915, 21268. 


.21405 










iax uescnp . 


(AF114171) hypothetical protein [Sorghum bicolor] 




o e q . vi o ■ 


33858 






Seq. ID 


OJ000251_ 


_12.0217 


. 0 


bene ino • 


70141 






Strand 


+ 






Start 


16484 






End 


21423 






Name 


OJ000251 12.0217.C26 


. o3 . np 


Method 


AAT/NAP 






OLdl L 


18614 






End 


21405 








4680204 






Score 


477 






C V ATI C 


18614. . 


19142, 19217. 


20316, 


20426. .20599, 20696 


.20915, 






21268. . 


21405 














(AF114171) hypothetical protein [Sorghum bicolor] 




Qorr Kin 
O fc; q . IN U . 


33858 






Seq. ID 


OJ000251_ 


_12.0217 




Gene No. . 


70141 






Strand 


+ 






Start 


16484 






End 


21423 






Name 


OJOO'0251 12.-0217.C26 


06 . gs 


Method 


GENSCAN-' 






o LdZ L , 


19211 






End 


21423 






PT 


none 






Score 


. 9 






Exons 


19211. . 


19358, 19484.. 


19629, 


19631. . 19976, 20040. 


.20316, 






20696. . 


20806, 20891.. 


20963, 


21060. .21158, 21238. 


.21423 




Seq. No. 


33858 






Seq. ID 


OJ000251_ 


12.0217. 


C26 


Gene No. 


70142 






Strand 


+ 






Start 


22984 






End 


24090 






Name 


OJ000251 12.0217.C26. 


o7 . gs 


Method 


GENSCAN 






Start 


22984 






End 


24090 






GI 


none 






Score 


. 95 






Exons 


22984 . . 


23257, 23819.. 


24090 










Seq. No. 


33858 






Seq. ID 


OJ000251_ 


12.0217. 


C26 



33875 



Gene No. 


70143 






Strand 


+ 


Start 


25552 






End 


27847 


Name 


OJ000251 12.0217.C26. 


08 . gs 


Method 


GENSCAN 


<zt- a -rt- 


25552 




End 


27847 


\J -L 


none 






Score 


.75 




25552 


..25560, 25866.. 




26130. .26218, 2635 




27737 


. .27847 








Qprr Mn 

i_J v^. * LN kj> • 


33858 






Seq. ID 


OJ00025 


Gene No. 


70144 






Strand 




Start 


301 






End 


2124 


Name 


OJ000251 12.0217.C26. 


ol .gs 


Method 


GENSCAN 


Start 


301 






End 


899 


GI 


none 






Score 


.54 


Exons 


301. .778, 835. .899 









Seq. No, 
Gene No. 
Start 
Name 
Start 

Exqaa...., . 
GI . Descrip . 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



33858 Seq. ID 

70144 Strand 
301 End 
OJ000251_12 . 0217 . C26 . ol . np Method 
693. End 

,£9.07,08 8^ ^...._„^^^__ „ : ..._Jcore 

■693 5^ 
(AP001129)-- hypothetical protein [Oryza sativa] 



OJ000251_12.0217.C26 

2124 
AAT/NAP 
2124 

.1.2.42 „ 



33858 Seq. ID 

70145 Strand 
10278 End 
OJ000251__12 . 0217 . C26 . ol . gp Method 
10278 End 
LIB34 77-003-P1-K1-E9 Score 
10278. . 10318, 21676.. 21736 

'2498586/sp|Q40638 |MP01_0RYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] 1 



OJ000251_12.0217.C26 

21736 
AAT/GAP 
21736 
138 



Seq. No. 33859 Seq. ID 

Gene Np-. 7014 6 Strand 

Start 65 End 

Name OJ000251JL2 . 0217 . C27 . ol . gs Method 

Start . 65 , .. . . : End 

GI none \ Score 

Exons 65.. 77, 454.. 563 

Seq. No. 33860 Seq. ID 

Gene No. 70147 Strand 

Start 244 End 

Name OJ000251_12 . 0217 . C30 . ol . gs Method 

Start 244 End 

GI none Score 

Exons 244 . .547, 610. . 1646 

Seq. No. 33860 Seq. ID 

Gene No. 70147 ■ Strand 

Start 244 End 

Name OJ000251_12 . 0217 . C30 . ol . gp Method 

Start 722 End 



OJ000251_12.0217.C27 
+ 

563 

GENSCAN 

563' 

.62 



OJ000251_12.0217.C30 

1706' 
GENSCAN 
1646 
. 77 



OJ000251_12.0217 .C30 

1706 

AAT/GAP 

1182 



33876 




r T 


none 








Score 


Q1 0 

yiu 




Exons 


7 9 9 1 1 ft 9 














Seq. No. 


33860 








Seq. ID 


OJ000251 


_12.0217.C30 


Gene No. 


70147 








Strand 






O Ldi L 


94 4 

_ *i *i 








ijilCl 


1 706 
1 / UD 




IN alllc 


0,70009^ 1 19 
UUUUUZjl ±Z 


091 7 


P 70 r>> 9 
. LjU . OZ 


. gp 


fiA l~\ 4" V"\ /-^\ y^J 

neinoa 


7\ 7\ T /P Zi D 






1 76Q ~~ 








r nr i 

—■na 


17 0 6 
1 / UD 




w J. 


n on o 
ilUi ic 








Score 


R4 4 
D H f± 




IT von c 


i tcq 1706 

1JD3. . X /UD 














Seq. No. 


33861 








Seq. ID 


OJ000251 


_12.0217.C31 


Gene No. 


70148 








Strand 


. + 




Of a r f- 


966 










Rft Q 




Name 


n,T0oo9 s i i 9 


091 7 
. U Z _ / 


P 7 1 nl 


. gs 


LYietnoa 


OlljLNoUriLN 




Q.4- -a v-+- 


966 — 








_.nu. 






PT 


none 








Score 


.57 




Exons 


966 qpq 














octj. LN U . 


77ft 61 








Seq. ID 


OJ000251 


_12. 021.7. C31 


P Ann \7 /-v 
OCilc LNU . 


701 4 Q 
/ u i *± y 








Strand 






Start: 


^ .,3.082 r 








JEndL^ ^ 


...-4.9.8 




JSfame._-, ™ 


_'._;ojoa625"id2 


.762.12 




tm.l;^ 


-.Method. 


...TBLASIX.t.Maxze _ 


o Lai L 


707 Q 








- End- ■* 


4 903- - 






none 








Score 


" 74 




Exons 


7fl7 Q 71 r n 


70ft 0 


7 1 7 Q 


7 9 n Q 


.3312, 3493. .3624, 


3536. .3622, 




JJ1J. . jD^J; 


o e c c 

JJDJ 


7 £9 4 

. . JDZ4 , 


7 Q 1 Q 

j y i o . 


.4070, 3924. .4067, 


3925. .4080, 






4 R R 4 
f± O O 4 


4 677 


4 6ft R 


.4903, 4701. .4859 




O C q . LN (J . 


77ft 61 








Seq. ID 


OJ000251 


_12.0217.C31 


kjtrilc LNU . 


70 1 4 Q 








Strand 






Start 


3082 








End 


4981 




Name 


OJ000251 12 


0217 


.C31.ol. 


tc 


Method 


TBLASTX: 


Cress 


o u ai l. 


70ft 9 








End 


4903 






none 








Score 


112 




Exons 


70ft 9 71 ft n 


71 QO 


771 9 


7 R 7 R 
j J J j . 


.3624, 3918. .4070, 


3940. .4068, 




7Qt;7 4070 


-3QCO 
O OZ 


4 07 9 


7 Q69 


.4114, 4533. .4637, 


4556. .4627, 




46ft c i 4Q07 


4 6ft Q 

4 DO .7 


4 ft R0 










Seq. No. 


33861 








Seq.' ID 


OJ000251 


_12.0217.C31 


Gene No. 


7014.9 . 








Strand 






^ rt- 

OLal L 


*70ft9 ' 
-J u o _ 








End 


4981 




Name- 


Pi T000 9 R1 19 
UUUUU^ Jl _Z. 


0 917 
UZ 1 / 


P7 1 ^9 
. Lj 1 .OZ . 


gs 


Method _ 


GENSCAN 




u Lai L 


70ft9 ~~ 








End. 


4 858' 






none 








Score 


.7 




Exons 


70ft9 770Q 


7 Q9 4 
J i?Z 4 


A 1 7 7 


4 697 
4 DZ / . 


.4664, 4703. .4858 




Qpn Wo 


■J J O U X 








Seq. ID 


OJ000251_ 


_12.0217.C31 


Gene No. 


70149 . 








Strand 






Start 


3082 








End 


4981 




Name 


OJ000251 12. 


0217 


.C31.ol. 


np 


Method 


AAT/NAP 




Start 


3085 








End 


4981 




GI 


1168940 








Score 


613 




Exons 


3085. .3309, 


3526 


. .3618, 


3924 . 


.4067, 4548. .4634. 


4703, =4981 



GI Descrip. CHORISMATE MUTASE PRECURSOR (CM-1) gi | 629509 | pir | | S38958 
chorismate mutase precursor - Arabidopsis thaliana 
gi|429153|emb|CAA81286| (Z26519) chorismate mutase precursor 



33877 



[Arabidopsis thaliana] 



Seq. No. 
Gene No. 
Start 
Name 
Start . 
GI ■ ' 
Exons 

GI Descrip. 



33861 Seq. ID 

70149 Strand 
3082 End 
OJ000251_12 . 0217 . C31 . ol . gp Method 
3579 End 
77938_1.R1084 Score 
3579.. 3618, 3924.. 4067, 4548. .4634 
1 1168940/sp|P42738 | CHMU_ARATH 7.0e-53 CHORISMATE MUTASE 

PRECURSOR (CM-1) >gi_629509_pir S38958 chorismate mutase 

precursor - Arabidopsis thaliana >gi_429153_emb_CAA81286_ 
(Z26519) chorismate mutase precursor [Arabidopsis thaliana] 



OJ000251_12.0217.C31 

4981 
AAT/GAP 
4904 
827 • 
4703. .4904 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

_.GI...Des.cr;ip ( .. 



33862 Seq. ID 

70150 Strand 

1 End 

OJ000251_12 . 0217 . C32 . ol . np Method 

1 End 

1168940. Score 

1..334, 872. .971 . . . 
..CHORIS^TE^ .MUTASE. PRECURSOR .J CM- L). r „gi i 62 9 5,0 9. I r pi^- 1 J S^E^^,.^. r ^ 
.-chqrismate.j^:tase_^^ • , • 

gi | 429153 | emb | CAA8 1 2-8 6 I (Z26519) chorismate mutase precursor 

[Arabidopsis thaliana] 



OJ000251_12 . 0217 . C32 
971 

AAT/NAP 

971 

186 



Seq. No. 33862 Seq. ID 

Gene No. 70150 Strand 

Start 1 End 

Name OJ000251_12 . 0217 . C32 . ol . tc Method 

Start 79 End 

GI none Score 

Exons 79.. 321, 83.. 244 



OJ000251_12 . 0217 . C32 
971 

TBLASTX: Cress 

321 

115 



Seq. No. 33862 
Gene No. 70150 

Start / 1 

Name OJ000251_12 . 0217 . C32 . ol ..tm 

Start 79 
GI none 

Exons ... 79. .306,. 9.5.... 253 .... 



Seq. ID OJ000251_12.0217.C32 

Strand 

End 971 

Method TBLASTX : Mai ze 

End 306 

Score 122 



Seq. No; 33862 
Gene No . ' 70150 

Start 1 

Name OJ000251_12 . 0217 . C32 . ol . ts 

Start 85 

GI none 

Exons 85.. 378, 98.. 247 



Seq. ID OJ000251_12.0217.C32 

Strand 

End 971 

Method TBLASTX : Soybean 

End 378 

Score 93 



Seq. No. 33862 

Gene No. 70150 

Start 1 

Name ' OJ000251JL2 . 0217 . C32 . ol . qp 

Start 93 

GI 77938_1.R1084 

Exons 93.. 323 



Seq. ID OJ000251_12.0217.C32 

Strand 

End 971 

Method AAT/GAP 

End 323 

Score 34 8 



33878 




GI Descrip. 1 116894 0/sp | P42738 | CHMU_ARATH 7.0e-53 CHORISMATE MUTASE 

PRECURSOR (CM-1) >gi_629509_pir S38958 chorismate mutase 

precursor - Arabidopsis thaliana >gi_429153_emb_CAA8 128 6_ 
(Z26519) chorismate mutase precursor [Arabidopsis thaliana] 1 



Seq. No. 33862 Seq. ID 

Gene No. 70150 Strand 

Start 1 End 

Name OJ000251_12 . 0217 . C32 . ol . gs Method 

Start 97 End 

GI none Score 

Exons 97.. 334 



OJ000251_12 . 0217 . C32 
971 

GENSCAN 

334 

1 



Seq. No. 33863 Seq. ID 

Gene No. 70151 Strand 

Start 166 End 

Name OJ000251_12 . 02 17 . C33 . ol . tc Method 

Start 141 End 

GI none Score 

Exons 141.. 332, 167.. 331 



OJ000251_12.0217.C33 
+ 

1058 

TBLASTX: Cress 

332 

226 



Seq.,, No .. 
:Gene iT Na^.- : 
Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



,33863. ^ ^.^.,.,. vr .^ r ._., ...,^ : , : ,^, ..^ ..Seq., .ID. .„ OJ00025 : 1_12 . 02 1/7_, C33„ 

w 7jQ15i .„. _„ \ ,Str a nd._._ „+„. _ 1„ 

■16.6 ■ - - End ■ ■ • 1058 - ' - 

OJ000251_12 . 0217 .C33 . ol . gp Method AAT/GAP 

166 End 731 

uC-osflcyp034h04bl Score 4 61 

166. .356, 623. .731 

f 5803205/ref | NP_006800 . 1 1 pTOM34 | 8.0e-10 outer mitochondrial 
membrane translocase (34kD) >gi_1399813 (U58970) hTOM34p [Homo 
sapiens] ' 



Seq. No. 


33863 






Seq. ID 


OJ000251_12.0217 


.C33 


Gene No. 


70151 






Strand 


+ 




Start 


166 






End 


1058 




Name 


OJ000251 


12.0217.C33.ol 


gs 


Method 


GENSCAN 




Start 


168 






End 


1058 




GI 


none 






Score 


.'96 




Exons 


168. .356, 


623.. 1058 










Seq. No. 


.. 33863 






Seq. ID. 


OJ00025.1_X2.0217 


..C33 


Gene No. 


70151 






Strand 


+ 




Start .... 


166 






End 


1058 . • - 




Name 


OJ000251 


12.0217.C33.ol 


ts" 


Method . 


TBLASTX : Soybean 




Start 


170 






End 


346 




GI 


none 






Score 


246 




Exons 


170. .346, 


171.. 34:4, 173. 


.346 









Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



33863 
70151 
166 

OJ000251_ 

674 

none 

674. .838, 
798. .977 



12.0217.C33.ol.tm 



686. .814, 758. .982, 



Seq. ID OJ000251_12.0217.C33 

Strand + 

End 1058 

Method TBLASTX: Maize 

End 1007 

Score 102 

766. .840, 773. .844, 786. .1007, 



33879 




Seq. No. 


33864 


Seq. ID 


OJ000251_12 


.0217 


.C34 


Gene No. 


70152 


Strand 








Start 


300 


FnH 


A 67 

ID/ 








O.70009M 19 0917 C^A nl rr<s 










Start 


300 _ 


FnH 


A fxl 






GI 


none 










Rvnn 

i#J A V*/ 1 1 O 


300 467 










Seq. No. 


33865 


Seq. ID 


OJ000251_12 


.0217 


C36 


Gene No. 


70153 


Strand 


+ 






Start 


597 


FnH 


1 090 

J- U ^ KJ 






Name 


O.70009S1 1 9 091 7 P^fi nl n<z 




\j Cj IN o 






Start 


SQ7 ~" 


FnH 


1 090 

± u ^ u 






GI 


none 




A ^ 








S 97 1 090 










kJ C * Li « 


33866 


Seq. ID 


OJ000251_12 


0917 


r ^7 


Gene No. 


70154 


Strand 


+ 






Start 


1 


End 


7619 






Name 


OJ000251 12.0217.C37.ol.np 


Method 


AAT/NAP 






OLdi L 


1 


End 


7313 






(IT 


. 234 698.6 . 


, _ ,-_Score . „ ... 


102.. . 


. f-~,z- 




£xJ\.\J. lio^. : . 


. . ? L..-^20. / .,2124. .2.313.,.. Z9JJ.„. 3.051^11 A5^,J313 


— - - - 






(AB006605) 2PT3-3 [Petunia 


x- hybrida] 










33866 


Seq. ID 


UJUUUZDl 


.0217 . 


C37 


Gene No. 


70154 


Strand 


+ 






Start 


1 


End 


/ oiy 






Name 


OJ000251 12.0217.C37.ol.gs 


Method 


GENSCAN 






Cf art 

O Lai l_ 


506 


End 


7619 






(IT 


none 


Score 


.49 








506. .589, 1326. .1427, 2361. 


.3197, 4164, 


.4327, 4594 


. .4760, 




5203. .5318, 6111. .6287, 6814. .7619 








Seq. No. 


33866 


Seq. ID 


OJ000251_12 


.0217. 


C37 


Gene No. 


70155 


Strand 


+ 






Start 


9348 


End 


11443 






Name 


OJ000251 12.0217.C37.o2.gs 


Method 


GENSCAN 






Start 


9348 


End 


11443 






GI 


none 


Score 


.66 






F,xnn s 

s—i *\. \y 1 1 


934 8. .94 93, 10135. .10191, 10697. .114 4 3 








Spa No 


33867 


-Seq. ID 


OJ000251_12- 


0217.. 


C39 




. 70156 


Strand 


+ 






Start 


28 


End 


4380 






Name 


OJ000251 12.0217.C39.ol.np 


Method 


AAT/NAP 






Start 


2.8 


End 


4308 






GI 


6714484 


Score 


1874 






F von q 


28. .169, 1553. .1611, 1702.. 


1857, 2386.. 


2973, 3347. 


3649, 






4030. .4308 










(~1 T P) Cl Q /-i >- "i l-\ 
vj X C o \-> i- -L V-J • 


(AC008261) unknown protein 


[Arabidopsis 


thaliana] 






Seq. No. 


33867 


Seq. ID 


OJ000251_12, 


0217. 


C39 


Gene No. 


70156 


Strand 


+ • 






Start 


28 


End 


4380 






Name 


OJ000251 12.0217.C39.ol.gs 


Method 


GENSCAN 






Start 


1708 


End 


4320 







33880 



P T 
bl 


none 




Score 


.86 


Exons 


i/Uo. . loo / / zoo o . .zy / j, 


Oo4 7 . 


.3442, 4030.. 4320 


Seq. No. 


jjoo/ 




Seq. ID 


OJ000251_12.0217.C39 




' U JL D D 




Strand 


+ 


Start 


28 




End 


4380 


Name 


OJ000251_12.. 0217.C39.ol 


• gp 


Method 


AAT/GAP 


OLdi t 


1 ft07 




End 


3691 


P T 


1H I / D 1.K1U041 




Score 


1842 


Exons 


lOU / . .lOO// ZOO t> . .zy /J, 


O 04l / . 


.3691 




GI Descrip. 


4 4 loyzy /qD | AAUZUlDy | / 


. Ue- 1U 


(AC006418) hypothetical protein 




[Arabidopsis thaliana] 1 








beq. ino. 


J JO D / 




Seq. ID 


OJ000251_12.0217 .C39 


P. o n o KT o 


/ V ± D O 




Strand 


+ 


Start 


28 




End 


4380 


Name 


OJ000251 12.0217.C39.o2 


.gp 


Method 


AAT/GAP 




Zl 1 ^ 9 
41 ± 0 Z 




End 


4380 


p t 

lal 


z / y doU4 




Score 


398 


Exons 


/iico -non 
4 10Z . . 4 joU 








vai uescrip. 


4f 41 1 D yz y / go | AADZ U 1 D y | /. 


ue- iu 


(AC00641S 


) hypothetical protein 




, _ [ Arab i dop sj. s . _t h al.i ana ] , r 








Seq; No. 


33867 • - 




. . - .... — 
Seq. * ID- 


, — . — — _ — 

• OJ000251_12 . 0217 .C-39 - 


Gene No. 


70157 




Strand 


+ 


OtaiL 


A a cn 

41 41 O U 




End 


4818 


Name 


ujuuuzoi iz . uz i / . Coy . o j 


.gp 


Method 


AAT/GAP 




yi a c n 
4 41 bU 




End 


4818 


P T 


z / yozoo 




Score 


658 


Exons 


A A C^n / Q 1 Q 
4i 41 OU . . 41 O 1 0 








Seq. No. 


33867 




Seq. ID 


OJ000251 12 . 0217 . C39 


Gene No. 


70158 




Strand 


+ 


olari 


y u o y 




End 


9428 


Name 


ujuuuzoi iz . uz i / . o J y . oo 


.gs 


Method 


GENSCAN 


otall 


y u oy 




End 


9428 


P T 


none 




Score 


. 99 


Exons 


QO £ Q CM 9 ft 

y u o y . . y 4i z o 








Seq. No. 


33867 




Seq. ID 


OJ000251_12.0217.C39 


Gene No. 


70159 . . 




Strand 


+ . 




iz uuz 




End 


12415 


Name. * 


ujuuuzoi iz.uzi/-. coy.oo 


.gp 


Method 


AAT/GAP 


oLarr 


1ZUUZ 


End 


12415 


PT 


none 




Score 


816 


Exons 


i onno i o a i c; 

1 Z UUZ . . IZ 41 1 0 








o e q . in o . 


JJOD / 




Seq. ID 


OJ000251_12.0217 .C39 


Gene No. 


70160 




Sjtrand 




Start 


5413 




End 


9410 


Name 


OiT000?R1 19 0917 P^Q r>9 


gs 


Method 


GENSCAN 


Start 


5413 




End 


8302 


GI 


none 




Score 


. 96 


Exons 


5413. . 5805, 6030. . 6339, 


6424. 


6613, 6718.. 6948, 7052.. 7200- 




7363. .7546, 7960. .7996, 


8093. 


8302 




Seq. No. 


33867 




Seq. ID 


OJ000251 12.0217.C39 



33881 



bene lmo . 


'U1DU 








Strand 




Start 


5413 








End 


9410 


Name 


OJ000251 12 


.0217 


.C39.o2 


. np ' 


Method 


AAT/NAP 


OLal L 


1 Q 






End 


8251 


r> j 
o X 










Score 


1524 


Exons 




6030 


. .6129, 


6214 


..6339, 6424. .6613, 6718. .6948, 




/UjZ . . /ZUU, 


7363 


. .7546, 


7960 


..7996, 8093. .8251 


bi uescrip . 




putative- protein 


[Arabidopsis thaliana] 


Con Klo 


33867 








Seq. ID 


OJ000251_12.0217.C39 




70160 








Strand 




Start 


5413 








End 


9410 


Name 


OJ000251 12 


.0217 


.C39.o4 


.gp 


Method 


AAT/GAP 


O Lai L 


5559 






End 


6522 




uC-osflcypl74b03bl 




Score 


1064 


Exons 


5559. .5805, 


6.030 


. .6129, 


6214 


..6339, 6424. .6522 


P_ T PlQc^ri n 

u± uescrip . 


'2335108 6. 


Oe-19 


(AC002339) 


putative 


isulinase [Arabidopsis 




thaliana] 1 










Seq. No. 


33867 








Seq. ID 


OJ000251_12.0217.C39 


Gene No . 


. 70160 








Strand 






x 34X3-„^. ^ 










_ ...9.4.10 . 


., .Name - „ 


„..OJa0.025.1^1Z^0.21X 


X3L9-.-Q5. 


..gp._ 


_. f >Me±.h"ocL v 


AA TV-GAP . 




8103 








■ End 


'9410 -" - - ■- - - 




none 








Score 


794 


I* 1 V /"\ T*! 


Qim Q *3 1 "3 


yio / 


c\ a ^ n 
. y 4 1U 








o e q . ln o . 


33867 








Seq. ID 


OJ000251_12.0217.C39 


Gene No . 


70161 








Strand 




Start 


10027 








End 


13263 


Name 


OJ000251 12 


.0217. 


C39 . o5 


. tm 


Method 


TBLASTX: Maize 




1578 








End 


1898 




none 








Score 


47 


Hi AUllO 


1578. .1616, 


1584. 


. 1610, 




..I860, 1702. .1851, 1709. .1852, 




1767. .1898 












Seq. No; 


33867 








Seq. ID 


OJ000251_12.0217.C39 


Gene No. 


70161 








Strand 




Of- a v-4- 


10027 








End 


13263 


Name 


OJ000251 12 


.0217. 


C39.o2 


ts 


Method 


TBLASTX: Soybean 


uLdl.L 


1773. 








End . 


2868 


rir 


none 








Score 


478 ■ - * ■ 


Pv An c 
LjAUII o 


1773. .1865, 


2395. 


.2868, 


2409 


. . 2822, 2671.- .2832 


o e . LN u . 


33867 








Seq. ID 


OJ000251_12.0217.C39 


Gene No. 


70161 








Strand 




Start 


10027 








• End 


13263 


Name 


OJ000251 12 


.0217. 


C39.ol. 


tm 


Method 


TBLASTX: Maize 


Of 3 


2385 








End 


4314 


pT 


none 








Score 


262 


Exons 


2385.'. 2972, 


2385. 


.2975, 


2386 


..2976, 3333.. 3491, 3344.. 3649, 




3346. .3648, 


3560. 


.3649, 


4027 


..4314, 4029. .4310, 4045. .4314 


Seq. No. 


33867 








Seq. ID 


OJ000251. 12.021 7 S C39 


Gene No. 


70161 








Strand 




Start 


10027 








End 


13263 


Name 


OJ000251 12 


.0217. 


C39.ol. 


tc 


Method 


TBLASTX: Cress 



33882 




o z art 


9 A £7 








End 


2970 




C T 


none 








Score 


557 




IT 1 \s T^i o 


Z 4 O / . . ZODO/ 


9 4 fil 


9R 69 

. • Z O OZ , 


94 fiQ 


.2867, 2872. .2970, 


9Q01 9QfiQ 

Z.7UJ.. • Z .7 O .7 


Seq. No. 


33867 








Seq. ID 


OJ000251 


_12.0217.C39 


Gene No. 


70161 








Strand 
















End 


13263 




Name 




0917 


P^Q n1 


• l_ w 


Method 


TBLASTX : 


Whoa t- 


CH- a r-t- 
OLdl L 


9Q9^ _ 








End 


3640 




PT 

bl 


none 








Score 


61 




Exons 


oqoq 9Q7£ 

Z jZ .3 . . Z / O , 


"3^4 4 
0 0 4 4 


^4 fifi 


^^7 R 


.3437, 3497. .3640, 


JJli. # jDU 3 


Seq. No. 


33867 








Seq. ID 


OJ000251 


_12.0217.C39 


Gene No. 


70161 








Strand 






C-t- a y*+- 


1009 7 








End 


13263 




Name 


n 10009 m 1 9 


0917 






Method 


TBLASTX : 


Cress 




J J J J 








End 


4191 






none 








Score 


99 




Exons 


^^^^ ^RQfi 


? ^4 4 

O O 4 4 


^64 Q 


? ^4 


.3627, 4027. .4191, 


409Q 41ft7 

4UZ.7. . 4 ± O / 


Seq. No. 


33867 








Seq. ID 


OJ000251 


_12.0217.C39 


GeneJSIp..,. 




-=t%r.B.-.-:.*s- 






^Strand ^ 








1 0097 

V. — * . .X-U.U Z.V- . . — 








incU__ 






Name 


n TOO 0 9 S 1- - 1 9- 


0 91-7 




f- c . .... 


-Method - 


TBLASTX: 


0 0 y d e a n 


otait 


^"34 4 








End 


4214 






none 








Score 


406 




Exons 


0 j 4 4 . , jofiy, 


"3 ^4 £ 


^£4 9 
. 0 D 4 Z , 


O / i.Z . 


.3774, 4026. .4214, 


4097 4919 
4 UZ / . . 4 Z ±Z 


Seq. No. 


33867 








Seq. ID 


OJ000251 


_12.0217.C39 


Gene No. 


70161 








Strand 






Of 3 r-h 


1 0097 








End 


13263 




Name 


Cs T0009 ^ 1 19 


n 9 1 7 


Ljj. OZ 


T_.W 


Method 


TBLASTX: 


wnea t_ 












End 


4311 




P T 


none 








Score 


221 






4 07ft 4 "31 1 


4 Oft 1 


4 9 QQ 
. 4 z :? _? 










Con 


O O 0 D / 








Seq. ID 


OJ000251 


19 0917 P^Q 
±z. WZX / .^J^7 


Gene No. 


70161 








Strand 






Start 


10027 








End 


13263 




Name 


n 70009 M 1 9 


0917 


LjU . 00 


LIU 


Method 


TBLASTX: 


Lxia 1 z e 


0 tar u, 


4 4 7 Q 
. . 4 4/0 








..End .. 


4723 


....... ..- . 


PT ' 
O 1 


none 








Score 


156 




Exons 


447ft 4 fiOQ 

4 4 ID, . 4 0 U :? , 


4 4 7ft" 
4 4/0. 


4 £0 6 


A A Q9 
4 4 !?Z . 


.4611, 4506.. 4610, 


4DZO. .4DO D f 




4 69 4 4 fiSQ 

4 OZ 4 . .4Dj!// 


4 69ft 


4 7 9^ 


4 fi9ft 
4 OZ O ■ 


.4657 






oeq . lno . 


O O p (T 7 








Seq. ID 


OJ000251 


19 H917 r"*5Q 

iz.uzi/.uoy 


Gene No. 


70161 








Strand 






Start 


10027 








End 


13263 




Name 


P 700 09 R 1 19 


091 7 


P"3 Q /I 

L, J :7 . 04 . 


L S 


Method 


TBLASTX: 


0 0 y d e a n 


Of a r--f- 










End 


6361 






none 








Score 


117 




Exons 


5389. .5622, 


5420. 


.5623, 


5636. 


.5710, 5645.. 5674, 


6208. .6303, 




6208. .6303, 


6215. 


.6361, 


6216. 


.6338 






Seq. No. 


33867 








Seq. ID 


OJ000251 


_12.0217.C39 


Gene No. 


70161 








Strand 






Start 


10027 








End 


13263 





33883 



Name 

Start 

GI 

Exons 



OJ000251_12 . 0217 . C39 . o2 . tm 

5395 

none 

5395.. 5457, 5404.. 5808, 5405. 
6029.. 6130, 6030.. 6134, 6031. 
6216. .6338 



Method TBLASTX : Mai ze 
End 6339 
Score 41 

.5806, 5518.. 5808, 5573. .5815, 
.6132, 6205.. 6339, 6205.. 6303, 



Seq. No. 33867 Seq. ID 

Gene No. 70161 Strand 

Start 10027 End 

Name OJ000251_12 . 0217 .C39 . o4 . tc Method 

Start 5414 End 

GI none Score 

Exons 5414.. 5677, 5422.. 5808 



OJ000251_12.0217.C39 
13263 

TBLASTX: Cress 

5808 

155 



Seq. No. 33867 
Gene No. 70161 
Start 10027 

Name OJ000251_12 . 0217 . C39 . o2 . tc 

Start 6030 
GI none 

.Exoris,_„ r . ss .. .6.03.0.. ,6113, . 62 02. 6 2. 73., --62L6. 

. - 6ZiI....A3M,.„62.7i. . 6331,_6A15„.. 

- 6423.- .6614, 6710. .6817,- 6716-. 



Seq. -ID 
Strand 
End 

Method 
End 

Score 



OJ000251 12.0217.C39 



13263 

TBLASTX: Cress 
6838 
61 

.627 5 , 621.6,. .„._6275 l ,_627^6.._. .6.335.,.. 
6.6 1.5., .^ill^Jo£35^ .6.422., . Ji5.&CL,_. 
6838,- -671-7. ;6836 '■- - - ---- - 



Seq. No. 33867 
Gene No. 70161 
Start 10027 

Name OJ000251_12 . 0217 . C39 . ol . ts 

Start 6078 
GI none 

Exons 6078.. 6134, 6426.. 6470, 6469. 

6716. .6838, 6839. .6961, 6840. 
7362..7442, 7362. .7547, 7363. 
8091.. 8219, 8092.. 8208, 8093. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.6615, 6471 
.6971, 7048 
.7548, 7961 
.8311 



OJ000251 12.0217.C39 



13263 

TBLASTX : Soybean 
8311 
98 

6614, 6714.. 6836, 
7200, 7050.. 7214, 
7996, 7962.. 7997, 



Seq. No. 33867 

Gene No. 70161 

Start 10027 

Name OJ000251_12 . 0217 . C39 . o3 
Start ..... 64 68 ... . 

GI none 

Exons - '6468. .6614," 6468.. 6614, 
6716; .6892 

Seq. No. 33867 

Gene No. 70161 

Start 10027 

Name OJ000251_12 . 0217 . C39 . o7 

Start 6893 

GI none 

Exons 6893.. 6961, 6906.. 6956, 

Seq. No. 33867 

Gene No. 70ibl 

Start 10027 

Name OJ000251 12 . 0217 . C39 . 06 



Seq.. ID OJ000251_12.0217.C39 
Strand 

End 13263 
.tm Method TBLASTX : Maize 
. . .. .End . . 6892 ....... 

• Score 161 
64*69 . .6615, 67 10 . . 68-92 ,. 6715 . .6891, 



Seq. ID OJ000251_12.0217.C39 
Strand 

End 13263 

.tm Method TBLASTX : Maize 

End 7214 

Score 58 . 
7048. .7200, 7050. .7214, 7053. .7202 

Seq. ID OJ000251_12.0217.C39 
Strand 

End ' 13263 

.tm Method TBLASTX: Maize 



33884 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

: ,Gene_,N.o.... 
ISJtart^llI^ 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

'■ Seq. No. 

Gene No. 

Start 
. Name 

Start 
• GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

n >t - 

OC4. 

Gene No. 
Start 



7378 
none 

7378. .7548, 7381. .7548 

33867 
70161 
10027 

OJ000251_12.0217.C39.o4.tm 
8091 
none 



End 
Score 



7548 
235 



Seq. ID OJ000251_12.0217.C39 
Strand 

End 13263 

Method TBLASTX: Maize * 

End 8317 

Score 220 

8091. .8276, 8092. .8277, 8092. .8271, 8093. .8275, 8270. .8317 



33867 
70161 
10027 

OJ000251_12. 0217.C39.o5. tc 

8114 

none 

8114. .8275, 8115. .8279 

33867 

...J0161_.„ 

1D.027 _ : . . . 

OJ000251_12 . 02 1-7 . C39 .- o4 . gs 

10027 

none 



Seq. ID OJ000251_12.0217.C39 
Strand 

End 13263 

Method TBLASTX : Cress 

End 8279 

Score 104 



Seq. ID OJ000251_12. 021-7. C39 

: . -S t r a n.d. v _ - ^ . t a . , 

.... ind_*ll.I"ii 2 jsX l^TLIir .1 

- : Method -■ GENSCAN - 

End 13200 
Score .52 



10027. .10121, 10696. .10754, 12283 .. 12667 , 12912.. 13200 



33867 
70161 
10027 

OJ000251_12.0217.C39.o3.np 
12166 
6562296 
12166. .12607, 13125. .13263 

(AL133421) putative protein [Arabidopsis thaliana] 



Seq. ID OJ000251_12.0217.C39 
Strand 

End 13263 

Method AAT/NAP 

End 13263 

Score 168 



33868 
70162 
1 

OJ000251_12.0217.C40.ol.np 

i 

6562297 

1". ;282, . 387. .694 
(AL133421) putative protein [Arabidopsis thaliana] 



Seq. ID OJ000251_12.0217.C40 
Strand 

End 694 

Method AAT/NAP _ 

End 694 ' 

Score 484- 



33868 
70162 
1 

OJ000251JL2 . 0217 . C40 . ol . tc 
84 

none 



Seq. ID OJ000251_12.0217.C40 

Strand 

End 694 

Method TBLASTX: Cress 

End 507 

Score 162 



84. .284, 86. .304, 91. .249, 92. .283, 384. .485, 385. .507, 386. .505 



00000 
70162 
1 



Seq. ID OJ000251_12.0217.C40 

Strand 

End 694 



33885 






n.Tnf)0?Sl 12 0217 P4fi n1 


. gs 


Lie LliUU 








Q ^ ~~ 




FnH 

EjI L(JL 


OX/ 




GI 


none 




ooux c 


P, 3 




P.ynn ^ 


93 . . 282, 387 . . 617 












33fi fift 

J JO uo 




C pn T n 
OCvJ • 1U 


OJ000251_12.0217 


.C40 


Gene No. 


70162 




Strand 






Start 


1 




End 


694 




Name 


OJ000251 12.0217 C40 ol 


. t s 


Mpfhnd 


TBLASTX : Soybean 




Start 


95 ~~ 






630 




GI 


none 






98 






139 138 284 140 


?fi 3 
• C. o o § 


3ft3 SOS 


385. .507, 508. .630, 




509 . . 625 










Seq. No. 


33868 




Seq. ID 


OJ000251_12.0217 


C40 


Gene No. 


70162 




Strand 






Start 


1 




End 


694 




Name 


OJ000251 12 0217 C40 ol 


. tm 


Mo *t~ h nH 


TBLASTX: Maize 






137 _ 

X «J / 




FnH 


561 




GI 


none 




O^—VJX c 


218 




Pvnnc 


137 3 13ft ?ft 4 37 Q 


• . -J \J x- , 


3PR S61 

JO J . . .J U X 








„„338.6fi 




C pn T n 
,JC^..„ .XXJL — 


.JD.J.QJD.62.5JL" 12lb.?"ff 


TmO 


(*^^n<=» * Mo- - - — - 

\3 1 1 ~ IN V_7 . 


-70162 ~- - " - * "-■ 




Strand- ■ 






Start 


1 




End 


694 




Name 


OJ000251 12.0217.C40.ol 


gp 


Method 


AAT/GAP 






174 




End 


628 




rir 


LIB34 77-003-P1-K1-E12 




Score 


642 






174. .282, 387. .628 










(Ti T np^rri n 


1 3695388 /gb IAAC627 90.il 


2.0e- 


16 (AF096371) No definition li 




found [Arabidopsis thaliana] 1 








Seq. No. 


33869 




Seq. ID 


OJ000251_12.0217, 


C41 


Gene No. 


70163 




Strand 


+ 




Start 


216 




End 


299 




Name 


OJ000251 12.0217.C41.ol 


gs 


Method 


GENSCAN 




Start 


216 




End 


299 - 




GI 


none 




Score 


.75 




L-t *\ \y i i o 


216. .299 










Seq.. No 


33870 .. 




Seq. ID. 


OJ000251JL2.0217.. 


C4.3. 


Gene No. 


70164 




Strand 






Start 


534 .. - * 




End 


896 . 




Name 


OJ000251 12.0217.C43.ol'. 


gs 


Method 


GENSCAN 




Start 


534 




End 


896 




GI 


none 




Score 


. 99 




R v An c 

Lj A. U J. i O 


534. .896 












33871 




Seq. ID 


OJ000251_12.0217. 


C45 


Gene No. 


70165 




Strand 






Start 


1 




End 


526 




Name 


OJ000251 12.0217.C45.ol. 


np 


Method 


AAT/NAP 




Start 


1 




End 


526 




GI 


6562297 




Score 


265 




Exons 


1 . .99, 204 . . 526 










GI Descrip. 


(AL133421) putative protein [Arabidopsis thaliana] 





33886 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ000251_12.0217.C45 

Strand 

End 52 6 

Method AAT/GAP 

End 453 

Score 470 



33871 
70165 
1 

OJ000251_12.0217.C45.ol.gp 
65 

LIB3477-003-P1-K1-E12 
65. .99, 204. .453 

'3695388/gb|AAC62790.1| 2.0e-16 (AF096371) No definition line 
found [Arabidopsis thaliana] 1 



33871 
70165 
1 

OJ000251_12 . 0217 . C45 . ol . tm 
65 

none 



Seq. ID OJ000251_12.0217.C45 

Strand 

End 526 

Method TBLASTX : Maize 

End 37 8 

Score 60 



65. .100, 66. .101, 196. .378, 202. .378 



Seq. No. 33871 

Gene No. 70165 

Start 1 

.Name„. : , , t OJ.Q0p25 s l_12 ...Q217 ,,C45. : pi .,ts, 

.Staxt.-,. . _ __,2Q0„ „..^^„^.,.„^™ r 

GI' * - ■ ■ none " ' ■ 

Exons ' 200. . 322, 



202. .324, 325. .447, 



Seq. ID OJ000251_12.0217.C45 

Strand 

End 526 

Method. . TBLASTX :.Soybean. ... 

. JincL. . — .JL5.T._ _~ : 

• Score -74 ' - — 

326. .457 



Seq. No. 33871 

Gene No. 70165 

Start 1 

Name OJ000251_12 . 0217 . C45 . ol . tc 

Start 201 

GI none 

Exons 201.. 302, 202.. 324, 203.. 322 



Seq. ID OJ000251_12.0217.C45 

Strand 

End 526 

Method TBLASTX : Cress 

End 324 

Score 84 



Seq. No. 33871 

Gene No. 70165 

Start 1 

Name OJ000251_12 . 0217 . C4 5 . ol . gs 

Start 204 

GI none 

Exons . 204. . 434 



Seq. ID OJ000251_12.0217.C45 
Strand 

End 526 

Method GENSCAN 

End 4 34 

Score .97 



Seq. No. . • 33872 

Gene No. ' 70166 
Start 419 

Name. OJ000251_12 . 0217 . C47 . ol . gs 

Start 419 
GI none 
Exons 419. . 568 



■Seq. I'D OJ00O251_12-.'0217;C47. 

Strand + 

End 568 

Method GENSCAN 

End 568 

Score .69 



Seq. No. 33872 

Gene No. 70166 

Start 419 

Name OJ000251_12 . 0217 . C4 7 . ol . gp 

StarL 453 

GI 59922__1.R1084 

Exons 453. .568 



Seq. ID OJ000251_12.0217.C47 

Strand + 

End 568 

Method AAT/GAP 

End 568 

Score 220 



33887 



GI Descrip. 



"Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 



1 4176420/dbj |BAA37167| 2.0e-ll (AB008097) cytochrome P450 
[Arabidopsis thaliana] 1 



33873 Seq. ID 

70167 Strand 

373 End 
OJ000251_12 . 0217 . C4 9 . ol . gs Method 

373 End 

none Score 
373. .445 



OJ000251_12 . 0217 . C4 9 
+ 

445 

GEN SCAN 

445 

.93 



Seq. No. 33874 Seq. ID 

Gene No. 70168 Strand 

Start 181 End 

Name OJ000251_12 . 0217 . C51 . ol . gp Method 

Start 181 End 

GI none Score 

Exons 181. .555 



OJ000251_12.0217.C51 
+ 

555 

AAT/GAP 

555 

706 



Seq. No. 33874 Seq. ID OJ000251_12 . 0217 . C51 

Gene No. 70169 Strand 

.Start.. .4 10 -: ._ ....... ^ -™=,End . s: „ .... ,,8.4 7 5... ^ S ,^ J .„ ^„ rart _ r 

iame_.. _ .0JO : 6625i_1.2L„^ .GENSCAN_ . . _ 

Start • - . 410 End ' 8475 ' 

GI • none Score . 92 

Exons 410. .553, 1090. .1317, 1406. .1519, 2649. .2780, 4130. .4309, 

4420. .4551, 4918. .5094, 5563. .5745, 6233. .6347, 6554. .6909, 
7312. .7547, 8014. .8326, 8365. .8475 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



33874 Seq. ID 

70169 Strand 

410 End 

OJ000251_12 . 0217 . C51 . o2 . gp Method 

1156 End 

59922 1.R1084 Score 



OJ000251JL2 . 0217 .C51 

8475 
AAT/GAP 
4309 
1096 



1156. .1317, 1406. .1519, 2649. .2780, 4130. .4309 
f 4176420/dbj IBAA37167 | 2.0e-ll (AB008097) cytochrome P450 
[Arabidopsis thaliana] 1 



33874 
70169 .. 
410 

OJ000251_12. 
1224 
none ' 
1224. 
2649. 
4420. 
4919. 
6233. 
6580. 



.1277, 
.2774, 
.4551, 
.5095, 
,6349, 
,6804, 



0217. C51..ol. tin 



1228. 
4112. 
4421. 
5532. 
6537. 
6743. 



,1281, 1394 

,4312, 4127 

,4549, 4917 

,5735, 5556 

,6629, 6556 

,6850, 6748 



Seq. ID OJ000251_12.0217.C51 
. Strand - . . ....... 

End t 8475 

Method TBLASTX: Maize - 

End ' 6850 

Score 63 
.1519, 1426. .1518, 2647. .2775, 
.4312, 4131. .4328, 4419. .4550, 
.5075, 4918.. 5094, 4918.. 5094, 
.5735, 5626.. 5745, 6229.. 6363, 
.6744, 6560. .6748, 6577. .6750, 
.6795, 6797. .6847 



Seq. No. 33874 Seq. ID 

Gene No. 70169 , Strand 

Start 410 End 

Name OJ000251_12 . 0217 . C51 . ol . ts Method 

Start 4112 End 



OJ000251_12.0217.C51 
8475 

TBLASTX : Soybean 
5080 



33888 



GI 

Exons 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none Score 163 

4112. .4312, 4134. .4310, 4250. .4312, 4420. .4551, 4421. .4549, 
4917.. 5072, 4918.. 5073, 4918.. 5079, 4919.. 5080 

33874 Seq. ID OJ000251_12 . 0217 . C51 

70169 Strand 

410 End 8475 

OJ000251_12 . 0217 . C51 . o3 . gp Method AAT/GAP 

4168 End 4551 

uC-osflcyp092ellbl Score 363 

4168. .4309, 4419. .4551 

'1658503 3.0e-10 (U75467) Atu [Drosophila melanogaster ] 1 



33874 Seq. ID 

70169 Strand 

410 End 
OJ000251_12 . 0217 . C51 . o5 . gp Method 

67 63 End 

none Score 

6763. .6909, 7312. .7726 



OJ000251_12.0217.C51 

8475 
AAT/GAP 
7726 
1076 



: Seg f ,,,N.o..., r _..,...,A3875. .^.^ .„ i ,^... 5t . . 

Gene .No..' .J ^70.1I0„ ,u „„_ 

Start • 62 - - V - 

Name OJ000251_12 . 0217 .C52 . ol . gs 

Start 62 
GI none 
Exons 62.. 274 



: Seq .,. ^ I D^JO JO 0 0 2 5 „1_1 2- .02 ll^CbZ^ 
. StrancL„.:fc_.,-. ; . : . 1 



End 

Method 

End 

Score 



274 • - 
GENSCAN 
274 
.81 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 
Start 

Gi. ' ' : 

Exons 



33876 Seq. ID 

70171 Strand 

1 End 

OJ000251_12 . 0217 . C54 . ol . np Method 

1 End 

4938492 Score 



OJ000251_12.0217.C54 
+ 

1333 
AAT/NAP 
1333 
704 



1..20, 204. .299, 387. .629, 716. .893, 983. .1115, 1274. .1333 
(AL0784 64) putative vlllin, fragment [Arabidopsis thaliana] 



33876 
70171 

1 . ... . 

OJ000251_12 . 0217 . C54 . ol . tc 

197 • .. . ' ; 

none 



Seq. ID OJ000251_12.0217.C54 

Strand + 

End 1333 . 

Method TBLASTX: Cress 

End 1110' 

Score " 102 



197. .304, 237. .299, 377. .571, 384. .557, 440. .559, 570. .632, 
571. .630, 704. .892, 704. .880, 715. .891, 931. .1110, 952. .1050, 
981. . 1061 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 
Seq. No. 



33876 
70171 
1 

OJ000251_12.0217.C54 .ol.gs 

231 

none 



Seq. ID OJ000251_12.0217.C5-4 

Strand + 

End 1333 

Method GENSCAN 

End 1115 

Score .94 



231. .299, 387. .629, 716. .893, 983. .1115 

33876 Seq. ID OJ000251_12 . 0217 . C54 



33889 




Gene No. 


70171 




Strand 


+ 


Start 


1 




End 


1333 


Name 


OJ000251 12 0217 C54 ol 


tm 


Mpt" hod 


TBLASTX * Maizp 

J- UXJAtJ X. £\ . i- -1 d _L_ zLt 




257 ~~ 




End 


823 


GI 


none 




Score 


63 


1—1 AVI 1 O 


257 301 261 302. 384 


.560, 


386 550 


. 582 632- 698 823 




715 . . 822 








Seq. No. 


33876 




Seq. ID 


OJ000251_12. 0217 .C54 


Gene No. 


70171 




Strand 


+ 


Start 


1 




End 


1333 


Name 


OJ000251 12 0217 C54 ol 


ts 




TRT.ASTX • Sovbf^n 


Start 


384 ~~ 




End 


628 


GI 


none 




Score 


251 


Rxon ^ 


384 569 386 571 435 


. 575, 


570 626 


581 628 


Seq. No. 


33876 




Seq. ID 


OJ000251_12.0217.C54 


Gene No. 


70171 




Strand 


+ 


Start 


1 




End 


1333 


Name 


OJ000251 12 0217 C54 o2 


ts 


Method 


TBLASTX: Soybean 


Start 


770 ~~ 




End 


1031 


G.i. 


none 




.Score r „ , 




„ JJAU UO,. . - 


77 0 8 92 " 778 ~ 8 91 97 0 


llO.ZSt, 


5.8 L. .1031,^98.4 LO.IL^.. „ „ . . 


Seq. No. 


33876 




Seq. ID 


OJ000251_12.0217.C54 


Gene No. 


70171 




Strand 


+ 


Start 


1 




End 


1333 


Name 


OJ0002 51 12 0217 PS4 o2 




Method 


TBLASTX: Maize 


Start 


826 ~~ 




End 


1113 


GI 


none 




Score 


103 


l—i x\. UUO 


826 891 827 892 970 


. 1113, 


970. .1110 


Seq. No. 


33877 




Seq. ID 


OJ000251_12.0217 .C55 


Gene No. 


70172 




Strand 




Start 


337 




End 


401 


Name 


OJ000251 12 0217 C55 ol 




Method 


GENS CAN 


Start 


337 ~~ 




End 


401 


GI 


none ■ - 




Score 


.66 


Exons 


337 . . 401 








Seq.. No. 


33878 . . 




Seq. ID 


OJ000251_12.0217.C57 . 


Gene No. - 


70173- 




Strand • 




Start * • 


.61 




End ' 


456 


Name 


OJ000251 12 0217 C57 ol 




Method 


GENSCAN 


Start 


61 ~ 




End 


456 


GI 


none 




Score 


.51 


F.xon 


61 . .456 








<J d v-J ■ LNU • 


33879 




Seq. ID 


OJ000251_12. 0217.C59 


Gene No. 


70174 




Strand 




Start 


1 




End 


583 


Name 


OJ000251 12.0217.C59.ol. 


np 


Method 


AAT/NAP 


Start 


1 




End 


583 


GI- 


5441880 




Score 


404 


Exons 


1..130, 246. .377, 468. .583 






GI Descrip. 


(AP000367) EST C28952 (C62945) 


corresponds to a region of the 




predicted gene.; Similar 


to maize transposon MuDR mudrA protein 






33890 







(AC003981) [Oryza sativa] 

Seq. No. 33879 Seq. ID 

Gene No. 70174 Strand 

Start 1 End 

Name OJ000251_12 . 0217 . C59 . ol . gs Method 

Start 13 End 

GI none Score 

Exons 13.. 130, 135.. 182, 246.. 377 

Seq. No. 33880 Seq. ID 

Gene No. 70175 Strand 

Start 95 End 

Name OJ000251_12 . 0217 . C61 . ol . gs Method 

Start 95 End 

GI none Score 

Exons 95. .227 



OJ000251_12.0217.C59 
583 

GENSCAN 
377 
. 93 



OJ000251_12.0217.C61 
+ 

227 

GENSCAN 

227 

.92 



Seq. No. 

Gene No. 

Start 
_Name_ vvv 
^StarJL-lJ.* 

GI - 

Exons 



33881 Seq. ID 

70176 Strand 

592 End 

0 JO QjO 2 5 1^1.2,., 0 21 .7 .JC 62. ..o L . „qs ^ Met hod_ - 

-5.9.2 . „ind„. „. 

none ■ ■ - Score - - 

592.. 677 



OJ000251_12.0217.C62 
+ 

677 

..GENSCAN 

...677_-.~.-«.^- ,- 

■•.71 • 



Seq. No. 33882 Seq. ID 

Gene No. 70177 Strand 

Start 8 End 

Name OJ000251_12 . 0217 . C63 . ol . gs Method 

Start 8 End 

GI none Score 

Exons 8. . 102 



OJ000251_12.0217.C63 
102 

GENSCAN 

102 

.79 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



33883 Seq. ID OJ000251 

70178 Strand + 

1 End 894 

OJ000251_12.0217.C64 .ol.np Method AAT/NAP 
1 End 894 

3093294 Score 346 

1..50, 124. .192, 315. .452, 549. .677, 874. .894 _ . . 
(Y12782) putative villin [Arabidopsis thaliana] 
•gi|5730126|emb|CAB52460,-l|* (AL109796) putative villin 
[Arabidopsis thaliana] 



12.0217.C64 



33883 
70178 
1 

OJ000251_12 . 0217 . C64 . o2 . tm 
1 

none 



Seq. ID OJ000251_12.0217.C64 

Strand + 

End 8 94 ' 

Method TBLASTX : Mai ze 

End ' 416 

Score 44 



1..51, 2. .55, 126. .179, 127. .192, 314. .415, 315. .416 



Seq. No. 33883 

Gene No. 70178 

Start 1 

Name OJ000251 12 . 0217 . C64 . ol . tc 



Seq. ID OJ000251_12.0217.C64 

Strand + 

End 8 94 

Method TBLASTX : Cress 



33891 



Start 
GI 

Exons 



2 End 677 

none Score 101 

2. .49, 121. .192, 123. .191, 314. .460, 315. .461, 548. .631, 

549. .677, 561. .659 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



33883 Seq. ID 

70178 Strand 

1 End 
OJ000251_12 . 0217 . C64 . ol . ts Method 

2 End 
none Score 



OJ000251_12.0217.C64 
+ 

894 

TBLASTX : Soybean 

677 

83 



2. .49, 121. .192, 123. .191, 285.-446, 314. .454, 315. .461, 
548. .631, 549.-677 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

.. Seq,.. -No 

-Gene- No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene 'No . 

Start 

Name 

Start 

GI 

Exons 



33883 
70178 
1 

OJ000251_12.0217.C64 .ol.gs 
18 

none 

18. .50, 315. .452, 549. .677 

^_33 5.83 - "llZ-——- 



Seq. ID OJ000251_12.0217.C64 

Strand + 

End 894 

Method GENSCAN 

End 677 

Score .96 



. _ _._Seq.._. ID QJ0 0Q25J_12..,I).2,L7-i:6A. 

70-1-7 8 - -Strand- ■■•-+ - - 

1 End 8 94 

OJ000251_12 . 0217 . C64 . ol . tm Method TBLASTX : Maize 

417 End 677 

none Score 50 

417. .461, 422. .454, 548. .631, 549. .677, 564. .677 



33884 
70179 
1 

OJ000251_12.0217.C65.ol.gp 
1 

183_9.R1084 
1..107 

? 5714761/gb|AF173881.1|AF173881 7.0e-17 Oryza sativa subsp. 
indica serine/threonine protein phosphatase PP2A-4 catalytic 
subunit (PP2A) gene, complete cds ? 



Seq. ID OJ000251_12.0217.C65 

Strand + 

End 107 

Method AAT/GAP 

End 107 

Score 210 



33885 • 
.70180 
51 

OJ000251_12.0217.C67.ol.gs 
51 

none 

51. .211, 324. .450 



Seq. ID OJ000251_12.0217.C67 

Strand" . + 

End' 4 50 

Method GENSCAN 

End 4 50 

Score .41 



Seq. No. 33886 

Gene No. 70181 

Start 72 

Name OJ000251_12 . 0217 . C68 . ol . gs 

Start 72 

GI none 

Exons 72.. 265 



Seq. ID OJ000251_12.0217.C68 

Strand + 

End 265 

Method GENSCAN 

End 265 

Score .76 



33892 



Seq. No. 33887 Seq. ID 

Gene No. 70182 Strand 

Start 88 End 

Name OJ000251_12 . 0217 . C69 . ol . gs Method 

Start 88 End 

GI none Score 

Exons 88.. 209 



OJ000251_12.0217.C69 
209 

GENSCAN 

209 

.41 



Seq. No. 33888 Seq. ID 

Gene No. 70183 Strand 

Start 541 End 

Name OJ000251_12 . 0217 . C71 . ol . gs Method 

Start 541 End 

GI none Score 

Exons 541 . . 615 



OJ000251__12.0217.C71 
615 

GENSCAN 

615 

.43 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

..Rxons.^.- 



GI -Descrip. 



33889 Seq. ID OJ000251_12 . 0217 . C74 

70184 Strand + 

468 End 573 

OJ000251_12 . 0217 . C74 . o2 . gp Method AAT/GAP 

468 End 573 

_LIB34..7.7r003-Pl-Kl-E9 ..Score 1.34 

._4.6a.,....5.ia._ I J_ ' . . , "'' "/ '7 "7" . 7"'^" 

1 24 9858 6/sp I Q4 0638 I MP01_ORYSA 2 . Oe-24- MAJOR- POLLEN - ALLERGEN - ORY- 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] 1 



Seq. No. 33889 

Gene No. 70185 

Start 1 

Name OJ000251__12 . 0217 . C74 . ol . gp 

Start 1 

GI LIB34 32-059-P1-K1-D8 

Exons 1 . . 4 66 

GI Descrip. 1 5734 61 6/dbj | AP000391 . 1 | AP000391 0.0e+00 Oryza sativa genomic 
DNA, chromosome 6, clone : P0538C01 f 



Seq. ID OJ000251_12.0217.C74 
Strand 

End 4 66 

Method AAT/GAP 

End 4 66 

Score 732 



Seq. No. 33890 Seq. ID 

Gene No. 70186 Strand 

Start 199 End 

Name OJ000121_11 . 0228 . C9 . ol . tc Method 

Start' 199 End 

GI none " • Score"' • 

Exons "199..375, 203 .'..3.94/ 383 .. 466" ' 



OJ000121_11.0228.C9 
466 

TBLASTX: Cress 
466 

150 ' '■ 



Seq. No. 


33890 






Seq. ID 


OJ000121_11.0228 


Gene No. 


70187 






Strand 




Start 


425 






End 


616- 


Name 


OJ000121 


11. 0,228. C9.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


425 






End 


616 


GI 


none 






Score 


70 


Exons 


425. .508, 


464. .553, 497 


. .616, 


499. .597 




Seq. No. 


33891 






Seq. ID 


OJ000121_11.0228 


Gene No. 


70188 






Strand 




Start 


17 






End 


292 


Name 


OJ000121 


11.0228.C17.o2 


.tw 


Method 


TBLASTX: Wheat 



33893 



Start 
GI 

Exons 



17 End 292 

none Score 80 

17. .277, 18. .257, 20. .292 



Seq. No. 33891 

Gene No. 70189 . 

Start 331 

Name OJ000121_11 . 0228 . C17 . ol . tw 

Start 331 

GI none 

Exons 331.. 714, 332.. 706 



Seq. ID OJ000121_11.0228.C17 

Strand 

End 714 

Method TBLASTX : Wheat 

End 714 

Score 192 



Seq. No. 33891 

Gene No. 70189 

Start 331 

Name OJ000121_11 . 0228 . C17 . ol . tm 

Start 409 

GI none 

Exons 409.. 714, 410.. 697 



Seq. ID OJ000121_11.0228.C17 

Strand 

End 714 

Method TBLASTX : Maize 

End 714 

Score 179 



Seq. No. 

Gene, .No . ,^ 
„"star.tI_J,„l™. 
Name- : 
Start 
GI 

Exons 

GI Descrip. 



33892 
J 0.1 90 



Seq. ID OJ000121_11.0228.C19 

jStrand^ r? .r:. ,. 

.End__ ^2mJ^.S^^l^l.^^^ 

Method- - -AAT/GAP- " : - 

End 208 
Score 385 



O JO 001 2-l_l-r 0 2 2 8 . C 1 9 .o 1 . gp 
1 

uC-osflcypl74f llbl 
1. .208 

, 5852170/emb|AL117265. 1 IOST17804 1.0e-50 Oryza sativa 
indica(GLA4) genomic DNA, chromosome 4, BAC clone : t 17 804 f 



Seq. No. 


33893 






Seq. ID 


OJ000121_11.0228 


.C22 


Gene No. 


70191 






Strand 






Start 


111 






End 


787 




Name 


OJ000121 11 


.0228. 


C22.ol.tw 


Method 


TBLASTX: Wheat 




Start 


111 






End 


787 




GI 


none 






Score 


115 




Exons 


111. .209,' 113. .352, 116. .232 


, 410. .787 


, 420. .485, 467.. 


595 


Seq. No. 


33894 






Seq. ID 


OJ000121JL1.0228 


.C23 


Gene No. 


70192 






Strand 






Start 


- -4 






■ . End . 


477 . . 




Name 


OJ000121 11 


.0228'. 


C23.ol.tm 


Method 


TBLASTX: Maize 




Start 


4' 






. End 


250. 




GI , 


none 






Score 


76 




Exons 


4. .222, 16. 


.249, 


116. .250 








Seq. No. 


33894 






Seq. ID 


OJ000121_11.0228 


.C23 


Gene No. 


70192 






Strand 






Start 


4, 






End 


477 




Name 


OJ000121 11 


0228. 


C23.ol.ts 


Method 


TBLASTX : Soybean 




Start 


19 






End 


438 




GI 


none 






Score 


53 




Exons 


19. .177, 29 


.160, 


169. .381, 


169. .438, 


173. .397 




Seq. No. 


33894 






Seq. ID 


OJ000121_11.0228 


.C23 


Gene No. 


70192 






Strand 






Start 


4 






End 


477 





33894 



Name OJ000121_11 . 0228 . C23 . ol . tw Method TBLASTX : Wheat 

Start 26 End 477 

GI none Score 101 

Exons 26. .190, 31. .210, 49. .201, 129. .215, 214. .465, 215. .442, 

220. .477 



Seq. No. 33894 

Gene No. 70193 

Start 971 

Name OJ000121_11 . 0228 . C23 . o2 . tw 

Start 971 

GI none 
Exons 



Seq. ID OJ000121_11.0228.C23 
Strand 
End 

Method 
End 
Score 



1363 

TBLASTX: Wheat 

1363 

87 



971. .1246, 1026. .1232, 1205. .1318, 1215. .1295, 1319. .1363 



Seq. No. 33894 Seq. ID 

Gene No. 70193 Strand 

Start 971 End 

Name OJ000121_11 . 0228 . C23 . o2 . tm Method 

Start 1085 End 

GI none Score 

Exons 1085. .1339 



OJ000121_11.0228.C23 
1363 

TBLASTX : Maize 

1339 

180 



. t Se q..._ No- ; ,3 3SL9.5 ^ _ _ r 

Gene Nor---- .70194 --* *- 

Start 24 

Name OJ000121_11 . 0228 . C26 . ol . 

Start 24 

GI 2428323 

Exons 24 . .485 
GI Descrip, 



gp 



„Seo r _,II)„.„OJ0-0D.1.21.-.l.L..02.Z8..U;2.6_ 



Strand - 
End 

Method 

End 

Score 



-■+■ - 

485 

AAT/GAP 

485 

846 



5803242/dbj | AP000399 . 1 | AP000399 0.0e+00 Oryza sativa genomic 
DNA, chromosome 6, clone : P0535G04 



Seq. No. 33896 

Gene No. 70195 

Start 748 

Name OJ000121_11 . 0228 . C28 . ol 

Start 748 

GI uC-osflcypll2hllal 

Exons 74 8. .1097, 1194. .1242, 

GI Descrip. 1 4 176420/dbj | BAA37167 | 
[Arabidopsis thaliana] 1 

Seq. No. ■ 33896 

.Gene No. 70196 

Start 2349 

Name OJ000121_11 . 0228 . C28 . ol 

Start 1353 

GI none 

Exons 1353.. 1460, 1369.. 1458, 



Seq. ID OJ000121_11.0228.C28 
Strand 

End 1413 

.gp Method AAT/GAP 

End 1413 

Score 878 
1354. .1413 

2.0e-ll (AB008097) cytochrome P450 



Seq. ID OJ000.121_ll.0228.C28 
. . Strand 

End . 2731 

.tm Method TBLASTX : Maize 

End 1748 

Score 116 
1527. .1748, 1553. .1747 



Seq. No. 33896 Seq. ID OJ000121_11 . 0228 . C28 

Gene No. 70196 Strand 

Start 2349 End 2731 

Name OJ000121_11 . 0228 . C28 . o2 . gp Method AAT/GAP 

Start 2349 End 2731 

GI 3107859 Score 752 

Exons 2349.. 2731 



33895 



Seq. No. 33897 Seq. ID 

Gene No. 70197 Strand 

Start 6 End 

Name OJ000121_11 . 0228 . C30 . ol . ts Method 

Start 6 End 

GI none Score 

Exons 6.. 212 



OJ000121_11.0228.C30 
212 

TBLASTX: Soybean 

212 

178 



Seq. No. 33898 

Gene No. 70199 

Start 1004 

Name OJ000121_11 . 0228 . C32 . ol . gp 

Start 1004 

GI uC-osflcyp033a04bl 

Exons 1004.. 1385 

GI Descrip. 1 6016845/dbj | AP000570 . 1 
DNA, chromosome 1, clone 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000121_ 
+ 

1385 
AAT/GAP 
1385 
667 



11.0228.C32 



AP000570 3.0e-59 Oryza sativa genomic 
P0711E10' 



Seq. No. 33899 Seq. ID 

Gene No. 70200 Strand 

-Start-.^^.,-.-^., 19 — ~ ..^ iT -„......._^,, v ... .;...„.-, End. ; . 

-Start- - 1-9 • - End 

GI none Score 

Exons 19. .462, 23. .73, 128. .505 



OJ000121_11.0228.C33 

^XBLAS.T.X.:.Wh.e3_tJ 

505 - "- - — - ' 

52 



Seq. No. 33899 Seq. ID OJ000121_1 1 . 0228 . C33 

Gene No. 70200 Strand 

Start 19 End 670 

Name OJ000121_11 . 0228 . C33 . ol . tm Method TBLASTX : Maize 

Start 128 End 559 

GI none Score 364 

Exons 128.. 559, 167.. 346, 358.. 552 

Seq. No. 33899 Seq. ID OJ000121_1 1 . 0228 . C33 

Gene No. 70200 Strand 

' Start 19 End " 670 

Name OJ000121_11 . 0228 . C33 . ol . tc Method TBLASTX : Cress 

Start 152 End 469 

GI ..none ... ■. Score. 179 .. . ■ . 

Exons 152. . 469,' 182. .322 

' Seq. No'. 33899 / Seq. ID OJ000121_11 ..0228 . C33 

. Gene No. 70200 Strand 

Start 19 End 670 

Name OJ000121_11 . 0228 . C33 . ol . ts Method TBLASTX : Soybean 

Start 445 End 670 

GI none Score 57 

Exons 445. .477, 446. .478, 482. .670, 484. .522, 550. .669 

Seq. No. 33900 Seq. ID OJ000121_11 . 0228 . C35 

Gene No. 70201 Strand 

Start 50 End 537 

■ Name OJ000121_11 . 0228 . C35 . ol . tw Method TBLASTX : Wheat 

Start 50 End 513 

GI none Score 201 



33896 



Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



50. .493, 51. .506, 52. .513, 52. .507 



33900 
70201 
50 

OJ000121_11 . 0228 . C35 ,ol . ts 
91 

none 

91. .315, 322. .456 

33900 
70201 
50 

OJ000121_11 . 0228 . C35 . ol . tm 

181 

none 

181. .537, 216. .527, 232. .537 



Seq. ID OJ000121_11.0228.C35 
Strand 

End 537 

Method TBLASTX : Soybean 

End 456 

Score 111 



Seq. ID OJ000121_11.0228.C35 
Strand 

End 537 

Method TBLASTX : Mai ze 

End 537 

Score 393 



Seq. ID OJ000121_11.0228.C35 
Strand 

End 1047 



Seq. No. 33900 
Gene No. 70202 
Start 620 

, JJame^ r , . V;W .„^„Q JO.O .01 2 1_1 1..0 22 8,. £35,. o2, . t w,,. „™.Me „, 

.J3£art ......„_,. „620, s 

GI---' none ' ■• - -~- - Score- *" 107 ........ : 

Exons 620. .736, 621. .734, 751. .846, 752. .853, 879. .935, 960. .1040, 

961. .1047 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start . . 
Name 
Start 
GI . 
Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



33901 
70203 
1 

OJ000121_11.0228 .C37.ol.gp 
1 

44750_1.R1084 
1. .311 

1 1657619 4.0e-18 (U72504) G5p [Arabidopsis thaliana] >gi_3068710 
(AF04 9236) putative transmembrane protein G5p [Arabidopsis 
thaliana] 1 



Seq. ID OJ000121_11.0228.C37 

Strand 

End 317 

Method AAT/GAP 

End 311 

Score 598 



33901 
70203 

.1 - . - . • . ..... 

OJ000121_11.0228.C37 .ol.tm 

1 . 

none 

1..288, 2. .310, 3.. 317 

33901 
70203 
1 

OJ000121_11.0228 .C37.ol.tc 
5 

none 

5. .265, 6. .263 



Seq. ID OJ000121_11.0228.C37 
Strand 

End . 317 

Method- TBLASTX: Maize 

End . 317 . 

Score 308 " ' . ' . 



Seq. ID OJ000121_11.0228.C37 

Strand 

End 317 

Method TBLASTX : Cress 

End 2 65 

Score 119 



Seq. No. 
Gene No. 
Start 



33901 
70203 
1 



Seq. ID OJ000121_11.0228.C37 
Strand 

•End 317 



33897 



Name 

Start 

GI 

Exons 



OJ000121_11 . 0228 . C37 . ol . ts Method 

5 End 

none Score 
5. .265, 6. .266 



TBLASTX : Soybean 

266 

161 



Seq. No. 33901 

Gene No. 70203 

Start 1 

Name OJ000121_11 . 0228 . C37 . ol . tw 

Start 117 

GI none 

Exons 117.. 317, 119.. 310 



Seq. ID OJ000121_11.0228.C37 

Strand 

End 317 

Method TBLASTX: Wheat 

End 317 

Score 143 



Seq. No. 33902 

Gene No. 70204 

Start 959 

Name OJ000121_11 . 0228 . C4 4 .ol . gp 

Start 959 

GI none 

Exons 959.. 1261 



Seq. ID OJ000121_11.0228.C44 
Strand 

End 1562 

Method AAT/GAP 

End 1261 

Score 558 



. Seq.. JSIo, t . , ,. jV 33902,-.-. 
^Gene,-Njo.:.^.,.,^j!o^ 

Start-- ■ 959 - ■"-"*- • : ----- - 

Name OJ000121_11 . 0228 . C4 4 . ol . tm 

Start 1139 

GI none 

Exons 1139.. 1273, 1141.. 1281, 1149, 



Seq - ID,, OJa00121_ll,J22a^^^, 

StrandL. , . . 

- - 1562 ■ • - - • 



- End--\- 
Method 
End 
Score 



TBLASTX :Maize 

1562 . 

142 



.1298, 1500. .1562 



Seq. No. 33903 

Gene No. 70205 

Start 6 

Name OJ000121_11 . 0228 . C4 6 . ol . tm 

Start 6 

GI none 

Exons 6. .116, 6. .101, 13. .117, 19. 



Seq. ID OJ000121_11.0228.C46 
Strand 

End 259 

Method TBLASTX : Maize 

End 259 

Score 8 9 
135, 91. .246, 185. .259, 190. .258 



Seq. No. 33904 

Gene No. 70206 

Start 105 

Name OJ000121JL1 . 0228 . C50 . o2 . tw . . 

Start 105 • • - • 

GI " none 

Exons . 105. .'344', '115". .333,. 910. .981*" 



Seq. ID OJ000121_11.0228.C50 
Strand 

End 981 

Method TBLASTX: Wheat 

End • • 981 • 

Score ■ 120 - 



Seq. No. 33904 

Gene No. 70206 

Start 105 

Name OJ000121_11 . 0228 . C50 . ol . ts 

Start 354 

GI none 

Exons 354. .749, 595. .747, 631. .762 



Seq. ID OJ000121_11.0228.C50 

Strand 

End 981 

Method TBLASTX : Soybean 

End 7 62 

Score 83 



Seq. No. 33904 

Gene No. 70206 

Start 105 

Name OJ000121 11 . 0228 . C50 . ol . tw 



Seq. ID OJ000121_11. 0228 .C50 

Strand 

End 981 

Method TBLASTX : Wheat 



33898 




OLaiC 


a o q 




CjTIQ. 


Q 7 A 
O 0 4 




C T 


none 




Score 


9 Q Q 

z y y 




T7* v n o 


4 OQ ft 74 411 ft 77 










Seq. No. 


33904 




Seq. ID 


OJ000121_11.0228 


.C50 


Gene No. 


70206 




Strand 






Of- a r f 
O L. CI X U 


ins 

1 U J 






Qft 1 

Z? 0 1 




Name 


r>TOoni9i ii 099ft r^o ni 


. LIU 


LYieu noa 


i dLiHo i a : Mai ze 




C -j- -5 -j- 


^07 

JU / 






ftQO 

o y u 






none 




Score 


1 Q7 

i y / 






R07 ftQO SDft ftRS 










Seq. No. 


33905 




Seq. ID 


OJ000121_11.0228 


.C53 


Gene No. 


70207 




Strand 






Of v~f 

o Lai L 


1 Q4 




EjilLl 


7 1 £ 
/ID 




Name 


nioooi9i ii 099ft ns7 ni 

UOUUU1Z1 11 • UZZO . Lj J • Ul 


. gp 


L v ie tnoa 


7\ 7\ T lC 1 Ti D 




Of -s r f 


1 Q4 _ 
x y *± 




XjIIU 


71^ 
/ID 




KJ X 


none 




Score 


1 099 
1 U Z Z 




Ej A. L/ 1 1 o 


1 Q4 716 

X _7 *i . ■ / x u 










Seq. No. 


33906 




■ Seq. ID 


OJ000121_11.0228 


.C54 


Gejne.^Np 


^ J020R^,_ 




~ S.t r and. ., 




"-^^ 


Of -a r f 
kZXJLd X. 1 _ ^_ 


L0 8 




~ ...JCjIIQ..,., „ „ 


324 





Name 


■htoooi 9i ii- n99fi c^a .^i 

UJUUU1Z1 11. UZZo .LOI .Ol 


■ho 


Method 


TOT 7\CT>V . C t ,U ^ T-i 

i DiiAb i a : boyoean 




Of a yf 

Olait 


1 Oft 

1UO 




Lna 


7 n 7 




PT 
LjI 


none 




Score 


9 7 7 

Zoo 




Hi AvJI lO 


1 Oft 709 1 HQ 707 
1UO . . jUZ^ 1U.7. . jUj 










Seq. No. 


33906 




Seq. ID 


OJ000121JL1.0228 


.C54 


Gene No. 


70208 




Strand 






Q-b a yf 


i nft 

1UO 




Hina 


7 9/1 
OZ 4 




Name 


Pi TOnm 91 11 099Q C^A a! 
UJUUU1Z1 11 . UZZo . LjU » Ol 




Method 


1 r3i_iAb 1 a : Mai ze 




0-1-3 r-+- 


111 
111 




bna 


7 9/1 

OZ 4 




TT 


none 




Score 


1U j 




LiAUll J 


111 907 1 1 S 904 lis 

ill • iLUJf 11 J . . ZU4 , 11 J 


904 


~\ a a 9 0ft 

14 D . . Z U C 


91Q 797 997 

f ziy..ozO/ zzo.. 


7 9 4 
OZ 4 


Seq. No. 


33906 




Seq. ID 


OJ000121_11.0228 


.C54 


Gene No. 


70209 




Strand 






Of a r f 

O L &X L. 


1160 




HiIlU. 


1 4 £ 4 
1 f± O ^1 




NcLITie 


0 1*0001 91 11 099ft C^A a! 


. lC 


Method 


i rsLAo i a : cress 




0,f =i r-h 


i i en — 

11DU . 






i/11/i 

1 H 1 fl 


>■ 


o x 


none 




Score 


1 ft 7 

1 o / 




LiAUI lo 


1 1 6 0 ' 1 409 19SS 14 01 

llOU . . 1 ft U Z / 1Z JJ .. . 1"*± Ul/ 


197/1 
1 Z / 4 . 


1/11/ 

. 1 fi 1 41 - 






Seq. No. 


33906 




Seq. ID 


OJ000121_11.0228 


.C54 


Gene No. 


70209 




Strand 






o Lai U 


1 1 £0 

llOU 




CjTIO. 


1 4 04 




Name 


OT0001 91 11 099ft r*R4 aO 
UJUUU1Z1 11 . UZZo . tj4 . oz 


. tm 


Method 


i bLiAb 1 a : Mai ze 




OLalL 


1 9Q1 _ 
1 Z :? 1 




ttXlCX 


1 /I £ 4 

1 4 o 4 




VjX 


none 




Score 


17 7 

Iff 




Exons 


1 9 G 1 1 4 £ 4 19Q9 1 /I "3 O 

izyi . . 1 4 04 , i z y z . . i4oz , 


1 Q j1 1 

lo4 1 . 


. 14 JO 






Seq. No. 


33907 




Seq. ID 


OJ000121JL1.0228 


.C55 


Gene No. 


70210 




Strand 






Start 


1138 




End 


1568 




Name 


OJ000121 11.0228.C55.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


1138 




End 


1568 





33899 



P T 
bl 


none 




Score 


74 




TP /"\ 


1138. .1344, 1329. .1463, 1343. .1417, 1461. .1568, 1472. .1540 


Seq. No. 


33908 




Seq. ID 


■ OJ000121_11.0228. 


C60 


Gene No. 


70211 




Strand 








16 




End 


450 




Name 


OJ000121 11.0228.C60. 


ol . tw 


Method 


TBLASTX: Wheat 




C -j- -> >- ■(- 


16 




End 


450 




P T 


none 




Score 


88 




Exons 


16 1 fiS 17 1 Q 

lO. • 1QJ/ ± f , . ± D H f X.7. 


1 Sfi 




^ U _/ . . JO J/ ^ JJ. . *i jU 




Seq. No. 


33909 




Seq. ID 


OJ000121_11.0228. 


C63 


Gene No. 


70212 




Strand 








779 




End 


1141 




Name 


OJ000121 11.0228.C63. 


ol. ts 


Method 


TBLASTX : Soybean 




otait 


779 




End 


1141 




bl 


none 




Score 


195 




Exons 


779. .1141 










beq . no . 


J J"1U 




Seq. ID 


ninnm 9i ii n99fi 


b O 


bene no . 


70213 




Strand 


+ ~~ 




Start,., 


... 196 _ , _ . _ 




End.. -rtr ,,. 


_2^-,™,™^ ™ 




..Name _ . 


._jOJ.0iD.l2LU 1...Q2Z8 ..C£9u 


ol..gp._ 


Methods 


.. -AAT.ZGAP. 


„ 


o tar l 


196 




End 


' '251 • ■ - • 




P T 


uC-osflcypl74fllbl 




Score 


112 




Exons 


196. .251 










bi uescrip . 


, 5852170/emb|AL117265 


.1IOST17804 l.Oe 


-50 Oryza sativa 






lnaica ^bLii^ j genomic 


DNA, chromosome 


4 , DHb cione . L 1 / O U 4 


i 


Seq. No. 


33911 




Seq. ID 


OJ000121_11.0228. 


C76 


Gene No. 


70214 




Strand 


- 




o tar l 


295 




End 


1192 




Name 


OJ000121 11.0228.C76. 


ol.gp 


Method 


AAT/GAP 






295 




End 


1192 




P T 
bl 


none 




Score 


354 




Exons 


9QS 4 6 9 10QQ 1 1 Q9 










Seq. No. 


33912 




Seq. ID 


OJ000121_11.0228. 


C7 8 


Gene No. 


70215 




Strand 






o tar l 


11 




End 


487 




Name 


OJ000121 11.0228.C78. 


ol . tw 


Method 


TBLASTX: Wheat 




o u art 


- 11 




End 


487 




P T 
bl 


none ■ ; 




Score* 


113 . 




Exons 


11. .91, 122. .193, 272 


. .487, 


285*. .428 






O d. NT /~v 

oeq. no. 


33913 




Seq. ID 


OJ000121_11.0228. 


C7 9 


f|pnp No 


70216 




Strand 






Start 


1 




End 


159 




Name 


OJ000121 11.0228.C79. 


ol.gp 


Method 


AAT/GAP 




Start 


1 




End 


159 




GI 


uC-osrocyp011c06bl 




Score 


318 




Exons 


1..159 










GI Descrip. 


, 5852170/emb|AL117265 


.liOST17804 l.Oe- 


-50 Oryza sativa 





indica(GLA4) genomic DNA, chromosome 4, BAC clone : t 17804 ' 



Seq. No. 
Gene No. 



33914 
70217 



Seq. ID OJ000121_11.0228.C82 
Strand 



33900 







Hi I l\JL 


■J _7 O 




Name 


nTnnni9i 1 1 n99R poo n i 4- m 




i DiiHo 1a ; Mai ze 




O L Cl X t_ 


Jjj 








\j x 


none 


Score 








RQ9 44Q RRfl 








Seq. No. 


33915 


Seq. ID 


OJ000121_11.0228 


C85 


Gene No. 


70218 


Strand 








lift 

X X o 


End 


540 




Name 


0.1000191 11 099ft PftR n1 1-w 


Method 


TBLASTX: Wheat 




O Lai L. 


lift _ 
1 X 0 


End 


540 




o X 




Score 


379 




IT von c 


lift 9RR 11Q ^^R *31 ^ 

llO . i ^ JJ, . JJO/ Jl J . . JJ / / 


383..S38, 430. .540 






JJ^lv 


Seq. ID 


OJ000251_14 .0225 


pi 

v_- X 


Gene No. 


70219 


Strand 


+ 




Start 


1 


End 


339 




Name 


OJ000251 14 .0225.Cl.ol.np 


Method 


. AAT/NAP 






1 


End 


339 






113668 


Score 


103 






1..96, 268. .339 








fZ T Ho G O V "1 O 
^jX ^. L/ o^v— X X^J • _ 


^JJILAW :;QLASS ,C, WARNING, : ENT^,*^i* 






Seq . No . ' 


33917 - • -• -~ 


Seq.- ID- 


OJ0002-5L_14-r0225-. 


C2 


Gene No. 


70220 


Strand 


+ 




Start 


1 


End 


10821 




Name 


OJ000251 14.0225.C2.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


6797 




GI 


6686341 


Score 


557 




Exons 


1..296, 3S78..3664, 3749. .3824 


, 4249.. 


4463, 4563.-4639, 





GI Descrip. 



4918. .5034, 5169. .5434, 6403. .6514, 6678. .6797 

TRANSCRIPTION INITIATION FACTOR TFIID 100 KD SUBUNIT (TAFII-100) 
(TAFII100) gi | 1932938 (U80191) TFIID subunit TAFII100 [Homo 
sapiens] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



33917 
70220 
1 

OJ000251_14 .0225.C2 .ol.gs 

672 

none 



Seq. ID OJ000251_14 .0225.C2 

Strand + - 

End 10821 

Method GENS CAN 

End 10690 

Score .72 



672;. 812, 1164. .1251, 1368. .1477, 1668. .1784, 2152. .2303, 
3554. .3664,- 3724. . 374 8, 3910. .394 9, 42 99. .44 63,' 4 5 63. .4 639/ 
4918.. 5034, 5169.. 5.434, 6403.. 6498, 8534.. 8591, 10577 10690 



33917 Seq. ID 

70220 Strand 

1 End' 

OJ000251_14.0225.C2.ol.gp Method 

10569 End 

2797897 Score 
10569. .10821 



OJ000251_14 .0225.C2 
+ 

10821 
AAT/GAP 
10821 
394 



Seq. No. 33917 Seq. ID 

Gene No. 70221 Strand 

Start 12591 ' End 

Name OJ000251 14 . 0225 . C2 . o2 . tm Method* 



OJ000251_14 .0225. C? 
18903 

TBLASTX: Maize 



33901 



Start 
GI 

Exons 



523 End 1453 

none Score 90 

523. .606, 524. .601, 555. .611, 692. .751, 720. .758, 758. .829, 
759. .827, 937. .1023, 942. .1004, 1156. .1251, 1163. .1246, 
1354 . . 1452, 1367. . 1453 



Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 



33917 
70221 
12591 

OJ000251_14 . 0225 . C2 . o2 . ts 

3551 

none 

3551.. 3664, 3561.. 3665, 3750. 
3910.. 3936, 4334.. 4429, 4372. 



Seq. ID OJ000251_14.0225.C2 
Strand 

End 18903 

Method TBLASTX : Soybean 

End 4 4 64 

Score 148 

.3818, 3755. .3817, 3905. .3931, 
.4464 



Seq. No. 33917 

Gene No. 70221 

Start 12591 

Name OJ000251_14 . 0225 . C2 . ol . ts 

Start 4543 

GI none 

Exons^_._^, 4 54.3.^.6^5,.^ 5^56..,. 4 6 3S. t „ ; 4 5J>9L 

1_ ; _„4izo.._.i.o,3 3 . 2.9.33.. s.oIa^.iiHS .; 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000251 14. 0225. C2 



5172. .5429, -5196. .5390, 5205. 
6397.. 6495, 6398.. 6496, 6578. 
6745. . 6786 



18903 

TBLASTX: Soybean 
6790 
153 

iMSj-JJ? Q2.. .5Q2A ijB A9 15-^ 5 0.1 R, 
^.61,..^^ 

5417, 5 : 22-2. . 54 34 6385 . . 64-74 , 
6652, 6580.. 6642, 6740.. 6790, 



Seq. No. 33917 

Gene No. 70221 

Start 12591 

Name OJ000251_14 . 0225 . C2 . ol . tm 

Start 4565 

GI none 

Exons 4565.. 4639, 4569.. 4646, 4569. 

4923.. 5033, 5169.. 5285, 5171. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.4640, 4894 
.5284, 5172 



OJ000251 14. 0225. C2 



18903 

TBLASTX: Maize 
5417 
144 

5034, 4915. 
5411, 5229. 



,5019, 
,5417 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons v 



33917 

70221 

12591 

OJ000251 
.12591 
• none 

12591 

167,35 

18854 



14 .0225.C2.o2.gs 



12617, 13324. 
16836, . 17285. 

18903 



,13412, 
17537, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

13-635 

17542 



OJ000251 14. 0225. C2 



18903 
GENSCAN 
189.03 . 
.43 

13778, 16514. 
17816, 18500. 



,16717, 
, 18703/ 



Seq. No; 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



33917 
70221 
12591 

OJ000251_14 .0225.C2 .o3.np 

13073 

6498458 



Seq. ID OJ000251_14 .0225.C2 



Strand 
End 

Method 

End 

Score 



18903 
AAT/NAP 
18376 
223 



13073. .13096, 16169. .16224, 17231. .17553, 18338. .1837 6 
(AP000816) hypothetical protein [Oryza satival 



Seq. No. 
Gene No. 



33917 
70221 



Seq. ID 
Strand 



OJ000251 14. 0225. C2 



33902 




Start 


12591 


End 


18903 


Nam© 


OJ000251 14 .0225.C2.o2.np 


Method 


Z\Z\T /NZi P 




13445 


End 


X J Z?U O 


GI 


5042454 


Score 




R x n n ^ 


13445. .13498, 13735. .13908 






Vj J. L/ ~ O ^ -L J. ■ 


(AC007789) putative polyprotein [Oryza 


1 

sat i va J 


Spa No 


33918 


Seq. ID 


in.Tnon? m '\a 09 9s 


Gene No . 


70222 


Strand 


+ _ 


Start 


765 


End 


3899 


Name 


OJ000251 14 .0225.C3.ol.gp 


Method 


AAT/GAP 


Start 


765 


End 


1856 




44707 1.R1084 


Score 


960 




765. .1171, 1766. .1856 






J- UCOUi L • 


'3128169 1.0e-14 (AC004521) 


hypothetical protein [Arabidopsis 




thaliana] ' 








33918 


Seq. ID 


OJ000251_14.0225.C3 


("^£>nf=> No 

OC 1 1C LN ^ » 


70222 


Strand 


+ 


Start 


765 


End 


3899 


Name 


OJ000251 14 .0225.C3.ol.np 


Method 


AAT/NAP • 


Start 


.10.28... A ." . ..„ • .End... 


,3700.. ... „ ■ „ 


GI 


312.8.16.8 ; .„j„„._l... 


_:Scor*e-- 


JL219:_; : ' ; - 




1028. .1171, 1766.. 1852, 1991 


.-.2248,; 2356.. 2520, 2697 .-2750,- * ■ 




2909. .3055, 3326. .3700 








(AC004521) unknown protein [Arabidopsis thaliana] 




33918 


Seq. ID 


OJ000251_14 .0225.C3 


Gene No. 


70222 


Strand 


+ 


Start 


765 


End 


3899 


Name 


OJ000251 14.0225.C3.ol.gs 


Method 


GENSCAN 


O L. a. 1. U 


1034 


End 


3703 


GI 


none 


Score 


. 98 




1034. .1171, 1766. .1852, 1991 


..2248, 2356. .2520, 2697. .2750, 




2909.. 3055, 3326.. 3703 






O C • LNU • 


33918 


Seq. ID 


OJ000251_14.0225.C3 


Hpnp Mn 


70222 


Strand 


+ 


Start 


765 


End 


3899 


Name 


OJ000251 14.0225.C3.o2.gp 


Method 


AAT/GAP 


Start 


2029 


. End 


3899 


GI 


15873 1.R1084 


Score 


1894 


P von q 


2029. .2248, 2356 2520 , .2 697 


..-2750, 2909.. 3055, 33*26 3769, 




3810. .3899 






(^T Hpcrr "i n 


•3128168 1.0e-116 (AC004521) 


putative 


carboxyl- terminal 




peptidase [Arabidopsis thaliana] 1 




Seq. No. 


33918 


Seq. ID 


OJ000251_14 .0225.C3 


Gene No. 


70223 


Strand 




Start 


4443 


End 


4714 


Name 


OJ000251 14.0225.C3.ol.tm 


Method 


TBLASTX: Maize 


Start 


1118 


End 


3702 


GI 


none 


Score 


92 



Exons 1118.. .1171, 1125.. 1169, 1754.. 1858, 1765.. 1845, 1973.. 2248, 



1987. .2247,- 1995. .2249, 1996. .2250, 2353.-2523, 2353. .2520, 
2355. .2522, 2694. .2750, 2696. .2749, 2908. .3057, 2909. .3055, 
2911. .3063, 3296. .3442, 3299. .3700, 3325. .3663, 3598. .3702, 



33903 




3650. .3691 



Oc^> IN U . 


77Q1 ft 








Seq. ID 


OJ000251_14 .0225.C3 




/ U Z Z j 








Strand 






4 A 4 7 
f± f± j 








End 


4714 


Name 


n tooo 9 m 14 

UUUUU^OI X fl 


099 ^ 
. U Z Z 3 


P7 n9 
. bj . OZ . 


L S 


Method 


TBLASTX : Soybean 


Of- a r-f- 


1191 ~~ 








End 


2200 


\D X 


none 








Score 


58 


Exons 


1121. .1171, 


1754 


. .1858, 


1760. 


.1852, 1973. .2200, 1990. .2196 


JCl|> LN \ J • 


77Q1 ft 








Seq. ID 


OJ000251__14 .0225.C3 


belle LNO . 


/ UZ Z O 








Strand 




Of 3 -r+- 


4 4 4 7 

4 fi ft J 








End 


4714 


NaiTie 


Pi T000 9 R 1 14 


.0225 


.C3.o3. 




Method 


TBLASTX: Cress 


O-l- 0 -V--I- 

oiai l 


1191 _ 








End 


2035 


P T 
0 X 


none 








Score 


59 


Exons 


1121. . 1171, 


1742 


. .1855, 


1754 . 


.1858, 1973.. 2035 


Can M 0 


77Q1 ft 








Seq. ID 


OJ000251_14 .0225.C3 


bene ino . 


7099 7 








Strand 




C -1- -a v-f- 


4 4 4 7 








End 


4714 • 


. N 3-ItVS . : v 


Pi T000 9 ^ 1 14 

. _y y.y y ; y_zo j. _ jl 


.,02.2.5,. ,C 3, .0 2^ 




^ ^Method ^ 


. TBLASTXrWheat & 


-O.LdXL 


1 7 £0 ' ~" 










..2212 1" ,/T. ~: . r. 


PT 


none 








Score- * 


151 


Exons 


1 7 £0 1 QRQ 

1 / DU . . 1 0 DO f 


1765 


. .1845, 


1 Q77 


.2029, 2078.. 2212, 2083.. 2184 


Seq. No. 


33918 








Seq. ID 


OJ000251_14 .0225.C3 




7099 7 








Strand 






ft H ft O 








End 


4714 


Name 


Pi TOOO 9 R 1 14 


.0225 


.C3.o2. 


T_C 


Method 


TBLASTX: Cress 




907ft _ 
Z U / 0 








End 


2750 




none 








Score 


159 


Exons 


907ft 9900 
z u / 0 . . z z u u , 


2080 


. .2184, 


9 7^7 
Z 0 jj . 


.2523, 2355. .2522, 2694. .2750, 




OCQC 97 4 Q 
ZDiJu . . Z / fi 












Seq. No. 


33918 








Seq. ID 


OJ000251_14 .0225.C3 


CZ 0 0 0 KT/^i 


709 9 7 
/ u z z 0 








Strand 




C4-a y-4- 

OLdl L 


4 4 4 7 

fl fi ft O 








End 


4714 


Name 


O.T0009 S 1 14 

UUUUUZ Jl X fi 


.0225 


.C3.ol. 


L 5 


Method 


TBLASTX: Soybean 




9 7S9 _ 

Z O -J z 








End 


3706 


PT 










Score 


297 


Exons 


97S9 9 S99 
zooz. .zozz, 


2353 


. .2523, 


9 6Q4 
Z D ZJ fl . 


.2750, 2908.. 3057, 2909.. 3055, 




79QQ '7 7 0 £ 


3323 


. .3439, 


7 79 R 


.3663 ; 




Seq. No. 


33918 








Seq. ID 


OJ000251_14 .0225.C3 


bene ino . 


7 0997 
/ uz z 0 








Strand 




Q-H a r-+- 
O tail 


4 4 4 7 
ft f± fl O 








End 


4714 


Name 


Pi TO 0 0 9^1 1/1 
UJ UUUZDX Xfi 


.0225 


.C3.o3. 


tw 


Method 


TBLASTX: Wheat 


O t SIT L 


0/11 c 
Z fl X 0 








End 


3361 


GI 


none 








Score 


79 


Exons 


2415. .2480, 


2416 


.2484, 


2694 . 


.2750, 2912. .3055, 2914. .3057, 




2926. .3057, 


3299 


.3361 








Seq. No. 


33918 








Seq. ID 


OJ000251 1.4. 0225. C3 


Gene No. 


70223 








Strand 




Start 


4443 








End 


4714 


Name 


OJ000251 14 


.0225 


C3.ol. 


tc 


Method 


TBLASTX: Cress 



33904 




O -1- ~i -v~ -f- 


zyuo 




End 


3628 




P T 


none 




Score 


208 




T i^r t^I C 

lxous 


9QHR ^HRT 9QHQ 


. . jUjj , jZ yO 


..3436, 3299..3628, 


3325. .3627 


Seq. No. 


33918 




Seq. ID 


OJ000251_ 


14. 0225. C3 


Gene No. 


70223 




Strand 








4 A A "3 
4 4 4 Jj 




End 


4714 




Name 


UJUUUZD1 14.UZZD 


. Lj . Ol . L.W 


Method 


TBLASTX: Wheat 




"3 4 "3 Q 




End 


3702 




p t 


none 




Score 


392 




EjXOIIo 


Jl j3. . jOOJ r O 4 4 U 


. . jD"4 / JJ30 


..3702, 3650.. 3676 




Seq. No. 


33918 




Seq. ID 


OJ000251_ 


14 099 R P^ 


Gene No. 


70223 




Strand 






OLdl U 


AAA"K 




End 


4714 




Name 


nTnpin9^i i a n99^ 

UJUUUZDl 14.UZZ3 


P"3 r\9 /-to 

. bJ . oz . gs 


Method 


GENSCAN 




Start 


4443 " 




End 


4714 




P T 


none 




Score 


.59 




U 1 V C 

Lxons 


A A A 7. A A Q1 A £.1 fl 
444,3.. 440j, 4 0 / U 


. .4 / 1 4 








o e q . -in o . 






Seq. ID 


OJ000251_ 


14 .0225. C4 




7D9 94 




^Strand, 






Start "1* '1" 






_4'n^<— - 






-Name - - 


-OJ000251_14 -0225 


.G4 . ol.np 


Method - 


- AAT/NAP -~ 










End 


4093 




P T 


o y Z 4 U 4 o 




Score 


101 




Exons 


jyou . . 4Uyj 










GI Descrip. 


thi 1 r^q\ ^ ^ "3 r 
(nJUll j jo ) dej [ 


Zea mays] gi | 5924050 | emb | CAB56553 . 1 | (AJ011560) 




ae3 protein [Zea 


mays] 








Seq. No. 


33919 




Seq. ID 


OJ000251_ 


14. 0225. C4 


Gene No. 


70225 




Strand 


+ 






± 00 U Z 




End 


17034 




Name 


riTnnn9Ri i a n99^ 
UJUUUZOl 14 .uzzo 


. C4 .o4 .gp 


Method 


AAT/GAP 




otait 


i £ ^ n 9 

IDjUZ 




End 


17034 




P T 


none 




Score 


1022 




ijXons 


1 0 3 U Z . . 1 / Uj4 










Seq. No. 


33919 




Seq. ID 


OJ000251_ 


14. 0225. C4 


Gene No. 


70226 




Strand 






OlaX L 


DUjD 




End 


15665 : 




Name 


UJUUUZ Jl 14.UZZO 


.C4 .ol .gp 


Method 


AAT/GAP, 






ODU / 




End 


5928 ' 




P T 
bl 


iOUl j4 J 




Score 


399 " 




HiXons 


jOU / . . J^ZO 










oeq . mo . 


jjyi y 




Seq. ID 


OJ000251_ 


14. 0225. C4 


Gene No . 


7 n 9 9 ^ 
/ UZZ O 




Strand 






Otdit 


6056 




End 


15665 




Name 


OJ000251 14.0225 


.C4 .o2 .gs 


Method 


GENSCAN 




Start 


6056 




End 


15665 




GI 


none 




Score 


.71 




Exons 


6056.. 6171, 6237 


..6351, 6752 


. .6832, 7087. .7179, 


7298. .7452, 




7546. .7654, 7814 


..8004, 8986 


. .9117', 9998. .10251, 


10938. .11110, 




1154 6. .11821, 12362. .12481, 


12574. .12699, 13247. 


. 13550, 




13830. .14183, 14 219. .14 4 93, 


14612. .14763, 15644. 


.15665 



33905 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI ' 

Exons 



GI Descrip. 

-Seq^-NOL.. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



33919 
70226 
6056 

OJ000251_14 . 0225 . C4 . o2 . np 

6103 

6729045 



Seq. ID OJ000251_14 .0225.C4 
Strand 

End 15665 

Method AAT/NAP 

End 12448 

Score 1590 



6103. .6171, 6752. .6832, 7087. .7179, 7298. .7452, 7546. .7654, 
7814. .8006, 8919. .9137, 9976. .10251, 10938 11110, 1154 6 .. 11821, 
12362. .12448 

(AC009177) putative aminopeptidase [Arabidopsis thaliana] 



33919 Seq. ID 

70226 Strand 

6056 End 

OJ000251_14 . 0225.C4 .o3.np Method 

6109 End 

6968120 Score 



OJ000251_14 .0225.C4 

15665 
AAT/NAP 
13253 
593 



6109. .6171, 6752. .6832, 7087. .7179, 7298. .7452, 7546. .7654, 
7814. .8004, 8986. .9137, 9976. .10120, 10913 .. 11110, 1154 6 .. 1174 6, 
12307. .12481, 12574. .12699, 13152. .13253 

(AL139075) putative aminopeptidase .[Campylobacter jejuni]- - 



.3.3l9JL9_ 



70226 • - - • - 

6056 

OJ000251_14 . 0225 . C4 . o2 . gp 

9997 

none 

9997.. 10162 



^Seq..,. J.D .^04.0,0.0.25X^11.^).? ? .5 . C A . 
-Strand" - •■ ■ 

End 15665 

Method AAT/GAP 

End 10162 

Score 312 



Seq. No. 33919 Seq. ID 

Gene No. 70226 Strand 

Start 6056 End 

Name OJ000251_14 . 0225 . C4 . o3 . gp Method 

Start 13232 End 

GI none Score 

Exons 13232.. 13536 



OJ000251_14.0225.C4 

15665 
AAT/GAP 
13536 
570 



Seq. No. 
Gene No. 
Start 
Name 
Start ^ 
GI " 
Exons 



33919 
70227 
16941 

OJ000251_14.0225.C4.ol.tm - . 

7141 

none' ' 

7141. .7185, 7298. .7453, 7299. 
7542. .7655, 7812. .8003, 7814. 
8984. .9058, 8984. .9061, 8985. 



Seq. ID OJ000251_14.0225.C4 
Strand 

End 20128 

Method TBLASTX : Mai ze 

End' '9061 ' 

Score 247 V . ' ' 

.7454, 7525. .7656, 7541. .7663, 
.8005, 7814. .8008, 7815. .8006, 
.9059 



Seq. No. 33919 
Gene No. 70227 
Start 16941 

Name OJ000251_14 . 0225 . C4 . ol . ts 

Start 7391 

GI ' none 

Exons 7391. .7453, 7392. .7454, 7541, 

7814. .7999, 7815. .8000, 8987. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000251 14. 0225. C4 



20128 

TBLASTX: Soybean 
9074 
72 

7663, 7542. .7655, 7547. .7660, 
9073, 8988.. 9074 



33906 



Seq. No. 33919 

Gene No. 70227 

Start 16941 

Name OJ000251_14 . 0225 . C4 . o3 . tm 

Start 10051 

GI none 

Exons 10051 
10197 



OJ000251 14. 0225. C4 



Seq. ID 
Strand 
End 

_ Method 

End 
Score 

10125, 10104. .10199, 10119 .. 10199, 10126 .. 10200, 
10313, 10201. .10254, 10937 .. 1 1110, 10938 .. 11162, 



20128 

TBLASTX: Maize 

11764 

86 



11535. .11759, 11546. .11764, 11546. .11764 



Seq. No. 33919 Seq. ID 

Gene No. 70227 Strand 

Start 16941 End 

Name OJ000251_14 . 0225 . C4 . o3 . gs Method 

Start 16941 End 

GI none Score 

Exons 16941. .17114, 17256 17474 , 18122 



OJ000251 14. 0225. C4 



19379. .19506, 19634 19709, 19874, 



20128 
GENSCAN 
20023 
.93 

18259, 18372, 
20023 



,18572, 



Seq. ID 
Strand - - 

, JEn d_ ...^^-^2.0 1 28^ , 
LL'-Me±.hod_^l^i^TaNAP. 
End - 201-28-' 
Score 385 



OJ000251 14. 0225. C4 



Seq. No. 33919 
Gene No. 70227 

^Star£ : ^^ ;1 ^^ 

.iame .^„6jdo'6i^ 

-Start - 16944 "* - - - - - ' - 

GI 2335096 
Exons 16944. .17038, 17 162 1752 9, 17688 17748, 18 122 .. 18259, 

18372. .18572, 1937 9 1 9506, 1 9634 .. 1 9709, 19874. .20128 
GI Descrip. (AC002339) hypothetical protein [Arabidopsis thaliana] 



Seq. No. 33919 
Gene No. 70227 
Start 16941 

Name OJ000251_14 . 0225 . C4 . o2 . tm 

Start 18133 
GI none 
Exons 18133. 

18161. 

18389. 

19629. 

19874. 

19962. 



.18258, .18133. .18258, 

.18265, 18364. .18570, 

.18583, 19382. .19510, 

.19712, 19634. .19711, 

.20023, 19874. .20023, 

.20027 . 



Seq. ID OJ000251__14 .0225.C4 
Strand 

End 20128 

Method TBLASTX: Maize 

End 20027 

Score 121 
18138. .182 60, 18140. .18265, 
18372. .18569, 18377 .. 18583, 
19382. .19510, 1938 6. .19520, 
19638. .19727, 19639 . . 19737 , 
19875. .20024, 19888. .20025, 



Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 
Start 



33920 ■/'.Seq. ID ' OJ000251_14 . 0225 ?C5 

70228 ' ' - Strand 

1 End 4661 

OJ000251_14 .0225.C5.ol.np Method AAT/NAP 

1 End 3885 

2335096 Score 836 

1..287, 731. .1017, 1414. .1612, 1957. .2109, 2762. .2845, 

2994. .3108, 3217. .3341, 3514. .3588, 3735. .3885 

(AC002339) hypothetical protein [Arabidopsis thaliana] 



33920 Seq. ID 

70228 Strand 

1 End 

OJ000251_14 .0225.C5.ol.tm Method 

43 End 



OJ000251_14.0225.C5 
4661 

TBLASTX: Maize 
839 



33907 



GI 

Exons 



none Score 74 

43. .204, 45. .149, 62. .196, 70. .198, 204. .290, 205. .288, 
207. .290, 374. .535, 376.-435, 398. .532, 728. .838, 729. .839, 
729. .839 



Seq. No. 33920 

Gene No. 70228 

Start 1 

Name OJ000251_14 . 0225 .C5.ol.gs 

Start 147 

GI none 
Exons 



Seq. ID OJ000251_14 .0225.C5 
Strand 

End 4 661 

Method GENSCAN 

End 4661 

Score .75 



147. .287, 380. .529, 731. .1017, 1108. .1304, 1440. .1612, 
2062. .2109, 2762. .2890, 2994. .3108, 3514. .3588, 4543. .4661 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

-„.Seq.^ -No- 
Gene No. 
Start ' 
Name 
Start 
GI 

Exons 



33920 
70228 
1 

OJ000251_14 . 0225.C5.o2.ts 

1104 

none 

1104. .1304, 1106. .1303 



_ 33 920..J\, 

70228 
1 



Seq. ID OJ000251_14 . 0225.C5 
Strand 

End 4661 

Method TBLASTX : Soybean 

End 1304 

Score 108 



r _Seq I D„ .»0J0D$2S.1 = 1jL.A22J^££„ 

- Strand - - - . ■ . .- . 

End 4661 
Method TBLASTX : Mai ze 
End 2116 
Score 96 



OJ000251_14.0225.C5.o2.tm 
1189 
none 

1189. .1290, 1198. .1290, 1211. .1303, 1212. .1304, 1400. .1468, 
14 01. .14 63, 1401. .14 69, 1402. .14 70, 1505. .1612, 1516. .1608, 
1524. .1613, 2059. .2112, 2060. .2116 



Seq. No. 33920 

Gene No. 70228 

Start 1 

Name OJ000251_14 . 0225 . C5 . ol . tc 

Start 2753 

GI none 
Exons 



Seq. ID OJ000251_14.0225.C5 
Strand 

End 4661 

Method TBLASTX : Cress 

End 3870 

Score 71 



2753. .2881, 3006. .3107, 3216. .3389, 3511. .3588, 3530. .3589, 
3735. .3869, 3745. .3870 



Seq. No. 
Gene. No. 
Start . ' ' 
Name 
Start 
GI 

Exons 



33920 

'70228 . . ' 

1 

OJ000251JL4 .0225.C5.o3.tm 

2753 

none 



Seq. ID OJ000251_14 .0225.C5 

■ Stra-nd ■ - \ ■"; . m ' 

End ' 4661 

Method TBLASTX: Maize 

End 3096 

Score 53 



2753. .2890, 2761. .2892, 2762. .2908, 2991. .3095, 3007. .3096 



Seq. No. 33920 

Gene No. 70228 

Start 1 

Name OJ000251_14 . 0225 ,C5 . ol . ts 

Start 3276 

GI none 
Exons 



Seq. ID OJ000251_14 .0225.C5 
Strand 

End 4 661 

Method TBLASTX : Soybean 

End 3870 

Score 77 



3276. .3389, 3511. .3582, 3530. .3589, 3732. .3869, 3745. .3870 



33908 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



33921 Seq. ID 

70229 Strand 

20806 End 

OJ000251_14 .0225.C6.ol.gp Method 

20806 End 

65_2.R1084 Score 
20806. .21433 

1 296129/emb | CAA4 6197 | 1.0e-41 (X65064) prolamin [Oryza sativa] 
>gi_971122_dbj_BAA09940_ (D63901) 13kDa prolamin [Oryza sativa] 



OJ000251_14.0225.C6 
+ 

21433 
AAT/GAP 
21433 
1194 



33921 Seq. ID OJ000251_ 

70229 Strand + 

20806 End 21433 

OJ000251_14 .0225.C6.o4 . np Method AAT/NAP 

20849 End 21316 

6174927 Score 804 

20849. .21316 

13 KD PROLAMIN PRECURSOR gi | 2 96129 | emb | CAA4 61 97 | 
prolamin [Oryza sativa] gi I 971122 | dbj | BAA09940 | 
prolamin [Oryza sativa] 



14. 0225. C6 



(X65064) 
(D63901) 13kDa 



:T S.e.q. ,_Np.^_ 
...Gene.. No.^..... 

Start - 

Name 

Start 

GI 

Exons 

GI Descrip. 



33921 

JZQ23.0 

25780 • 



_ Seg..^ I D,,. Q JO QQ2b 1^14^02 2 5_C6, 

™.S.txandl,„^ ; . .,,„„., 

End 

Method 
End 
Score 



26401 - - 
AAT/GAP 
26401 
1215 



OJ000251_14 .0225.C6.o2.gp 
25780 

65_1.R1084 
25780. .26401 

1 4 12 6 6 91 /dbj | BAA36697 | 2.0e-35 (AB016503) prolamin [Oryza 
sativa] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
.Start ' 
Name 
Start 
GI 

Exons 

GI Descrip. 



33921 Seq. ID 

70230 Strand 

25780 End 

OJ000251_14 .0225.C6.o5.np Method 

25819 End 

4126691 Score 
25819*. .26286 

(AB016503) prolamin [Oryza sativa] 



OJ000251_14 . 0225. C6 
+ 

26401 
AAT/NAP 
26286 
799 



33921 Seq. ID.. 

70231 ' Strand 

'32218- . • / - \ ■ -End. ■ . 

"OJ00025i_i4V0225.C6^o3.gp Method 
32218 End 
69953_1.R1084 Score 
32218.. 32322 

1 5295936/dbj IAB026295.2 IAB026295 7.0e-34 Oryza sativa genomic 
DNA, chromosome 6, clone : P0681F10 , complete sequence 1 



OJ000251_14.0225,C6 
+ 

32322 
AAT/GAP . 
32322 
120 



Seq. No. 33921 

Gene No. 70232 

Start 39761 

Name OJ000251_14 . 0225 . C6 . o9 . gs 

Start 39761 

GI none 

Exons 39761. .40114, 4 0422 .. 4 0550, - 42092 .. 42115 



Seq. ID OJ000251 14. 0225. C6 



Strand 
End 

Method 

End 

Score 



+ 

42115 
GENSCAN 
42115 
.73 



33909 




Seq. No. 


33921 


Seq. ID 


OJ000251_14 


.0225 


.C6 


Gene No. 


70233 


Strand 










763 


End 


£ H JJ 






Name 


OJ000251 14 .0225.C6.ol.np 


Method 


AA1 / NAr 








763 


End 










6539588 


Score 


z y ^ 






TT 1 s*\ r*\ c* 


763. .810, 2140. .2435 










GI Descrip. 


(AP000837) hypothetical protein [Oryza 


sat lva ] 






Seq. No. 


33921 


Seq. ID 


OJ000251_14 


.0225 


.C6 




70234 


Strand 










5396 


End 








Name 


OJ000251 14 .0225.C6.o2.gs 


Method 


E 1 M C C 1 IS. M 






Start 


5396 


End 








GI 


none 


Score 


.78 








5396.. 5572, 5697.. 5784, 6611 


3. .6676 








Can Mr» 


33921 


Seq. ID 


OJ000251_14 


.0225 




Gene No. 


70234 


Strand 








Start 


5396 


End 


13643 






Name _ _______ _ ______ 


,,„OJ00.0251 1.4 .0225.. C6.o2 .np. . 


___,.. Method . . 


.AAT/NAP „ 






..biarx. 


rJIs-iil., : , . _ ' '1 


y * End"' _I 


8i.l6 * 








4689223 .. .... 


- Score 


147 






Exons 


5977.. 6030, 8309.-. 8670 










Cji uescrip . 


(AF118127) disease resistance protein 


12 [Lycopersicon 






esculentum] 










Seq. No. 


33921 


Seq. ID 


OJ000251_14 


.0225 


C6 


t^ene ino . 


70234 


Strand 








o uar z 


5396 


End 


13643 






Name 


OJ000251 14 .0225.C6.o3.gs 


Method 


GENSCAN 








7847 


End 


10651 






H T 


none 


Score 


.53 






HiXons 


7847.. 8662, 8692.. 8870, 10265 .. 10556, 


10592. .10651 






Seq. No. 


33921 


Seq. ID 


OJ000251_14 


0225 


C6 


Gene No. 


70234 


Strand 










5396 


End 


13643 






Name 


OJ000251 14 .0225.C6.o3.np 


Method 


AAT/NAP 






oLall- 


10147 . 


End 


13643 








'6498434 . 


Score 


4 9 






Exons 


10147. .10187, 12403. . 12490.T 


13617. .13643. 






(ai uescrip.. 


(AP000815) hypothetical protein [Oryza 


sativa] 






Seq. No. 


33921 


Seq. ID 


OJ000251_14 . 


0225. 


C6 


Gene No . 


70235 


Strand 








otart 


27592 


End 


33696 






Name 


OJ000251 14.0225.C6.o7.gs 


Method 


GENSCAN 






Start 


27592 


End 


33696 






GI 


none 


Score 


.5 






Exons 


27592. .27647, 28824 . .29819, 


31539. .318 


03, 32590.. 33696 




Seq. No. 


33921 


Seq. ID 


OJ000251 14, 


0225 , 


C6 


Gene No. 


70235 


Strand 








Start 


27592 


End 


33696 






Name 


OJ000251 14 .0225.C6.o6.np 


Method 


AAT/NAP 







33910 



Start 


31462 






End 


33678 


GI 


3319343 




Score 


1564 


Exons 


31462. 


.31907, 32590. 


.33678 






GI Descrip. 


(AF077407 ) contains 


similarity to sugar transporters (Pfam 




sugar_ 


tr.hmm, score: 


395.91) 


[Arabidopsis t ha liana] 


Seq. No. 


33921 






Seq. ID 


OJ000251_14 .0225.C6 


Gene No. 


70236 






Strand 


- 


b tare 


35065 






End 


40606 


Name 


OJ000251 14. 0225. C6. 


o4 . tw 


Method 


i DLtPio i a . wnea l 


btart 


1 






End 


362 


bl 


none 






Score 


182 


Exons 


1. .168 


, 2. .226, 263. 


.349, 333.. 362 




Seq. No. 


33921 






Seq. ID 


OJ000251 14. 0225. C6 


Gene No. 


70236 






Strand 


- 


Start 


35065 






End 


40606 


Name 


OJ000251 14. 0225. C6. 


ol . tw 


Method 


TBLASTX : Wheat 


btart 


28999 






End 


29382 


bi 


none 






Score 


81 


Exons 


28999. 


.29382, 29150. 


.29353 






beq__.N.o^- . ^ 


'„33i2ll. 










bene No. 


70236 






- -Strand 




Start 


35065 






End 


40606 


Name 


OJ000251 14. 0225. C6. 


ol.ts 


Method 


TBLASTX: Soybean 


Start 


31473 






End 


33658 


GI 


none 






Score 


257 


Exons 


31473. 


.31589, 31489. 


.31845, 


31647. .31844, 3257 5.-32823, 




32630. 


.32851, 32932. 


. o j 4 o y , 


32942.-33367, 334 13 .. 33475 , 




33490. 


.33657, 33497. 


.33658 






beq. no. 


33921 






Seq. ID 


OJ000251_14 .0225.C6 


Gene No . 


70236 






Strand 




Start 


35065 






End 


40606 


Name 


OJ000251 14. 0225. C6. 


ol.tc 


Method 


TBLASTX: Cress 


otart 


31485 






End 


33657 


bl 


none 






Score 


173 


Exons 


31485. 


.31553, 31548. 


.31583, 


31549. .31848, 31647 .. 31847 , 




32584 . 


.32820, 32621. 


.32851, 


32917. .33480, 32945 .. 33442, 


- 


33466. 


.33657, 33485. 


.33634 






Seq. No., 


■33921 






Seq. .ID. 


-OJ000251_14:0225/.C6' 


Gene No.' 


70236 






" Strand 




btarr 


35065 






End ■ 


40606 


Name 


OJ000251 14. 0225. C6. 


o3 . tm 


Method 


TBLASTX :Maize 


btart 


31497 






End 


31863 


bl 


none 






Score 


242 


Exons 


31497. 


.31589, 31513. 


.31863, 


31647.. 31862 


beq . no . 


33921 






Seq. ID 


OJ000251JL4.0225.C6 


Gene No. 


70236 






Strand 




Start 


35065 






End 


40606 


Name 


OJ000251 14. 0225. C6. 


o3 . tw 


Method 


TRT.ASTY • Whoai* 


Start 


31543 






End 


31844 


GI 


none 






Score 


196 


Exons 


31543. 


.31839, 31545. 


.31583, 


31647. .318 


44 



33911 



Seq. No. 33921 Seq. ID 

Gene No. 70236 Strand 

Start 35065 End 

Name OJ000251_14 . 0225 . C6 . o2 . tm Method 

Start 32585 End 

GI none Score 
Exons 



OJ000251_14.0225.C6 
40606 

TBLASTX: Maize 

33246 

122 



32585. 
33005. 



,32836, 32590. 
,33244 



32823, 32917. .32979, 32 965.-3324 6, 



Seq. No. 33921 Seq. ID 

Gene No. 70236 Strand 

Start 35065 End 

Name OJ000251_14 . 0225 . C6 . o4 . tm Method 

Start 33284 End 

GI none Score 

Exons 33284. .33634, 33286.. 33666 



OJ000251_14 . 0225. C6 
40606 

TBLASTX: Maize 

33666 

183 



Seq. No. 33921 
Gene No. 70236 
Start 35065 

- Name,^_ ; ^_ % ^ 022 5-. £ C 6,.^. qp 

^£ar±__L,„. r "3A2Z&JZ *_ 



GI- 
Exons 



GI Descrip. 



827_1 
34796 
36650 
37890 
39893 



R1084 • - • 

.35176, 35265, 

.36850, 36945. 

.37945, 38041. 

.40001, 40486. 



Seq. ID 

Strand 

End 

—^Me.thqd.^ 

■ Score - 



OJ000251 14. 0225. C6 



40606 
^AAT/ZgAP^ 

■2824 



35343, 35499. 
37028, 37279. 
38125, 38245. 
40606 

■3560531 0.0e+00 (AF042332) cycloartenol-C24-methyltransf erase 
[Oryza sativa subsp. japonica] 1 



.35592, 36292. 
,37326, 37469. 
,38318, 38852. 



.36435, 
,37523, 
,38918, 



Seq. No. 33921 
Gene No. 70236 
Start 35065 

Name OJ000251_14 . 0225 . C6 . 08 . qs 

Start 35065 
GI none 
Exons 35065. 

36945. 

38852. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000251_14.0225.C6 

40606 
GENSCAN 
38904 
.92 



.35176, 35499. .35596, 36310 .. 36435, 36650 .. 36850/ ■ 
.37028, 37279. .37326, 38041 .. 38125, 3824 5.-3828 9, 
.38904 



Seq. No. 
Gene- No. 
Start . 
Name 
Start 
GI 

Exons 



33921 

70-236 

35065 

OJ0002 

35264 

none 

35264 . 

35498. 

36644 . 

36942. 

37467. 

37892. 

38244. 

38850. 



51 14.0225.C6.ol.tm 



35341, 35265. 

35596, 36296. 

36850, 36648. 

37034, 36943. 

37526, 37469. 

37945, 38038. 

38318, 38246. 

38918, 38850. 



.35345, 
.36436, 
.36887, 
.37047, 
.37525, 
.38127, 
.38320, 
.38918, 



Seq. ID 
• Strand 
End 

Method 
End 
Score 

35284 

36304 J 

36650 

36944 

37516 

38038 

38246 

39890 



OJ000251 14.0225. C6 



40606 

TBLASTX: Maize 
39976 
81 

35343, 35493. .35597, 
36438, 36310. .36438, 
36850, 36937. .37029, 
37036, 37261. .37329, 
37563, 37881. .37949, 
38127, 38039. .38128, 
38326, 38846. ,38917,- 
39976, 39892. .39975' 



Seq. No. 



33921 



Seq. ID OJ000251 14. 0225. C6 



33912 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



70236 Strand 

35065 End 40606 

OJ000251_14 . 0225 . C6 . o7 . np Method AAT/NAP 

35289 End 39975 

3560531 Score 1502 

35289. .35343, 354 99 .. 35596, 36295 36435, 36650 .. 36850, 

36945. .37028, 3727 9 .. 37326, 37469.-37523, 37890 .. 37 94 5 , 

38041. .38125, 3824 5 .. 38318 , 38852 .. 38 918 , 39893 .. 39975 

(AF042332) cycloartenol-C24-methyltransf erase [Oryza sativa 

subsp. japonica] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



33921 
70236 
35065 

OJ000251_14 .0225.C6.o2.ts 

35298 

none 

35298. .35345, 354 98 .. 35596, 
36305. .36436, 36642 .. 36848 , 
36949. .37029, 37261 .. 37329, 
37881. .37949, 37892 .. 37945, 
. 382 4 2 ..,..3.8.3 19 ,_3 8 2 44,,. - 3 8.31 8 , 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000251_14.0225.C6 
40606 

TBLASTX: Soybean 

39972 

110 



35502. .35651, 36304. 
36644. .36847, 36948. 
37467. .37526, 37469. 
380.38. .38127, 38039. 
..38.850.. . 3.8.91 8, _.3 9.8 9.2.. 



.36438, 
.37034, 
.37525, 
.38128, 
._39372„ 



33921 • 

70236 
35065 

OJ000251_14 .0225.C6.o4 .tc 

35298 

none 

35298. .35345, 35299 .. 3534 6, 
36304. .36438, 36305. .36436 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000251_14.0225 7C6 
40606 

TBLASTX: Cress 

36438 

64 



35498. .35596, 35499 .. 35651, 



Seq. No. 33921 

Gene No. 70236 

Start 35065 

Name OJ000251_14 . 0225 . C6 . o3 . tc 

Start 36641 

GI none 

Exons 36641. .36841, 3664 4 . . 3684 1 , 
37137. .37169 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000251_14.0225.C6 
40606 

TBLASTX: Cress 

37169 

53 j 



36951. .37025, 36952 .. 37023, 



Seq. No. 33921 
Gene No. / , ' 70236 - 
Start ' 35065 

Name OJ000251_14 . 0225 . C6 . o2 . tc 

Start 37467 
GI none 

Exons 37467. .37514, 374 69 .. 37513, 

38038. .38127, 38039 .. 38128 , 
38252. .38320, 38850 .. 38933, 



Seq. ID. 
Strand 
End 

Method 
End 
Score 

37890 

38242 



OJ000251 14. 0.225, C6 



40606 

TBLASTX: Cress 
39961 
67 

37949, 37892 
38319, 38244 



39890. .39961, 39892. 



37945, 
38318, 
39960 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



33921 

70236 

35065 

OJ000251 

37469 

none 



14.0225.C6.o2.tw 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000251_14 .0225.C6 
40606 

TBLASTX: Wheat 

39997 

67 



33913 





37469 37516 37470 37529 


37470. .37535, 37883. 


3794 5 






37890 37949 37890 37946 


37891. .37950, 37891. 


37947 






38038 38127 '38039 38128 


38242. .38319, 38243. 


3R396 

. JO 






38243 38317 38244 38318 


38850. .38918, 38851. 


38916 






39890 39997, 39892 39981, 


39896. .39985 






Seq. No. 


33922 


Seq. ID 


OJ000251_ 


14.0225 


.C7 


Gene No. 


70237 


. Strand 


-f 






Start 


1884 


• End 


3656 






Name 


OJ000251 14 0225 C7 ol as 


Method 


GENSCAN 






Start 


1884 ~~ 


End 


3656 






GI 


none 


Score 


.62 






Exons 


1884 1908, 2815 3030, 3556 


. .3656 








Seq. No. 


33922 


Seq. ID 


OJ000251_ 


14.0225 


• C7 


Gene No. 


70238 


Strand 


+ 






Start 


4508 


End 


9282 






Name 


OJ000251 14 0225 C7 o2 as 


Method 


GENSCAN 






Start 


4508 _ 


End 


9282 






GI 


none 


Score 


.8 






F. x o n s 


4508 4648, 4979 5029, 5924 


..6104, 8726. .8886, 


8901. .9282 


„Se.q.._ .No. _ 




^~ S.e.q. ID 


3j-Q,0X125i_ 




.C7 . 


Gene No . 


70239 • 


Strand: • 








Start 


4862 


End 


5256 






Name 


CLT000251 14 0225 P7 ol an 


Method 


AAT/GAP 






Start 


48 62 ~~ 


End 


5256 








none 


Score 


642 






PvAn q 


4862 5256 










Qpn No 


33922 


Seq. ID 


OJ000251_ 


14.0225 


.C7 


Gene No. 


70240 


Strand 








Start 


8835 


End 


9345 






Name 


OJ000251 14 0225 C7 ol tm 


Method 


TBLASTX: Maize 




Start 


5404 ~~ 


End 


9230 






GI 


none 


Score 


73 






RvAn <= 

i_J A V— ' 11 lJ 


5404 5478 5407 5475 8838 


..8990, 8838. .9158, 


8839. . 9087, 




9159 9230 










t_J C v-4 « V-/ • 


33922 


Seq. ID 


OJ000251_ 


14.0225 


,C7 


Gene No. 


70240 


Strand 








Start. 


8835. 


End 


9345 






Name 


OJ000251 14 .0225. C7.ol.np 


Method 


AAT/NAP 






Start 


8835 


End 


9345' 






GI 


4584532 


Score 


199 






JTvr\n9 


8835. .9345 










GI npqrr i n 


(AL04 9608) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


33923 


Seq. ID 


OJ000251_ 


14 .0225 


.C8 


Gene No. 


70241 


Strand 


+ 






Start 


653 


End 


703 






Name 


OJ000251 14 .0225.C8.ol.gs 


Method 


GENSCAN 






Start 


653 


End 


703 






GI 


none 


Score 


. 92 






Exons 


653. .703 










Seq. No. 


33924 


Seq. ID 


OJ000251_ 


14.0225 


.C9 



33914 




Gene No. 


70242 


Strand 


+ 


Start 


548 




1 7 Q7 

X / Z? I 


Name 


O.TOOn^M 1 A PQ ol rro 




C NT Q C Zi M 


Start 


^4 R ~ 


iii n ci 


1 7 Q7 

X / J f 


GI 


none 


S core 


■ O *i 


F 1 von q 


JIO • • XI J / ^ 1l JO • . X / J / 






Cprr No 


33924 


C pn . TO 


fYTPiori9m i a no or oq 


Gene No. 


70242 


Strand 


+ ~" 


Start 


548 


End 


1797 


Name 


OJ000251 14.0225.C9.ol.np 


Method 


AAT/NAP 


u Lai L 


549 


End 


1785 


O X 


6648215 


Score 


780 


R v on 


549. .1157, 1238. .1560, 1591.. 


1785 




ul L/C O l^-I — LfcJ * 


(AC013483) unknown protein [Arabidopsis thaliana] 


Seq. No. 


33924 


Seq. ID 


OJ000251_14.0225.C9 


Gene No. 


70243 


Strand 




Start 


5074 


End 


7875 


Name 


OJ000251 14.0225.C9.o2.gs 


Method 


GENSCAN 


o u ci x u 


5074 


End. 


7875 




^none v: . ^...^..^^.^ ._,„ n>jr .^_ 


^Score,^ 




- JLi^. U IXo — _„ 


..,5 0X4 ._539A, ^54.9.-9 18,7.5 _ 

. - . - . ..,.„-.. 






cipo No 


33924 


Seq. ID 


OJ000251_14.0225.C9 


CJpnp No 


70243 


Strand 




Start 


5074 


End 


7875 


Name 


OJ000251 14.0225.C9.o2.np 


Method 


AAT/NAP 


Start 


5074 


End 


7854 


O X 


2335097 


Score 


2471 


R von q 








f^T Do qpri n 


(AC002339) putative receptor- 


like protein kinase [Arabidopsis 




thaliana] 






Sprr No 


33924 


Seq. ID 


OJ000251_14.0225.C9 


P,p-n.p No 


70244 


Strand 




Start 


11245 


End 


11364 


Name 


OJ000251 14.0225.C9.o3.tm 


Method 


TBLASTX: Maize 


Start 


625 


End 


1848 


<j ± 


none 


Score 


203 


R von <^ 


625. .771, 626. .772, 905. .1057 


, 1097. .1180, 1099... 1167, 




1176.'. 1532, 1221.. 1292, 1246. 


.1533, 1381.. 1536/ 1644.. 1790, 




1645. . 1782/ 1816. .1848 ■ • 






Spa No 


33924 


Seq. ID 


OJ000251_14.0225.C9 


Gene No. 


70244 


Strand 




Start 


11245 


End 


11364 


LNCllllG 


OJ000251 14 .0225.C9.o3.ts 


Method 


TBLASTX : Soybean 


u Lai. t 


656 


End 


1782 


GI 


none 


Score 


125 


Exons 


656. .772, 658. .771, 953. .979, 


1094. .1180, 1221. .1529, 




1246. .1533, 1644. .1778, 1645. 


.1782 




Seq. No. 


33924 


Seq. TO 


o,Tnnn?si u o.99r pq 


Gene No. 


70244 


Strand 




Start 


11245 


End 


11364 


Name 


OJ000251 14 .0225.C9.o3.tc 


Method 


TBLASTX: Cress 



33915 



Start 
GI 

Exons 



1096 End 1773 

none Score 50 

1096. .1155, 1097. .1180, 1246. .1536, 1251. .1532, 1645. .1773, 
1662. .1772 



Seq. No. 33924 Seq. ID 

Gene No. 70244 Strand 

Start 11245 End 

Name OJ000251_14 . 0225 . C9 . o2 . tw Method 

Start 1644 End 

GI none Score 

Exons 1644. .1784, 1645. .1782 



OJ000251_14.0225.C9 
11364 

TBLASTX : Wheat 

1784 

180 



Seq. No. 33924 

Gene No. 70244 

Start 11245 

Name OJ000251_14 . 0225 . C9 . ol . ts 

Start 5062 

GI none 
Exons 



Seq. ID OJ000251_14 .0225.C9 
Strand 
End 

Method 
End 
Score 



11364 

TBLASTX : Soybean 

5602 

253 



5062. .5400, 5075. .5401, 5500. .5601, 5500. .5595, 5501. .5602 



Seq.. _No.. , .33924_ T=Tr : „„ . ,„ c _ 

...GeneJsLa ^..20244.^ ..^^-J1.;™V~-J 

Start 11245 - 
Name OJ000251_14 . 0225 . C9 . o2 . tm 
Start 5074 
GI none 

Exons 5074. .5400, 5075.. 5401, 5075. 

5500. .5808, 5501. .5743, 5755. 



; S.eq...._ID 
Strand„, 
End - 
Method 
End 
Score 



OJ0.00251. 14 .02.2 5_C9. 



11364 - - ■ 

TBLASTX: Maize 
6004 
434 

5401, 5136. .5405, 5498. .5728, 
6003, 5756.. 6004, 5756.. 6004 



Seq. No. 33924 

Gene No. 70244 

Start 11245 

Name OJ000251_14 . 0225 . C9 . ol . tc 

Start 5224 

GI none 

Exons 5224. .5400, 5228. .5401, 5306. 

5501. .5731, 5758. .5904, 5765. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.5401, 5498 
.5896 



OJ000251 14. 0225. C9 



11364 

TBLASTX: Cress 
5904 
151 

5722, 5500.. 5727, 



Seq. No. 33924 
Gene No. 70244 
Start 11245 

Name- OJ000251_1 : 4 . 0225 . C9 . o2 . ts 

Start '5998 
GI none 

Exons 5998.. 6105, 5999.. 6106, 6160. 

6313. .6651, 6739. .6930, 6793. 
7027.. 7218, 7093.. 7230, 7327. 



Seq. ID OJ000251_14 .0225.C9 
Strand 

End . 11364 

Method. TBLASTX: Soybean 

End 7503 

Score 67 

.6267, 6187. .6759, 6299. .6487, 
.6975, 6862. .7047, 7009. .7191, 
.7503, 7327. .7479, 7396. .7503 



Seq. No. 33924 

Gene No. 70244 

Start • 11245 

Name OJ000251_14 . 0225 . C9 . ol . tm 

Start 6208 

GI none 

Exons 6208.. 6270, 6209.. 6274, 6218, 
6270. .6296, 6294. .6410, 6298, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000251 14. 0225. C9 



11364 

TBLASTX: Maize 
7596 
89 

6274, 6268. .6294, 6269. 
6981, 6299.. 6628, 6304. 



6295, 
6972, 



33916 



6709. .7125, 6793. .7197, 6862. .7227, 6892. .7074, 6931. .7227, 
6959. .6976, 6962. .7222, 7036. .7218, 7327. .7503, 7327. .7413, 
7333..7488, 7369. .7500, 7396. .7503, 7561. .7596 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons . 



33924 
70244 
11245 
OJ0002 
6301 
none 
6301. . 
6385. . 
6388. . 
6577 
6748 
7273 
7327 
7327 



51 14.0225.C9.o2.tc 



Seq. ID OJ000251_14.0225.C9 
Strand 

End 11364 
Method TBLASTX: Cress 
End 7614 
Score 70 

6456, 6322.. 6573, 6382.-6567, 6385.-6573, 6385.. 6570, 
6567, 6385. .6504, 6385.-6567, 6385.-6567, 6385. .6567, 
6573, 6448.-6552, 6457.-6567, 6565. .7158, 6577. .7230, 
7227, 6604. .6651, 6607. .7218, 6688. .7230, 6688. .7218, 
7218, 6829. .7227, 6871. .7230, 6895. .7500, 6962. .7192, 
7503, 7327. .7503, 7327. .7503, 7327. .7500, 7327. .7476, 
7491, 7327. .7500, 7327. .7503, 7327. .7503, 7327. .7503, 
7503, 7327. .7503, 7564. .7614 



Seq. No. 33924 
Gene No. 70244 

.Starts. ..._JJL2.4,5. .._ T , i _„.. 

.Name. J0.0.Q.2 5i_.lL 022.5... C.9 ^o.l ...tw.__„. 

Start 6385 •*- - - - 

GI none 

Exons 6385.-6522, 6595.-6729, 6607. 

6826. .7029, 6829. .6975, 6967. 
7327. .7434 



Seq. ID 
Strand- 

-End..,^... 
.Method 
End ' 
Score 



OJ000251 14. 0225. C9 



..11.36,4., 

..TBLAS.TX„:..Wneat_. 
7479 - ■■ 
96 



,6813, 6697. .6831, 6745. .6957, 
,7119, 7039. .7191, 7327. .7479, 



Seq. No. 33924 Seq. ID 

Gene No. 70244 Strand 

Start 11245 End 

Name OJ000251_14 . 0225 . C9 . o3 - qs Method 

Start 11245 End 

GI none Score 

Exons 11245. .11364 



OJ000251_14 .0225.C9 

11364 
GENSCAN 
11364 
.41 



Seq. ID OJ000251* 14. 0225. C10 



Seq. No. 33925 

Gene No. 70245 Strand + 

Start 625 End 2778 

Name OJ000251_14 . 0225 . C10 . ol . gs Method GENSCAN . 

Start 625 End r 2778 

-GI' t none Score .7 

Exons' ' 6'25..738, 831 .. 922,. 967 . . 1281, 2682.-2778' 



Seq. No. 33925 Seq. ID 

Gene No. 70246 Strand 

Start 1979 End 

Name OJ000251_14 . 0225 . C10 . ol . np Method 

Start 1979 ' End 

GI 4680183 Score 

Exons 1979.. 2068, 2677.-2747 

GI Descrip. (AF111709) gag-pol protein [Oryza sativa subsp. indica] 



OJ000251_14. 0225. C10 

2747 
AAT'/NAP 
2747 
202 



Seq. No. 
Gene No. 
Start 



33925 
70247 
5016 



Seq. ID 

Strand 

End 



OJ000251 14. 0225. C10 



5538 



33917 



Name 


OJ000251 14.0225.C10.o2.np 


Method 


7\ 7\ rp / XT 7\ D 




b rare 


5016 


End 


R CL O Q 




bl 


5882292 


Score 






Exons 


5016.. 5336, 5451.. 5538 








GI Descrip 


(AF182445) sucrose transporter [Vitis 


vim f era J 




O ^ /*r "M 

oeq . NO . 


33926 


Seq. ID 




. bl 1 




70248 


Strand 






Start 


1 


End 


1421 




Name 


OJ000251 14.0225.Cll.ol.np 


Method 


AAT/NAP 




o car l 


1 


End 


1338 




T 

bl 


6706420 


Score 


743 




Exons 


1..369, 1178.;i338 








GI Descrip 


(AL133248) 40S ribosomal protein S2 homolog [Arabidopsis 




thaliana] 








Seq. No. 


33926 


Seq. ID 


OJ000251_14.0225 


. Cll 


Gene No. 


70248 


Strand 


+ 






1 


End 


1421 




Name 


OJ000251 14.0225.Cll.ol.tc 


Method 


TBLASTX: Cress 




CM 1 v-4- 


1 


End 


1285 




b 1 ^ t , t . „ . 


... _ none ....... ._ . . . 


^ Score ^ 


13 ^_ 




.Exons,- 


LIU L..-L315L.^8li Ll6 ^lll 7.5 .1.. LZ85-U, 


1111^±2R1 _ _ , 




Seq. No. 


33926 


Seq. ID 


OJ000251_14.0225 


.Cll 


Gene No. 


70248 


Strand 


+ 




C 4- -i v- 4- 


1 


End 


1421 




Name 


OJ000251 14.0225.Cll.ol.ts 


Method 


TBLASTX : Soybean 




otart 


1 


End 


1336 




bl 


none 


Score 


606 




Exons 


1..375, 3. .368, 1172. .1291, 1175. .1336, 1177. .1332 




beq. wo. 


33926 


' Seq. ID 


OJ000251_14.0225 


.Cll 


Gene No. 


70248 


Strand 


+ 




Start 


1 


End 


1421 




Name 


OJ000251 14.0225.Cll.ol.tm 


Method 


TBLASTX: Maize 




C 4- r= -v4- 

b tar l 


1 


End 


1357 




bl 


none 


Score 


620 




Exons 


1..375, 3. .368, 108. .377, 280 


..369, 1175. .1291/ 1175. .1282, 




1176. .1283, 1177. .1290, 1292. 


.1357, 1294. .1356 




Seq. f No. 


33926 


Seq. ID 


OJ000251_14.0225 


.Cll 


Gene JSIo. 


^70248 *. 


Strand 


+" 




btart 


1 


End 


1421 ■ 




Name 


OJ000251 14.0225.Cll.ol.tw 


Method 


TBLASTX: Wheat 






43 


End 


351 




bl 


none 


Score 


498 




Exons 


43. .351, 81. .350 








beq. in o . 


33926 


Seq. ID 


OJ000251_14.0225 


.Cll 


Gene No. 


70248 


Strand 


+ 




Start 


1 


End 


1421 




Name 


OJ000251 14.0225.Cll.ol.gs 


Method 


GEN SCAN 




Start 


82 


End 


1336 




GI 


none 


Score 


.95 




Exons 


82. .369, 1178. .1336 









33918 



ijClj. LNU . 


33926 






Seq. ID 


OJOOO?^! 14 D99S PI 1 




70248 








+ 




1 






End 


1421 


Name 


OJ000251 14. 


0225.Cll.ol 


.gp 


Method 


AAT/GAP 


Start 


251 






End 


1421 




LIB3433-036- 


P1-K1-B3 




Score 


636 


HiXOilo 


251. .369, 1178. .1421 








(~* T P^d o Z*"^ "V* 1 T™\ 


1 ^Q1 ^84 7 /do 1 

J51J04 / / o^J | 


P4 Qfift ft 1 rc;9 


ARATH 


9.0e-17 t 


OS RIBOSOMAL PROTEIN S 






( arnn9 ^ — 


putative 40S ribosomal protein S2 




[Arabidopsis 


thaliana] 1 








JC4. IM \J . 








Seq. ID 


OJ000251_14.0225.C11 


Gene No. 


709/1 ft 






Strand 


+ 


Start 


1 






End 


1421 


Name 


OJ000251_14. 


0225.Cll.o2 




Method 


TBLASTX: Wheat 


C+- -a yf- 


I 1 7 R 

I I / *j 






End 


1336 


GI 


none 






Score 


185 




1 1 TC 1 OQ1 


117c 1 909 


1 1 77 
11//. 


.1305, 1177. .1320, 1292. .1336, 




1Z . . IjjD 










Seq. No. 


jj"ZD 






Seq. ID 


OJ000251_14 .0225.C11 


. Gene . No.. ■.. 


7 ri 9 A Q 






; ..Strand..., 




■^O.L cJ-LJL.-,-^., — L - 




"Z™" j ™- ' ■ * *■ ■ * l ~ 




'.End .. !, 


„4_2CL - , . 


Name 


OJ000251_14". 


0225'.Cll:o4 


. tw 


Method 


TBLASTX: Wheat"—" " 


ouaru 


^ £ Q 1 






End 


3986 


CT 


none 






Score 


64 


IT* v /"\ r\ c? 


^ ^qi 


J O 4 . • j / jD/ 


J / J J • 


.3986, 3825.. 3908 


C q /r M 
0S4. IN O • 








Seq. ID 


OJ000251_14.0225.C11 


Gene No. 


7 fl 9 4 Q 






Strand 




Start 


3691 






End 


4170 


NT a mo 


OJ000251_14. 


0225.Cll.o3 


. cm 


Method 


TBLASTX: Maize 


uLdlL 








End 


4170 




none 






Score 


50 




"3 7 1 R ^7 ^ 


-3710 -37 c, 4 
J / 15 . .0/04, 


^7 


.3791, 3813. .3980, 3817. .3903, 




"3QQ7 4 1 7 n 

J^j / . . 41 / U/ 


4Ujj. . 41D 3 








Seq. No. 


JJ7ZD 






Seq. ID 


OJ000251JL4". 0225. Cll 


Gene No. 


70250 






Strand 




O Lcti L 


4260 






End 


5326 


TvT 3 m 0 
LNculltr 


n Tnnn 9 m 14 

UUUUUZ Jl 14. 


fl 9 9 ^ P11 n9 
UiiL J .Oil . (J 




Method . 


TBLASTX: Soybean 




. 4ZDU 






End : 


4654 


ol 


none 






Score 


55 - 


Ej AvJ 1 1 O 


4 bU . . 4 4 z 1 , 


4 4 oU . . do / j, 


4 500. 


.4580/ 4628. .4654 


Seq. No. 


33926 






Seq. ID 


OJ000251_14. 0225. Cll 


Gene No. 


70250 






Strand 




OLalL 


4260 






End 


5326 


Name 


OJ000251 14. 


0225.Cll.o5 


. tw 


Method 


TBLASTX: Wheat 


0 CdX u 


4275 






End 


4567 


(al 


none 






Score 


54 


Exons 


4275. .4427, 


4285. .4425, 


4433. 


.4567 




Seq. No. 


33926 






Seq. ID 


OJ000251_14 . 022 5. Cll 


Gene No . 


70250 






Strand 




Start 


4260 






End 


5326 


Name 


OJ000251 14. 


0225.Cll.o2 


. tm 


Method 


TBLASTX: Maize 



33919 



Start 


4 4 33 


End 


5326 






VJ7 x 




Score 


44 








44?^ 4S7"3 4567 4749 471R 


. .5026, 4730. .4762, 


4764. .4868, 




4917 5006 5018 5065 5067 


. .5153, 5094. .5135, 


5163. .5303, 




5165 5326 










Seq. No. 


33926 


Seq. ID 


OJ000251 


14 099 5 


P1 1 

. \^ X X 


Gene No. 


70250 


-Strand 








Start 


4260 


End 


5326 






LN CllLLC 


OJ000251 14 0225 P11 f-w 


Method 


TBLASTX: 


vv i led l. 




Cfarf 
O Lai L 


sm 9 — 

>J \J X J 


End 


5278 










Score 


81 






P von 


5019 5162 5028 5165 5165 


..5260, 5165.. 5278 






Seq. No. 


33927 


Seq. ID 


OJ000251 


1 4 0995 


PI 2 


Gene No. 


70251 


Strand 


- 






Start 


1481 


End 


2104 






Name 


0,700(1251 1 4 0225 P1 2 n1 rrc; 


Method 


" ; GEN SCAN 






O tal L 


1 4 R 1 _ 

X rt O 1 


End 


2104 






pt 


none 


Score 


.81 








1 4fl 1 1 696 1 961 2104 










.aeq..^..N.o*-.J..,. 




-,„_"se.q^m._ 


-.OJ.0*CLQ251 


1 4 09 9 R 


PI "3 


Gene lSJo . ' - 


'7 02 52 ' • ' '•- ■ 


Strand 








art 


7062 


End ; ' 


9018 






Name 


0,70002^1 1 4 099^ PI? n4 rrc 


Method 


GENSCAN 






o L ax C 


7069 ~~ 


End 


9018 






\j x 


nnno 
1HJ1 ic 


Score 


.53 






DAUilO 


7069 71 5S 7^66 7601 PPR1 

/ \J\J £. . • / X .J J , / JOU. • / DUX/ OO Jl 


. .9018 








OCtji LN U . 




Seq. ID 


OJ000251 


1 4 099 5 


PI ^ 
. ^ X J 


Gene No. 


70253 


Strand 


+ 






Start 


10392 


End 


16234 






Ma unfa 
Lvalue 


OJ000951 1 4 0225 PI? o5 


Method 


GENSCAN 






OLal L 


10^99 _ 

1UJ 


End 


16234 






r-T 

v3 X 


n Ana 


Score 


.71 






LAUl 1 O 


10^99 10545 11^90 11444 

lu J • ■ 1U J4 J / liJ£.U < • 11444^ 


11900. .11930, 12614 


. .13087, 






1^68*3 14090 14705 14R6? 


15128. . 15240, 16037 


. . 16234 




Oprr Mn 
004. IN u • 


J J _7 ^ O 


Seq. ID 


OJ000251 


14 0225 


. C13 


Gene No. 


.70253 . 


Strand ... 


+ 






Start 


' 10392 


End 


16234 






Name 


OJ000251 -14 .-0-225.C13.o2.np * 


.Method ■■• 


AAT/NAP V 






O L a X L 


. 12896 


End 


14875 






<J X 


6841354 


Score 


527 








12896. .13087, 13683 .. 14020, 


14705.. 14875 






pt np^pTi r> 

\D X UCoLi Ik/ • 


(AF161543) HSPC058 [Homo sapiens] 








Seq. No. 


33928 


Seq. ID 


OJ000251 


JL4.0225 


.C13- t 


Gene No. 


70254 


Strand 








Start 


2499 


End 


4322 






Name 


OJ000251 14.0225.C13.o2.gs 


Method 


GENSCAN 






Start 


2499 


End 


4322 






GI 


none 


Score 


. 61 






Exons 


2499.. 2570, 4149.. 4322 










Seq. No. 


33928 


Seq. ID 


OJ000251_ 


_14 .0225 


.C13 



33920 



Gene No. 70255 Strand 

Start 4315 End 16338 

Name OJ000251_14 . 0225 . C13 . ol . np Method AAT/NAP 

Start 4315 End 6298 

GI 548488 Score 876 

Exons 4315.. 4351, 4686. .4900, 4990. 

5985. .6116, 6201. .6298 
GI Descrip. POLYGALACTURONASE PRECURSOR (PG) (PECTINASE) gi 1166325 (L12019) 

polygalacturonase [Actinidia deliciosa] 



.5505, 5606.. 5626, 5729.. 5899, 



Seq. No. 33928 

Gene No. 70255 

Start 4315 

Name OJ000251_14 . 0225 . C13 . o3 . gs 

Start 4682 

GI none 
Exons, 



Seq. ID OJ000251_14.0225.C13 
Strand 

End 16338 

Method GENSCAN 

End 6410 

Score .82 



4682. .4900, 4990. .5505, 5729. .5899, 5985. .6116, 6201. .6410 



Seq. No. 
Gene No. 
Start 

-Name..^,,.._ : 

GI ' • 
Exons 



33928 
70255 
4315 . . 

OJ000251_14 .:0225 .C13 .o2...tm 

_.4.6iiL„. , t 1- 



none - - " • 
4697. .4921, 4698, 
5267.. 5461, 5750. 
16113. .16328, 16228. .16338 



Seq. ID 
Strand 
End 
..Method,. 
^.l-Zl-I^.^Endllll 

- Score 
4898, 5017.. 5091, 



OJ000251 14.0225.C13 



16338 

TBLASTX.: Maize 

163.38 : ; Z 

■' 88 - - •■• ■ -- - - ^ • 
5107. .5484, 5201. .5239, 



,5842, 9506. .9661, 9657.. 9710, 16096 .. 16329, 



Seq. No. 33928 

Gene No. 70255 

Start 4315 

Name OJ000251_14 . 0225 .€13 . ol . tc 

Start 4703 

GI none 
Exons 



Seq. ID OJ000251_14.0225.C13 
Strand 
End 

Method 
End 
Score 



16338 

TBLASTX: Cress 

16328 

68 



4703. .4897, 4758. .4898, 5017. .5097, 5104. .5502, 5201. .5482, 
16113. .16328 



Seq. No. 33928 
Gene No. 70255 
Start 4315 

Name . . . . OJ000251_14 . 0225 . C13 . ol . ts . 
Start 4769 

GI- , none ' - . 

Exons * 4769.. 4843, 4850.. 4903, 4975, 

'5201. .5299, 5741. .5836, 5840. 

16269. .16334 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000251 14.0225. C13 



16338 

TBLASTX: Soybean 
16334 
80- . 

5505, .4 993. .5130, 5015" .5131, . 
5905, 6009.. 6071, 1 6200 .. 16274 , 



Seq. No. 33928 

Gene No. 70255 

Start 4315 

Name OJ000251_14 . 0225 . C13 . ol . tm 

Start 12648 

GI none 
Exons 



Seq. ID OJ000251_14.0225.C13 

Strand - 

End 16338 

Method TBLASTX : Mai ze 

End 13777 

Score 496 



12 64 8. .12 698, 12655. .1308 6, 127 59. .13085, 127 61 . ,13087, 
13677. .13772, 13682 .. 13777 , 13685.. 13777 



Seq. No, 



33928 



Seq. ID OJ000251_14.0225.C13 



33921 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



70255 Strand 

4315 End 

OJ000251_14 . 0225.C13.ol.tw Method 

12785 End 

none Score 



16338 

TBLASTX: Wheat 

13744 

111 



12785. .12937, 1278 6. .12917, 12787. .12 951, 12921. .13085, 
12922. .13086, 12966. .13085, 13540. .13569, 13678. .13743, 
13682.. 13744 



Seq. No. 33928 

Gene No. 70255 

Start 4315 

Name OJ000251_14 . 0225 . C13 . o2 . tc 

Start 13759 

GI none 
Exons 



Seq. ID OJ000251_14 .0225.C13 
Strand 

End 16338 

Method TBLASTX : Cress 

End 14866 

Score 396 



13759. .14025, 13760 .. 14020, 13770 .. 14 033, 14 701 .. 14730, 
14702. .14866, 14 702 .. 14 851 , 14803. .14862 



Seq. No. 33928 

Gene No. 70255 

Start 4315 

Name V OJ000251_14 ...0.225.. C13...p3 ..tin . 

.Start _„,13JJZJ3._._ 

GI • none 

Exons 



Seq. ID OJ000251_14 .0225.C13 
Strand 

End 16338 
.Method . TBLASTX: Maize. ..... 

-End.. L5 OJ5.6-. 

Score 394- 



13778. .14017, 13778. .14014, 13780 .. 14 019, 14701 14 907 , 
14702. . 14908, 14 705 .. 14 908 , 14 94 0 .. 15059, 14941. .15066 



Seq. No. 33928 

Gene No. 70255 

Start 4315 

Name OJ000251_14 . 0225 . C13 . o2 . ts 

Start 13922 

GI none 
Exons 



Seq. ID OJ000251_14 .0225.C13 
Strand 

End 16338 

Method TBLASTX : Soybean 

End 14878 

Score 151 



13922. .14020, 13924. .14025, 14 700. .14 8 64, 14702. .14878, 
14702. .14 8 60, 14803. .14874 



Seq. No. 33929 

Gene No. 70256 

Start 322 

Name OJ000251_14 . 0225 . C15 . ol . gs 

Start 322 

GI none 

Exons 322... 369 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 



Seq. ID OJ000251_14 .0225.C15 

Strand + 

.End 369 

Method GENSCAN 

End 369 

Score . 67 



33930 
70257 
1 

OJ000251_14 . 0225.C17.ol.np 
1 

5803260 
1. .585 

(AP000399) similar to wakl gene (AJ009696) [Oryza sativa] 



Seq. ID OJ000251_14 .0225.C17 
Strand 

End 585 

Method AAT/NAP 

End ... 585 

Score 260 



33930 
70257 
1 

OJ000251 14 .0225.C17.ol.tc 



Seq. ID OJ000251_14. 0225,017 
Strand 

End 585 

Method TBLASTX : Cress 



33922 



Start 3 

GI none 

Exons 3.. 272, 333.. 431 

Seq. No. 33930 

Gene No. 70257 

Start 1 

Name OJ000251_14 . 0225 . C17 . ol . ts 

Start 3 

GI none 

Exons 3.. 269, 333.. 377 



End 
Score 



431 
90 



Seq. ID OJ000251_14 .0225.C17 
Strand 

End 585 

Method TBLASTX : Soybean 

End 377 

Score 65 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



33930 
70257 
1 

OJ000251_14.0225.C17.ol.tm 

3 

none 



Seq. ID OJ000251_14 .0225.C17 
Strand 

End 585 

Method TBLASTX: Maize 

End 419 

Score 36 

3. .23, 14. .103, 39. .113, 39. .122, 120. .296, 121. .270, 123. .296, 
321. .419, 325. .369 



Seq, ..No. ,^..,.33930.^^^^,^,. ^ ; ^..^ 

„.Gene_Na „7,d257l.„. _„_J1^JZ1_„. 

Start- 1 . 

Name OJ000251_14 . 0225 . C17 . ol . gs 

Start 14 
GI none 
Exons 14.. 538 



Seq, ID ; _OJ0002^ 

■ .... St rand .. .. . , ; . - 

End 585 ' 

Method GENSCAN 
End 538 
Score . 67 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



33930 
70257 
1 

OJ000251_14 .0225.C17.ol.gp 

87 

568479 
87. .435 

5803260/dbj IBAA83570.il 3.0e-19 (AP000399) similar to wakl gene 
(AJ009696) [Oryza sativa] 



Seq. ID OJ000251_14.0225.C17 
Strand 

End 585 

Method AAT/GAP 

End 4 35 

Score 64 9 



33931 
70258 
181 

OJ000251JD8 .0218 .C2.ol.gs 

181 

none 

181. .240 



Seq. ID OJ000251_08.0218.C2 

Strand + 

End 240 

.Method GENSCAN 

End 240 

Score .73 



Seq. No. 33932 

Gene No. 70259 

Start 1 

Name OJ000251 JD8 . 0218 . C3 . ol . gp 

Start 1 

GI LIB3433-030-P1-K1-G9 

Exons 1. .21, 185. .232 

GI Descrip. 1 4512651/gb | AAD21706 . 1 | 1.0e-39 (AC007048) putative tyrosine 
transaminase [Arabidopsis thaliana] 1 



Seq. ID OJ000251_08.0218.C3 

Strand + 

End 259 

Method AAT/GAP 

End 232 

Score 118 



33923 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



33932 
70259 
1 

OJ000251_08 . 0218 . C3 . ol . np 
1 

6498122 
1..259 

(D88273) nicotianamine aminotransferase A [Hordeum vulgare] 



Seq. ID OJ000251_08.0218.C3 

Strand + 

End 259 

Method AAT/NAP 

End 259 

Score 65 



33933 
70260 
102 

OJ000251_08.0218.C4 .ol.gs 

102 

none 

102. .352 



Seq. ID OJ000251JD8.0218.C4 

Strand 

End 352 

Method GENSCAN 

End 352 

Score .8 



Seq. No. 
Gene No. 
Start 
Name 

.Start >i . ra . ... 
Exons 

GI Descrip. 



33934 Seq. ID OJ000251_08 . 0218 . C5 

70261 Strand 
1 End 409 

OJ000251_08.0218.C5.ol.np Method AAT/NAP • 

...1 ..^..^ - ; End. .40.9..,. , ^ 

,,Joh2 .6.9.7.5. ..... ;^ ... . „ „. coxe . , ....,_I4.6... „;.._^.„ 

1'. .171, 275; .409 - 

(AB028468) kinesin-like protein [Arabidopsis thaliana] 

gil 6526979 | dbj IBAA88114.il (AB028470) kinesin-like protein 

[Arabidopsis thaliana] 



Seq. No. 33934 ' Seq. ID 

Gene No. 70261 Strand 

Start 1 End 

Name OJ000251_08 . 0218 .C5 . ol . gs Method 

Start 275 End 

GI none Score 

Exons 275. .356 



OJ000251_08.0218.C5 
409 

GENSCAN 

356 

.9 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

"Exons 
GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 



33935 
70262 
153 

OJ000251_08.0218.C7.ol.np 

153. . 
5852093 
153.. 278 . 

(AL117264) zwhl6.1 .[Oryza sativa] 



Seq. ID OJ000251_08.0218.C7 
Strand 

End 278 

Method AAT/NAP 

End 278 

Score 77 



33936 Seq. ID 

70263 Strand 
91 End 
OJ000251_08. 0218. C9. ol.gs Method 
91 ' End 
none Score 
91. .214, 357. .465 

33937 Sea. ID 

70264 Strand 
1 End 
OJ000251_08 . 0218 .C10 . ol . np Method 



OJ000251_08.0218.C9 
+ 

465 

GENSCAN 

465 

.9 



OJ000251 08 =0218. C10 



651 

AAT/NAP 



33924 



Start 
GI 

Exons 

GI Descrip. 



End 
Score 



651 
1056 



5103193 
1. .651 

(AP000342) transposase of TnlO [Plasmid R100] 
gi|5738084|gb|AAD50242.1|AF162223_l (AF162223) ISlO-left 
transposase [Shigella flexneri] 



oeq. in o . 


-5-30-30 










beg. iu 




Gene No. 


70265 










Strand 




Start 


463 










End 


925 


Name 


n Tnnn9 r i 


08 


.0218.C11 


r\ 1 
. 01 . 


gs 


Method 


bhNbCAiNI 


Of 3 v+- 


A CO ~ 
ft DO 










bna 




C T 


none 










Score 


Q VI 


Exons 


A £"3 t; a Q 

4 dj . . o 4 y , 


592. .759, 


/ Ol . 


Q 9 R 






oeq. jno . 












beg. iu 


^ ta nnoci 
OJUUUz 0 1 


Gene No.. 


70266 










Strand 




Start 


24 










End 


145 


Name 


n too n 9 m 

UU UUUZ 31 


08 


.0218. C13 


. Ol . 


gs 


Method 


(jhjNbOAIN 


C -1 ivf 

b tart 












End 


14 o 




none 










Score 


. o7 


E_x on s „_._.. 


9 >1 1 A c; 

,,-,...3. .4 A . ... 1 Ap„ i: 


'_„',.. 




.s-r.'c 








beq. iNo. 


jjy 4 u 











^ „ r> — 

Seq . ID 


OJ000251 - 


Gene No. 


70267 










Strand 


+ 


Start 


564 










End 


678 


Name 


n Ton n 9 c: i 


08 


0218. C15 


. Oi . 


gs 


Metnoa 


GENSCAN 


otart 












End 


/■TO 

D / O 


H T 


none 










Score 


o o 
. OO 


Exons 


JD4 . . O / O 














beq . ino . 












beq. ID 


/"\ TA A O O C 1 

OJUUUZ 51 


Gene No. 


70268 










Strand 


+ 


Start 


• 371 










End 


654 


Name 


OJ000251 


08 


0218. C16 


.ol. 


gs 


Method 


GENSCAN 


Start 


371 








End 


603 


GI 


none 










Score 


.54 


Exons 


371. .603 














Seq. No. 


33941 










Seq. ID 


OJ000251_ 


Gene No. 


70268 










Strand 


+ 


Start 


371 










End 


-654 


Name ' 


;OJ000251 


08, 


02 18. CI 6 


.oi. 


np. - 


Methqd 


. AAT/NAP 


Start 


393 










End 


654 


GI 


4512651 










Score 


213 



Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



393. . 654 

(AC007048) putative tyrosine 
thaliana] 

33941 
70268 
371 

OJ000251_08.0218.C16.ol.tm 

407 

none 

407. .625, 415. .627, 431. .628 



aminotransferase [Arabidopsis 



Seq. ID OJ000251_08.0218.C16 

Strand + 

End 654 

Method TBLASTX: Maize 

End 628 

Score 236 



33925 




Seq. No. 


33941 




Seq. ID 


OJ000251_08.0218 


.C16 


Gene No. 


70268 




Strand 


+ 




JUui I 


j / x 




PnH 

Ej 1 ILi 


fi^4 

U J4 




LNClllLtS 


o.tood? si ns o?ir nfi ni 


t- c: 
■ l_ o 


Mof |"i /-\ /-J 


TRT • ^nvho^ n 




o tai u 


410 ~~ 

*i X \J 




Hi I 1U 


DJfi 




o X 


none 






o u 






410 64 Q 41? 6S4 










Qp>rr Mo 


J J Jit 






o.Tnnn?si or n?ift 


P?4 


Gene No . 


70269 




Strand 


+ — 




Start 


1 




End 


360 




Name 


OJ000251 08.0218.C24.ol 


.np 


Method 


AAT/NAP 




Start 


1 




End 


360 




GI 


5091513 




Score 


541 




Exons 


1. .360 










GI Descrip. 


(AB023482) Hypothetical 


protein [Oryza 


sativa] 





Seq. No. 
Gene No. 
Start 
Name 

.Starts 

„fi£L 

Exons 



33942 
70269 
1 

OJ000251_08 . 0218 . C24 . ol . gs 

..none.. _.. 

•78. .315- 



Seq. ID OJ000251_08.0218.C24 
Strand + 
End 360 

Method GEN SCAN 

^ Score .A J 



Seq. No. 33943 Seq. ID 

Gene No. 70270 Strand 

Start 1 End 

Name OJ000251_08 . 0218 . C25 . ol . np Method 

Start 1 End 

GI 5091513 Score 

Exons 1..67, 315.. 622 

GI Descrip. (AB023482) Hypothetical protein [Oryza sativa] 



OJ000251_08.0218.C25 
+ 

622 

AAT/NAP 
622 
337 



Seq. No. 33943 Seq. ID 

Gene No. 70270 Strand 

Start 1 End 

Name OJ000251_08 . 0218 . C25 . ol . gs Method 

Start 265 End 

GI none Score 

Exons 265. .532 



OJ000251_08.0218.C25 
+ 

622 

GENSCAN 

532 

.93 



Seq. No. 33944.-. , . . ■ \ , Seq. ID . OJ000251_08 . 0218 . C26 

Gene No. ' 70271 " ". . . \ Strand 

Start 1 End 683 

Name OJ000251_08 . 0218 . C26 . o2 . np Method AAT/NAP 

Start 1 End 683 

GI 4454029 Score 71 

Exon,s 1..119, 521.. 683 

GI Descrip. (AL035394) tyrosine transaminase like protein [Arabidopsis 
thaliana] 



Seq. No. 33944- Seq. ID OJ000251_08 . 0218 . C26 

Gene No. 70271 Strand ' - 

Start 1 End 683 

Name OJ000251_08 . 0218 . C26 . ol . np Method AAT/NAP 

Start 519 End 683 



33926 



GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6498122 Score 66 

519. .683 

(D88273) nicotianamine aminotransferase A [Hordeum vulgare] 



33945 Seq. ID 

70272 Strand 

201 End 
OJ000251_08 . 0218 . C27 . ol . gs Method 

201 End 

none Score 
201. .342 



OJ000251_08 . 0218 . C27 
342 

GENSCAN 

342 

.89 



Seq. No. 33946 Seq. ID 

Gene No. 70273 Strand 

Start 39 End 

Name OJ000251_08 . 0218 . C28 . ol . gs Method 

Start 39 End 

GI none Score 

Exons 39.. 162 



OJ000251_08.0218.C28 
162 

GENSCAN 

162 

.45 



Seq. No. 

s Gje.ne i4 No. 
StarEl*. 
Name - 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



33947 . 
74274^ 

0 JO 00 2 5 1_6 8 0 2 1 8 . 02 9 . o 1 . gs 

169 

none 



Seq. ID 

...-^:S.t.rand^ 
Lr';.EnauZIl 

Method • 

End 

Score 



OJ000251_08.0218.C29 

GENSCAN- 

2674 

.84 



169. .415, 608. .727, 1267. .1343, 2665. .2674 



33947 
70275 
3209 

OJ000251_08.0218.C29.o2.gs 

3209 ■ 

none 



Seq. ID OJ000251_08.0218.C29 
Strand 

End 15806 

Method GENSCAN 

End 15806 

Score .77 



3209. .3317, 3735. .4306, 4759. .5147, 5292. .5474, 5769. .5812, 
7302. .7615, 9536. .9675, 9796. .9851, 10130 .. 1017 1, 10173 .. 10218 , 
10890. .10969, 11012. .11180, 11311 .. 11327 , 1 1756 .. 1194 6, 
12087. .12179, 12460. .12538, 14028 .. 14 163, 14 669 .. 14 7 97, 
15719. .15806 



Seq. No. 
Gene No. 
Start _ 
Name . 
Start 
GI 

Exons 

GI Descrip. 



33947 
•70275 
3209 
OJ000251 
3579 
4903006 
3579. .36 
7862. .80 
(AB02745 
gi|59030 
thaliana 



_08.0218.C29.ol.np 



Seq. ID OJ000251_08.0218.C29 
Strand 

End 15806 - - - * . , 

Method AAT/NAP . ; . 
End 8042 
Score 1614 

30, 3735. .4306, 4759. .5141, 5292. .5605, 7302. .7585, 
42 

8) ACE [Arabidopsis thaliana] 

86| gb| AAD55644 . 1 | AC008017_17 (AC008017) ACE [Arabidopsis 



Seq. No. 33947 Seq. ID 

Gene No. 70275 Strand 

Start 3209 End 

Name OJ000251_08 . 0218 . C29 . ol . gp Method 

Start 3736 End 



OJ000251_08.0218.C29 

15806 

AAT/GAP 

4191 



33927 




GI 65707_1.R1084 Score 859 

Exons 3736.. 4191 

GI Descrip. 1 4 903006/dbj | BAA77837 . 1 | 2.0e-33 (AB027458) ACE [Arabidopsis 

thaliana] >gi_5903086_gb_AAD5564 4 . 1_AC008017_17 (AC008017) ACE 
[Arabidopsis thaliana] ' 

Seq. No. 33947 Seq. ID OJ000251_08 . 0218 . C29 

Gene No. 70275 Strand 

Start 3209 End 15806 

Name OJ000251JD8 . 0218 . C29 . o2 . gp Method AAT/GAP 

Start 4195 End 5090 

GI 27472_1.R1084 Score 763 

Exons 4195.. 4306, 4759.. 5090 

GI Descrip. 1 604 1757/gb | AC011806 . 1 1 AC011806 0.0e+00 Genomic Sequence For 
Oryza sativa Clone 10P20, Lemont Strain, Complete Sequence, 
complete sequence 1 

Seq. No. ' 33947 Seq. ID OJ000251_08 . 0218 . C29 

Gene No. 70276 Strand 

Start 17000 End 17587 

Name OJ000251_08 . 0218 . C29 . 06 . tm Method TBLASTX : Maize 

...Starts . 16.0.^-.,..^^^^ . ,,.,End J7_4 3-. v .^.^ =r ^^^^^^, 

.GI ....... .none^..,.^. w ,. r ,* w _...S.CQxe..^-. ! ™8b, -, r ~. 

Exons ■ 160. .225, 161*. .-226/ 164 238-, 336 . . 37 1 , . 337 . . 372 , 338 .-.-373> — •■ 
379. .417, 386. .427, 389. .427, 602. .742, 605. .742, 636. .743 

Seq. No. 33947 Seq. ID OJ000251_08 . 0218 . C29 

Gene No. 70276 Strand 

Start 17000 End 17587 

Name OJ000251_08 . 0218 . C29 . ol . tc Method TBLASTX : Cress 

Start 3576 End 5047 

GI none Score 57 

Exons 3576.-3632, 3580.. 3633, 3728.. 3763, 3729.. 3764, 3761.. 3787, 

3852. .3908, 3854. .3907, 3911. .4006, 3921. .4007, 4028. .4294, 

4074. .4220, 4726-.. 4782, 4765. .4812, 4810. .4869, 4811. .4855, 

4838. .5047, 4852. .5046 

Seq. No. 33947 Seq. ID OJ000251_08 . 0218 . C29 

Gene No. 70276 Strand 

Start 17000 End 17587 

Name . OJ000251_08 . 0218 . C29 . ol . ts . Method . TBLASTX : Soybean 

Start . 3576 - End 4240 

•GI • .none ' — . . . . Score - 48 ' * 

Exons 3576.. 3632, 3583.-3633, 3'728..3991, 3729.. 3992, 4037.-424,0, 
4065. .4226 

Seq. No. 33947 Seq. ID OJ000251_08 . 0218 . C2 9 

Gene No. 70276 Strand 

Start 17000 End 17587 

Name OJ000251_08 . 0218 . C29 . o2 . tm Method TBLASTX : Maize 

Start 3728 End 4057 

GI none Score 383 

Exons 3728.. 4057, 3728.. 4057 

Seq. No. 33947 Seq. ID OJ000251__08 . 0218 . C29 

Gene No. 70276 Strand 

Start 17000 End 17587 



33928 




Name 


\j *j \j \j \j *j \j \j 


. 0218 . 


P9 Q nl 




Method 


TBLASTX: Maize 




A 1 ^ Q ~~ 








End 


5158 


PT 


none 








Score 


85 




4 1 4907 


414 0 


4 90ft 


4 1 ft 4 

4 X O 4 


..4321, 4212. .4307, 4213. .4308, 




47 SI 4 9 


4 756. 


M S7 


4 7 60 


. .5158 




Can Mo 


?^Q4 7 

-J O .7 4 / 








Seq. ID 


OJ000251_08.0218.C29 


Gene No. 


70276 








Strand 




Start 


17000 








End 


17587 


Name 


o,tooo9si or 


. 0218 . 


P9 Q n9 


.Co 


Method 


TBLASTX: Soybean 


OLdi L 


4 9 4 7 _ 

4^4/ 








End 


7406 


VJX 


none 








Score 


63 




4 94 7 4^91 


4 271 . 


.4309, 


4 726 


..5160, 4760. .5167, 5287. .5604, 




S^OQ SfiOfi 

J *J \J ^ • . JUUO / 


7299 . 


.7403, 


7^01 


..7405, 7311. .7406 


Seq. No. 


33947 








Seq. ID 


OJ000251_08 . 0218 .C2 9 


Gene No. 


70276 








Strand 




Start 


17000 








End 


17587 


Name 


OJ000251 08 


. 0218 . 


C29 . o3 


tm 


Method 


TBLASTX: Maize 


Cf art" 
O Lai L 


R9Q0 ~ 








End 


7633 


O ± 


none 








Score. 


325 


ir*_ Vi. . ; - 1...- i- - : ~- 


S9Q0 S607 


S9 Q1 


S690 


7^10 


^ 74 41.,,.- 73 11 .,74 ^^l^p.,^^^ 




7S91 7Sff~6 


^7 Sft ^ 


1 ? ^ " 







^ . „^ ^ — _™ t _,._.__ . 


Seq. No. 


33947 








C j~r T Pi 

beq . ■ iu 




Gene No. 


70276 








Strand 




OLuI L 


1 7000 

X f \J\J\J 








End 


17587 


Name 


O.T00 09S1 0ft 




P9 Q n9 


+- o 
. Lt 


Method 


TBLASTX: Cress 


Cf a v-+- 
o Lai L 


S9 ~~ 

O -? D 








End 


5601 


X 


none 








Score 


162 


IjAUII O 


£. Z/ \J , , *J \J \J J. f 


^19 


S RQO 








Seq. No. 


33947 








Seq. ID 


OJ000251_08.0218.C29 


Gene No. 


70276 








Strand 




O Lai L 


1 7000 








End 


17587 




O.T0009S1 OP, 


091ft 


T9 Q n ^ 




Method 


TBLASTX: Cress 


O Lai L 


79Q0 ~~ 








End 


7579 


OX 


nunc 








Score 


171 




79Q0 7S77 


7 "301 


7 S7 Q 








Seq. No. 


33947 . 








Seq.. ID 


OJ000251_08.Q218.C29 


Gene No. 


70276 








Strand 




o Lai L 


.1 7000 








End - 


17587 




h.70009S1 Oft 


091ft 


P9 Q 




Method 


TBLASTX : Soybean 


OLal L 


1 AO A ~ 








End 


7580 


HT 

Ui. 


none 








Score 


117 


F v ah c 


1 AO A 1 S7 Q 


7 4 Rft 


7 Rft 0 

. / JOU 








Seq. No. 


33947 








Seq. ID 


OJ000251_08 . 0218 . C29 


Gene No. 


70276 








Strand 




Start 


17000 








End 


17587 


Name 


OJ000251 08 


.0218 . 


C29.o3 


.gs 


Method 


GENSCAN 


Start 


17000 








End 


17587 


GI 


none 








Score 


.51 


Exons 


17000. . 17587 










Seq. No. 


33947 








Seq. ID 


OJ000251_08.0218.C29 



33929 




Gene No . 


7 n o 7 a 




Strand 






Start 


17000 




End 


17587 




Name 


OJ000251_08.0218.C29 


. o4 . tm 


Method 


TBLASTX: Maize 




O LalT L 


1 f 1 Z) .7 




End 


17580 




pt 


none 




Score 


86 




Lxons 


1 / ijy . . 1 / <ilO/ 1 / 1 0 0 . 


1791 Q 

. 1 / z 1 y , 


17169. . 17222, 17305 .. 17364 , 






1 Tone 1 T-Dfjc 1 7 "3 Q Q 


1 n c 0 q 


17401. .17559, 17402. .17560, 






1740/1 1 TR^O 17^/19 


1 n c. 0 r\ 
. 1 / 0 0 u 








oeq ■ jno . 


jj y 4 / 




Seq. ID 


OJ000251_08.0218. 


P9Q 


Gene No. 


70277 




Strand 






Start 


18118 




End 


19073 




Name 


njnnn9m hp n9*iP. poq 

UJUUuZDl UO.UZlo.CZy 


o5 . tm 


Method 


TBLASTX: Maize 




OLaiL 


10110 
10110 




End 


19073 




PT 


none 




Score 


155 




Exons 


1 Q1 1 Q 1 QOOC; 1 Oil Q 

lollo . . lozZO, lull? . 


1 Q O O O 

1 0 z j z , 


18 926. . 1904 5, 18 927. .19073, 






18927 . . 19049, 18928 . 


19050 








Seq. No. 


33948 




Seq. ID 


OJ000251_08.0218. 


C30 


Gene No. 


70278 




Strand 


+ 




Dl alL 


981 




End 


3086 




Name_._ .. _. . - . 


... .OJ000.251 .0.8 ..0218 .C3,0_ 




.Method,.,... 


t . GENSCAN , .,/. ^ w 






_.98-L,..J _ „. . J. 




^End„Zl^ 


-.3.08.6. . , 






none - • - 




-Score • 


.66 - 




Exons 


981. .1399, 1681. .1981, 2119. 


.2215, 2702. .2847, 2958. .30£ 


D 


Seq. No. 


33948 




Seq. ID 


OJ000251_08.0218. 


C30 


Gene No. 


70279 




Strand 


+ 




Of n v--|- 


4263 




End 


7285 




Name 


OJ000251 08.0218.C30 


o2 . gs 


Method 


GENSCAN 




o t art 


4263 




End 


7285 




P T 
LjI 


none 




Score 


.84 




Exons 


4263. .4447, 5416. .5996, 6123 


. .7285 






Seq. No. 


33948 




Seq. ID 


OJ000251_08.0218. 


C30 


Gene No. 


70280 




Strand 


+ 






8289 




End 


10777 




Name 


OJ000251 08.0218.C30. 


o3 . gs 


Method 


GENSCAN 




o tar t 


8289 




End 


10777 " 




PT 


none 




Score 


.64 




Exons 


8289.. 8493., 9995 .. 10.158, 10337.. . 10777 






OcC| . 1NO . 


- 33948 ■. 




• Seq..- ID 


OJ000251_08.0218-. 






' 70280 




Strand. 


+ 




C +- -s v+- 
O Ldi L 


8289 




End 


10777 




Name 


OJ000251 08.0218.C30. 


o2 . np 


Method 


AAT/NAP 




Start 


9718 




End 


9964 




GI 


82538 . 




Score 


419 




Exons 


9718. .9964 










GI Descrip. 


hypothetical 9K protein (rpsl9-rp!2 intergenic region) - 


rice 




chloroplast gi | 12028 | 


emb|CAA33936| (X15901) ORF82 [Oryza 


sat iv 




gil 12074 | emb | CAA33926 | (X15901) ORF82 


[Oryza sativa] 






gi|226650|prf M1603356CA ORF 


82 [Oryza 


sativa] 




Seq. No. 


33948 




Seq. ID 


OJ000251_08.0218. 


C30 


Gene No. 


70280 




Strand. 


+ 




Start 


8289 




End 


10777 





33930 



Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
.Start _ , ^ 
-Name 

Start " - : ; 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ000251_08 . 0218 . C30 . o3 . np Method AAT/NAP 
9964 End 10242 

1213601' Score 478 

9964.. 10242 

(X15901) ribosomal protein S19 [Oryza sativa] 
gi|226648|prf | I1603356BY ribosomal protein S19 



[Oryza sativa] 



33948 Seq. ID 

70280 Strand 
8289 End 
OJ000251_08 . 0218 . C30 . o4 . np Method 
10313 End 
132790 Score 
10313. .10757 

CHLOROPLAST SOS RIBOSOMAL PROTEIN L22 gi | 712 90 | pir | | R5RZ22 
ribosomal protein L22 - rice chloroplast gi | 12026 | emb | CAA33935 | 
(X15901) ribosomal protein L22 [Oryza sativa] 

gi|226647 |prf M 1603356BX ribosomal protein L22 [Oryza sativa] 



OJ000251_08.0218.C30 
+ 

10777 
AAT/NAP 
10757 
695 



33948 Seq. ID 

70281 Strand 
1Q8A-4,. ..„.;... ._^. 7> . i .,,, V; _,„,, , ...-^ .End, -..^ :7 

10814— -- ■ - • ■ - - ■ - - End 

.133936 Score ' 

10814. .11530 

CHLOROPLAST 30S RIBOSOMAL PROTEIN S3 gi | 70867 | pir | | R3RZ3 
ribosomal protein S3 - rice chloroplast gi | 12025 | emb | CAA33934 | 
(X15901) ribosomal protein S3 [Oryza sativa] 

gi | 22664 6 | prf | I1603356BW ribosomal protein S3 [Oryza sativa] 



OJ000251_08 . 0218 .C30 
+ 

_aat!/jsia£ 

11530 

1165 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000251 08.0218.C30 



9596 
AAT/NAP 
9596 
700 



33948 
70282 
9186 

OJ000251_08 . 0218 . C30 . ol . np 
9186 
6176571 
9186.. 9596 

HYPOTHETICAL 14.9 KD PROTEIN YCF72 (ORF137) gi | 82519 | pir || JQ0269 
hypothetical 15K protein (trnH-trnV intergenic region) - rice 
chloroplast gi | 12029.1 emb | CAA33937. | (X15901) ORF137 [Oryza 
sativa] gi | 12073 | emb | CAA33925 | (X15901) ORF137 [Oryza sativa] 
gi|226651|prf M1603356CB ORF 137 [Oryza sativa] : . ■ 

33948 Seq. ID OJ000251_08 . 0218 . C30 

70283 Strand 

9863 End 11331 

OJ000251_08.0218.C30.ol.gp Method AAT/GAP 

9863 End 11331 

3073JL.R1084 Score 2831 

9863. .11331 

■ 133936/sp|P1214 6|RR3__ORYSA 5.0e-95 CHLOROPLAST 30S RIBOSOMAL 

PROTEIN S3 >gi_70867_pir R3RZ3 ribosomal protein S3 - rice 

chloroplast >gi_12025_emb CAA33934_ (X15901) ribosomal protein 

S3 [Oryza sativa] >gi_22 664 6_prf 1603356BW ribosomal protein S3 

[Oryza sativa] 1 



33931 



Seq. No. 33948 

Gene No. 70284 

Start 11347 

Name OJ000251_08 .0218. C30 . o3 . tm 

Start 978 

GI none 

Exons 978.. 1391, 978.. 1388, 1135. 



Seq. ID OJ000251_08.0218.C30 
Strand 

End 11658 

Method TBLASTX : Mai ze 

End 1391 

Score 606 
1389 



Seq. No. 33948 

Gene No. 70284 

Start 11347 

Name OJ000251_08 . 0218 . C30 . o4 . tm 

Start 1679 

GI none 

Exons 1679. .1981, 1682. .1981, 1687. .1983, 2101. .2190, 2115. .2189 



Seq. ID OJ000251_08.0218.C30 
Strand 

End 11658 

Method TBLASTX : Mai ze 

End 2190 

Score 478 



Seq. No. 33948 
Gene No. 70284 
Start 11347 

Name OJ000251_08 . 02 18 . C30 . o4 . ts 

Start 1784 

GI, ^..^.^ ,._..none ; , T „ ; .^„ __.„ v ^. ^ v :c 

..Ilx.orLS._ILL_lL^^ 



Seq. ID OJ000251_08.0218.C30 
Strand 

End 11658 
Method TBLASTX : Soybean 
End 2187 
._ Score .194 . . ^ 



Seq. No." 33948 

Gene No. 70284 

Start 11347 

Name OJ000251_08 . 0218 . C30 . o3 . ts 

Start 6400 

GI none 

Exons 6400.. 6531, 6407.. 6703 



Seq. ID OJ000251_08.0218.C30 
Strand 

End 11658 

Method TBLASTX : Soybean 

End 6703 

Score 200 



Seq. No. 33948 

Gene No. 70284 

Start 11347 

Name 0 J000251_08 .0218. C30 . o5 . tm 

Start 6412 

GI none 

Exons 6412.. 6633, 6413.. 6634 



Seq. ID OJ000251_08.0218.C30 
Strand 

End 11658 

Method TBLASTX: Maize 

End 6634 

Score 197 



Seq. No. 33948 . . ... 
Gene No. . - 70284 
Start , . 11347 

Name OJ000251_08 . 0218 . C30 . o4 . tc 

Start 6413 

GI none 

Exons 6413.. 6730, 6415.. 6633 



Seq.. ID OJ.Q00251._08. 0218. .C3.0 

Strand - 

End' 11658. 

Method TBLASTX : Cress 

End 6730 

Score 214 



Seq. No. 33948 

Gene No. 70284 

Start 11347 

Name OJ000251_08 . 0218 . C30 . o2 . tm 

Start 8934 

GI none - 

Exons 8934.. 9677, 8937.. -9611, 9253, 



Seq. ID OJ000251_08.0218.C30 
Strand 

End 11658 

Method TBLASTX : Mai ze 

End . 9678 

Score 1094 
. 9678 



Seq. No, 



33948 



Seq. ID OJ000251_08.0218.C30 



33932 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



70284 
11347 
OJ0002 
8937 
none 
8937. . 
9119. . 
9253. . 
9552. . 
9945. . 
10793. 
10814 . 
11148 . 
11344 . 



51 08.0218.C30.ol.ts 



Strand 

End 11658 
Method TBLASTX : Soybean 
End 11618 
Score 252 
9113, 8938. .9114, 8939. .9193, 9116. .9157, 9117. 
9265, 9152.. 9250, 9245.. 9412, 9245.. 9334, 9246. 
9411, 9367.. 9612, 9396.. 9665, 9402.. 9611, 9406. 
9695, 9580.. 9696, 9604.. 9696, 9939.. 9971, 9940. 
9983, 9975.. 10199, 9975.. 10199, 9976.. 10209, 10061 
.10819, 10809. .10904, 10813 .. 10920, 10814 .. 10963, 
.10963, 11064 . .11123, 11068 .. 11133, 11 137 11352 , 
.11330, 11206. .11349, 11234 .. 11368, 11312 11518 , 
.11517, 11351. .11518, 11391. .11618 



9158, 
9434, 
9639, 
9972, 



,10213, 



Sea No 


33948 








Seq. ID 


OJ000251_08.0218 


.C30 


Ganp NO 


70284 








Strand 






Start 


11347 








End 


11658 




Name 


OJ000251 08. 


0218. C30 


.ol.tc 


Method 


TBLASTX: Cress 




Start 


9186 








End 


10074 




GI 


none 








Score 


338 




pvnn 


918.6,... 


.950.3, - 


.92 64.. .,933.4.,. .,,92,71,... .,9,51.0^927 95 10^ ,9525..^411,^_. 




952.6. ... 


.i.6.i2.,._ 


.9.5.2. a 9711, .9531 


_._9.6.65., .9.55.2^.. 9 6.95.,_._ 96.02 __9_£l97-,„. 




9754. 


.9783, 


9754 .-. -9783, - 9757 


-. .9834, - 9777, . 9833 r 9784 983-4 ■ - 




9785. 


.9835, 


9975. . 10073, 9976. .10074, 


9976. . 10071 




Seq. No. 


33948 








Seq. ID 


OJ000251_08.0218 


.C30 




70284 








Strand 






Start 


11347 








End 


11658 




Name 


OJ000251 08. 


0218. C30 


o2. tw 


Method 


TBLASTX: Wheat 




Start 


9218 








End 


9525 




GI 


none 








Score 


474 




J—J \J 1U 


9218. 


. 9334, 


9219.. 9524, 9220 


..9525, 9250.. 9525 




Sea No 


33948 








Seq. ID 


OJ000251_08.0218 


.C30 


Gene No . 


70284 








Strand 






Start 


11347 








End 


11658 




Name 


OJ000251 08. 


0218. C30 


ol .-tm 


Method 


TBLASTX: Maize 




Start 


9846 








End 


11604 




GI 


none 








Score 


156 




Exons . 


9846. 


. 9977, . 


9847.. 9975, 9943 


. .10269, 


9945.. 10241, 9961. 


.10248, 




10264 


. . 10407 


, 10285. 


10350, 


10286. .10363, 10355 .. 10666, 






' 103.55 


. .10717 


, .10649;- 


10708, • 


10703. .10813,- 10704. .10790, 






10791 


. 10916 


, 10793. 


11023, . 


10793. .11029, 10830. .11030, 






11030 


. 11071 


, 11064. 


11336, 


11064. .11330,' 11065. . 11358, 






11182 


.11337 


, 11269. 


11427, 


11311. .11604, 11312.. 11596 




Seq. No. 


33948 








Seq. ID 


OJ000251_08.0218 


C30 


Gene No. 


70284 








.jStrand 






Start 


11347 








End 


11658 




Name 


OJ000251 08. 


0218. C30. 


ol . tw 


Method 


TBLASTX: Wheat 




Start 


10357 








End 


11123 




GI 


none 








. Score 


403 




Exons 


10357 


.10659 


, 10361.. 


10666, 


10364. .10717, 10649. .10711. 






10695 


.10760 


, 10697.. 


10753, 


10768. .11031, 10775. .10810, 






10791 


.10916 


, 10793.. 


11032, 


10793. .11032, 11024. .11071, 






11028 


.11069 


, 11030.. 


11089, 


11030. .11071, 11030. .11071, 





33933 



11064. .11123, 11065. .11121 



Seq. No. 33948 

Gene No. 70284 

Start 11347 

Name OJ000251_08 . 0218 . C30 . o2 . ts 

Start 10412 

GI none 

Exons 10412. . 10648, 
10658. . 10708, 



10445. .10636, 
10698. .10736 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000251_08.0218.C30 
11658 

TBLASTX: Soybean 

10736 

183 



10450. . 10647, 10654. .10707, 



Seq. No. 33948 Seq. ID 

Gene No. 70284 Strand 

Start 11347 End 

Name OJ000251_08 .0218. C30 . o2 . tc Method 

Start 10415 End 

GI none Score 
Exons 



OJ000251_08.0218.C30 
11658 

TBLASTX: Cress 

10928 

215 



10415. . 10648, 10451. . 10636, 104 64 .. 10640, 10513 .. 10644 , 
10654. .10704, 10658. .10711, 10698 .. 10736, 10698 .. 10745, 
10815. .10913, 10816. .10920, 108 17 .. 10927 , 10830. .10928 



_Se.g.. : . ,Np.. 

_Gene_,No...... 

Start 
Name 
Start 
GI 

Exons 



, .... 339A8. . ...... ^. 

_2Q2.8.4 ,_ 1 

■ -11-347 - - .. .... 

OJ000251_08.0218.C30.o3.tc 

11170 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



none 
11170. 
11278. 
11391. 



11352, 11175. .11330, 
11421, 11312. .11533, 
11573, 11497. .11589 



..^^Seq.^.m 
... .... ..Strands 

■ - End - - -• 
Method 
End 
Score 
11203 



z 0 J.aO 02 51.. 08.. .0218. C30. 



11658 - " 

TBLASTX: Cress 
11589 
202 

11334, 11246. .11368, 



11333. . 11536, 11337. .11573, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000251 08.0218.C30 



33948 
70284 
11347 

OJ000251_08.0218.C30.o2.gp 
11347 

2291_1.R1084 
11347. . 11658 

' 133936/sp|P12146|RR3_ORYSA 3.0e-27 CHLOROPLAST 30S RIBOSOMAL 

PROTEIN S3 >gi_70867_pir R3RZ3 ribosomal protein S3 - rice 

chloroplast >gi_12025_emb_CAA33934_ (X15901) ribosomal protein 

S3 [Oryza .sativa] >gi_22664 6_prf 1603356BW ribosomal protein S3 

[Oryza; sativa] ■ , ' "- - 



11658 
AAT/GAP 
11658 
530 



Seq. No. . 33949 Seq. ID OJ000251_08 . 0218 . C31 

Gene No. 70285 Strand + 

Start 1088 End 2038 

Name OJ000251_08 . 02 18 . C31 . ol . np Method AAT/NAP 

Start 1088 End 1495 

GI 132712 Score 680 

Exons 1088.. 1495 

GI Descrip. CHLOROPLAST SOS RIBOSOMAL PROTEIN L16 gi j 71250 | pir | | R5RZ16 

ribosomal protein L16 - rice chloroplast gi | 669084 | emb | CAA33933 | 
(X15901) ribosomal protein L16 [Oryza sativa] 

gi I 226645 |prf | | 1603356BV ribosomal" protein L16 [Oryza sativa] 



Seq. No. 



33949 



Seq. ID OJ000251 08.0218.C31 



33934 



Gene No. 70285 Strand + 

Start 1088 End 2038 

Name OJ000251_08 . 0218 . C31 . ol . gs Method GEN SCAN 

Start 1136 End 1980 

GI none Score .5 

Exons 1136.. 1282, 1624.. 1980 

Seq. No. 33949 Seq. ID OJ000251_08 . 0218 . C31 

Gene No. 70285 Strand + 

Start 1088 End 2038 

Name OJ000251_08 . 0218 . C31 . o2 . gp Method AAT/GAP 

Start 1484 End 2038 

GI 481_1.R1084 Score 991 

Exons 1484.. 2038 

GI Descrip. 1 132672/sp | P12 137 | RK14_ORYSA 6.0e-57 CHLOROPLAST SOS RIBOSOMAL 

PROTEIN L14 >gi_71224_pir R5RZ14 ribosomal protein L14 - rice 

chloroplast >gi_12023__emb_CAA33932_ (X15901) ribosomal protein 

L14 [Oryza sativa] >gi_226644_prf 1603356BU ribosomal protein 

L14 [Oryza sativa] ■ 



Seq. No. 
Gene _ No. . t „ 

.Start _ 

Name 

Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ000251_ 

_.Strand„., . „+. ^ u -„.^ r 
_EndZ ...V- 2.03,8.'J . JT_ 
Method 
End 
Score 



08.0218.C31 



AAT/NAP 
19*7 7 
599 



33949 

.7.02.85. ..... 

..loss 

OJ000251_08 . 0218 ■. C31 . o2 . np 
1609 
132672 
1609. .1977 

CHLOROPLAST SOS RIBOSOMAL PROTEIN L14 gi | 7 1224 | pir | | R5RZ1 4 
ribosomal protein L14 - rice chloroplast gi | 12023 | emb | CAA33932 | 
(X15901) ribosomal protein L14 [Oryza sativa] 

gi I 226644 | prf | I1603356BU ribosomal protein L14 [Oryza sativa] 

33949 Seq. ID OJ000251_08 . 0218 . C31 

70286 Strand + 

2171 End 2530 

OJ000251_08 . 0218 . C31 . o3 . np Method AAT/NAP 

2120 End 2527 

134022 Score 673 

2120. .2527 

CHLOROPLAST 30S RIBOSOMAL PROTEIN S8 gi | 70 91 4 | pir | | R3RZ8 
ribosomal protein S8 - rice ..chloroplast gi | 12022 | emb | CAA33931.I 
(X15901) ribosomal protein S8 [Oryza sativa] 

gi I 2266.43 | prf | I1603356BT . ribosomal protein S8 [Oryza sativa} 



33949 Seq. ID 

70286 Strand 

2171 End 
OJ000251_08 . 0218 . C31 . o2 . gs Method 

2171 . x End 

none Score 
2171. .2530 



OJ000251_08.0218.C31 
+ 

2530 
GENSCAN 
2530 
.89 



Seq. No. 33949 Seq. ID 

Gene No. 70287 Strand 

Start 7593 End 

Name OJ000251JD8 . 0218 . C31 . o4 . gp Method 

Start 7593 End 



OJ000251_08.0218.C31 
+ 

7691 

AAT/GAP 

7691 



33935 



GI 

Exons 



none 
7593. 



.7691 



Score 



198 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 
.GL, ,_,..„ 
.Exons. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI- 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 



33949 Seq. ID OJ000251_08 . 0218 . C31 

70288 Strand 

35 End 810 

OJ000251_08 . 0218 . C31 . ol . gp Method AAT/GAP 

35 End 810 

2291_1.R1084 Score 1418 

35. .810 

f 133936/sp|P1214 6|RR3_ORYSA 3.0e-27 CHLOROPLAST 30S RIBOSOMAL 

PROTEIN S3 >gi_708 67_pir R3RZ3 ribosomal protein S3 - rice 

chloroplast >gi_12025_emb_CAA33934_ (X15901) ribosomal protein 

S3 [Oryza sativa] >gi_22664 6_prf 1603356BW ribosomal protein S3 

[Oryza sativa] 1 



33949 
70289 
2225 

OJ000251_08.0218 .C31.o3.tm 

-39 . . 
....none.. „ .. „ _ 



Seq. ID OJ000251_08.0218.C31 
Strand 

End 2664 

Method TBLASTX : Maize 

End ■ 448 

,..Score..^- - rA ^67-.n-.- — ^ 



3.9. 119.^3.9 ._10.7., ..JL 1JL.-..278 , _ 12 4_. 282., ... 125,....184-,-_128L LQ3l 

- 139.-.267> -239. .409, 367. .414 
407. .439 



33949 Seq. ID 

70289 Strand 

2225 End 

OJ000251_08 . 0218 . C31 .o2 . tw Method 

50 End 

none Score 



372.'. 410-;- 373'. .4-14,- 404.. : 448, 
OJ000251 08.0218.C31 



2664 

TBLASTX: Wheat 

681 

35 



50. .82, 51. .83, 114. .284, 124. .267, 124. .294, 128. .361, 
242. .355, 363. .416, 368. .475, 373. .468, 469. .555, 470. .556, 
472. .546, 523. .681, 523. .681 



33949 Seq. ID 

70289 Strand 

2225 End 

OJ000251_08 . 0218 . C31 .o4 . tm Method 

481 . . . . End 

none Score 



OJ000251_08.0218.C31 
2664 

TBLASTX: Maize 

818 . _ . 
41 • 



481. .549, 500. .709, 511. .5.37, 555 . . 707 , 555 . . 710> 556 . . 708 , 
706. .792, 708. .818, 708. .791* 



33949 Seq. ID 

70289 Strand 

2225 End 

OJ000251_08.0218.C31.o5.tw Method 

756 End 

none Score 



OJ000251_08.0218.C31 
2664 

TBLASTX: Wheat 

1151 

56 



756. .857, 757. .792, 826. .906, 833. .895, 891. .938, 937. .960, 
939. .962, 946. .1071, 976. .1080, 981. .1106, 981. .1076, 
1076. .1150, 1077. .1151 



33949 
70289 



Seq. ID OJ000251_08.0218.C31 
Strand 



33936 



Start 
Name 
Start 
GI 

Exons 



2225 End 

OJ000251_08 . 0218 . C31 . ol . tc Method 

1086 End 

none Score 



2664 

TBLASTX: Cress 

1566 

302 



1086. .1403, 1094. .1414, 1100. .1399, 1138. .1413, 1394. .1459, 
1534. .1566 



Seq. No. 33949 
Gene No. 70289 
Start 2225 

Name OJ000251_08 . 0218 .C31 .ol . ts 

Start 1086 
GI none 
Exons 1086. 

1597. 

1677. 

2057. 

2317. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000251_08 . 0218 . C31 
2664 

TBLASTX : Soybean 

2533 

325 



.1421, 1094. .1483, 1097. .1231, 1102. .1497, 1135. .1479, 

,1668, 1601. .1687, 1601. .1687, 1617. .1694, 1624. .1695, 

,1871, 1685. .1714, 1689. .1991, 1690. .1980, 1977. .2039, 

,2092, 2083.. 2304, 2119.. 2310, 2120.. 2326, 2299.. 2526, 

,2532, 2321.. 2533 



Seq. No. 
Gene No. 
Start 

„Name_... .., 
Start - 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



33949 
70289 

2225, -^....„- 

JDJ.0.0Q 2 51_0.& .0 2 1 a.._cii ... o2 . tin. 

1086 - - , - 

none 

1086. .1421, 



1505. 
1537. 
1794 . 



,1543, 



1094 . 
1523. 



1794, 1538. 
1838, 1795. 



,1513, 1098. 

.1714, 1524. 

,1687, 1608. 

,1839, 1795. 



33949 
70289 
2225 

OJ000251_08.0218.C31.o3.tw 

1183 

none 

1183. .1494, 1184. .1567, 1251. 
1523.. 1573', 1537.. 1575 



Seq. ID OJ000251_08.0218.C31 
Strand 

^EncL,.^ m 2 664,.,, , „,_ rT .__._. 
„Method....,„-TBLASTX:.Mai.za_^ : 

End' 1839 • ' - '- 

Score 4 50 
.1502, 1099.. 1518, 1458. .1529, 
.1793, 1527. .1571, 1528. .1578, 
.1793, 1624. .1794, 1794. .1838, 
.1839 



OJ000251_08.0218.C31 
2664 

TBLASTX: Wheat 

1575 

517 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.1532, 1517. .1573, 1518. .1571, 



Seq. No. 33949 
Gene. No. ..70289 
Start 2225 ' 

Name -. OJ0002$1_08 . 0218 . C31 . o3 . tc* 

Start 1601 
GI none 

Exons 1601.. 1687, 1603.. 1668, 1608, 

1677. .1781, 1682. .1714, 1689. 
1783. .1986, 1787. .1987 



Seq. ID OJ000251_08.0218.C31 
Strand - 

End 2664 •* 

Method TBLASTX: Cress * 
End 1987 
Score 84 

.1688, 1617. .1694, 1624. .1695, 
.1781, 1690. .1782, .1782. .1979, 



Seq. No. 33949 

Gene No. 70289 

Start 2225 

Name OJ000251_08 . 0218 . C31 . o4 . tw 

Start 1728 

GI none 

Exons 1728.. 2006, 1729.. 1989, 1731. 

2017. .2076, 2057. .2092, 2057. 



Seq. ID OJ000251_08.0218.C31 
Strand 

End 2664 

Method TBLASTX : Wheat 

End 2092 

Score 398 

.2006, 2015. .2071, 2015. .2083, 
.2092 



33937 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



33949 
70289 
2225 

OJ000251 
1880 
none 
1880 
2015 
2630 



08.0218.C31.ol.tm 



.1942, 
.2536, 
.2662, 



1881. .2039, 
2463. .2546, 
2632. .2664 



1882 
2563 



Seq. ID OJ000251_08.0218.C31 
Strand 

End 2664 

Method TBLASTX : Maize 

End 2664 

Score 78 
.2526, 1898. .2530, 2014. .2544, 
.2616, 2565. .2615, 2578. .2619, 



Seq. No. 33949 Seq. ID 

Gene No. 70289 Strand 

Start 2225 End 

Name OJ000251_08 . 0218 .C31 . o2 . tc Method 

Start 2013 End 

GI none Score 
Exons 



OJ000251_08.0218.C31 
2664 

TBLASTX: Cress 

2533 

36 



2013. .2051, 2054. .2095, 2110. .2304, 2111. .2299, 2117. .2326, 
2118. .2312, 2119. .2313, 2321. .2533, 2329. .2532' 



Seq. No. 33949 

,Gene No..„,„ 7028.9. ...... 

_S.tart.__ _,....:,222.5 .-...J-.,-...,. ,1- 

Name - . OJ000251_08 . 02 18 . C31 . ol . tw 

Start 2171 

GI none 

Exons 



Seq. ID OJ000251_08.0218.C31 
_ Strand. . . . ,.. 

..End.'...,. l'i26.6A 

Method 
End 
Score 



TBLASTX: Wheat - 

2619 
598 

2171. .2539, 2172. .2441, 2173. .2544, 2466.-2546, 2493. .2549, 
2547. .2567, 2565. .2615, 2568. .2615, 2569. .2616, 2578. .2619 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



33949 Seq. ID OJ000251_08 . 0218 . C31 

70289 Strand 

2225 End 2664 

OJ000251_08 . 0218 . C31 . o3 . gp Method AAT/GAP 

2225 End 2633 

uC-osflcyp086h07al Score 766 

2225. .2633 

f 5881726/dbj IBAA84417.il 3.0e-24 (AP000423) RNA polymerase alpha 
subunit [Arabidopsis thaliana] 1 



33950 Seq. ID 

70290 Strand 

1424' : ■ End 
OJ000251_08.0218.C32.ol.gs . Method ' 

1424 End 

none Score 
1424. .1876 



OJ000251_08.0218.C32 
+ 

■1876 
GEN SCAN 
1876' 
.53 



Seq. No. 33951 Seq. ID OJ000251_08. 

Gene No. 70291 Strand + 

Start 1 End 1751 

Name OJ000251_08 . 0218 . C33 . ol . np Method AAT/NAP 

Start 1 End 1751 

GI 4539440 Score 886 

Exons 1..402, 1086.. 1253, 1350.. 1751 

GI Descrip. (AL049523) putative protein [Arabidopsis thaliana] 



0218. C33 



Seq. . No. 



33951 



Seq. ID OJ000251_08.0218.C33 



33938 



Gene No. 
Start 
Name . 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



70291 Strand + 

1 End 1751 

OJ000251_08 ..0218 . C33 . ol . gs Method GENSCAN 

79 End 1739 

none Score .88 

79. .378, 1086. .1253, 1350. .1739 



33951 
70292 
9170 

OJ000251_08.0218.C33.o3.gs 

9170 

none 

9170. .9331, 9486. .9610 

33951 
70293 
7586 

OJ000251_08.0218 .C33.ol.tm 

1091 

none 



Seq. ID OJ000251_08.0218.C33 

Strand + 

End 9610 

Method GENSCAN 

End 9610 

Score .47 



Seq. ID OJ000251_08.0218.C33 
Strand 

End 9797 

Method TBLASTX : Maize 

End 1466 

Score 218 



- I .a091....4231 f ...1.092.,...^247 f .-.10S5,. t ...123.5 f .. 11.00. .... .12 3.7.,. t .13.4 4 ,..^14,6,6,, _ 

1346 ... j.4,65. ■„ ; : 1 



Seq. No. 33951 , 

Gene No. 70293 

Start 7586 

Name OJ000251_08 . 0218 . C33 . ol . tc 

Start 1188 

GI none 
Exons 



Seq. ID OJ000251_08.0218.C33 
Strand 

End 9797 

Method TBLASTX : Cress 

End 1613 

Score 64 



1188. .1253, 1196. .1243, 1340. .1600, 1344. .1613 



Seq. No. 


33951 






Seq. ID 


OJ000251 


Gene No . 


70293 * 






Strand 




Start 


7586 






End 


9797 


Name 


OJ000251 08 


.0218.C33.o2 


.np 


Method 


AAT/NAP 


Start 


5907 






End 


9797 


GI 


5091513 






Score 


1432- 


Exons 


5907. ;5945, 


7750. .8452, 


9196. 


. 9797 




GI Descrip. 


' (AB023482) 


Hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


33951 






Seq. ' ID 


OJ000251 


Gene No. • 


702.93 






Strand ' 




Start 


7586 






End 


9797 


Name 


OJ000251 08 


.0218.C33.o2 


.gs 


Method 


GENSCAN 


Start 


7586 






End 


8443 


GI 


none 






Score 


.43 


Exons 


7586. .7831, 


7877. .8443 








Seq. No. 


33952 






Seq. ID 


OJ000251 


Gene No. 


70294 






Strand 


+ 


Start 


1356 






End 


5970 


Name 


OJ000251 08 


.0218.C34.o2 


gs 


Method 


GENSCAN 


Start 


1356 






End 


5970 


GI 


none 






Score 


.67 


Exons 


1356. .1653, 


1872. .1966, 


2787. 


.2964, 4235. .4313, 



33939 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 

,_St : art.^.:._.^. 
Narae % _. 
Start ■• • 
GI 

Exons 



OJ000251_08.0218.C34 
+ 

8033 
AAT/GAP 
8033 
1596 



33952 Seq. ID 

70295 Strand 

6806 End 

OJ000251_08 . 0218 . C34 . o2 . gp Method 

6597 End 

49971_1.R1084 Score 
6597.. 6959, 7557.. 8033 
f 3080439/emb|CAA18756.1| 4 
[Arabidopsis thaliana] 1 

33952 Seq. ID 

70295 Strand 

6806 End 

OJ000251_08 . 0218 . C34 . o2 . np Method 

6788 End 

3080439 Score 
6788.. 6959, 7557.. 7870 

(AL022605) putative protein [Arabidopsis thaliana] 



0e-23 (AL022605) putative protein 



OJ000251_08.0218.C34 
+ 

8033 
AAT/NAP 
7870 
484 



33952 

70295 . - - - 

. 680.6, ; 

,OJa0.0251_a8.^021.a-..C3.4.-o3...g.s.. 

6806 

none 

6806.. 6959, 7557.. 7873 



Seq. ID OJ000251_08.0218.C34 
Strand + 

_„.EndL r . Wi .,, 8033, , 

^.Method. hkuSC&kZ . r 



End • 
Score 



•7873 
.98 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI . 

Exons 

GI Descrip. 



33952 Seq. ID 

70296 Strand 

8761 End 
OJ000251_08 . 0218 . C34 . o4 . gs Method 

8761 End 

none Score 

8761.. 8927, 8968.. 9262 



OJ000251_08.0218.C34 
+ 

9852 
GENSCAN 
9262 
.58 



OJ000251_08.0218.C34 
+ 

9852 

AAT/NAP 

9852 

262 ... 



33952 Seq. ID 

70296 Strand 
8761 End 
OJ000251_08 . 0218 . C34 . o3 . np Method 
8880 End 
.6069646 ...... .Score 

8880. .98 ; 52 • ' 
(AP000616) similar to putative reverse transcriptase . (AC005315) 
[Oryza sativa]' gi I 6907 112 | dbj | BAA90639 . 1 | (AP001129) Similar to 
Arabidopsis thaliana chromosome II BAC F9013 genomic sequence, 
putative non-LTR retroelement reverse transcriptase. (AC006248) 
[Oryza sativa] 



Seq. No. 33952 Seq. ID 

Gene No. 70297 Strand 

Start 15204 End 

Name OJ000251_08 . 0218 . C34 . o5 . gs Method 

Start 15204 End 

GI none Score 
Exons 



OJ000251_08.0218.C34 
+ 

20507 
GENSCAN 
20507 
.55 



15204. .15345, 164 18 .. 16856, 174 66 .. 17 637 , 19112 .. 191 68 , 
19253. .19557, 19861 .. 20030, 20212.. 20507 



33940 





O J ? 


oeq . x u 


n mnn 9 m no 


no i p 


. l/Jfl 


Gene No. 


70297 


Strand 


+ ~ 






Start 


15204 


End 


20507 






Name 


OJOnO^^I Ofi fl?1 R C^4 nd nn 


Method 


AAT/NAP 






C|-a -v-j- 


i Qi / o "~ 

X ? X 4 


End 


19573 






rij 




Score 


285 








Xyll^ i • X 7X UO / X _7 i£. J J • . X _? J / J 










CZT r^o err i n 


/APDn^fi^l \ nnlfnnwn nrnho i n 
\n^UUJO JX/ U.1 1 WJ 1 ^JXUUclll 


[Arabidopsis thaliana] 










Seq. ID 


OJ000251JD8. 


n 9 1 q 


CIA 


Gene No. 


70298 


Strand 








Start 


1 


End 


3488 






in diut; 


OJ000251 08.0218.C34.ol.np 


Method 


AAT/NAP 








1 


End 


3488 






o x 


5091513 


Score 


1848 






LAUllO 


1..1211, 3446. .3488 










\J J- L>~ O >^ -L J- ^-J • 


(AB023482) Hypothetical protein [Oryza 


sativa] 






o e q . in o . 


33952 


Seq. I'D 


OJ000251_08. 


n o i q 
uZlo 


r* o a 


Gene No. 


70298 


Strand 








Start 


1 


End 


3488 ■ 






Jame , .^^-^ 


„-0 JO.O 0 2 5.1_Q Q .,0 21,8. ._C3 4,. ol ..gs _ 


_^.....Me.thod. . - 


.GENSCAR r ,. w __ 






"Start... Z-'I-I 






.125 A .1 J 






GI- - - ■ 


none- 


- Score 


.76 






Exons 


12. .1254 











Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start . 
GI 

Exons 



33952 Seq. ID OJ000251JD8 . 0218 . C34 

70298 Strand 

1 End 3488 

OJ000251_08 .0218 .C34 .ol.gp Method AAT/GAP 

1672 End 1985 

72524_1.R1084 Score 413 

1672. .1985 

1 50914 96/dbj | AB023482 . 2 | AB023482 3.0e-84 Oryza sativa genomic 
DNA, chromosome 6, clone P0680A03, complete sequence 1 



33952 Seq. ID 

■70299 Strand 
6862 End 
OJ000251_08. 0218 .C34 .ol. tc Method 
6862 . End 

none Score* 

6862.. "6960, 6875.. 6994, 7555 .. 7 638 7556 

7648. .7698, 7813. .7872, 7814. .7903 



OJ000251_08 . 0218 . C34 
7903 

TBLASTX: Cress 

7903 

121 

7642, 7628. .7762,'- 



Seq. No. 33952 Seq. ID 

Gene No. 70299 Strand 

Start 6862 End 

Name OJ000251_08 . 0218 . C34 . o2 . ts Method 

Start 6862 End 

GI none Score 
Exons 



OJ000251_08.0218.C34 
7 903 

TBLASTX : Soybean .» 

7873 ' 

121 



6862. .6987, 6875. .6979, 7555. .7638, 7556. .7642, 7628. .7762, 
7648..7698, 7784. .7873, 7820. .7873 



Seq. No. 
Gene No. 
Start 



33952 
70299 
6862 



Seq. ID 

Strand 

End 



OJ000251 08.0218.C34 



7903 



33941 



Name 

Start 

GI 

Exons 



OJ000251_08 . 0218 . C34 .o2.tm Method TBLASTX : Maize 
6881 End 7873 

none Score 105 

6881.. 6982, 7555.-7689, 7556. .7771, 7810. .7872, 7811. .7.873, 
7829. .7873 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



33952 
70300 
19249 

OJ000251JD8 . 0218 .C34 . ol . tm 

19249 

none 



Seq. ID OJ000251_08.0218.C34 
Strand 

End 19560 

Method TBLASTX : Mai ze 

End 19560 

Score 208 



19249. .19560, 19253 .. 19378 , 19255. .19560 



33952 
70300 
19249 

OJ000251_08 . 0218 .C34 . ol . ts 

19252 

none 



Seq. ID OJ000251_08.0218.C34 
Strand 

End 19560 

Method TBLASTX : Soybean 

End 19558 

Score 174 



19252. .19464, 19259. .19378, 19433 . . 1 94 74 , 19463. .19558, 
19474. .,19554 .. . , . . _ 



33952 
70300 
19249 

OJ000251_08 . 0218 .C34 . o2 . tc 

19255 

none 



Seq. ID OJ000251_08.0218.C34 
Strand 

End 19560 

Method TBLASTX: Cress 

End 19558 

Score 150 



19255. .19383, 19256 .. 19378, 1942 6 .. 194 64 , 1 94 33 .. 19459, 
194 63. . 19558, 19474 . . 19554 



Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 

Se.q. No.. 

Gene No..- 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 



33953 
70301 
92 

OJ000251_08 . 0218 . C35 . ol . gs 
92 

none 

92. .103, 203. .271 



Seq. ID OJ000251_08.0218.C35 

Strand + 

End 271 

Method GENSCAN 

End 271 

Score .57 



Seq. ID OJ000251_08.0218.C37 
Strand 

End- - 599,. 

Method ' AAT/GAP 

End 599 

Score 733 



33954. . . 

70302 

.192 . • ■' ; " 
OJ000251_08 . 0218 . C37 . ol . gp 
192 

2291_1.R1084 
192. .599 

? 133936/sp|P1214 6|RR3_ORYSA 3.0e-27 CHLOROPLAST 30S RIBOSOMAL 

PROTEIN S3 >gi_70867_pir R3RZ3 ribosomal protein S3 - rice 

chloroplast >gi_12025_emb_CAA33934_ (X15901) ribosomal protein 

S3 [Oryza sativa] >gi_22664 6_prf 1603356BW ribosomal protein S3 

[Oryza sativa] 1 



33954 
70302 
192 

OJ000251 08.0218.C37.ol.tm 



Seq. ID OJ000251_08.0218.C37 

Strand 

End 599 

Method TBLASTX : Mai ze 



33942 



O L. CI J. L. 


1 92 
j- ^1 








End 


^4 2 




n on 
nunc 










14 6 

X 1 D 


f 1 von q 


1 92 "311 


1 92 "3^2 


1 9 "3 

X .7 J • 


^4 2 


1 94 1^4 




Seq. No. 


33954 








Seq. ID 


OJ000251_08.0218.C37 


Gene No. 


70302 








Strand 




Start 


192 








End 


S99 
j j j 


Name 


OJ0002S1 


Oft 021ft P^7 


r>2 


LIU 


lie L HUU 


TRT.A9TX * -i 7P 
1 o lino l /\ * naiLC 




4 02 ~ 

i \j 








End 


S9R 
J z> o 


GI 


none 








Score 


67 




402 482 


402 470 


480 




4R8 S47 


491 SQft S02 RQ7 


Seq. No. 


33955 








Seq. ID 


OJ000251_08.0218.C38 


Gene No. 


70303 








Strand 


+ 


Start 


1 








End 


1022 


Name 


OJ000251 


08.0218.C38 


.Ol. 


np 


Method 


AAT/NAP 


Start 


1 








End 


1022 


GI 


3668088 








Score 


260 



Exons 

GI Descrip. 



-Seq. No.- 

Gene No; 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

.Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1..297, 986. .1022 

(AC004 667) similar to mammalian MHC ITI region protein G9a 
[Arabidopsis thaliana] 



JL3.9.5.5. 



70303 
1 

OJ000251JD8 .0218 .C38.ol.tw 
5 

none 



; ^Seq.„.XD„..OJQDj0251.„0B..-.QZ18^caa_ 

• Strand + 

End 1022 
Method TBLASTX : Wheat 
End 278 
Score 165 



5. .178, 6. .206, 188. .265, 195. .278 



33955 
70303 
1 

OJ000251_08 .0218 .C38 .ol.tm 

122 

none 

122. .298,. 123. .296, 194. .298 



Seq. ID OJ000251_08.0218.C38 

Strand + 

End 1022 

Method TBLASTX : Mai ze 

End 298 

Score 237 



33956 
70304 
1 

- OJ00025l_08.0218.C3-9.ol.np 
1 

4314371 
1..288, 316. .641 

(AC006340) similar to mammalian MHC III region protein G9a 
[Arabidopsis thaliana] 



Seq. ID OJ000251_08.0218.C39 
Strand + 
End . . 4720 
Method AAT/NAP 
End '641 - 

Score 525 



33956 
70304 
1 

OJ000251_08.0218 .C39.ol.gs 
65 

none 

65. .77, 169. .561, 635. .679, 



Seq.; ID OJ000251_08.0218.C39 

Strand + 

End 4720 

Method GENSCAN 

End 4720 

Score .62 
1470. .1794, 4026. .4182, 4700. .4720 



Seq. No. 



33956 



Seq. ID OJ000251_08.0218.C39 



33943 



Gene No. 


70305 




Strand 


+ 


St-art 


5649 




End 


6716 




OJ000251 08.0218.C39, 


. o2 . gs 


Method 


GENS CAN 


Start 


5649 




End 


6716 


O -L 


none 




Score 


.63 




5649. .5849, 5854. .6000, 6078.. 


6257, 6336.. 6716 




33956 




Seq. ID 


OJ000251_08.0218.C39 


Gene No. 


70306 




Strand 


- 


Start 


347 




End 


5975 


Name 


OJ000251 08.0218.C39. 


. ol . tm 


Method 


TBLASTX: Maize 


Start 


48 




End 


573 




none 




Score 


295 




48. .275, 48. .275, 49. 


..276, 49. 


.285, 377 


'..511, 386. .547, 




387. .560, 391. .573 








Seq. No. 


33956 




Seq. ID 


OJ000251_08.0218.C39 


npnp No 


70306 




Strand 




Start 


347 




End 


5975 


Name 


OJ000251 08.0218.C39, 


, o2 . np 


Method 


AAT/NAP 


Start 


347 




End 


5975 - - - 




...11684.70.^..,.,..^ 




.Scp.re v ,„^ 


115 . ,.. 


Exons, , . , 


-3AJ^ J[8.4 , J&SJ...J>325 








GI Descrip. 


PROTEIN KINASE APK1A 


-gi |2 8-2-8 11 


'Ipir'l |S28 


1615 protein kinase, — - 




tyrosine /serine /threonine- specific (EC 


2.7.1.-) - Arabidopsis 



thaliana gi | 217829 | dbj | BAA02092 | (D12522) protein 
tyrosine-serine-threonine kinase [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start . 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 



33956 Seq. ID 

70306 Strand 

347 End 

OJ000251_08.0218.C39.ol.ts Method 

386 End 

none Score 



OJ000251_08.0218.C39 
5975 

TBLASTX: Soybean 

669 

262 



386. .547, 387. .611, 399. .599, 546. .659, 580. .669 



33957 Seq. ID 

70307 '- Strand 

1 End 
OJ000251_08 . 0218 . C40 . ol . np Method 
1 . . . End 

5123569 Score' 
1..78, 113.. 279, 340.. -680, 892. .1127, 

2352.. 2702, 2848. .3004, 3093 .. 3385, ' 3492 3552, 3644. .3738 
(AL079344) putative protein [Arabidopsis thaliana] 



OJ000251_08.0218.C40 " 
+ 

3982 
AAT/NAP 

3738 . , r 

1242 

1361. .1688/1793. . 1923, 



33957 
70307 
1 

OJ000251_08.0218.C40.ol.gs 
81 

none 

81. .1127, 1400. .1688, 1793. 
3655. .3744, 3899. .3982 

33957 
70308 



Seq. ID 

Strand 

End 

Method 
End 
Score 
1923, 2848. 



Seq. ID 
Strand 



OJ000251_08.0218.,C40 
+ 

3982 
GENSCAN 
3982 
.8 

.3004, 3093.. 3385, 



OJ000251_08.0218.C40 
+ 



33944 



Start 
Name 
Start 
GI 

Exons 



5225 End 5325 

OJ000251_08 . 0218 . C40 . ol . gp Method AAT/GAP 

5225 End 5325 

none Score 169 
5225. .5325 



Seq. No. 33957 

Gene No. 70309 

Start 6502 

Name OJ000251_08 . 02 18 . C4 0 . o3 . tm 

Start 891 

GI none 
Exons 



Seq. ID OJ000251_08.0218.C40 



Strand 
End 

Method 

End 

Score 



+ 

9171 

TBLASTX: Maize 

1705 

67 



891. .1049, 1229. .1339, 1471. .1692, 1472. .1705 



Seq. No. 33957 

Gene No. 70309 

Start 6502 

Name OJ000251_08 . 0218 . C40 . o2 . tm 

.Start 2334 

GI none 
Exons 



Seq. ID OJ000251 08.0218.C40 



Strand 
End 

Method 

End 

Score 



+ 

9171 

TBLASTX: Maize 

3406 

37 



2334.. 2366, 2370.. 2462,. 2896.. 3033, 3091.. 3375, 3092.. -3406 



„S.eq.. ...No- 
Gene- No. 
Start 
Name 
Start 
GI 

Exons 



-3.29.5.1. 



-703.09 - ... . ■ . 

6502 . 

OJ000251_08.0218.C40.ol.tc 

2363 

none 



,.S.eq.-, - . I P. -. i OJ00..Q 2.5^0^0218 , C40: 
Strand* 
End 

Method 
End 
Score 



9171 

TBLASTX: Cress 

3557 

106 



2363. .2491, 2364. .2501, 2457. .2711, 2558. .2602, 2848. .3015, 
3091. .3369, 3092. .3391, 3495. .3557 



Seq. No. 33957 

Gene No. 70309 

Start 6502 

Name OJ000251_08 . 0218 . C40 . ol . ts 

Start 2559 

GI none 

Exons 2559.. 2696, 2847.. 3020, 2848, 



Seq. ID OJ000251_08.0218.C40 

Strand + 

End 9171 

Method TBLASTX : Soybean 

End 3411 

Score 83 

.3033, 3078. .3386, 3091.. 3375, 



3092. .3391, 3092. .3385, 3097. .3411 



Seq. No.. . 33957 

Gene No. - 70309 

Start- 6502 " . 

Name OJ000251_08 . 0218 . C40 . ol . tw 

Start' 2593 

GI none 

Exons 2593.. 2670, 2598.. 2702, 2601. 

2927. .3022, 3091. .3264, 3092, 



.Seq.. ID OJ000251_08.0218.C40 
Strand + 
End 9171 . 

Method TBLASTX: Wheat 
End 3264 
Score 134 

.2702, 2842.. 3006, 2851.. 3003, 
.3262, 3103.. 3264 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



33957 
70309 
6502 

OJ000251_08 . 0218 ,C4 0.o2 . np 

6502 

5441880 



Seq. ID OJ000251 08.0218.C40 



Strand 
End 

Method 

End 

Score 



+ 

9171 
AAT/NAP 
9171 
1498 



6502. .7513, 7958.-7986, 8245. .8487, 9152. .9171 

(AP000367) EST C28952 (C62945) corresponds to a region of the 



33945 



predicted gene.; Similar to maize transposon MuDR mudrA protein. 
(AC003981) [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 

^Start^^_ c . 
_.Jtome._._.~ ^ 

Start' : 

GI 

Exons 

GI Descrip. 



33957 
70309 
6502 

OJ00025 1_08 . 02 18 . C4 0 . ol . tm 

7069 

none 



Seq. ID OJ000251_08.0218.C40 

Strand + 

End 9171 

Method TBLASTX : Mai ze 

End 7665 

Score 371 



7069. .7536, 7074. .7547, 7594. .7665 



33957 
70309 
6502 

OJ000251_08.0218.C40.o2. tw 

7365 

none 



Seq. ID OJ000251_08.0218.C40 

Strand + 

End 9171 

Method TBLASTX : Wheat 

End 7740 

Score 181 



7365. .7517, 7366. .7542, 7566. .7634, 7567. .7740, 7589. .7729 

33958 Seq. ID OJ000251_08 . 0218 . C4 1 

70310 Strand + 

.1, 4^_.__^_,__„.. ^ 

J_J£LQb.25 i_ r bi.,j5^8„.ci4...p2.* np_-„ w Metho.cL^:.„ AAT/NffP " '• ' - "" 

1 '.. • ' ■ ■ End • ' 3674" ' 

5441880 Score 143 

1..34, 3460. .3674 

(AP000367) EST C28952 (C62945) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein. 
(AC003981) [Oryza sativa] 



Seq. No. 


33958 


Seq. ID 


OJ000251 


_08 


.0218. C41 


Gene No. 


70310 


Strand 


+ 






Start 


1 


End 


4787 






Name 


OJ000251 08.0218.C41.ol.gp 


Method 


AAT/GAP 






Start 


2078 


End 


2188 






GI 


uC-osflcyp088bl2bl 


Score 


159 






Exons 


2078. .2188 










GI Descrip. 


1 5257255/dbj | AP000364 . 1 | AP000364 3 . Oe- 


36 Oryza 


sativa genomic 




DNA, chromosome 8, clone : P0026F07 1 








Seq. No. 


33958. 


Seq. ID 


OJ00025.1 


_08 


.0218. C41 


Gene - No . 


70310 


Strand 


+ . 






Start' ] 


1 ■ . ; 


E*nd 


.4787 . • 






Name 


OJ000251 08.0218.C41.o2.gs 


Method 


genscan"" 






Start 


3252 


End 


4787 






GI 


none 


Score 


.7 






Exons 


3252. .3660, 3724. .3997, 4344.. 


4568, 4751. .4787 






Seq. No. 


- ; 33958 


Seq. ID 


OJ000251 


_08 


0218. C41 


Gene No. 


70311 


Strand 








Start 


75 


End 


2470 






Name 


OJ000251 08.0218.C41.ol.gs 


Method 


GENSCAN 






Start 


75 


End 


2470 






GI 


none 


Score 


. 59 






Exons 


75. .391, 430. .663, 1404. .1529, 


2361. .2470 






Seq. No. 


33958 


Seq. ID 


OJ000251_ 


_08. 


0218. C41 



33946 




Gene No. 


70311 


Strand 








Start 


75 


End 


2470 






Name 


OJ000251* 08.0218.C41.ol.np 


Method 


AAT/NAP 








1360 


End 


1487 






\J -L 


4680183 


Score 


118 






D AUl ID 


1360. .1487 












(AF111709) gag-pol protein [Oryza sativa subsp. 


indica J 




Seq . No . 


33959 


Seq. ID 


OJ000251_ 


Uo . UZlo 




Gene No. 


70312 


Strand 


+ 






Start 


1 


End 


5487 






Name 


OJ000251 08.0218.C42.ol.np 


Method 


AAT/NAP 






JLCll L 


1 


End 


1796 








4539363 


Score 


121 






F* von <5 


1..124, 360. .604, 1738. .1796 










VJ -I- l^CO^/J — L^/ • 


(AL049525) putative protein 


[Arabidopsis thaliana] 




O " ^ . LN . 


33959 


Seq. ID 


OJ000251_ 


08.0218 


C A O 




70312 


Strand 


+ 






Start 


1 


End 


5487 






Name 


OJ000251 08.0218.C42.ol.gs 


Method 


GENSCAN 






Start. .... 






; „-54 87..„ 








jione... . . . ' .. „. " 


Score*. . 


'—..14- 








283.-. 719, - 833. -. 974, 1181. .13 1 6, 1954 . . 


2051, -2241 


.'.-237-6, 






2503.. 2631, 2883.. 3008, 3092 


. .3199, 3300. .3395, 


4388. .4727, 




4851.. 4972, 5092.. 5213, 5374 


. .5487 








Seq. No. 


33959 


Seq. ID 


OJ000251_ 


08.0218. 


C42 


Gene No. 


70313 


Strand 


+ 






Start 


8893 


End 


10835 






Name 


OJ000251 08.0218.C42.o3.gs 


Method 


GENSCAN 






u Lai L 


8893 


End 


9292 






GI 


none 


Score 


. 98 








8893. .8910, 9170. . 9292 










Seq. No. 


33959 


Seq. ID 


OJ000251_ 


08.0218. 


C42 


Gene No. 


70313 


Strand 


+ 






Start 


8893 


End ' 


10835 






LN CtilLC 


OJ000251 08.0218.C42.ol.gp 


Method 


AAT/GAP 






J Lai L 


9103 


End 


10279 






GI 


none 


Score 


1060. . 






Hi AUll O 


9103.. 9335, 9963.. 10279 












33959 


"Seq. ID 


OJ000251 


08.0218. 


C42 


Gene No. 


70313 


Strand 


+ 






Start 


8893 


End 


10835 






Name 


OJ000251 08.0218.C42.o2.np 


Method 


AAT/NAP 








9988 


-.''End 


10835 






UJ. 


4415936 


Score 


118 








9988.. 10371, 10492.. 10835 












(AC006418) unknown protein [Arabidopsis thaliana 


] 




Seq. No. 


33959 


Seq. ID 


OJ000251 


08.0218. 


C42 


Gene No. 


70313 


Strand 


+ 






Start 


8893 


End 


10835 






Name 


OJ000251 08.0218.C42.o4.gs 


Method 


GENSCAN 






Start 


9988 


End 


10790 







33947 



GI 

Exons 



none 
9988. 



10790 



Score 



96 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



33959 Seq. ID OJ000251_08 . 0218 . C42 

70313 Strand + 

8893 End 10835 

OJ000251_08 . 0218 . C42 . o2 . gp Method AAT/GAP 

10411 End 10835 

58733_1.R1084 Score 800 

10411.. 10835 

, 4415936/gb|AAD20166| 9.0e-17 (AC006418) unknown protein 
[Arabidopsis thaliana] 1 



33959 Seq. ID 

70314 Strand 

6457 End 
OJ000251_08 . 0218 . C42 . o2 . gs Method 

6457 End 

none Score 

6457.. 6706, 6990.. 7000 



OJ000251__08.0218.C42 

7000 
GEN SCAN 
7000 
.72 



-..Seg^.^Np 
..Gene^NQ. 

Start- - 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3395.9 _ ... 



.____7_0,3.L5.. 



^Seq r . . . ID. ^-0 JO.O 0 2 5 1J) 8 ..0.21 8,,.C.4.2... 



strand. 



-10007 - End- - - 

OJ000251_08 . 0218 . C42 . ol . tm Method 
10007 End 
none Score 



10383- 

TBLASTX.: Maize 

10383 

215 



10007. .10285, 10008. .10286, 10030 .. 10350, 10030 .. 10350 , 
10041. . 10373, 10332. .10382, 10351.. 10383 



33959 Seq. ID 

70316 Strand 
10490 End 
OJ000251_08 . 0218 . C42 . o2 . tm Method 
10490 End 
none Score 

10490. .10702, 10492. .10707, 10493 

10495. .10707, 10692. .10757, 10693 



OJ000251 08.0218.C42 



10831 

TBLASTX: Maize 
10831 
170 

10660, 10494 
10758, 10712 



10736. .10768, 10764 .. 1082 9, 107 65 10830, 10793. 



10703, 
10768, 
10831 



33960 . Seq. ID 

70317 ' Strand 

1 . ..' , End 

OJ000251_08 .'0218.C43.ol.np ' Method 

1 End 

4415936 Score 
1..63, 3.68. .821 

(AC006418) unknown protein [Arabidopsis thaliana] 



OJ000251_08.0218.C43 
+ • 
1318; 
AAT/NAP 
821 
238 



33960 
70317 
1 " 

OJ000251_08 .0218 .C4 3.ol.gs 

208 

none 

208. .816 



Seq. ID OJ000251__08.0218.C43 

Strand + 

End 1318 

Method GENSCAN 

End 816 

Score .53 



33948 



Seq. No. 33960 Seq. ID 

Gene No. 70317. Strand 

Start 1 End 

Name OJ000251_08 . 0218 . C4 3 . ol . gp Method 

Start . 638 End 

GI none Score 

Exons 638.. 1318 



OJ000251_08.0218.C43 
+ 

1318 
AAT/GAP 
1318 
1267 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



33960 Seq. ID 

70318 Strand 

4675 End 
OJ000251_08 .0218 .C43.o3.gs Method 

4 675 End 

none Score 

4675. .4710, 4771. .4947, 5212. .5958 



OJ000251_08.0218.C43 
+ 

5958 
GENSCAN 
5958 
.77 



Seq. No. 
Gene No. 
Start 
Name 
Start 
r -QI^^ r -.^ 
.Exons 



33960 Seq. ID 

70319 Strand 
6999 End 
OJ000251_08. 0218.C43.o4 . gp Method 
6999 • - End - - 

_ 31.0.6.7. 6 0„ H . _„ . ^Score 



OJ000251_08.0218.C43 
+ 

7257 

AAT/GAP 

7257 

.471,„ „ 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



33960 
70320 
2508 

OJ000251_08.0218.C4 3.o2.gp 
2261 

57414_1.R1084 
2261. .2603, 2714. .2830, 



Seq. ID 
Strand 
End 

Method 
End . 
Score 
3511. .3624 



OJ000251_08.0218.C43 

5811 
AAT/GAP 
3624 
1078 



1 3135273 1.0e-10 (AC003058) hypothetical protein [Arabidopsis 
thaliana] >gi_4191773 (AC005917) putative WD-40 repeat protein 
[Arabidopsis thaliana] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

. Exons 



33960 
70320 
2508 

OJ000251_08.0218.C43.o2.gs 

2508 

none 

2508. .2603, 2714 .. 2830, ■ 3511 . 
4267. ..4329'. 



Seq. ID 
Strand 
End 

Method 
End 
Score. 
.3621, 



OJ000251 08.0218.C43 



5811 
GENSCAN 
4329 
..93 
3707. .3813, 



.4121. .4160, 



OJ000251 08.0218.C43 



Seq. No. 33960 
Gene No. 70320 
Start 2508 

Name OJ000251_08 . 0218 . C43 . o2 . np 

Start 2517 
GI 4191773 

Exons 2517.. 2603, 3511.. 3621, 3707. 

4517. .4570, 4739. .4799, 4923. 
5585.. 5811 

GI Descrip. (AC005917) putative WD-40 repeat protein [Arabidopsis thaliana] 



Seq. ID 
Strand 
End 

Method 
End * 
Score 



5811 
AAT/NAP 
5811 
608 

.3813, 4121. .4156, 4263. .4347, 
.4968, 5215. .5291, 5387. .5485, 



Seq. No. 
Gene No. 



33960 
70320 



Seq. ID 
Strand 



OJ000251 08.0218.C43 



33949 



Start 2508 End 5811 

Name OJ000251_08 . 0218 . C43 . o3 . gp Method AAT/GAP 

Start 4120 • " End 5506 

GI uC-osflM20204 6hl2bl Score ~828 

Exons 4120.. 4160, 4267.. 4347, 4517. 

5215. .5291, 5387. .5506 
GI Descrip. '3135273 3.0e-46 (AC003058) hypothetical protein [Arabidopsis 

thaliana] >gi_4191773 ■ (AC005917 ) putative WD-40 repeat protein 

[Arabidopsis thaliana] 1 



.4570, 4739. .4799, 4923. .4968, 



Seq. No. 


33960 






Seq. ID 


OJ000251J38.0218 


.C43 


Gene No . 


70321 






Strand 






Start 


7194 






End 


8631 




Name 


OJ000251 08 


.0218.C43.ol 


tm 


Method 


TBLASTX: Maize 




Start 


304 






End 


823 




GI 


none 






Score 


279 




DAUl I O 


304. .645, 326. .613, 340 


.621, 


613. .723 


, 616. .822, 758.. 




Seq. No. 


33960 






Seq. ID 


OJ000251_08.0218 


.C43 


Gene No. 


70321 






Strand 






Start 


7194 






End 


8631 




Name 


^ ^ .OJ.0.Q.Q2.5. 1^0 8 V .£218 3^o 2^.. t m , ^ ? 


= ; Meth.od 3 .,. 


. TBLAS/IX.ijyialze 




.■S-fcaxt- , .„ 










„35A9._ . _ 




GI - 


-■ none - - 






- Score 


125 v-- 




Fl v o n «5 


2494. .2604, 


2507. .2587, 


2508. 


.2603, 2711. .2833, 2711. .2 


830, 




2715. .2840, 


3508. .3549 








Seq. No. 


33960 






Seq. ID 


OJ000251_08.0218 


.C43 




70321 






Strand 






Start 


7194 






End 


8631 




Name 


OJ000251 08 


.0218.C43.o3. 


tm 


Method 


TBLASTX: Maize 




Start 


5211 






End 


5790 




GI 


none 






Score 


69 




F!xon *=; 


5211. .5255, 


5213. .5254, 


5216. 


.5293, 5387. .5500, 5389.. 5502, 




5389. .5493, 


5414. .5500, 


5445. 


.5594, 5722. .5790 




Seq. No. 


33960 






Seq. ID 


OJ000251_08.0218 


.C43 


Gene No . 


70321 






Strand 






O l_ CL J. l_ 


7194 






End 


8631 




Name 


OJ000251 08 


.0218.C43.o4. 


gs 


Method 


GENSCAN 




Start 


7194 






.End 


8524 




GI " ' 


none 






Score 


.96 




Exons 


7194,. 7399, 


8488. .8524 










Seq. No. 


33960 






Seq. ID 


OJ000251_08.0218 


.C43 


Gene No. 


70321 






Strand 






Start 


7194 






End 


8631 




Name 


OJ000251 08 


0218.C43.o3. 


np 


Method 


AAT/NAP 




Start 


7197 






End 


8335 




GI 


6648159 






Score 


142 




Exons 


7197. .7399, 


8278. .8335 










GI Descrip. 


(AC010926) unknown protein [Arabidopsis thaliana] 




Seq. No. 


33960 






Seq. ID 


OJ000251_08.0218 


.C4 3 


Gene No . 


70321 






Strand 






Start 


7194 






End 


8631 




Name 


OJ000251 08, 


0218.C43.ol. 


tw 


Method 


TBLASTX: Wheat 





33950 



Start 


7212 






End 


8631 


GI 


none 






Score 


81 


Ex on 


7212 7361. 


7212 7361. 


7225 . 


.7362, 7282. .7347, 7284. .7349, 




7299 7349, 


7304 7372. 


7353 . 


.7400, 7354. .7422, 8498. .8629, 




8503. .8607, 


8503 . .8631 








Seq. No. 


33960 






Seq. ID 


OJ000251 08 . 0218 .C43 


Gene No. 


70321 






Strand 




Start 


7194 






End 


8631 


Name 


OJ000251 08 


. 0218 .C43 .o5 . 




Method 


AAT/GAP 


Start 


7309 _ 






End 


8631 


GI 


none 






Score 


406 


R vnn 


7309 7399 


8487 8631 








Qpn No 


33961 






Seq. ID 


OJ000251_08.0218.C44 


Gene No. 


70322 






Strand • 


+ 


Start 


1 






End 


413 


Name 


OJ000251 08 


.0218.C44.ol. 


np 


Method 


AAT/NAP 


Start 


1 






End 


413 


GI 


6466937 






Score . 


352 


1—1 *\ V^y ilij 


1..413 










CJT Dpsrri n 


_J AC 011 621 ), jDutatjLve ^retroelement „pol^ po 1 yp rote in,, ,[,Ar ab idpp s 




. ± ha liana.]". 










^ ...... . , 

Seq. No. 


33961 






Seq. ID 


OJ000251_08.0218.C44 


Gene No. 


70322 






Strand 


+ 


Start 


1 






End 


413 


Name 


OJ000251 08 


.0218.C44 ,ol. 


tm 


Method 


TBLASTX: Maize 


Start 


20 






End 


412 


GI 


none 






Score 


416 


Rynn s 


20. .412, 91 


. .369 








Seq. No. 


33961 






Seq. ID 


OJ000251_08.0218.C44 


Gene No. 


70322 






Strand 


+ 


Start 


1 






End 


413 


Name 


OJ000251 08 


.0218.C44 .ol. 


ts 


Method 1 


TBLASTX: Soybean 


Start 


23 






End 


394 


GI 


none 






Score 


299 


<LJ *V Vh/ 1 1 L_J 


23. .394, 73 


. .303 








Sea No. 


33962 . 






Seq. ID 


OJ000251_08.0218.C45 


Gene No. 


70323 






Strand 




Start * 


9 






End . 


541 ' " 


Name 


OJ000251 08 


.0218.C45.ol. 


np 


Method 


AAT/NAP 


Start 


9 






End 


541 


GI 


6469089 






Score 


211 


Exons 


9. .228, 312 


. .541 








G T Dpsrr i n 

V_J -1- X. _» k#/ • 


(AB024 006) nicotianamine 


aminotransferase [Hordeum vulgare] 


Seq. No. 


33962 






Seq. ID 


OJ000251_08.0218.C45 


Gene No. 


70323 






Strand 




Start 


9 






End 


541 


Name 


OJ000251 08 


.0218.C45.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


130 






End 


465 


t 


none 






Score 


97 


Exons 


130.. 234, 131.. 229, 133. 


.234, 


309. .464, 


310. .465 



33951 



OJ000251 08.0218.C45 



Seq. No. 33962 Seq. ID 

Gene No. 70323. Strand 

Start 9 End 

Name OJ000251_08 . 0218 . C45 . ol . tm Method 

Start 133 End 

GI none Score 

Exons 133. .228, 133. .234, 135. .230, 292. .516, 309. .539, 310, 
312. .476 



541 

TBLASTX: Maize 

539 

136 



468, 



Seq. No. 33962 Seq. ID 

Gene No. 70323 Strand 

Start 9 End 

Name OJ000251_08 . 0218 . C45 . ol . gs Method 

Start 135 End 

GI none Score 

Exons 135.. 306, 312.. 467 



OJ000251_08.0218.C45 
541 

GENSCAN 

467 

.73 



Seq. No. 33963 
Gene No. 70324 
Start 134 

Name OJ000251_08 . 0218 . C4 8 . ol . gs 

JStart ._. ,134^,^^, ... .... 

^GX_w.~ - ....none , „ — — ... ; , r 

Exons 134.. 272, 364 ..-506 ■ 



Seq. ID 

Strand 

End 

Method • 
, End 

.ixcoxe- 



OJ000251_08 . 0218 .C4 8 
+ 

506 

GENSCAN 

,.5,06 ..,. iOT-a ___. - 

....^9.9 _H 



Seq. No. 33964 Seq. ID 

Gene No. 70325 Strand 

Start 53 ■ End 

Name OJ000251_04 . 0217 . C3 . ol . gs Method 

Start 53 End 

GI none Score 

Exons 53.. 243 



OJ000251_04.0217.C3 
+ 

243 

GENSCAN 

243 

.89 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start* 

Name 

Start 

GI 

Exons 

GI Descrip. 



33965 
70326 
169 

OJ000251_04 . 0217.C4 .ol.gs 

169 

none 

169. .217 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000251_04.0217.C4 
217 

GENSCAN 

217 

.54 



"33966 - Seq. ID. OJ000251_04 . 02 17*. C7 

70327' Strand + 

3145 • ' End ' 5574 

OJ000251_04 . 0217 . C7 . o3 . np Method AAT/NAP 

3095 End 5574 

5915841 Score 320 
3095.. 3570, 5498.. 5574 

CYTOCHROME P450 71E1 gi 12766452 (AF029858) cytochrome P450 
CYP71E1 [Sorghum bicolor] 



Seq. No. 33966 

Gene No. 70327 

Start 3145 

Name OJ000251_04 . 0217 . C7 . o3 . gs 

Start 3145 

GI none 



Seq. ID OJ000251_04.0217.C7 

Strand + 

End 5574 

Method GENSCAN 

End 3579 

Score 1 



33952 



Exons 



3145. .3579 



Seq. No. 33966 

Gene No. 70328 

Start 1391 

Name OJ000251_04 . 02 17 . C7 . o2 . gs 

Start 1391 

GI none 
Exons 



Seq. ID OJ000251_04.0217.C7 
Strand 

End 3004 

Method GENSCAN 

End 3004 

Score .77 



1391. .1658, 1737. .2178, 2204. .2495, 2720. .2834, 2916. .3004 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
-Gene^No . 
./s£ar±.Il 

Name 

Start 

GI 

Exons 



33966 
70328 
1391 

OJ000251_04 . 0217 ,C7 . o2 . np 
1567 
479357 
1567. .1685, 1841. .2114 

hypothetical protein 612 - maize transposon MuA2 
gi I 22375 | emb | CAA4 4165 | (X62251) ORF [Zea mays] 



Seq. ID OJ000251_04.0217.C7 
Strand 

End 3004 

Method AAT/NAP 

End 2114 

Score 83 



33966 

,..7032.9,. 
_5i3JL... 



OJ000251_04 . 0217 .C7 .ol.tm - 

382 

none 

382. .714, 406. .756, 411. .752 



Seq. ID OJ000251_04 . 0217 ,C7 
Strand .. _ ...-^ .^..^^ 

.End 6.61 1 1 . ^ . 

Method TBLASTX: Maize 

End 756 
Score 410 



Seq. No. 33966 

Gene No. 70329 

Start 5131 

Name OJ000251_04 . 0217 . C7 . o3 . tm 

Start 1844 

GI none 

Exons 1844.. 1873, 1913.. 2134 



Seq. ID OJ000251_04.0217.C7 
Strand 

End 6617 

Method TBLASTX : Mai ze 

End 2134 

Score 171 



Seq. No. 33966 

Gene No. 70329 

Start 5131 

Name OJ000251_04 . 02 17 . C7 . ol . tc 

.Start . ... 3215 

GI" none 
Exons 



Seq. ID OJ000251_04.0217.C7 
Strand 

End 6617 

Method TBLASTX : Cress 

End .35.67 

Score . Ill - 



3215..3340, 3268.. 3288,. 3337 3567, 3348 3539 



Seq. No. 33966 

Gene No. 70329 

Start 5131 

Name OJ000251_04 . 02 17 . C7 . o2 . tm 

Start 3242 

GI none 

Exons 3242.. 3340, 3337.. 3567 



Seq. ID OJ000251_04.021'7.C7 
Strand 

End 6617 

Method TBLASTX : Mai ze 

End .3567 

Score 99 



Seq. No. 33966 

Gene No. 70329 

Start 5131 

Name OJ000251_04 . 02 17 . C7 . ol . ts 

Start 3245 



Seq. ID OJ000251_04.0217.C7 
Strand 

End 6617 

Method TBLASTX : Soybean 

End 3555 



33953 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 

.Name 

■ Start 
GI 

Exons 

GI Descrip. 



none Score 
3245.. 3340, 3337.. 3555 

33966 
70329 
5131 

OJ000251_04 .0217.C7.o4 . gs 
5131 
none 

5131. .5380, 5687. .5767, 6486. .6617 



33967 
70330 
1967 

OJ000251_04 . 0217 ,C8 . ol . gs 

1967 

none 



125 



Seq. ID OJ000251_04.0217.C7 
Strand 

6617 
GENSCAN 
6617 
.62 



End 

Method 
End 
Score 



Seq. ID OJ000251_04.0217.C8 

Strand + 

End 3687 

Method GENSCAN 

End 3684 

Score .91 



1967. .2050, 2075. .2107, 2507. .2965, 3067. .3348, 3367. .3684 



33967 . 
70330 

...1967 ... 

._OJQ0n25.i ::i .0A..0217..,C8..-ol...rLp 

2544 

5915841 - 



Seq. ID OJ000251_04.0217.C8 

Strand. + . - 
„End ..... ... t .,. 3687^^^^^^^ 

.Method IL^I/m 
End • 3687 
Score 835 



2544.. 2837, 2871.. 2965, 3067.. 3687 

CYTOCHROME P450 71E1 gi 12766452 (AF029858) cytochrome P450 
CYP71E1 [Sorghum bicolor] 



Seq. No. 33967 

Gene No. 70331 

Start 9035 

Name OJ000251_04 . 0217 . C8 . o3 . gs 

Start 9035 

GI none 

Exons 9035. . 10537 



Seq. ID OJ000251_04.0217.C8 

Strand + 

End 18122 

Method GENSCAN 

End 10537 

Score .99 



Seq. No. 
Gene No. 
Start 
. Name 
Start 
GI . 
Exons 



GI Descrip. 



33967 
70331 
9035 

.OJ000251_04 ,Q217..C8.o2.np 
9164 

5734709 ■ . 

9164 1.9365, 15333 .. 15877 / 



Seq. ID 
Strand 
End 
. . Method 

End 
• Score 
15926. . 16132, 



OJ000251_04.0217.C8 
+ 

18122 

AAT./NAP ..... 

18122 
1220 
16220. . 16719, ." 



16839. .16909, 17014. .17090, 17254. .17 401, 1752 4 .. 177 16, 
17955. .18122 

(AC008075) Contains PF 100069 Eukaryotic protein kinase domain 
[Arabidopsis thaliana] 



Seq. No. 33967 

Gene No. 70331 

Start 9035 

Name OJ000251_04 . 0217 . C8 . o5 . gs 

Start 14976 

GI none 

Exons 14976. .15033, 15051 .. 15873, 
16839. .16986, 17254 17401 , 



Seq. ID OJ000251_04.0217.C8 

Strand + 

End 18122 

Method GENSCAN 

End 1811R 

Score .8 
15881. . 16155, 16240. .16719, 
17524. .17685, 17921.. 18118 



33954 



Seq. No. 


33967 








Seq. ID 


OJ000251_04.0217 


.C8 


Gene No . 


70332 








Strand 


+ 




Start 


19997 








End 


204 4 4 




Name 


OJ000251 04 


0217 


. C8 . o2 . 


rtn 

y v 


Mpf" hr»H 


aat/c;ap 




Start 


19997 








End 


20444 




GI 


none 








Score 


821 




Exons 


19997. .20444 












Seq. No. 


33967 








Seq. ID 


OJ000251_04.0217 


.C8 


Gene No . 


70333 








Strand 






Start 


4659 








End 


7 34 9 




Name 


OJ000251 04 


0217 


C8 . o2 . 










Start 


4659 








End 


7142 




GI 


none 








Score 


.81 




Exons 


4659. .4731, 


4869 


. 4956, 


6944 


. .7142 






Seq. No. 


33967 








Seq. ID 


OJ000251_04.0217 


.C8 


Gene No . 


70333 








Strand 






Start 


4659 








End 


/ J *i _7 




Name 


OJ000251 04. 


0217 


C8 . ol . 




i JC L. 1 1 V_/ l_i 


AAT/HAP 




Start 


^ . 4 907 ______ 








End. 


734 9 




GI 


none . 








.—Score... 


,805 




F x o n s * • 


4907. .4956, 


6944 . 


.7349 










Seq. No. 


33967 








Seq. ID 


OJ000251_04.0217 


.C8 


Gene No. 


70334 








Strand 






Start 


11904 








End 


14194 




Name 


OJ000251 04. 


0217. 


C8.o4. 


gs 


l JC L- 1 1UU 


O JZjIN O ^_T._N 




Start 


11904 








End 


14194 




GI 


none 








Score 


. 4 9 




Exons 


11904. .11955, 12047. .12174, 


13665 138 J 


31 13935 14054 






14121. .14194 














Seq. No. 


33967 








Seq. ID 


OJ000251_04.0217 


.C8 


Gene No - 


70335 








Strand 






Start 


19789 








End 


25098 




Name 


OJ000251 04. 


0217. 


C8.o2. 


ts 




j. o Lino x /i. . iju yjJcdii 




Start 


2720 








End 


3662 




GI 


none 








S core 


78 




Exons 


.2720.^.2806, 


3072. 


.3662, 


307 6 


3657 






Seq'. No. 


33967 








Seq. ID • 


OJO.O 02 5 1- 04.0217 


.C8. 


Gene No . 


70335 








Strand 






Start 


19789 








End 


25098 




Name 


OJ000251 04. 


0217. 


C8.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


3066 








End 


3660 




GI 


none 








Score 


140 




E von <=; 


3066. .3185, 


3067... 


.3195, 


3187 


..3660, 3189. .3587, '3307. .3642 


Seq. No. 


33967 








Seq. ID 


OJ000251_04.0217 


.C8 


Gene No. 


70335 








Strand 






Start 


19789 








End 


25098 




Name 


OJ000251 04. 


0217. 


C8.o3. 


tw 


Method 


TBLASTX: Wheat 




Start 


3067 








End 


3329 




GI 


none 








Score 


218 




Exons 


3067. .3327, 


3081. 


.3329 











33955 




Seq. No. 


33967 




Seq. ID 


OJ000251_04.0217 


,C8 


Gpnp No 


70335 




Strand 






Start 


19789 




End 


25098 




Name 


OJ000251 04 


0217 C8 o3 tm 


Method 


TBLASTX: Maize 




Start 


3178 ~ 




End 


3662 




GI 


none 




Score 


556 




Rxons 


3178 3660 


3180 3392 328 q 


..3636, 3444. .3662 




Seq. No. 


33967 




Seq. ID 


OJ000251_04.0217 


.C8 


Gene £Jo t 


70335 




Strand 






Start 


19789 




End 


25098 




Name 


OJ000251 04 


0217 C8 ol tw 


Method 


TBLASTX: Wheat 




Start 


3330 _ 




End 


3660 




GI 


none 




Score 


121 




P von q 


3330 3383. 


3331 3432 3439 


..3597, 3444. .3581, 3586. .3660 


Seq. No. 


33967 




Seq. ID 


OJ000251_04.0217 


C8 


Gene No. 


70335 




Strand 






Start 


19789 




End 


25098 




Name 


OJ000251 04 


0217 C8 o5 tm 


Method 


TBLASTX: Maize 




Start 


4 650 _Z 




.^End,... m 


^7142^ w _„._ 




..G.I 


non e . 




— . Score 







Exons 


-4650 4733 


4651 4737 4869 


..497-3, 4E 


369; .4946, -4870. -.4959 




4871 4972 


6948 714 2 








Seq. No. 


33967 




Seq. ID 


OJ000251_04.0217 


C8 


Honp NO 


70335 




Strand 






Start 


1978 9 




End 


25098 




Name 


OJ000251 04 


0217 C8 o4 t-m 

VJ -1 i f ■ \^\J • W ti * l_.lt I 


Method 


TBLASTX: Maize 




Start 


9848 ~~ 




End 


10228 




GI 


none 




Score 


432 




Fx on 


9848 10228 


9850 10227 








Seq. No. 


33967 




Seq. ID 


OJ000251_04 .0217, 


C8 


Gene No. 


70335 




Strand 






Start 


197.-89 




End 


25098 




NaiTie 


OJ000251 04. 


0217.C8.o2.tc 


Method 


TBLASTX: Cress. 




Start 


16131 




End 


16728 




GI 


none 




Score 


36 




Exons 


. 16131. .16169, .16232 . .16291., 


16236. . 16295, .162.66 . .16634., 






16322. . 16633 


, 16625. .16723, 


16632. .16721, 16651. .16728 




Sea No 


33967 "' 




Seq. ID 


' OJ000251_04 .0217. 


C8 


Gene No. 


70335 




Strand 






Start 


19789 




End 


25098 




Name 


OJ000251 04. 


0217.C8.o3.ts 


Method 


TBLASTX: Soybean 




Start 


16245 




End 


18055 




GI 


none. 




Score 


460 




Exons 


16245. .16733, 1 6325 .. 16516, 


16586. .16726, 16841. .16912, 






16843. . 16911 


, 17011. .17109, 


17013. .17093, 17254. .174 00, 






17255. . 17401 


, 17524 . . 17715, 


17956. .18054, 17 957. .18055 




Seq. No. 


33967 




Seq. ID 


OJ000251 04,0217, 


C8 


Gene No. 


70335 




Strand 






Start 


19789 




End 


25098 




Name 


OJ000251 04. 


0217.C8.o2.tw 


Method 


TBLASTX: Wheat 





33956 



Start 
GI 

Exons . 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



16248 
none 

16248. .16559, 16322. 



End. 
Score 



16519 



33967 
70335 
19789 

OJ000251_04 . 0217 . C8 . o2 . tm 
16332 
none 

16332. .16733, 16382 
17013. .17108, 17014 



16559 
227 



Seq. ID OJ000251_04 .0217.C8 
Strand 

End 25098 
Method TBLASTX : Mai ze 
End 17401 
Score 475 
16726, 16843. .16911, 16844 .. 16912, 
17109, 17254. .17400, 17255.. 17401 



33967 
70335 
19789 

OJ000251_04.0217.C8, 

16841 

none 

16841. .16912, 16843, 



Seq. ID OJ000251_04.0217.C8 
Strand 

End 25098 

o7.tc Method TBLASTX: Cress 

End 17118 

Score 110 
.16911, 17011. .17118, 17013. .17108 



..Seq^JNo.. 
__Gene^No.. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



,33.9 67, ^ , E . , .... 
,J7J033.5 

19789- • 

OJ000251_04 .0217.C8. 

17013 

none 

17013. .17108, 17014. 
17315. .17401, 17338. 

33967 
70335 
19789 

OJ000251_04.0217.C8. 

17255 

none 

17255. .17401, 17260. 

33967 
70335 

19789 

OJ'000251_04 .0217.C8. 
19789 • ■ ■*. 
6642652 . 

19789. . 19837, 20399. 
24821. .25098 
(AC012395) putative 
thaliana] 



.^.^™^„^.,.Sejq.,,.,.ip^... OJQ.0Q251._0. 4 . 0.2 L7-..C8 . 

rt .L„.S.txarid^ L , __^_„_. 

End - - -25098 - - 

04. tw Method TBLASTX : Wheat 

End 17580 

Score 109 
.17109, 17254. .17301, 17255 .. 17314 , 
.17406, 17524. .17580 

Seq. ID OJ000251_04.0217.C8 
Strand 

End 25098 

05. tc Method TBLASTX: Cress 

End 17565 

Score 229 
.17400, 17524. .17565 

Seq. ID OJ000251_04.0217.C8 
Strand 

. . End 2.5098 ... 

o3.np -Method- AAT/NAP • - 

_ End * 25098 

Score 552 . 
.20717, 20833. .21021, 227 98 .. 234 15, 

purple acid phosphatase [Arabidopsis 



OJ000251 04. 0217. C8 



Seq. No. 33967 Seq. ID 

Gene No. 70335 Strand 

Start 19789 End 

Name OJ000251JD4 . 0217 . C8 . o4 . tc Method 

Start 20315 End 

GI none Score 

Exons 20315. .20554, 20329 .. 20550, 2034 6 .. 20552, 20625 .. 20693, 
20626. .20694 



25098 

TBLASTX: Cress 

20694 

161 



33957 




Cart XT 

oeq. ino . 


O O Q £-7 




Seq. ID 


OJ000251_04.0217. 


PR 


bene ino * 


/UJ JJ 




Strand 






Of a v-4- 
O LdlL 






End 


25098 




Name 


p]Tnnn9M 04 0917 rp 


• O X . tin 


Method 


TBLASTX: Maize 




Start 


20329 




End 


25017 




GI 


none 




Score 


36 




U 1 v n <3 


9fH9Q 90^R« 90^?"} 

£U J^, J i ■ ^ U J J O , U J J J 


• £. \J J J .7 f 


20356. .20550, 20358 .. 2054 9, 






90^6^ 90^66 OAfil Q 

lUjuj . . JuD j iiU Dl ^ 


9071 A 


20623. .20712, 20625 .. 207 14 , 






90696 9071 ^ 90fi^1 


9 1 D99 


20832. .21023, 20833 .. 21024 , 






90ft?? 910?? 99776 


o Q A 6ft 


22797. .23468, 227 98 .. 234 69, 






99P09 9?d70 94PR6 


• t4?OJ; 


24887. .24940, 24 928.-24 963, 






94 Qft ^ 9 R0 1 7 










Seq. No. 


33967 




Seq. ID 


OJ000251J34.0217. 


C8 


Gene No. 


70335 




Strand 






O Lai L. 


1 Q7flQ 




End 


25098 




Name 


ptooo9m 04 0917 pp 


- 

ob . gs 


Method 


GEN SCAN 




Cf 3 v-+- 

OLaiL 


90?9Q ~ 




End 


25098 




pT 
o-L 


none 




Score 


.73 




]T v ah c 
Hi aUI 1 O 


90?9Q 90^48 9069Q 


9071 7 


20833. .21021, 22798 234 66, 
















Seq. No. 


■ . 339 6 7- - .. V ■ 




r Seq-. : ID 


-OJ0002-51_04 .-02-1-7-.- 


C8 : 


bene ino . 


/ U j JJ 




Strand 






OtaLl 


1 Q7 Q Q 




End 


25098 




Name 


nTOfinom oz noi i pq 

UuuUUZ Jl Ufl.UZl/.bo 


Oj.US 


Method 


TBLASTX : Soybean 




Cf -j v-+- 


90d _ 

ZUt J 1 ! 




End 


20714 




p t 


none 




Score 


77 




L ' y\ r-> 

CjXOuS 


OOA^A OO^Al OnAAl 




20634. .20714, 20637.. 20714 




Con KI/-\ 

o e q . in u • 


339.67 




Seq. ID 


OJ000251_04.0217. 


pft 


Gene No. 


70335 




Strand 






Start 


19789 




End 


25098 




Name 


OJ000251 04. 0217. C8. 


o3 . gp 


Method 


AAT/GAP 




O Lai L 


20493 




End 


22967 




PT 
bl 


21345 1.R1084 




Score 


890 




IjAUIIo 


20493. .20548, 20629. 


.20717, 


20833. .21021, 22798.. 22967 






, 5852170/emb|AL117265. 1 IOST17804 1 . Oe- 


50 Oryza sativa 






indica(GLA4) genomic DNA, chromosome 4, BAC clone :t 17804 


t 


Seq. No. 


33967 




Seq. ID 


OJ000251_04. 0217. 


C8 


o tr 1 1 1; IN O . » 


70335 




Strand 






C +- -i 

olait 


19789 




End 


25098' 




Name 


OJ000251 04. 0217. C8 . 


o4 . ts 


Method 


TBLASTX: Soybean 




jLdlt 


20822 




End 


21018 " 




PT 


none 




Score 


157 






20822. .20998, 20824. 


.21018, 


20830. .21009 




Seq. No. 


33967 




Seq. ID 


OJ000251_04.0217. 


C8 


Gene No. 


70335 




Strand 






Start 


19789 




End 


25098 




Name 


OJ000251 04. 0217. C8 . 


06 . tc 


Method 


TBLASTX: Cress 




Start 


20833 




End 


22923 




GI 


none 




Score 


71 




Exons 


20833. .21018, 20939. 


.21022, 


22801. .22923 





33958 




Seq. No. 


33967 


Seq. ID 


OJ000251 


_04.0217 


-C8 


Gene No. 


70335 


Strand 








C j- -) y-j- 


1 Q7PQ 




9 ^n Qft 






Name 


070009^1 04 0917 Pfi r\fi +■ <s 
UuUUU^jI Ufi . UZ X / .CO tOD. US 


ricLnOU 




ooyoean 




c+- -j v-f- 


99PP c; 


Haiti 


9 -3 A 1 7 
Z J U X / 






CJ 
\j X 


none 


Score 


1 0£ 
X U O 






Exons 


99fta c i 9^016 99Rfi£, 9^017 










o e q . in o . 


^ ^ Q £7 


Seq. ID 


OJ000251 


c\a 0 9 17 
U 4 . UZ 1 / 


PQ 


Gene No. 


70335 


Strand 








Start 


19789 


End 


25098 






Name 


DTonncm 04 0917 rp o*3 i-r* 

UJUUUZJl U 4 . UZ X / .L/O .UJ. LC 


Method 


TBLASTX: 


Cress 




Qf v-f- 
O LdlL 


99Q94 ~~ 
ZZ :?Z ft 


End 


23409 








none 


Score 


52 






Exons 


99Q94 99QQP 99Q9^ 99QQ£ 
ZZZ7Z4. .ZZ:7:70, ZZZ7ZD. .ZZ:?;?©, 


22991. .23068, 23062 


9 "3 1 o £. 
. . z J X U D , 






23063 23098 23098 23409, 


23099. .23371 






Seq. No. 


33967 


Qorr T Pi 

oeq . x u 


Pi TAD H 9^1 
UJ UU UZ 0 X 


_04.0217 


.C8 


Gene No. 


70335 


Strand 








O Ld L L 


1 Q7 O Q 


End 


25098 






Name 


nTnnn9Ri 04 0917 pr ^i -hc 

VJU UUUZ 3 X U^l . UZ1 / . Lo . Ol . IS 


Method 


TBLASTX: 


■ 

Soybean 




.PA^r-t^ .-^.^ 


o o n 9 1 — 




..2.34.7.0 






P T 

..ulX.. 




_.„S.co.r.e 


„41Z.„„. . 






Exons 


9^091 - 9~}4 70- 9^09^ - 9^zl£Q - 








Seq. No. 


33968 


Seq. ID 


p Tnnn 9 r i 
UJ uuuz 0 X 


_04.0217 


.C9 


Gene No. 


70336 


Strand 


+ 






Of a r f 
o Lai t 




End 


1398 






Name 


p70on9Ri n^i 0917 pq r\i nc 
ujuuuzox U4 . uz x / . . ox . gs 


Method 


GENS CAN 






Q+- -j 


CI Q _ 


End 


1398 






pt 

laX 


none 


Score 


.72 






Exons 


Q 7Q9 1 QflQ 1 ^Qfi 
D13 . . / i?Z , XOU.7. . Ijjo 










Seq. No. 


33968 


Seq. ID 


OJ000251 


_04.0217 


.C9 


Gene No. 


70337 


Strand 








Of- a v-f- 


^£07 


End 


6443 






Name 


0 70009^1 04 091 7 PQ r\0 rrc 

Uuuuuz ji ufi.uzx/.v^y.oz.gs 


Method 


GENSCAN 








jDU / 


End ' 


6443 








none 


Score 


.69 






Exons ■ 


^£07 "370R £44"^ 










Seq. No. 


33.969 


: Seq. ID 


OJ000251 


_04.0217 


CIO 


Gene No. 


70338 


* Strand , - 








Cf art 


68 


End' 


1636 






Name 


OJ000251 04.0217.C10.ol.gs 


Method 


GENSCAN 






O L d. 17 L. 


68 


End 


1636 






CJ 
ux 


none 


Score 


.85 






F V AD C 


68. .414, 515. .634, 1367. .1636 








Ot;\-^ . IN (J . 


33970 


Seq. ID 


OJ000251 


OA 0917 
U 4 . UZ X / 


PI 9 
LIZ 


Gene No. 


70339 


Strand 


+ 






Start 


550 


End 


1740 






Name 


OJ000251 04.0217.C12.ol.gs 


Method 


GENSCAN 






Start 


550 


End 


1740 






GI 


none 


Score 


.51 






Exons 


550. .570, 1687. .1740 











33959 



Seq. No. 33970 

Gene No. 70340 

Start 2360 - 

Name OJ000251_04 . 0217 . C12 . o2 . gs 

Start 2360 

GI none 

Exons 2360.. 2414, 2511.. 2648 



Seq. ID OJ000251_04.0217.C12 
Strand 

End 2648 

Method GENSCAN 

End 2648 

Score .77 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



33971 
70341 
327 

OJ000251_04 .0217.C13.ol.gs 

327 

none 



Seq. ID OJ000251_04.0217.C13 

Strand + 

End 7742 

Method GENSCAN 

End 7742 

Score .53 



327. .431, 606. .1070, 1201. .1258, 1337. .1555, 4446. .5626, 
5708. .6130, 6525. .6860, 6873. .7204, 7373. .7742 



Seq. No. 33971 
Gene No. 70342 
Start 17824 

Name OJ000251__04 . 0217 . C13 . o2 . gp 

7 ,Start__ ; _a7821 : v . 

.J3 1 , ... uCr-aafl.cyp.03 [lahAblj^^ 

Exons - 17824.-. 18205 - - _-. . 

GI Descrip. ' 601684 5/dbj | AP000570 . 1 1 AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 ' 



Seq. ID OJ000251__04.0217.C13 
Strand + 
End 18205 
Method AAT/GAP 

- End w ^ 

^Sc.one -_^-6_6_7 : ^ „,,,..,' 



Seq. No. 33971 

Gene No. 70343 

Start 23393 

Name OJ000251_04 . 0217 .C13 . o3 . gs 

Start 23393 

GI none 
Exons 



Seq. ID OJ000251_04 .0217.C13 

Strand + 

End 32443 

Method GENSCAN 

End 32443 

Score . 5 



23393.-23678, 24090 .. 24 128, 25642 .. 257 69, 26547 .. 2 6727 , 
26794. .28719, 28840 .. 28924 , 29152 .. 29285, 29770 .. 31084 , 
31222. .32443 



Seq. No. 
Gene No. 
Start 
.Name 
.Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 



33971 
70343 
23393 

OJ000251_04. 02.17. C13.o4.np. 

25549 

4416301 . 



Seq. ID OJ000251_04 .0217.C13 

Strand + 

End 32443 

Method AAT/NAP 

End 30128 

Score. 466. 



25549. .25575, 26777 .. 27908 , 27977 .. 282 93 , 30085. .30128 
(AF105716) gag protein [Zea mays] 



33971 
70343 
23393 

OJ000251_04 .0217.C13.o5.np 
29183 
4416302 
29183. .30698, 30759.. 32443 

(AF105716) copia-type pol polyprotein [Zea mays] 



Seq. ID OJ000251_04 .0217.C13 

Strand + 

End 32443 

Method AAT/NAP 

End 32443 

Score 3838 



33971 
70344 



Seq. ID OJ000251_04 .0217.C13 
Strand 



33960 




Start 


7736 


End 


30524 




Name 


OJ000251 04 0217 C13 06 ts 


Meat* hoH 






Start 


7725 ~~ 


End 


7975 




GI 


none 


Score 


52 




Exons 


7725 7766, 7730 7975. 7803 


. .7973 






Seq. No. 


33971 


Seq. ID 


OJ000251 04 0217 


C13 


Gene No.. 


70344 


Strand 






Start 


7736 


End 


30524 




Name 


OJ000251 04.0217.C13.ol.np 


Method 


AAT/NAP 




Start 


7736 


End 


14011 




GI 


4544372 


Score 


1221 




Exons 


7736.. 9298, 9409.. 9835, 9904 


. .10918, 


13960. . 14011 




GI Descrip. 


(AC006920) putative retroelement pol 


polyprotein [Arabidopsis 




f hfl 1 "i snal 

L 1 1 CI _L _1_ CI 1 1 CI J 








Seq. No. 


3397 1 


Seq. ID 


OJ000251_04.0217. 




Gene No. 


7034 4 


Strand 






Start 


7736 


End 


30524 




Name 


OJ000251 04 0217 CI ^ oS tw 


Method 


TBLASTX: Wheat. 




Start 


7751 


End 


8158 








„„Scor & ^ 






_E x b tis , - . 'j..*.. 




.. .81.50. , 






Sea. No. 


33971 


Seq. ID 


OJ000251JD4.0217. 


C13 


Gpnp No 


70344 


Strand 






Start 


7736 


End 


30524 




Name 


OJ000251 04.0217.C13.o2.gs 


Method 


GENSCAN 




Start 


7865 


End 


16840 




GI 


none 


Score 


.54 




Exons 


7865.. 8683, 8850. .9752, 9813 


. .10551, 


10557. .10716, 10855 


. .no: 




11149. .11719, 11996. .12341, 


12582. . 12779, 134 68 .. 14 303, 






14559. .14670, 15087 .. 15148 , 


16360. .16840 




Seq. No. 


33971 


Seq. ID 


OJ000251_04.0217. 


C13 


Gene No. 


70344 


Strand 






Start 


7736 


End 


30524 




Name 


OJ000251 04.0217.C13.o2.tm 


Method 


TBLASTX: Maize 




Start 


8282 


End 


30468 




GI 


none 


Score 


97 




Exons _ 


8282.. 8410, 29772. .29843, .29774 .. 29845, .298 4 3 .. 30421,. 






■ 29844. .30464, 2984 4 .. 304 58 , 


29923;. 30468 





Seq. No. 


33971 








Seq. ID 


OJ000251_04.0217. 


C13 


Gene No. 


70344 








Strand 






Start 


7736 








End 


30524 




Name 


OJ000251 04 


.0217 


.C13.o7 


ts 


Method 


TBLASTX : Soybean 




Start 


8519 








End 


8801 




GI 


none 








Score 


52 




Exons 


8519. .8629, 


8520 


. .8612, 


8653. 


.8736, 8661. .8801 




Seq. No. 


33971 








Seq. ID 


OJ0.00251_04.0217. 


C13 


Gene No. 


70344 








Strand 






Start 


7736 








End 


30524 




Name 


OJ000251 04 


.0217 


.C13.o4 


tw 


Method 


TBLASTX: Wheat 




Start 


9138 








End 


9536 




GI 


none 








Score 


69 





33961 



Exons 


9138 . . 9407, 


9256. . 9396, 9447 . 


. 9536 






Seq. No. 


33971 




Seq. ID 


OJ000251_04 .0217 


.C13 


Gene No. 


70344 




Strand 






Start 


7736 




End 


30524 




Name 


OJ000251 04. 


0217 ,C13.o3. ts 


Method 


TBLASTX : Sovbean 




Start 


9171 ~ 




End 


9581 




GI 


none 




Score 


101 




Exons 


9171 . . 9422, 


9256. . 9423, 9444 . 


.9581, 94 


48 . . 9579 




Seq. No. 


33971 




Sea. ID 


OJ000251 04 0217 


. C13 


Gene No. 


70344 




Strand 






Start 


7736 




End 


30524 




Name 


OJ000251 04. 


0217.C13.o3.np 


Method 


AAT/NAP 




Start 


9389 




End 


22595 




GI 


5852180 




Score 


660 




Exons 


9389. .9448, 


15740. .15791, 164 


n c 1 cone 

y b . . l b y u b 


, 1 by do . . 1 / U / o , 






18054 . .18135, 22542.'. 22595 








GI Descrip. 


(AL117265) zhbOOOlO.l [Oryza 


sat iva ] 






Seq. No. 


33971 




Seq. ID 


OJ000251J34.0217 


.C13 


.Gene _.No . ^. 


_._7.0.34.4_„ „ 




„.JS.-t:rajipL^ 






^arfr;;:; .; .'. 


J73.6_ 




End 






Name 


■OJ00025-1 04. 


0217.C13.o4.ts 


Mpthod "- 


TBLASTX ■Sovbean - 




Start 


9745 




End 


10202 




GI 


none 




Score 


72 




Exons 


9745 . . 9876, 


9762.. 9920, 9916. 


.10164, 9 


921 10202 




Seq. No. 


33971 




Seq. ID 


OJ000251_04 .0217 


• C13 


Gene No. 


70344 




Strand 






Start 


7736 




End 


30524 




Name 


OJ000251 04. 


0217 ,C13.o6. tw 


Method 


TBLASTX: Wheat 




Start 


9819 




End 


10217 




GI 


none 




Score 


50 




Exons 


9819. .9920, 


9823..9894, 9882. 


.10217, 9886. .10200 




Seq. No. 


33971 




Seq. ID 


OJ000251_04.0217 


.€13 


Gene No. 


70344 




Strand 






Start 


7736 




End 


30524 




Name 


OJ000251 04. 


0217.C13.o4 .tm 


Method 


TBLASTX :Maize 




Start 


.9888. ... 




End . 


.10349 




GI 


none 




Score 


210 




Exons 


. 9888. .1034 9, 


- 9889. .10197, 9987. .10349 






Seq. No. 


33971 




Seq. ID 


OJ000251_04.0217 


. C13 


Gene No. 


70344 




Strand' 






Start 


7736 




End 


30524 




Name 


OJ000251 04. 


0217.C13.ol.tw 


Method • 


TBLASTX: Wheat 




Start 


10218 




End 


10621 




GI 


none 




Score 


261 




Exons 


10218. .10562 


, 10218. .10571, 10261. .10563, 10574 .. 10621 , 






10575. .10616 










Seq. No. 


33971 




Seq. ID 


OJ000251_04.0217 


.C13 


Gene No. 


70344 




Strand 






Start 


7736 




End 


30524 




Name 


OJ000251 04. 


0217.C13.o7.tm 


Method 


TBLASTX :Maize 





33962 



Start 10350 

GI none 

Exons 10350. .10565, 10351.. 10563 

Seq. No. 33971 

Gene No. 70344 

Start 7736 

Name OJ000251_04 . 0217 . C13 . 08 . ts 

Start 10419 

GI none 

Exons 10419. .10553, 10562.. 10783 



End 
Score 



10565 
220 



Seq. ID OJ000251_04.0217.C13 
Strand 

End 30524 

Method TBLASTX : Soybean 

End 10783 

Score 122 



Seq. No. 33971 Seq. ID 

Gene No. 70344 Strand 

Start 7736 End 

Name OJ000251_04 . 0217 . C13 . o9 . ts Method 

Start 11193 End 

GI none Score 

Exons 11193. .11531 



OJ000251_04.0217.C13 
30524 

TBLASTX: Soybean 

11531 

193 



Seq. No. 
r .Gen.e_.Ng . 
„S£artl_ 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



33971 

1 7J73..6. „, 



OJ000251_04 . 0217 . C13 .08 . tm 

27087 

none 

27087. .27491, 27126. .27350 

33971 
70344 
7736 

OJ000251_04 .0217.C13.o5.tm 

29376 

none 



Seq. ID OJ000251_04.0217.C13 

. at rand. - .. 

..,EncU_„~ 3o 52Xr_^ 

Method ■ 

End 

Score 



TBLASTX: Maize 

27491 

251 



Seq. ID OJ000251_04.0217.C13 
Strand 

End 30524 

Method TBLASTX : Mai ze 

End 29771 

Score 134 



29376.-29495, 2 94 93 .. 2977 1, 294 93.-297 68, 29501. .29770 



Seq. No. 


33971 






Seq. ID 


OJ000251_04.0217 


.C13 


Gene No. 


70344 






Strand 






Start 


7736 






End 


30524 




Name 


OJ000251 04.0217.C13 


.o2.tw 


Method 


TBLASTX: Wheat 




Start 


29535 






End 


30107 




GI 


. none 






Score-. 


236 




Exons 


29535. 


.29765, 29537. 


.29764, 


'29795... -29821,- 29795 .. 29815, 






2 9816. 


.30058, 29823. 


.30107, 


30057. .30104 




Seq. No." 


33971 






Seq. ID 


OJ000251_04.0217 


.C13 


Gene No. 


70344 






Strand 






Start 


7736 






End 


30524 




Name 


OJ000251 04.0217.C13 


o5 . ts 


Method 


TBLASTX: Soybean 




Start 


29952 






End 


30413 




GI 


none 






Score 


227 




Exons 


29952. 


.30263, 30312. 


30413 








Seq. No. 


33971 






Seq. ID 


OJ000251_04.0217 


.C13 


n »-r- 

UCllC Vi\J . 


7 034 4 






Strand 






Start 


7736 






End 


30524 




Name 


OJ000251 04.0217.C13 


08 .tw 


Method 


TBLASTX: Wheat 





33963 



Start 
GI 

Exons 



30195 
none 



End 
Score 



30524 
95 



30195. .30266, 30272 .. 30421, 30285 30434 , 30309 .. 304 55, 
30450.. 30524 • 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



33971 Seq. ID 

70345 Strand 

30780 • End 

OJ000251_04 .0217.C13.o6.tm Method 

30780 End 

none Score 



OJ000251_04 .0217 .C13 
31540 

TBLASTX: Maize 

31068 

413 



30780. .31055, 30782 .. 31063, 30784.. 31068 



33971 Seq. ID 

70345 Strand 

30780 End 

OJ000251_04 . 0217 . C13 . ol . ts Method 

30806 End " 

5509260 Score 



OJ000251_04.0217.C13 
31540 

TBLASTX: Soybean 

31413 

243 



30806. .31027, 30807 31025, 30807 31037 , 31032 .. 31055, 
31052. .31411, 31058. .31411, 31060 .. 314 13, 31066. .31413 



-GI Descrip 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. .No. 

Gene No. 

Start. 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 
Seq. No. 



33971 

70345 
30780 

OJ000251_04 .0217 .C13.o3.tw 

30932 

none 

30932. .31024, 30948. .31025, 
31058. .31399, 31058. .31405 

33971 
70345 
30780 

OJ000251_04 .0217 .C13.o3.tm 

31073 

none 

31073. .31540, 31075. .31521, 

33971 .. . . . . 

70346 
31562 . 

OJ000251_04 . 0217 .C13.o9.tm 

31562 

none 

31562. .31765, 31582. .31764 

33971 
70347 
31766 

OJ000251_04 . 0217 . C13 . ol . tm 

31766 

none 

31766. .324 4 9, 31774. .32376, 
33971 



- Seq. ID OJ000251_04.0217.C13~ 
Strand 

End 31540 

Method TBLASTX : Wheat 

End 31405 

Score 95 
31029. .31058, 31039. .31386, 



Seq. ID OJ000251_04 .0217.C13 
Strand 

End 31540 

Method TBLASTX : Mai ze 

End 31540 

Score 614 
31121. .31537 

...Seq. ID OJ000251_04 .0217..C13 
Strand. 

End 31765 : 

Method TBLASTX : Maize 

End 31765 

Score 251 



Seq. ID OJ000251_04.0217.C13 
Strand 

End 32449 

Method TBLASTX: Maize 

End 32449 

Score 1019 
32147. .32449 

Seq. ID OJ000251 04.0217.C13 



33964 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



70347 Strand 

31766 End 

OJ000251_04 . 0217.C13.o2.ts Method 

31784 End 

none Score 



32449 

TBLASTX: Soybean 

32425 

297 



31784. .32182, 31993 .. 32172 , 32192. .32425 



33971 
70347 
31766 

OJ000251_04 .0217.C13.o7.tw 

31922 

none 



Seq. ID OJ000251_04.0217.C13 
Strand 

End 32449 

Method TBLASTX : Wheat 

End 32377 

Score 126 



31922. .32179, 32077 32 178 , 32201 .. 32377 , 32207 .. 32374 , 
32260. .32376 



Seq. No. 
Gene No. 
Start 
Name 
Start 

..Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



33971 
70347 
31766 

OJ000251_04 . 0217 .C13.ol.tc 
31964 

none. ._ . ...... 



Seq; ID OJ000251_04.0217.C13 
Strand 

End 32449 

Method TBLASTX : Cress 

End 32422 

Score , _/7.1_ . , i ... . 



.„..J31 9.6.4 3.2.053.,.. 3 2.0.57 ....3 2 1,9 !,,„ 32210.^.32422^^ 



33972- 
70348 
494 

OJ000251_04 .0217 .C14 .ol.gs 
494 
none 

494. .682, 684. .926, 1182. .1405 



Seq. ID OJ000251_04.0217.C14 

Strand + 

End 1405 

Method GENSCAN 

End 1405 

Score . 62 



33972 
70349 
1627 

OJ000251_04 . 0217.C14 .ol.np 
1627 
5295955 
1627.. 2066 

(AB026295) Similar to Epstein-Barr virus (EBV) genome. (V01555) 
[Oryza sativa] ... 



Seq. ID OJ000251_04.0217.C14 
Strand 

End 2066 

Method AAT/NAP 

End 2066 

Score 186 



'33973 ' . 

70350 

136 

OJ000251_04 . 02 17. C15. ol.gs 

136 

none 



.Seq. ID OJ000251_04.0217.C15 

Strand . + 

End 3254 

Method GENSCAN 

End 3254 

Score . 57 



136. .249, 342. .422, -466. .655, 2284. .2507, 2547. .2772, 2827. .3254 



33973 
70351 
6014 

OJ000251_04 . 0217 .C15.o2.gs 

bU14 

none 



Seq. ID OJ000251_04.0217.C15 

Strand + 

End 8204 

Method GENSCAN 

End 8204 

Score .51 



6014. .6032, 6088. .6372, 6987. .7252, 7282. .7450, 7999. .8204 



33965 



• 



Seq. No. 


33973 


Seq. ID 


OJ000251 


_04 


.0217. C15 


Gene No. 


70351 


Strand 


+ 






Start 


6014 


End 


8204 






Name 


OJ000251 04.0217.C15.o2.np 


Method 


AAT /NAP 






Start 


6169 


End 


7995 






GI 


6815052 


Score 


407 






Exons 


6169. .6372, 6454. .6528, 7877. 


.7995 








GI Descrip. 


(AP001080) hypothetical protein [Oryza 


sat iva 1 






Seq. No. 


33973 


Seq. ID 


OJ000251_ 


_04 


.0217.C15 


Gene No . 


70352 


Strand 


+ 






Start 


8688 


End 


9096 






Name 


OJ000251 04.0217.C15.ol.gp 


Method 


AAT /GAP 






Start 


8688 


End 


9096 






GI 


5816562 


Score 


725 






Exons 


8688. .9096 










GI Descrip. 


601684 5/dbj | AP000570 . 1 1 AP000570 3..0e-5S 


Oryza sativa genomic 




DNA, chromosome 1, clone : P07 11E10 









Seq. No.. 33973 

.-Gene Jto..„ . ^,^7035.3...^ 

. Start „ i6.L42.„ ,. , , _ 

Name- • OJ000251_04 . 0217 . C15 . o3 . gs 

Start 10142 

GI none 

Exons 10142. 

11706. 

12620. . 13071 



10216, 10700. 
11840, 11907. 



11026, 
12106, 



OJ000251_04.0217.C15 

,-+.,.. 

.110.7.1 .„., 

GENSCAN 
13071 
.85 



Seq. ID 
.Strand, 

7. . End .„ .*. 1 
• Method 
End 
Score 

11113. .11405, 114 82. .11618, 
12181. .12370, 12430. .12546, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



33973 
70353 
10142 

OJ000251_04.0217.C15.o3.np 
10142 
6691716 
10142. .11036, 
11919. .12106, 



04.0217.C15 



Seq. ID OJ000251_ 
Strand + 
End 13071 
Method AAT /NAP 
End 13068 
Score 2446 
11482. . 11582, 11661. . 11840, 
12432. .12546, 12620. .13068 
(AP000492) hypothetical protein [Oryza sativa] 
gi I 6691717 | dbj IBAA89397.il (AP000570) hypothetical protein 
[Oryza sativa] 



11228. .11405, 
12181. .12282, 



Seq.' No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000251 .04.0217.C15 



3289 
AAT /NAP 
3289 
59 



33973 
70354 
2953 

OJ000251_04 .0217.C15.ol.np 
2953 
6322945 
2953.. 328,9 

nucleolar protein that is immunologically and structurally 
related to rat Noppl40, a nonribosomal protein of the nucleolus 
and coiled bodies.; Srp40p gi | 548976 | sp I P32583 | SR40_YEAST 
SUPPRESSOR PROTEIN SRP40 gi | 539364 | pir | | S38 170 SRP40 protein - 
yeast ( Saccharomyces cerevisiae) gi | 450552 | emb | CAA5194 6 I 
(X7354I) ORF YKR412 [Saccharomyces cerevisiae] gi | 4 8 658 1 | emb | CAA 



Seq. No. 



33973 



Seq. ID OJ000251_04.0217.C15 



33966 



Gene No. 70355 Strand 

Start 13437 End 

Name OJ000251_04 . 0217 . CIS . o9 . tw Method 

Start 10262 End 

GI none Score 

Exons 10262. .10552 



19228 

TBLASTX: Wheat 

10552 

215 



Seq. No. 33973 

Gene No. 70355 

Start 13437 

Name OJ000251_04 . 0217 . C15 . o2 . tw 

Start 13413 

GI none 

Exons 13413. . 13544, 13536 14027 , 13738 
13918. . 14007 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000251_04.0217.C15 
19228 

TBLASTX: Wheat 

14027 

95 



,13866, 13773. .13877, 



Seq. No. 
Gene No. 
Start 
Name 
Start 

_Exjons„.. _ „. 

GI Descrip. 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start • 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



33973 Seq. ID OJ000251_04 . 0217 . C15 

70355 Strand 

13437 End 19228 

OJ000251_04 .0217.C15.o4 .np Method AAT/NAP 

13437 End 19228 

5922631 ,_, r ... SPP«*~. .,.657.1. 

. .1343.7- ..JL.5A64.,_ .1.6571 174,97 ,„.l 762 C 17.77 5.,. -17.ai£..^18 3.8.9., 

18435. .18619, 18878. .19228 

(AP000492) ESTs C26347 (C12145 ) , AU078074 (C12145) correspond to a 
region of the predicted gene.; similar to prpol; Zea mays 
retrotransposon Cinful-1. (AF049110) [Oryza sativa] 
gi I 6016864 | dbj IBAA85207.il (AP000570) ESTs 

C26347 (C12145) ,AU078074 (C12145) correspond to a region of the 
predicted gene.; Similar to prpol; Zea mays retrotransposon 
Cinful-1. (AF049110) [Oryza sativ 



33973 
70355 
13437 

OJ000251_04 . 0217 . C15 . o4 . tm 
13452 

none • - 



Seq. ID OJ000251_04 .0217.C15 
Strand 
End 

Method 
End 
Score 



19228 

TBLASTX: Maize 

13715 

102 



13452. .13553, 134 53 13554 , 13533 .. 13715, 13572. .13715 



33973 ... 
70355 
•13437 

OJ000251_04 .0217. CIS. o4.gs 
13602 
none 

13602. .15339, 15516. .15577, 
16579. .17659, 17801. .18775, 

33973 

70355 Strand 

13437 End 

OJ000251_04 . 0217 . C15 . o7 . tm Method 

13797 End 

none Score 



. Seq. ID. 

Strand 
'• ' End *' * 
Method 
End 
Score 
15579. .15906, 
18839. .19220 



OJ000251 04. 0217. .CIS 



19228. ■ 
GENSCAN 
19220 
.44 

16018. .16482, 



Seq. ID OJ000251 04. 0217. CIS 



19228 

TBLASTX: Maize 

14069 

92 



137 97. .13883, 138 93. .1397 6, 13971. .14 069 



33967 



Seq. No. 33973 

Gene No. 70355 

Start 13437 

Name OJ000251_04 . 0217 . CI 5 . 06 . tw 

Start 14142 

GI none 

Exons 14142. .14333, 14 142 14528 , 14218.. 14529 



Seq. ID OJ000251_04.0217.C15 
Strand 

End 19228 

Method TBLASTX : Wheat 

End 14529 

Score 117 



Seq. No. 33973 

Gene No. 70355 

Start 13437 

Name OJ000251_04 . 0217 . CI 5 . ol . tm 

Start 14172 

GI none 

Exons 14172. .14219, 14211 .. 14534, 14212. .14535 



Seq. "ID OJ000251_04.0217.C15 
Strand 

End 19228 

Method TBLASTX : Maize 

End 14535 

Score 238 



Seq. No. 33973 

Gene No. 70355 

Start 13437 

Name OJ000251_04 . 0217 . C15 . olO . tw 

Start 14532 

..GI, ; r .,......none. ;7 ,. ... • , „ .... 

..Exons i. .,. ..... 1A5.32.; ,146 3 0,"„ 146.97 ./l4f}.3.lV~ 



Seq. ID OJ000251__04.0217.C15 
Strand 

End 19228 

Method TBLASTX : Wheat 

End 14831 

.Score... .....128... „. „. .„ 



Seq. No. 33973 

Gene No.. 70355 

Start 13437 

Name OJ000251_04 . 0217 . C15 . o5 . tw 

Start 14847 

GI none 

Exons 14847. .15269, 14923.. 15264 



Seq. ID OJ000251_04.0217.C15 
Strand 

End ' 19228 

Method TBLASTX : Wheat 

End 15269 

Score 231 



Seq. No. 33973 

Gene No. 70355 

Start 13437 

Name OJ000251__04 . 0217 . C15 . o2 . ts 

Start 14890 

GI none 

Exons 14890. .15138, 148 92 15134 , 



Seq. ID OJ000251_04.0217.C15 
Strand 

End 19228 

Method TBLASTX : Soybean 

End 15278 

Score 126 
15174. .15278, 15184. .15270 



Seq. No. 33973 . . 

Gene No. '70355 

Start 13437 • 

Name OJ000251_04 . 0217 . C15 . o5 . tm 

Start 14943 

GI none 

Exons 14943. . 15041, 14 94 4 .. 1500 9, 



Seq. ID OJ00.0251_04.0217.C15 
Strand 

End 19228 

Method TBLASTX : Mai ze 

End 15215 

Score 62 
15045. .15215, 15060. .15200 



Seq. No. 33973 

Gene No. 70355 

Start 13437 

Name OJ000251_04 . 0217 . C15 . o4 . tw 

Start 15306 

GI none 

Exons 15306. . 15734, 15526.. 15738 



Seq. ID OJ000251_04.0217.C15 
Strand 

End 19228 

Method TBLASTX : Wheat 

End 15738 

Score 91 



Seq. No. 



33973 



Seq. ID OJ000251 04.0217.C15 



33968 



Gene No, 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI :i ,., : 

.Exons... 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start ■ 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

hixons 
Seq. No. 



70355 
13437 

OJ000251_04.0217.C15, 

15393 

none 

15393. .15419, 15417.. 
15583. . 15837 



Strand 
End 

Method 
End 
Score 



o2.tm 

15560, 15579. .15836, 15582 .. 15836, 



19228 

TBLASTX: Maize 
15837 
126 



33973 
70355 
13437 

OJ000251_04 .0217.C15.ol.ts 
15504 
none 

15504. .15905, 15538. .15888 

33973 
70355 
13437 

OJ000251_04 .0217.C15.ol.tw 
15780 

,none, w ,_ : ^ ; _ ....... ... ^ * 



Seq. ID OJ000251_04 .0217.C15 
Strand 

End 19228 

Method TBLASTX : Soybean 

End 15905 

Score 164 



Seq. ID OJ000251_04.0217.C15 
Strand 

End 19228 

Method TBLASTX : Wheat 

End 16199 

Score . ... . 231.. r 



33973 
70355 
13437 

OJ000251_04 .0217.C15.o6.tm 
15837 
none 

15837. .16064, 15841. .15936, 16024. .16062 



Seq. ID OJ000251_04.0217.C15 
Strand - . 

19228 

TBLASTX: Maize 
16064 
70 



End 

Method 

End 

Score 



33973 
70355 
13437 

OJ000251JD4 .0217.C15.o3.tm 

16068 

none 

16068. .16424, 16078. .16383 

33973 

70355 " ■ - 

13437 • ' 
OJ0002 51_04 . 0217 .C15.o3. ts 
16149 
none 

16149. .16283, 16290. .16514 

33973 
70355 
13437 

OJ000251_04.0217.C15.o3.tw 

16230 

none 

16230. .16574, 16230. .16589, 
33973 



Seq. ID OJ000251_04.0217.C15 
Strand 

End 19228 

Method TBLASTX: Maize 

End 16424 

Score 186 



.Seq. ID OJ000251._04.0217.C15. 

Strand - 

End' .. 19228 

Method TBLASTX : Soybean 

End 16514 

Score 138 



Seq. ID OJ000251_04.0217.C15 
Strand 

End 19228 

Method TBLASTX : Wheat 

End 16589 

Score 144 
16231. .16575 

Seq. ID OJ000251 04.0217.C15 



33969 



Gene No. 


70355 


Strand 


- 


Start 


13437 


End 


19228 


Name 


OJ000251_04 .0217 .CI 5.o8 .tm 


Method 


TBLASTX: 


Start 


16746 


End 


16923 


GI 


none 


Score 


106 


Exons 


16746. .16922, 16777 . .16923 






Seq. No. 


33973 


Seq. ID 


OJ000251 


Gene No. 


70355 


Strand 




Start 


13437 


End 


19228 


Name 


OJ000251_04 . 0217 .CIS . o7 . tw 


Method 


TBLASTX:" 


Start 


16752 


End 


17231 


GI 


none 


Score 


161 


Exons 


167 52.. 17 00 6, 167 74.. 17010, 


17055. . 17231 


Seq. No. 


33973 


Seq. ID 


OJ000251 


Gene No. 


70355 


Strand 




Start 


13437 


End 


19228 


Name 


OJ000251_04 . 0217 .CI 5 . 08 . tw 


Method 


TBLASTX: 1 


Start 


17811 


End 


18213 


GI 


none 


Score 


108 


JSxons 


._.17,811... V 18.21.2.,^A7.94 4_. .J 8213 ^ 






Seq. No. 


- _____ 

-33974 - - - - - - 


Seq. ID 


-OJ00G2-51 


Gene No. 


70356 


Strand 




Start 


95 


End 


2096 


Name 


OJ000251_04 . 0217 . CI6.0I . gs 


Method 


GENSCAN 


Start 


95 


End 


2096 


GI 


none 


Score 


.83 


Exons 


95. .152, 629. .746, 820. .941, 


984 . . 1260 


, 1293. .1 




1940. .2096 






Seq. No. 


33974 


Seq. ID 


OJ000251 


Gene No. 


70356 


Strand 




Start 


95 


End 


2096 


Name 


OJ000251 04.0217.C16.ol.gp 


Method 


AAT/GAP 


Start 


108 


End 


517 


GI 


5816562 


Score 


736 


Exons 


108. .517 






GI Descrip. 


6016845/dbj IAP000570.il AP000570 3.0e-59 Oryza s, 




DNA, chromosome 1, clone : P07 11E10 




Seq. No. 


33975 


, Seq. ID " 


OJ000251 


Gene No. 


70357 . 


Strand 




Start 


327 


End 


477 


Name 


OJ000251 04.0217.C17.ol.np 


Method 


AAT/NAP 


Start 


327 


End 


477 


GI 


224751 


Score 


275 


Exons 


327. .477 






GI Descrip. 


gene N [Bacteriophage phi-80 


] 




Seq. No. 


33976 


Seq. ID 


OJ000251_ 


Gene No. 


70358 


Strand 




Start 


281 ■ 


End 


14 6-1 


Name 


OJ000251 07.0216.Cl.ol.gs 


Method 


GENSCAN 


Start 


281 


End 


1464 


GI 


none 


Score 


.71 



33970 




Exons 


^81. .394/ 4 / j. .boo, 0/U..IU6I 


, iz y 1 . . 


1 A C A 

14 64 


Seq. No. 


33977 


Seq. ID 


OJ000251_07.0216.C2 


Gene No. 


70359 


Strand 




btart 


iuy 


bna 


yjy 


Name 


OJOUUzol U7 . Uzlo . Cz . ol . gs 


Method 


GEN SCAN 


Start 


inn 

109 


End 


yjy 


Gl 


none 


Score 


. yo 


Exons 


iuy..io/, zbcf..yjy 






Seq. No. 


0 jy /o 


Seq. ID 


OJ000251_07.0216.C4 


Gene No . 


/UJdU 


Strand 


+ 


o LdX l_ 


1 Z, £. / 


End 


9682 


Name 


OJ000251 07.0216.C4.o2.np 


Method 


AAT/NAP 


Start 


4227 


End 


9682 


GI 


6498441 


Score 


6979 


Exons 


4227. .5292, 5623. .6086, 6149. 


.6522, 6706.. 6840, 7015.. 7738, 




7910.. 9307, 9401.. 9682 






GI Descrip. 


(AP000815) EST C72786 (E2258 ) 


corresponds to a region of the 



predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 

_.Jvl. ,-"Sfiq-. : ' bio.. 3397*8J^Z"~1-^ J^jMoisl-^^ 



Gene No. ■ 


70361 - ■ 






Strand 






Start 


1 






End 


2017 - 




Name 


OJ000251_07 


.0216.C4.ol. 


np 


Method 


AAT/NAP 




Start 


1 






End 


2017 




GI 


6907089 






Score 


2559 




Exons 


1..652, 756 


. .2017 










GI Descrip. 


(AP001129) 


hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


33978 






Seq. ID 


OJ000251_07.0216 


.C4 


Gene No. 


70362 






Strand 






Start 


10306 






End 


10927 




Name 


OJ000251 07 


. 0216. C4 .06. 


tw 


Method 


TBLASTX: Wheat 




Start 


4379 






End 


4768 




GI 


none 






Score 


47 




Exons 


4379. .4420, 


4430. .4528, 


4447. 


.4527, 4495. .4734, 4511. .4768 


Seq. No. 


33978 






Seq. ID 


OJ000251_07.0216 


.C4 


Gene No. 


70362 






Strand 






Start 


10306 






♦ End 


10927 




Name' 


OJ000251 07 


.0216. C4. o.4. 


tm 


' Method 


TBLASTX: Maize 




Start 


4418 






End 


4666 




GI 


none 






Score 


184 




Exons 


4418. .4666, 


4453. .4665 










Seq. No. 


33978 






Seq. ID 


OJ000251_07.0216 


C4 


Gene No. 


70362 






Strand 






Start 


10306 






End 


10927 




Name 


OJ000251 07 


.0216.C4.o3. 


tw 


Method 


TBLASTX: Wheat 




Start 


5507 






End 


5993 




GI 


none 






Score 


389 




Exons 


5507. .5638, 


5508. .5993, 


5702. 


.5962 






Seq. No. 


33978 






Seq. ID 


OJ000251_07.0216 


C4 


Gene No. 


70362 






Strand 







33971 



Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

„S.e.q^-N.o.. 

Gene No. 
. Start 

•Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



10306 

OJ000251_07, 

6156 

none 

6156. .6599, 

33978 
70362 
10306 

OJ000251_07. 

6197 

none 

6197. .6421, 

33978 
70362 
10306 

OJ000251_07. 

6287 

none 

6287. .6643, 

■ 70362 ' • --" 
10306 

OJ000251_07. 

6670 

none 

6670. .7035, 

33978 
70362 
10306 

OJ000251_07. 

6727 

none 

6727. .7122, 

33978 
70362 
10306. 

OJ000251_07. 

6806 

none 

6806. .7177, 

33978 
70362 
10306 

OJ000251_07. 

7586 

none 

7586. .7807, 
7906. .8043 



0216.C4 .ol.tw 



6157.. 6612, 6158. 



0216.C4.o3.ts 



6428. .6562 



0216.C4 .ol.tm 



6322.. 6633, 6527. 



End 10927 

Method TBLASTX : Wheat 

End 6619 

Score 215 
.6619, 6158. .6613 

Seq. ID OJ000251_07.0216.C4 
Strand 

End 10927 

Method TBLASTX : Soybean 

End 6562 

Score 106 



Seq. ID 

Strand 

End 

Method 
End 
Score 
,6643 



-^Se.q.. , TO . 



OJ000251_07.0216.C4 
10927 

TBLASTX: Maize 

6643 

372 



0216.C4.o2.tm 
6671. .7054 

0216.C4 .o2.tw 
6728. .7147 

0216.C4 .ol.ts 
6823. . 6966 

0216.C4 .o5. tw 



Strand 
End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



10927 

TBLASTX: Maize 

7054 

351 



OJ000251_07.0216.C4 
10927 

TBLASTX: Wheat 

7147 

485 



Seq. ID OJ000251_07.0216.C4 
Strand 

End 10927 

Method TBLASTX : Soybean 

End 7177 

Score 273 



Seq. ID OJ000251_07.0216.C4 
Strand 

End 10927 

Method TBLASTX: Wheat 

End 8044 

Score 229 



7610. .7834, 7675. .7851, 7895. .8044, 7904. .8029, 



Seq. No. 
Gene No. 



33978 
70362 



Seq. ID OJ000251_07.0216.C4 
Strand 



33972 




Start 10306 End 10927 

Name OJ000251_07 . 0216 . C4 . o2 . ts Method TBLASTX : Soybean 

Start 7733 End 8299 

GI 5666795 Score 68 

Exons 7733.. 7831, 7907.. 8044, 8099.. 8299 

GI Descrip. 4206306 2.0e-10 (AF049110) prpol [Zea mays] 



Con Mn 


33978 






OCl^t XL/ 




, ^4 


Gene No. 


70362 






Strand 






Start 


■10306 






End 


10927 




Name 


OJ000251 07 0216 


C4 08 


-f- w 




TRT.A9TX • Whpat- 




Start 


8099 ~~ 






PnH 


ft ^SQ 




GI 


none 








X _7 U 




ITvnnc 

DAUilO 


8099 8359 












C £>/~r No 


J J J / o 












Gene No. 


70362 






Strand 






Start 


10306 






End 


10927 




Name 


OJ000251 07 0216 


. C4 . o3 . 


tm 


t" h oH 


X DLinO 1 /\ . L I a. X t; 




JLCll L 


R55? _ 

O ~J *J c. 








OO / J 




o X 








Score 


^ Q 






8552 8875 8581 


RR 6? 












•^97 8^' - . . 
O J _? / o 






OcCj. x U 


0 10009^1 07 091£ 


CA 


Gene No. 


70362 






Strand 






Start 


10306 






End 


10927 




Name 


OJ000251 07 0216 




L- W 


Method 


TBLASTX: Wheat 




O UCiX u 


ft fift Q ~ 

O D O 2P 






End 


9070 




w X 


iiUllC 






Score 


346 




DAUllO 


RfiftQ QO^Q RfiQO 


Q07f) 












^Q7ft 






Seq. ID 


OJ000251J)7.0216. 


a 


Gene No. 


70362 






Strand 






Start 


10306 






End 


10927 




Name 


OJ000251 07.0216. 


,C4.o7. 


tw 


Method 


TBLASTX: Wheat 




Start 


9071 






End 


9673 




GI 


none 






Score 


269 




l—l *\ w 1 1 O 


9071.. 9361, 9076. 


, .9360, 


9547. , 


,9669, 9548. .9673 




Qprr No 


33978 






Seq. ID 


OJ000251J)7.0216. 




OCUC J.N U * 


70362 






Strand 






Start 


10306 






End 


10927 • 




Name 


OJ000251 07,0216. 


C4 .o2-. 


gs 


Method 


GENSCAN 


- 


Start 


10306 






End 


10849 




GI 


none 






Score 


. 95 




Exons 


10306. . 10726, 10762. .10849 








Seq. No. 


33978 






Seq. ID 


OJ000251_07.0216. 


C4 


Gene No. 


70362 






Strand 






Start 


10306 






End 


10927 




Name 


OJ000251 07.0216. 


C4.o3. 


np 


Method 


AAT/NAP 




Start 


10309 






End 


10927 




GI 


6907089 






Score 


862 




Exons 


10309. . 10927 












GI Descrip. 


(AP001129) hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


33979 






Seq. ID 


OJ000251_07.0216. 


C5 



33973 



Gene No. 70363 Strand 

Start 1 End 1350 

Name OJ000251_07. 0216.C5.ol*.np Method AAT/NAP 

Start 1 End 1350 

GI 4680179 Score 1533 

Exons 1 . . 1350 

GI Descrip. (AF111709) polyprotein [Oryza sativa subsp. indica] 

Seq. No. 33979 Seq. ID OJ000251_07 . 0216 . C5 

Gene No. 70363 Strand 

Start 1 End 1350 

Name OJ000251_07 . 021 6 . C5 . ol . tm Method TBLASTX : Maize 

Start 59 End 577 

GI none Score 61 

Exons 59. .421, 90. .203, 185. .301, 240. .422, 279. .422, 419. .577, 
426. .572 

Seq. No. 33979 Seq. ID OJ000251_07 . 0216 . C5 

Gene No. 70363 Strand 

Start 1 . End 1350 

Name OJ000251_07 . 0216 . C5 . ol . tw Method TBLASTX : Wheat 

Start ^114^^ ^ . .... ,.,... arr .-,-.- < .„End^...-. J ....... 758._.__._ ........ . 

.jGI s _ none— . ; „ ,-S .go re _^._2.5 X 

Exons - 134. .664, 258 . . 665, • 672 . . 758 

Seq. No. 33979 Seq. ID OJ000251_07 . 0216 . C5 

Gene No. 70363 Strand 

Start 1 End 1350 

Name OJ000251_07 . 0216 . C5 . o2 . tm Method TBLASTX : Maize 

Start 699 End 958 

GI none Score 134 

Exons 699. .956, 708. .956, 727. .957, 767. .958 

Seq. No. 33979 Seq. ID OJ000251_07 . 0216 . C5 

Gene No. 70363 Strand 

Start 1 End 1350 

Name OJ000251__07 . 021 6 . C5 . ol . ts Method TBLASTX : Soybean 

Start 717 End 972 

GI none Score 74 

Exons 717 . .845, 717. .965, 727. . 972 

Seq. No. 33979 Seq.. ID OJ000251_07 . 0216 . G5' 

Gene No. \ 70363 " •■ . ■ ; Strand - 1 

Start '.1 End 1350 

Name OJ000251_07 . 0216 . C5 . ol . tc Method TBLASTX : Cress 

Start 741 End 1058 

GI none Score 96 

Exons 741. .884, 757. .882, 885. .1037, 885. .1058 

Seq. No. 33979 Seq. ID OJ000251_07 . 0216 . C5 

Gene No. 70363 Strand 

Start 1 End 1350 

Name OJ000251_07 . 021 6 . C5 . o2 . tw Method TBLASTX : Wheat 

Start 765 End 1289 

CiX none Score 2 62 

Exons 765.. 1289, 769.. 1137 



33974 




oeq. jno. 


jo y o u 






Seq. ID 


UJUUUZOl U/.U^lO 


. Co 


Gene No. 


70364 






Strand 






Start 


1 






End 


2652 




Name 


OJ000251 


07. 0216. C6 


. ol.np 


Method 


AAT/NAP 




Of i v- 4- 


1 






End 


2652 




C T 


4680179 






Score 


2258 




Exons 


1. .1818, 


1921. .1969 


, 2545.. 2652 






oi. uescrxp. 


(AF111709) polyprotein [Oryza 


sativa subsp. indica] 




Seq. No. 








Seq. ID 


OJUUUzol U/.0216 


.C6 


Gene No. 


70364 






Strand 






olait 


1 






End 


2652 




Name 


OJ000251 


07. 0216. C6 


. ol . tw 


Method 


TBLASTX: Wheat 




o tar c 


20 






End 


433 




P T 


none 






Score 


330 




Exons 


20. .433, 


39. .410 










Seq. No. 


o "3 n o r\ 






Seq. ID 


OJ000251 07.0216 


.C6 


Gene No. 


70364 






Strand 






O +- -a v- +- 


1 






End 


2652 




Name 


OJ000251 


07. 0216. C6 


. ol . tm 


Method 


TBLASTX : Maize 




O -f- -i 


,92.., rrj ,.^,. 






,End,, c . r .... 


.5.1.8 ...... 




GI 


.-.none,. 






-.Score. 


..22.2 ... _ 


— — - 


Exons 


92. .517-, 


105. ,518 










Seq. No. 


o o n o r\ 

Jo9o0 






Seq. ID 


OJ000251 07.0216 


C6 


Gene No. 


70364 






Strand 






Of 3 

otail 


1 






End 


2652 




Name 


OJ000251 


07. 0216. C6 


.o2. ts 


Method 


TBLASTX: Soybean 




otart 


152 






End 


397 




P T 


none 






Score 


213 




Exons 


152. .397 












Seq. No. 








Seq. ID 


OJ000251 07.0216 


C6 


Gene No. 


70364 






Strand 






o tar L. 


1 






End 


2652 




Name 


OJ000251 


07. 0216. C6 


. ol . ts 


Method 


TBLASTX: Soybean 




o tart 


419 






End 


814 




P T 


none 






Score 


146 




Exons 


419. .778, 


447. . 662, 


702. .776, 


782. .814 






Seq. No. 


33980. 






Seq. ID 


OJ000251_07.0216. 


C6 


Gene No.' 


• 70364 






Strand 






oLari. 


1 






End 


2 652 




Name 


OJ000251 


07.0216.C6 


. o3 . tw 


Method 


TBLASTX: Wheat 




otdri 


434 






End 


706 




P T 


none 






Score 


195 




Exons 


434 . .706, 


435. . 662, 


440. .706 








Seq. No. 


33980 






Seq. ID 


OJ000251_07 .0216. 


C6 


Gene No. 


70364 






Strand 






Start 


1 






End 


2652 




Name 


OJ000251 


07. 0216. C6 


. o4 . tm 


Method 


/TBLASTX: Maize 




Start 


539 






End 


700 




GI 


none 






Score 


180 




Exons 


539. .700 













33975 




Seq. No. 


33980 




Seq. ID 


OJ000251_07.0216 


.C6 


Gene No. 


70364 




Strand 






btart 


i 
i 




i~> ^ 
End 


O /* c o 

2652 




Name 


f^TnnnocLi m rioi £ ^.o 
UJUUUzol U / . U^lo .Co . Oz , 


tm 


Method 


TBLASTX : Maize 




Start 


/ Ul 




End 


lloo 




bl 


none 




Score 


TOO 

123 




Exons 


7 H 1 1 1 CO TOO IfiQ/l 

/ui. . iiDo, too, .iuy4 










Seq. No. 


33980 




Seq. ID 


OJ000251_07.0216 


.C6 


Gene No. 


70364 




Strand 






Of n v-f 

bt art 


1 




End 


o c c o 




Naine 


OJ000251 07.0216.C6.o2. 


tw 


Method 


TBLASTX : Wheat 




b tar t 


755 




End 


1 o o o 
12 Jo 






none 




Score 


1 O A 
1 /(J 




Exons 


755. .1237, 764. .1210, 789. .1238 






Seq. No. 


33980 




Seq. ID 


OJ000251_07.0216 


.C6 


Gene No. 


70364 




Strand 






btdrt 


1 




End 


2 ooz 




Name 


OJUUUzbl 0 / . U21o . Co . Oi . 


tm 


Method 


TBLASTX : Mai ze 




bt art 


1169 




End 


1 o c c 

1366 




^ _ Jbl _ ^ ^ _ v . .. . - 


none 




...^Scpra _ T4 


1 f o 

162 -—...-^^-.^.^ 




-. >rs . r Exons . 


ZIl 65-'. !!i3.6.£,LjQ 7 blll.3 16 






- ~- ----- 


. ...^ 


h J Seq. No . ' 


33980 




Seq. ID 


OJ000251_07.0216 


.C6 


I'M Gene No. 


70364 




Strand 






;-| i btart 


. 1 




End 


O /T C O 

2652 




.:s. Name 


OJ000251 07.0216.C6.o4. 


tw 


Method 


TBLASTX : Wheat 




btart 


1 coo 
1 0£ O 




End 


1969 




: i ; r*-r 
(jl 


none 




Score 


95 




h.\ Exons 


1523. .1798, 1629. .1739, 


1916 


. .1969 






n \ 

Seq. No. 


33981 




Seq. ID 


OJ000251 07.0216 


.C7 


.ss . Liene wo . 


70365 




Strand 


+ 




Start 


2198 




End 


2463 




'"-I Name 


OJ000251 07.0216.C7.o2. 


gp 


Method 


AAT/GAP 




btart 


2198 




End 


2463 




- • C T 

i. ■ bl 

t s ■ 


61605 3.R1084 




Score 


443 




= : Exons 


2198. .2463 










.is. GI Descrip. 


1 14 02920/emb | CAA66965 | 


2.0e- 


20 (X98321) 


peroxidase [Arabidopsis 




thaliana] 1 










beq . no . 


33981 




..Seq; ID 


OJ000251_07.0216 


•C7 


Gene No. 


70366 




Strand 


+ 




Start 


6225 




End 


7649 




Name 


OJ000251 07.0216.C7.o4. 


np 


Method 


AAT/NAP 




b tart 


6225 




End 


7649 




GI 


6907088 




Score 


1174 




Exons 


6225. .6362, 6538. .6777, 


7264 


. .7649 






GI Descrip. 


(AP001129) hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


33981 




Seq. ID 


OJ000251_07.0216. 


C7 


Gene No. 


.70367 




Strand 






Start 


1 




F.nd 


11527 




Name 


OJ000251 07.0216.C7.o2. 


np 


Method 


AAT/NAP 




Start 


1 




End 


3769 




GI 


4539660 




Score 


354 





33976 




Exons 1..61, 2507. .2927, 3345. .3769 

GI Descrip. (AF061282) polyprotein [Sorghum bicolor] 



b e q . LN o . 


^ ^ Qfi 1 


oeq . i u 


riTnnnoc;i m noi c 

UuUUUZDl U/.UZlD 


pt 
. b / 


bene no . 


7 n "3 £7 


Of v- 3n ^ 

b l rana 






Of 3 v-+- 


1 


ijiia 


I 1 COT 

II / 




Name 


nTnfifi'pcii m noi c p*7 nr-\ 
uj uuu^ji u / . uzio . b / . oi . np 




7\ 7\ rp / VI 7\ "D 

AA1 / Nf\Jr 




O f n r*+- 
b ta r T. 


All 




1 1 c,oi 

1 1 D£ 1 




P T 


Oo DZ 10 U 


Score 






C T^T /"S V"\ t> 


/ITT QC1 1 Q y|H i QOQ 11 /ICQ 


. 1 1 / 






p. t nacpvi v> 

brl UcbLlip. 


(AL117265) zhbOOOlO.l [Oryza 


sativa] 






Seq. No. 


33981 


Seq. ID 


OJ000251_07.0216 


.C7 


bene lno . 


70367 


Strand 






OLalt 


1 


End 


11527 




Name 


OJ000251 07.0216.C7.ol.gp 


Method 


AAT/GAP 






1228 


End 


1746 




P T 


uC-osflM202048cl2bl 


Score 


835 




Exons 


1228. .1746 








GI Descrip. 


f 5257255/dbj | AP000364 . 1 | AP000364 2.0e- 


16 Oryza sativa genoi 




DNA, chromosome 8, clone : P0026F07 1 






.b.eq.., .no 


_33.9&L, _ 


_.S.eq... ID., 


.,0 JOOi) 251.1 0J^02±6.Jzl 


Gene No . 


7036-7 ■ ■ ., . . . 


- Strand 






b tar l. 


1 


End 


11527 




Name 


OJ000251 07.0216.C7.ol.tm 


Method 


TBLASTX: Maize 




C -1- -4 -V- f 

bt art 


2591 


End 


JolU 




GI 


none 


Score 


91 




Exons 


2591. .2890, 3079. .3180, 3182 


. .3310 






Cart NT /-s 

beq . ino . 


33981 


Seq. ID 


OJ000251_07.0216 


.C7 


Gene No . 


70367 


Strand 






Of 3 v+- 


1 


End 


11527 




Name 


OJ000251 07.0216.C7.ol.tw 


Method 


TBLASTX: Wheat 




Of 3r f 

b car t 


2771 


End 


3556 






none 


Score 


60 




Exons 


2771. .3004, 3191. .3556, 3450 


.3551 






Q q rr M/'-i 

beq. wo. 


33981 


Seq. ID 


OJ000251__07.0216 


.C7 


bene no . 


70367 


Strand 






Of arf 

b cart 


1 


End 


11527 




Name 


OJ000251 07.0216.C7.o3.np 


Method 


AAT/NAP 




Of a v-f 


4278 ■ 


End 


5059 ■ 




P T 
bl 


6002794 


Score 


1261 




Exons 


4278. .5059 








GI Descrip. 


(AF149813) unknown [Oryza sativa] 






beq. no. 


" 33981 


Seq. ID 


OJ000251_07.0216 


.C7 


Gene No. 


70367 


Strand 






Start 


1 ' 


End 


11527 




Name 


OJ000251 07.0216.C7.o4.gs 


Method 


GENSCAN 




Start 


10746 


End 


10994 




GI 


none 


Score 


.75 




Exons 


10746. .10994 








Seq. No. 


33982 


Seq. ID 


OJ000251_07.0216 


C8 


Gene No. 


70368 


Strand 


+ 





33977 




Start 


1 


End 


2434 










o.Tnnn^si oi 091 6 pr nl nn 


LUC LIlvJU 


Art I / lNH.r 








O Lai L 


i — 

X 




9 4 "3 4 
£. H Jft 








Vj J. 


SR R9 1 R 1 

JO JlIOI 


Score 


1 9^ 

XZ D 








p von q 


1 1 RR 9170 94^4 

X. .XOO/ ^. 1 / U • iti Jl 












PT P)o ofri n 


^1.11796^ 7hh001 1 1 [Orv7fl 


C 3 *f~ 1 \TZl 1 

oaLivaj 










Seq. No. 


33982 


Seq. ID 


OJ000251 


_07. 


0216 


C8 


Gene No. 


70368 


Strand 


+ 








Start 


1 


FnH 

L-il 1U 


94^4 

£. *i J 4 








NT 3 m d 


n.70n09M 07 091 PR nl rr<5 


Mo +• V"i n W 










■j Lai L 


O J 


EjilQ 


fi fi U 








\j x 


n on o 


Score 


RR 
. O O 










6^ 91 7 ?QS 44D 
U J • • ^,1 / f ^ :? J • • *i *i U 












Seq. No. 


33982 


Seq. ID 


OJ000251 


_07. 


0216. 


C8 


Gene No. 


70369 


Strand 










O LCli. L 


X J U \J 


L1JU 


9^QR 








IN all It. 


O.TOnn^M 07 0916 PR n9 rr«3 


l v Jc UllvJU 










OL.ai L 


1 Sfifi ~~ 

X J u D 




9 ^ QR 
Z j r? o 










. none ....... 


Score 


. / 








P von q 


1 Sfifi 17S4 994^ 9^QR 




----- - :T ;^ 








Seq. -No. 


- 33983 - ' " 


Seq. -ID ■ 


OJ000251_ 


_07. 


02 16-. 


C9 


Gene No. 


70370 


Strand 










C-f- a r -|- 
O L. a -L u 


1 ^R 


r nr i 
HiIlCl 


Z J Jl 








Name 


n.Tonn?Ri 07 091 pq oi oq 


/~S 4— 










O L, a. 1 i_ 


1 ?R ~~ 

1 JUU 


HiilQ. 


ZjjI 










none 


Score 


R 9 

. JZ 








C 1 YAP! G 


I^Rfi 1 4R0 9146 91Q7 9 C >9£ 


* • L J Jl 










Seq. No. 


33984 


Seq. ID 


OJ000251_ 


_07. 


0216. 


CIO 


Gene No. 


70371 


Strand 


+ 








ij uai. l 


1 1 4 

1 1 T 


r nr ) 

HjiIU 


971 ^ 

Z / 1 j 








Name 


0.10009^1 07 091 £ PI 0 nl nc 
L/U UUU^ji U / . U^ID.LIU .oi.gs 












OLdl L 


114 




Z / 1 j 










n on o 


Score 


Q9 

. yz 








Fvr>nc 
CjaUUo 


114 1 fi'} 1RM 1 Qfifl 941^ 
114 . . IDj, 10 Jl . . 1^00, Z *± x j . . 


9/170 oc;nP 
Z U / ZDUo 


9 7 1 "V 
. • Z / 1 j 








Sea No 


33984 


JCL| i X U 


O.T0009 S 1 


07 


091 


PI 0 


Gene No. 


■ 70372 . . 


.Strand 


+ 








Start 


3338 


End 


5743 








Name 


OJ0Q0251 07.0216.C10.ol.*gp 


Method 


AAT/GAP 








Start 


3273 


End 


4408 








GI 


331 10.R1084 


Score 


1390 








Exons 


3273. .3401, 3815. .4408 













GI Descrip. . 1 3915102/sp | Q40901 | THG_PETIN 7.0e-10 GAMMA-THIONIN H0M0L0G PPT 

PRECURSOR >gi_1076652_pir S52634 gamma-thionin - Petunia 

inflata >gi_499655 (L27173) gamma-thionin homolog [Petunia 
inflata] 1 

Seq. No. 33984 Seq. ID OJ000251_07 . 021 6 . CIO 

Gene No. 70372 Strand + 

Start 3338 End 5743 

Name OJ000251_07 . 0216 . CIO . o2 . gs Method GENSCAN 

Start 3338 End 5743 

GI none Score .74 



33978 



Exons 



3338. .3401, 3815. .3909, 5351. .5743 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



33984 
70372 
3338 

OJ000251_07 
3338 
322571 
3338. .3407, 



,0216. CIO. o2.np 



Seq. ID OJ000251_07. 0216. C10 
Strand + 
End 5743 
Method AAT/NAP 
End 3984 
Score 159 

3824. .3984 

proteinase inhibitor II - Arabidopsis thaliana 
gi|16427|emb|CAA48892| (X69139) protease inhibitor II 
[Arabidopsis thaliana] gi I 403804 1 1 gb | AAC97223 . 1 1 (AC005936) 
protease inhibitor II [Arabidopsis thaliana] 



Cart Klr\ 

o e q . no. 


33984 


Seq. ID 


OJ000251_07.0216, 


.C10 


ocUc NO . 


70373 


Strand 






OLaiL 


640 


End 


4451 




Name 


OJ000251 07.0216.C10.ol.np 


Method 


AAT/NAP 




Start 


640 


End 


4451 






3510251 


Score 


105 




Exons 


640. .667, 2563. .2789, 4422. 


.4451 






G I ... J3e s crip . 


,.{AC00531Q ), . unknown^_prAt : ein . 


. .[. Ara b idop s i s . t h alia nal ■ 


oeq. no. 


33984 • 


- ..Seq. ID 


OJQ00251_07. 0216, 


.C10 •■ 


\jQTlQ NO . 


70374 


Strand 






ouar u 


7719 


End 


11497 




Name 


OJ000251 07.0216.C10.ol.tm 


Method 


TBLASTX: Maize 




Start 


3793 


End 


3997 




GI 


none 


Score 


187 






3793. .3987, 3843. .3986, 3862. .3987, 3884. .3997 




oeq. no. 


33984 


Seq. ID 


OJ000251_07.0216. 


.C10 


oene no . 


70374 


Strand 






oizar u 


7719 . 


End 


11497 




Name 


OJ000251 07.0216.C10.o3.gs 


Method 


GENSCAN 




Q+- -a r-4- 


7719 


End 


10629 




GI 


none 


Score 


.55 




Exons 


7719. .7949, 10357. .10629 








Seq. No. 


33984 


Seq. ID 


OJ000251_07.0216. 


.C10 


Gene No. 


70374 . 


Strand 






Start 


7719 


End 


11497 




"Name 


OJ0002-51 07.0216.'C10.o2.gp 


* Method 


AAT/GAP ■ 




Start. 


9847 


.End 


11497 




GI 


2315 5.R1084 


Score 


446 




Exons 


9847. .10098, 11437. .11497 








GI Descrip. 


' 6016845/dbj | AP000570 . 1 | AP000570 . l.Oe- 


■14 Oryza sativa genomic 




DNA, chromosome 1, clone : P07 11E10 1 






Seq. No. 


33985 


Seq. ID 


OJ000251_07.0216. 


.Cll 


Gene No. 


70375 


Strand 






Start 


233 


End 


1058 




Name 


OJ000251 07.0216.Cll.ol.gp 


Method 


AAT/GAP 




Start • 


233 


End 


504 




GI 


2315 5.R1084 


Score 


319 




Exons 


233. .348, 426. .504 








GI Descrip. 


1 6016845/dbj | AP000570 . 1 | AP000570 1 . Oe- 


14 Oryza sativa genomic 



33979 



DNA, chromosome 1, clone : P0711E10 ' 



Qpfy Ma 


33985 


Seq. ID 


OJ000251 07 


o?i 6 n i 


flpnp Mo 

uCHC . 


70375- 








Cf art 


233 


End 


1 058 

iU JO 




Name 


OJ000251 07 0216 Cll ol as 








Start 


237 ~ 


End 


10 58 




GI 


none 


Score 


:"97 




F.xnns 


237 348 426 1058 








Seq. No. 


33985 


Seq. ID 


OJ000251 07 


0216. Cll 


Gene No. 


70375 


Strand 






Start 


233 


End 


1058 




Name 


OJ000251 07.0216.Cll.o2.gp 


Method 


AAT/GAP 




Start 


426 


End 


918 




GI * 


18284 1.R1084 


Score 


700 




Exons 


426. . 918 








GI Descrip. 


M16316/gb|U03445|PRS405 4 


0e-20 Yeast 


integrative 


vector pRS405 




with LEU2 marker, complete 


sequence ' 







Seq. No. 33986 
.-Gene .,N.p.. ; ^,........10 3 7 6,.,..,,, .^- r ^,._ .. rv ... 

.JSta.r,t r -.—320, , _ 

Name OJ000251_07 . 02-16 . C13 . ol . gs 

Start . 320 

GI none 

Exons 320.. 448 



Seq. ID OJ000251_07.0216.C13 

. -r ,Str,and. fc .._ 

l_nd. . _*„""._ V..44 8. 

Method- GENSCAN — ™ 

End 448 

Score .45 



Seq. No. 33987 Seq. ID 

Gene No. 70377 Strand 

Start 70 End 

Name 0 JO 0025 1_07 . 02 1 6 . CI 6 . ol . gs Method 

Start 70 End 

GI none Score 

Exons 70.-79, 517.. 590 



OJ000251_07.0216.C16 
+ 

590 

GENSCAN 
590 
. 97 



Seq. No. 33988 Seq. ID 

Gene No. 70378 Strand 

Start 231 End 

Name OJ000251_07 . 0216 . C17 . ol . gs Method 

Start 231 End 

GI none Score * 

Exons . ■ ' .23.1 . . 339 . " 



OJ000251_07.0216.C17 
339 

GENSCAN 

339 

.42 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 



33989 Seq. ID 

70379 Strand 

1 End 2031 

OJ000251_07 . 0216 . CI 9 . ol . np Method AAT/NAP 

1 End 2031 

4234852 Score 1695 
1. .1848, 1891. .2031 

(AF082133) gag-pol polyprotein [Zea mays] 



OJ000251 07.0216.C19 



33989 Sea. ID 

70379 Strand 
1 End 

OJ000251 07.0216.C19.ol.tw Method 



OJ000251_07, 0216 S C19 
2031 

TBLASTX: Wheat 



33980 



Start 
GI 

- Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
c Gene Nq . 

iiia.zL' Z 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI- 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No, 
Start 
Name 



7 End 566 

none Score 90 

7. .300, 17. .277, 338. .565, 348. .566 



33989 
70379 
1 



Seq. ID OJ000251_07.0216.C19 
Strand 

End 2031 



OJ000251JD7 ; 0216 . C19 . o2 . ts Method TBLASTX : Soybean 

22 End 300 

none Score 80 
22. .87, 91. .300, 119. .298 



33989 
70379 
1 



Seq. ID OJ000251_07.0216.C19 
Strand 

End 2031 



OJ000251 07.0216.C19.o2.tm Method TBLASTX : Maize 



106 
none 

106. .291, 128. .289, 350. .577 

33989 

.10.37.9 _ r ,^ rTO; ,_^^, rv _.^,^..^.^ 



End 577 
Score 81 



Seq. ID OJ000251_07.0216.C19- 
r J3.tr and, . - ^ „ 



.2.0.31 



OJ000251_0-7.0216.Cl-9.ol'-.ts • - -Method TBLASTX : Soybean 

356 End 742 - 

none Score 4 8 

356. .742, 371. .484, 525. .731 



33989 
70379 
1 



Seq. ID OJ000251_07.0216.C19 
Strand 

End 2031 



OJ000251_07.0216.C19.ol.gs Method GEN SCAN 



368 
none 



End 
Score 



1901 
.53 



368. .518, 873. .1163, 1443. .1656, 1680. .1901 



33989 
70379 
1 



Seq. ID OJ000251_07.0216.C19 
Strand 

End 2031 



OJ000251 07.0216.C19.o3.tm Method TBLASTX : Maize 



879 
none. 

879.. 1061, 881.. 1060 

33989 
70379 
1 



End 
Score 



1061 
108 



Seq. ID OJ000251_07 . 0216.C19 
Strand 

End 2031 



OJ000251 07.0216.C19.ol.tm Method TBLASTX : Maize 



1065 
none 



End 
Score 



1939 
47 



1065. .1112, 1217. .1306, 1236. .1277, 1391. .1630, 1401. .1631, 
1409. .1642, 1622. .1939, 1633. .1938 

33990 Seq. ID OJ000251_07 . 0216 . C20 

70380 Strand 
1209 End 2031 

OJ000251_07.0216.C20.ol.gs Method GENSCAN 



33981 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



1209 
none 

1209. .1965 



End 1965 
Score . 9 



OJ000251 07.0216.C20 



33990 Seq. ID 

70380 Strand 

1209 End 2031 
OJ000251_07.0216.C20.ol.np Method AAT/NAP 

1254 End 2031 

6466937 Score 315 
1254. .2031 

(AC011621) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



33990 
70380 
1209 

OJ000251_07.0216.C20.ol.tm 

1428 

none 



Seq. ID OJ000251_07.0216.C20 
Strand 

End 2031 

Method TBLASTX : Maize 

End 1995 

Score 127 



1428. .1694, 1428. .1529, 1435. .1623, 1520. .1648, 1596. .1712, 

15 9 7 ^ .1 J P L,_ 1.83.3,. ,.. 1.9,9.4 1 83 jL. ,JL 9 9 5^____. 



33991 - - 

70381 
1 

OJ000251_07.0216.C21.ol.np 
1 

6466937 
1. .2124 

(AC011621) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 



Seq. ID OJ000251_07. 0216:021 - 
Strand 

End 2306 

Method AAT/NAP 

End 2124 

Score 1817 



33991 Seq. ID 

70381 Strand 

1 End 
OJ000251_07 . 0216 . C21 . o3 . tw Method 

1 End 

none Score 
1..318, 110. .238 

33991 "' " ' Seq. ID 
7 0381 ' . . • Strand 

1 . End 
OJ000251 _0'7 . 021 6 . C2 1 . o3 . tm Method 

1 End 

none Score 
1..396, 2. .502 

33991 Seq. ID 

70381 Strand 

1 End 
OJ000251_07 . 0216 . C21 . ol . gs Method 

7 6 End 

none Score 
76. .2306 



OJ000251_07.0216.C21 
2306 

TBLASTX: Wheat 

318 

90 



OJ000251_07.0216.C21 
2306 

TBLASTX: Maize 

502 

186 



OJ000251_07.0216.C21 

2306 
GENSCAN 
2306 
.96 



33982 



Seq. No. 33991 

Gene No. 70381 

Start 1 

Name OJ000251_07 . 021 6 . C2 1 . o2 . ts 

Start 166 

GI none 

Exons 166. .399, 191. .502, 448. .489 



Seq. ID OJ000251_07.0216.C21 
Strand 

End 2306. 

Method TBLASTX : Soybean 

End 502 

Score 136 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No 
Gene No 
Start 

Name-_-. 
_s£ar.C 
G-I" - 
Exons 



Seq. ID OJ000251_07.0216.C21 
Strand 

End 2306 

Method AAT/GAP 

End 723 

Score 994 



_. s _5.a2„ 



33991 
70381 
1 

OJ000251_07.0216.C21.ol.gp 
223 

uC-osflcyp034hllbl 
223. .723 

'4581164/gb|AAD24647.1|AC006220_3 2.0e-21 (AC006220) putative 
polyprotein [Arabidopsis thaliana] ■ 

33991 Seq. ID OJ000251_07 . 0216 . C21 
70381 Strand 
1 .End 2306 . 
,OJA0A?51_02vQ21^C21 . ,o4. tm ^.-^ Method .TBLASTXAMaize.^ __. r . 



none - ■ 

532. .876, 560. .880 



-End... 

Score 



.fl.8.0- 
113- 



Seq. No. 33991 

Gene No. 70381 

Start 1 

Name OJ000251_07 . 0216 . C21 . o4 . tw 

Start 784 

GI none 

Exons 784.. 1134 



Seq. ID OJ000251_07.0216.C21 
Strand 

End 2306 

Method TBLASTX : Wheat 

End 1134 

Score 207 



Seq. No. 33991 

Gene No. 70381 

Start 1 

Name OJ000251JD7 . 0216 . C21 . o3 . ts 

Start 979 

GI none 

Exons 979. . 1200 



Seq. ID OJ000251_07.0216.C21 
Strand 

End 2306 

Method TBLASTX : Soybean 

End 1200 

Score 182 



Seq. No. 33991 - 

Gene No. 70381 

Start 1 

Name OJ000251_07 . 021 6 . C2 1 . ol . tm 

Start 985 

GI none 

Exons 985. .1269, 1076. .1195, 1250, 



Seq.. ID OJ00Q251_07.0216.C21' 
Strand 

End 2306 

Method TBLASTX : Mai ze 

End 1509 

Score 93 
1489, 1258.. 1509 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



33991 
70381 
1 

OJ000251_07.0216.C21.o2.tw 

1135 

none 



Seq. ID OJ000251_07.0216.C21 
Strand 

End 2306 

Method TBLASTX : Wheat 

End 1533 

Score 60 



1135. .1269, 1255. .1443, 1255. .1533 



33983 



Seq. No. 33991 

Gene No. 70381 

Start 1 

Name OJ000251JD7 . 0216 . C21 . ol . ts 

Start 1255 

GI none 

Exons 1255.. 1572, 1256.. 1486 



Seq. ID OJ000251_07.0216.C21 
Strand 

End 2306 

Method TBLASTX : Soybean 

End 1572 

Score 82 



Seq. No. 33991 

Gene No. 70381 

Start 1 

Name OJ000251_07 . 02 16 . C21 . o2 . tm 

Start 1528 

GI none 

Exons 1528.. 1812, 1541.. 1735, 1798. 



Seq. ID OJ000251_07.0216.C21 
Strand 

End 2306 

Method TBLASTX : Mai ze 

End 2001 

Score 81 

2001, 1798.. 2001 



Seq. No. 33991 

Gene No. 70381 

Start 1 

Name OJ000251_07 . 0216 . C21 . ol . tw 
, Star.t VT ,._ _ ^ 1585,^ - A 

Exons 1585. .1809,'- 1624~. .1806, 1625. 

Seq. No. 33991 

Gene No. 70381 

Start 1 

Name OJ000251JD7 . 0216 . C21 . o4 . ts 

Start 1714 

GI none 

Exons 1714.. 1812, 1807. .2016 



Seq. ID OJ000251_07 .0216.C21 
Strand 

End 2306 

Method TBLASTX : Wheat 

End . s: ,,. _2052,__.,.._.^_._ _ 

-.Scare. , 9iL . .J I .„ . — 

.1819, 1798. .1944, 1798. .205-2 

Seq. ID OJ000251_07.0216.C21 
Strand 

End 2306 

Method TBLASTX : Soybean 

End 2016 

Score 115 



Seq. No. 33992 

Gene No. 70382 

Start 2573 

Name OJ000251_07 . 0216 . C22 . o2 . gs 

Start 2573 

GI none 

Exons 2573.. 2621, 3749.. 3920, 5613. 

Seq. No. 33992 
Gene No. ■ 70383 

Start 7 

Name OJ000251JD7 . 021 6 . C22 . ol . gs 

Start 7 

GI none 

Exons 7.. 1527, 1846.. 1912 



Seq. ID OJ000251_07.0216.C22 

Strand + 

End 58 65 

Method GENSCAN 

End 58 65 

Score .42 
.5865 

Seq. ID . OJ000251_07.0216.C22 

Strand ' -' 

End 1912 

Method GENSCAN 

End 1912 " 

Score .51 



Seq. No. 33992 

Gene No. 70383 

Start 7 

Name OJ000251_07 . 0216 . C22 . ol . tm 

Start 1013 

GI none 

Exons 1013.. 1288, 1014.. 1238, 1022. 
1304. .1348 



Seq. ID OJ000251_07.0216.C22 
Strand 

End 1912 

Method TBLASTX: Maize 

End 1414 

Score 228 

1279, 1294. .1341, 1301. .1414, 



33984 



Seq. No. 


33993 


Seq. ID 


OJ000251_07.0216.C23 


OClld LN L> . 




J LI Cli 1U 


+ 


O Lai L 




£j 1 1H 




NaiTL6 


vUUUU^ JI Lw.U^IO.Lv£.J.L>I.LJo 


Mo i~ V*i o/H 


O Ej In O LvrtlN 






FnH 

Hi 1 1 LI 


I -J ^ _7 


O X 


n on es 
1 iL>i its 






IT von q 


^0 6 4QD I^SI 1 SRQ 
juo i . *± y \j f i j j i . , x ^) *j z> 






Qan Mo 


33993 


Seq. ID 


OJ000251_07.0216.C23 


Gene No. 


70385 


Strand 




Start 


1643 


End 


1868 


Name 


OJ000251 07.0216.C23.ol.gp 


Method 


AAT/GAP 


JLalt 


1643 


End 


1868 


O I 


LIB34 34-038-P1-K1-F1 


Score 


360 


T7 1 V n C 


1643. . 1868 






CI T p)o cpri n 


! 5257255/dbj IAP000364. 1 IAP000364 0.0e+00 Oryza sativa genomic 




DNA, chromosome 8, clone : P0026F07 1 




Spa No 


33994 


Seq. ID 


OJ000251_07.0216.C24 


Gene No. 


70386 


Strand 




.Start. 




..End_ : .„^ . w . 


,4472^^. 


-LMcllLlti — _ 




MeJthad. _ 


..AATZNAE. 


OLal L 


1 - ■ 


End 


1434 


ol 


4388818 


Score 


496 


F von c 


1. .1434 








(AC006528) putative retroelement pol polyprotein [Arabidopsis 




thaliana] 






Seq. No. 


33994 


Seq. ID 


OJ000251_07.0216.C24 


UCI1C 1NU • 


70386 


Strand 




o Lai L 


1 


End 


1472 


Name 


OJ000251 07.0216.C24.ol.gs 


Method 


GENSCAN 


O Lai L 


76 


End 


1472 


ox 


none 


Score 


.61 


P von q 


76. .460, 482. .1132, 1302. .1472 




Seq. No. 


33994 


Seq. ID 


OJ000251_07.0216.C24 


Gene No. 


70386 


Strand 




Start 


1 


End 


1472 


Name 


OJ000251 07.0216.C24.ol.tw 


Method . 


TBLASTX: Wheat _ . 


O L a X L 


706 


End 


1127 


O X 


none 


Score 


4 0 ■ ' 


R v n n q 


706. .789, 757. .798, 824. .895, 


88 4. .98 5 


, 896. .952, 980. .1126, 




981. .1127 






Seq. No. 


33995 


Seq. ID 


OJ000251_07.0216.C25 


(tl^no Mo 

uCllC LN L> . 


70387 


Strand 


+ 


Cf 2 y+- 
O Lai L 


589 


End 


691 


Name 


OJ000251 07.0216.C25.ol.gs 


Method 


GENSCAN 


Start 


589 


End 


691 


GI 


none 


Score 


. 94 


Exons 


589. .691 






Seq. No. 


33996 


Seq. ID 


OJ000251_07.0216.C26 


Gene No. 


70388 


Strand 




Start 


1 


End 


579 



33985 



Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ000251_07.0216.C26.ol.np Method AAT/NAP 

1 End 57 9 

5042454 Score 401 

1. .579 

(AC007789) putative polyprotein [Oryza sativa] 



33996 Seq. ID 

70388 Strand 

1 End 
OJ000251__07.0216.C26.ol.gs Method 

91 End 

none Score 
91. .357 



OJ000251_07.0216.C26 
579 

GENSCAN 

357 

.8 



Seq. No. 
Gene No. 
Start . 
Name 
Start 
GI 

Exons 

J3.eq...J5o.. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



33997 Seq. ID 

70389 Strand 

103 End 
OJ000251JD7 .0216. C27 . ol . gs Method 

103 End 

none Score 

103.'. 112, 550. .623 



OJ000251_07.0216.C27 
+ 

623 

GENSCAN 

623 

.95 



,339.9.8 

.70390- 
307 

OJ000251_07 . 0216.C28.ol.gs 

307 

none 

307. .479, 510. .813 



. _ S.e.q,.„...I D_0 JO 0.0 25J_,CL7.....0 .2.L6...C2 & 

Strand - ...... 

End 813 
Method GENSCAN 
End 813 
Score .75 



33999 Seq. ID OJ000251 

70391 Strand + 

332 End 458 

OJ000251_07 . 0216 . C29 . ol . gs Method GENSCAN 

332 End 458 

none Score .79 
332. .458 



07.0216.C29 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



34000 Seq. ID 

70392 Strand 

2328 . End 

OJ000251_0'7.0216.C30.ol.np " Method . 
.2328 ' . ■ End 
3063699 Score 



OJ000251_07.0216.C30 
+ 

6879 
AAT/NAP 
6879 * 
115 



2328. .2745, 3013. .3172, 6829. .6879 

(AL022537) putative protein [Arabidopsis thaliana] 



34000 Seq. ID 

70393 Strand 

4372 End 6879 

OJ000251_07 .0216. C30 . o2 . np Method AAT/NAP 

4372 End 6879 

4234852 Score 2112 
4372. . 6451, 6819. .6879 

(AFU82133) gag-pol polyprotein [Zea mays] 



OJ000251 07.0216.C30 



Seq. No. 



34000 



Seq. ID OJ000251_07 .0216.C30 



33986 




Gene No. 


70393 








Strand 




O Lai L 


4^79 








Hi I ILL 


6R7Q 
DO / :? 


Nam© 


n,T0009Ri 07 


. 02 16 . 


P?0 r»9 

^ — ) VJ • (J__, 


• ,L W 


L V JC L I HJLl 


1 o J_i.rt.k_> 1A . »viica L 




4 4 9^ _ 








till ILL 


4 ft R? 


\J X 


n ^ n o 








Score 


11? 


T7 1 v An o 
daUI 1 _> 


4 4 9^ 4 R 1 R 


4 Sft Q 


4 R99 


4 6^R 


4RR? 




Seq. No.' 


34000 








Seq. ID 


OJ000251_07.0216.C30 


Gene No. 


70393 








Strand 




jLal L 


4^7 9 












Name 


o.tooo9ri n7 


0916 

■ VJ £. J. D • 


P^O r>9 
LOU . u__ 


> LIU 




1 O XirtO 1 A . rid 1 _C 


Q4- -_, y~f- 


4 R fiQ _ 








FnH 


R1 fifi 




none 








Score 


1 07 
x u / 


Exons 


4R6Q R094 

• • ,J VJ *i j 


4 870 


R09 R 


ROOR 

-J VJ VJ J 


R1 fifi 

. . J X \J u 




Seq. No. 


34000 








Seq. ID 


OJ000251_07.0216.C30 


Gene No. 


70393 








Strand 




o Lai L 


4 379 








End 


6879 


Name 


d.tooo9R1 D7 

VwJUVJUVJ_C,JX \J 1 


091 6 


O VJ • vJ X 


» LW 


Method 


TBLASTX: Wheat 


OLal L 


4 QfiR _ 








End 


5746 


P T 


none 








Score 


110 




496R rog^ 


.5.0.3 2 . 


R41 R 

, i_J.4_l 


RI 9 Q 


... 5JL6 :r ....5.399 . ..57 r 4 & r ^M9X: ^2i^ 


Seq. No. 


34000 • ■ ■ 








Seq. ID 


OJ000251_07.0216\ C30 


Gene No. 


70393 








Strand 


■ ■ 




4 ?7 9 








End 


6879 


Name 


n tooo9 ri 07 

UUUUUZ J Jl u/ 


091 


no 


Liu 


Method 


TBLASTX: Maize 


jL d j_ L. 


R 9 1 9 — 

D -C X £, 








End 


5565 




none 








Score 


181 


HiXuns 


coio cc^c 
jZIZ , . jjDj 












Can Nn 

O G LJ • LN vJ • 


^4 ooo 

O *J VJ VJ VJ 








Seq. ID 


OJ000251_07.0216.C30 


Gene No. 


70393 








Strand 




Start 


4372 








End 


6879 


Name 


o,tooo9ri 07 


091 6 

• VJ -1 X U • 


f?0 n1 

LOU • (J X 


L O 


Method 


TBLASTX: Soybean 


C -(- -3 •*-•{- 

oLdl L 


R4 ^7 ~~ 








End 


5875 


KJ X 


RR0Q96O 








Score 


125 




R4^7 RROR 


SRI? 


R7R R 


RR 01 


. .5875 




IjI UcbLLip. 














Seq. No. . 


34 000 








. Seq. ID 


. OJ0002.51_07. 021.6. C30. 


Gene I\fo. 


70393 ■ 








Strand 




OLdl L . 


4^79* 








' End 


6879 . 


Name 


0. T0 009R1 0 7 


n 9 1 £ 


r ?o r>>9 


gs 


Method 


GENSCAN 




R4 4 ^ ~- 

O fi fl *J 








End 


6449 




none 








Score 


.58 


Exons 


R4 4 "3 R £^ R 


£9 7 9 


. D 4i _7 








O C V-^ . LN ^ . 


34000 








Seq. ID 


OJ000251_07.0216.C30 


Gene No. 


70393 








Strand 




Start 


4372 








End 


6879 


Name 


OJ000251 07 


.0216. 


C30.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


5545 








End 


5787 


GI 


none : 








Score 


99 


Exons 


5545. .5787, 


5549. 


.5785 









Seq. No. 34000 Seq. ID OJ000251_07 . 0216 . C30 



33987 




Gene No. 


70393 




Strand 






Cf -j y~j- 


A ^79 

4 J / Z 






do / y 




Name 


t\ 70009 c; i m noi c p^o ^1 


f m 

. tm 


Method 


i biiAb 1 a : Mai ze 




Cf 3 v- +- 

oxar u 


^ ^ 6Q _ 






JO / 0 




P T 


none 




Score 


Iz 4 




Exons 


^^fiQ RP.1 1 ^R70 RftOQ 
J . . O O 1 1 , jj / U. . jOU!?/ 


DO U 4 . 


epic 

. JO / s> 






Seq. No. 


34001 




Seq. ID 


OJ000251_07.0216 


.C31 


Gene No. 


70394 




Strand 


+ 




Cf a r f 


9 67 
z o / 






S9Q 
o z y 




Name 


pi70009m 07 H91 ^ p-^i ni 


. gs 




P T? M Q P Zi M 






9 67 ~~ 




ona 


jz y 






none 




Score 


^A 
. 0 4 




T7* V ATI c 


9 67 R9 Q 
ZD/. . ^ 










Seq. No. 


34002 




Seq. ID 


OJ000251_07.0216 


.C32 


Gene No. 


70395 




Strand ~ 






Cf 2 ~-f 


Q9 
y Z 






jIj 




Name 


0 10009^1 07 0916 P^9 n1 
UuUUu^Dl U / . UZ10.LOZ , Ol 


. gs 








o uar u 


Q o — 

y z 






"51 "5 
jlj 




P7 


none 




Score 


. DO 




Exons ^ . . 


Q9 1Q/I 9£1 "31 *} 










o e q . in o . 


- ^/inn^ ...... 

04 UU J 




oeq . i u 


.Pi70n09c;i A7 OOI c 
UJUUUZOl U/.UzlD 


P "3 A 


Gene No. 


70396 




Strand 






Start 


452 




End 


1101 




Name 


0 70009^1 07 091 6 riA a1 
UJUUUZ j1 U / . UZ1D. Ljs .OX 


. np 


Method 


AAT/NAP 




Cf 2 >»f 


A c; O 




End 


1101 




P T 


ft Do U 1 / y 




Score 


719 




Exons 


A R9 1 1 m 
4 jZ . . 1 1 U 1 










bi uescrip. 


/ 7\ T 1 1 1*70Q\ t-\a1i 7 — . v- „ 4- - ^ _ 

IHr ill / uy ] poiyprotem 


[Oryza 


sativa subsp. indica] 




Seq. No. 


34003 




Seq. ID 


OJ000251JD7.0216 


C34 


Gene No. 


70396 




Strand 






o t airt- 


4^9 
4 D Z 




End 


1101 




Name 


0 70009^1 07 091 6 C^A o1 
UJUUUZ 01 U/ .UZ1d.Lj4 .Ol 


. gs 


Method 


GENSCAN 




Cf 3 r f 


A P 1 _ 
4 O 1 




End 


858 




ol 


none 




Score 


.48 




Exons 


vi p -} pep 
4 O 1 . . 000 










Seq. .No. 


34003 . 




Seq. ID 


OJ000251__07.0216 


C34. 


Gene No. 


70396 ' 




Strand 






Cf art 


4 D Z 




End* . 


iroi , 




Name 


0 70009^1 07 0916 P^/l 
UUUUUZ Ol U / . U Z 1 D . Lj 4 . O 1 


f T.J 


Method 


TBLASTX: Wheat 




Of ar f 


A Q 6 ~~ 
4 y O 




End 


918 




pT 
Ol 


none 




Score 


169 




Exons 


4Q6 0,1 P. ^17 P61 Q0Q 

4 y o . . y i o , oi/.-oDi/ o u y 


. . o y o 








Seq. No.., 


34003 




Seq. ID 


OJ000251_07.0216. 


C34 


Gene No. 


70396 




Strand 






Start 


452 




End 


1101 




Name 


OJ000251 07.0216.C34.o2 


. tm 


Method 


TBLASTX: Maize 




Start 


511 




End 


672 




GI 


none 




Score 


54 




Exons 


511. .669, 513. .596, 514 


. .672 








Seq. No. 


34003 




Seq. ID 


OJ000251_07.0216. 


C34 



33988 



Gene No. 


70396 






Strand 




OLai L 


A S9 






End 


1101 


Name 


pitooo9ri m 09i£ p^4 


,ol 


. tm 


Method 


TBLASTX: 


otail. 


£7 Q _ 






End 


1101 


P T 


none 






Score 


64 




67Q 774 67Q 1101 


689. .898, 


880. .996, 974. .1 


Seq. No. 


34004 






Seq. ID 


OJ000251 


Gene No. 


70397 






Strand 




C-l- -a r-+* 
otdl L 










1 1 6 


Name 


OTnoo9m 07 09ifi p^fi 


ol 


.gs 


Method 


GENSCAN 










End 


116 


P T 


none 






Score 


. 67 


T7 1 w /—v o 


i i a 










Seq. No. 


34005 ■ 






Seq.' ID 


OJ000251 


Gene No. 


70398 






Strand 


+ 


OLal L 


j. _? " 






PnH 

J_ji l\JL 


O *J .7 


Name 


D-T0009M 07 0916 P^R 


ol, 


.gs 


Method 


GENSCAN 










End 


359. 


p t 


none 






Score 


.46 


, Ex ons.. ^ , .-^ x 


1 Q4 TRQ 






_- ~. - ... 




Seq.. No. 


34006 "~ --- • 




~ - _ 

• - - 


_ 

Seq.^ ID 


_ . *__'. 

OJ000251 


•Gene No. 


70399 






Strand 


- 




91 9 
Z ± Z 






End 


435 


Name 


070009^1 07 0916 P40 
UJUUUZ Jl U / . UZ 1 D . L/fl U . 


ol, 


.gs 


Method 


\3 i_i LN \— -xi.lv 




919 
Z ±Z 






End 


358 


P T 


none 






Score 


.75 


Exons 


919 

Z 1Z . . jjd 










oeq. in o . 


-a 4 no 

J4UUD 






Seq. ID 


OJ000251 


Gene No. 


70399 






Strand 


- 


Start 


212 






End 


435 


Name 


OJ000251 07.0216.C40. 


ol, 


.np 


Method 


AAT /NAP 


oi_arL 


215 






End 


435 


P T 


6907089 






Score 


251 


Exons 


215. .435 












(AP001129) hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


34007 ■-■ ... 






Seq. ID 


,OJ0 0.0 2.51 


Gene No. 


70400 






Strand- 


+ 


OLdl I 


156* 






End 


502 . 


Name 


OJ000251 07.0216.C43. 


ol, 


.gs 


Method 


GENSCAN 


otam 


156 






End 


502 


PT 


none 






Score 


. 93 


Exons 


156.. 215, 402.. 502 










beq. wo. 


34007 






Seq. ID 


OJ000251 


Gene No. 


70401 






Strand 




Start 


1 






End 


614 


Name 


OJ000251 07.0216.C43. 


ol. 


.np 


Method 


AAT /NAP 


Start 


1 






End 


614 


GI 


4234852- 






Score 


274 


Exons 


1. . 614 











GI Descrip. (AF082133) gag-pol polyprotein [Zea mays] 



33989 



Seq. No. 34008 Seq. ID 

Gene No. 70402 Strand 

Start 1 End 571 

Name OJ000251_07 . 0216 . C45 . ol . np Method AAT/NAP 

Start 1 End 571 

GI 4234846 Score 359 

Exons 1 . . 571 

GI Descrip. (AF082130) gag-pol polyprotein [Zea mays] 



OJ000251 07.0216.C45 



Seq. No. 34008 

Gene No. 70402 

Start 1 

Name OJ000251_07 . 0216 . C4 5 . ol . gs 

Start 89 

GI none 

Exons 89.. 379, 432.. 513 



Seq. ID OJ000251_07.0216.C45 

Strand 

End 571 

Method GENSCAN 

End 513 

Score .88 



Seq. No. 34008 Seq. ID 

Gene No. 70402 Strand 

Start 1 End 

Name 0 JO 0025 1_0 7 . 02 1 6 . C4 5 . ol . tm Method 

. Start ..-95...^, ....... .-.^v---^--^-^---. -=-.-*, .£ncL,. 

..,GX none;, r -. ^fS.care.-.^ 

Exons 95. .277, 97. .297 - 



OJ000251_07.0216.C45 
571 

TBLASTX: Maize 

2 97 ... ^ .^..^^ 
A.OS r . : . 



Seq. No. 34009 

Gene No. 70403 

Start 48 

Name OJ000251_07 . 0216 . C4 7 . ol . gs 

Start 48 

GI none 

Exons 48.. 178 



Seq. ID OJ000251_07.0216.C47 

Strand + 

End 178 

Method GENSCAN 

End 178 

Score .86 



Seq. No. 34010 

Gene No. 70404 

Start 58 

Name OJ000251_07 . 0216 . C48 . ol . gs 

Start 58 

GI none 

Exons 58 . . 225 



Seq. ID OJ000251_07.0216.C48 
Strand 

End 225 . 

Method GENSCAN 

End 225 

Score .81 



Seq. No. 34011 1 Seq. ID.. 

^Gene No.. 70405' Strand 

Start '221 End 

Name OJ000251_07 . 0216 . C4 9 . ol . gs Method 

Start 221 . End 

GI none Score 

Exons 221.. 383, 1089.. 2545 



OJ000251_07 . 0216.C49 
+ 

2891 ' 
GENSCAN 
2545 
.55 



Seq. No. 34011 Seq. ID 

Gene No. 70405 Strand 

Start 221 End 

Name OJ000251_07 . 0216 . C4 9 . o2 . np Method 

Start 1323 End 

GI 130582 Score 

Exons 1323.. 2891 

GI Descrip. RETROVIRUS-RELATED POL POLYPROTEIN FROM TRANSPOSON TNT 1-94 



OJ000251_07.0216.C49 
+ 

2891 
AAT/NAP 
2891 
1392 



33990 




[CONTAINS: PROTEASE ; REVERSE TRANSCRIPTASE ; ENDONUCLEASE] 
-gi 1 100342 Ipir M S04273 hypothetical protein - common tobacco 
gi|20045|emb|CAA32025| (X13777) ORF [Nicotiana tabacum] 



beq . NO . 


34011 








Seq. ID 


OJ000251_07.0216 




bene ino . 


70406 








Strand 






otart 


99 








End 


5094 




Name 


OJ000251 07 


.0216. 


C49.ol 


.np 


Method 


AAT/NAP 






99 








End 


5094 




GI 


• 4680183 








Score 


191 




Exons 


99. .188, 799. .869, 5073 


. .5094 








CI T Ho crri n 
ox ucooii^i 


(AF111709) 


gag-pol protein [Oryza sativa subsp. indica] 




beg . NO . 


"3 a m i 








Seq. ID 


OJ000251_07.0216 


C49 


Gene No . 


/U4Uo 








Strand 






o car l. 


y y 








End 


5094 




Name 


UJUUUzOl u / 


.0216. 


C4 9.o2 


. tw 


Method 


TBLASTX: Wheat 




Start 










End 


1531 




GI 


none 








Score 


309 




Exons 


1262. .1531, 


1274. 


. 1492, 


1300. 


.1530 






o.eq . .no . . .. . :r 


o a n i i 








. v Seq.. I.D^ 


QJ.O.Q.02.51^0 7„. 0.2 1 6,_C4 9.._ 


-Gene... No. 










„ Strand.. 






Of -j v--t- . 


Q Q 

y y 








-End 


5094 




Name 


UJ UUU^Oi u / 


.0216. 


C49.o3 


. tm 


Method 


TBLASTX: Maize 




Start 










T-l__ _] 

End 


1957 




GI 


none 








Score 


321 




Exons 


1528. .1824, 


1529. 


.1957 










beq. no. 










Seq. ID 


OJ000251_07.0216 


C49 


Gene No . 


H C\A Csd 
/ U 4 U D 








Strand 






o carr. 


Q Q 

y y 








End 


5094 




Name 


ATnnn9m m 
uuuuuzoi u / 


.0216. 


C49.ol 


. tw 


Method 


TBLASTX: Wheat 




Start 


1 coo 








End 


2311 




GI 


none 








Score 


324 




Exons 


1532. .1861, 


1534. 


. 1845, 


1856. 


.2311 






beq . no . 


"5 A C\ 1 1 








Seq. ID 


OJ000251_07.0216 


C49 


Gene No . 


/ UH Ub 








Strand 








y y 








End 


5094 




Name 


OJ000251 07 


.0216. 


C49.ol 


. ts . 


Method 


TBLASTX: Soybean 




Start 


1553 • 








End 


1942 




GI . 


none 








Score 


379". 




Exons 


1553. .1942", 


1555'. 


. 1845,' 


1697. 


.1900 






beq. no. 


34011 








Seq. ID 


OJ000251_07.0216. 


C49 


Gene No . 


70406 








Strand 






Start 


99 








End 


5094 




Name 


OJ000251 07 


.0216. 


C49.o2 


.tm 


Method 


TBLASTX: Maize 




Start 


1964 








End 


2409 




GI 


none 








Score 


108 




Exons 


1964. .2122, 


1972. 


.2052, 


2084. 


.2401, 2098. .2391, 2218.. 2409 


Seq. No. 


34011 








Seq. ID 


OJ000251_07.021 6- 


C4 9 


Gene No. 


70406 








Strand 






Start 


99 








End 


5094 




Name 


OJ000251 07 


.0216. 


C49.o3 


. tw 


Method 


TBLASTX: Wheat 





33991 




OLdLL 


94 07 




End 


2858 


(ZT 


none 




Score 


149 


F von c 


9407 9698 2438 2638 


94 Q9 


.2644, 2709. .2858 


o c Lj • LN U . 


?4 01 1 




Seq. ID 


OJ000251_07.0216.C49 


Gene No. 


70406 




Strand 




•Start 


99 




End 


5094 


Name 


OJ000251 07 0216 C49 ol 


. tm 


Method 


TBLASTX: Maize 


9t 3 rt- 

J Lai L 


94 fiS ~~ 




End 


2885 




n ono 
i 1 u lie 




Score 


310 


LAUllO 


24fiR 97*34 9467 971? 


94 QO 


.2714, 2492. .2740, 2720. .2881, 




?19'\ 2885 2734 2880 


27 56 


.2881 




Qqa Mo 






Seq. ID 


OJ000251_07.0216.C49 


Gene No. 


70406 




Strand 




Start 


99 




End 


5094 


lvalue 


O.T0009S1 07 0216 P49 r>? 


t- <3 

. L o 


Method 


TBLASTX: Soybean 


o Lai u 


9 4 8 8 _ 




End 


2875 




none 




Score 


215 


IT 1 von q 


9488 97^ 9499 97^4 


94 QS 


.2740, 2721. .2759, 2784. .2873, 




2786 2875 


















. r Seq._...No... 


Laioiil 




-Sfiq—JID.. 




.Gene No-. 


70406 "■ • 




Strand 




O Lai L 






End 


0 U z) 4 


Name 


r>.T0009M 07 0916 T4Q o9 


. gs 


Method 




9-t- a r-t- 
O Lax L 


^^1 9 ~ 




End 


CATQ 




n on o 




Score 


. 0 


Exon s 


^^1 9 ?491 40^1 4914 


4 P 6Q 
H O D 3? . 


.5039 




o e q . in o . 


"34 019 




Seq. ID 


OJ000251_07.0216.C50 


fipnp No 


70407 




Strand 


+ 


Start 


37 




End 


133 


Name 


OJ000251 07.0216.C50.ol 


,gp 


Method 


AAT/GAP 


OLClL L 


37 




End 


133 


riT 
ox 


uC-osflcyp088bl2bl 




Score 


122 


P* von q 


37. . 133 








wX UCOl — L X^J • 


? 5257255/dbj IAP000364.1 


IAP000364 3.0e- 


-36 Oryza sativa genomic 




DNA, chromosome 8, clone : P0026F07 1 




Seq. No. 


34013 




Seq. ID 


OJ000251_07.0216.C54 


Gene No. 


70408 




Strand 




O Lai L 


101 ■ 




.End 


412 


M^3 TYIO 


OJ000251 07.0216.C54.ol 


.gs 


Method 


GENSCAN 


OLai L 


101 




End 


412 


\J X 


none 




Score 


.67 


Exons 


101. .412 








Q^f-r Mn 

OC^i LN L< ■ 


34014 




Seq. ID 


OJ000251_07.0216.C55 


Gene No. 


70409 




Strand 


+ 


Start 


1 




End 


512 


Name 


OJ000251 07.0216.C55.ol 


np 


Method 


AAT/NAP 


Start 


1 




End 


512 


GI 


5852182 




Score 


59 


Exons 


1..34, 350. .512 









GI Descrip. (AL117265) zhb0012.1 [Oryza sativa] 



33992 



Seq. No. 


34014 


Seq. ID 


OJ000251_07.0216.C55 


Gene No. 


70410 


Strand 


+ 


Start 


420 


End 


4 99 


Name 


OJ0002S1 07 0216 CSS ol as 


Mo t" h nrl 


VJJ Hi LN O v^iiLN 


uLai L 


420 ~~ 

*i ^. V/ 




H _/ ZJ 


GI 


none 


Score 


. 68 


P. von 


420 499 






Sea No. 


34015 


Sea ID 


OJ000251 07 0216 C56 


Gene No . 


70411 


Strand 


+ _ 


Start 


254 


End 


472 


Name 


OJ000251 07.0216.C56.ol.np 


Method 


AAT/NAP 


Start 


254 


End 


472 


GI 


4972064 


Score 


139 




254. .472 








(AL078470) putative serine/threonine-specif ic receptor protein 




kinase [Arabidopsis thaliana 


] 




Seq. No. 


34016 


Seq. ID 


OJ000251_07. 0216.C57 


Gene No. 


70412 


Strand 


+ 


Start 


637 . - 


End 


750 


Name 


0 J0.0.0 2.5 1 „ 0 7.. 0 2 1 6 , C 5.7 . o 1 . gs . • 


J^e.thpd^,,.,. 


GENSCAJSL. _ e . 


Start... 


-..6.37 .„.___ . . „ .... 


_.ind.. Z.~~- 


7. SO " " " 


GI 


none - 


Score - 


. 96 - - 


Fynn'<? 


637.. 750 






OCLJ • LXU • 


34017 


Seq. ID 


OJ000251_07.0216.C59 


fipnp No 

^- 1 it- 11V • 


70413 


Strand 


+ 


Start 


261 


End 


659 


Name 


OJ000251 07.0216.C59.ol.np 


Method 


AAT/NAP 


Start 


261 


End 


659 


GI 


5734642 


Score 


119 


Exons 


261. .368, 454. .659 






GI Descrip. 


(AP000391) ESTs C22657(S0014 


) ,C22656 (S0014) correspond to a 




region of the predicted gene 


. ; Similar 


to receptor protein 



kinase, ERECTA (AC004484) [Oryza sativa] 
gi I 6006357 | dbj IBAA84787.il (AP000559) ESTs 
C22657 (S0014) , C22656 (S0014 ) correspond to a region of the 
predicted gene.; Similar to receptor protein kinase, ERECTA 
(AC004484) [Oryza sativa] 



Seq'. No. 


34018 


Seq. ID 


OJ000251 


Gene No. 


. 70414 


Strand 




Start 


415 


End 


678 


Name 


OJ000251 07.0216.C60.ol 


. np Method 


AAT/NAP 


Start 


306 


End 


4 63 


GI 


6907084 


Score 


137 


Exons 


306. .463 






GI Descrip. 


(AP001129) hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


34018 


Seq. ID 


OJ000251 


Gene No. 


70414 


Strand 




Start 


415 


End 


678 


Name 


OJ000251 07.0216.C60.o2 


gs . Method 


GENSCAN 


Start 


415 


End 


678 


GI 


none 


Score 


. 47 


Exons 


415. .534, 592. .678 







33993 



Seq. No. 34019 Seq. ID 

Gene No. 70415 Strand 

Start 1 End 

Name OJ000251J37 .0216. C61 . ol . np Method 

Start 1 End 

GI 6630696 Score 

Exons 1..120 

GI Descrip. (AP000969) ESTs 022114(010364), AU07 6106 (E20423) correspond to a 
region of the predicted gene.; Similar to retrovirus-related pol 
polyprotein from transposon Tnt 1-94. (P10978) [Oryza sativa] 



OJ000251_07.0216.C61 
+ 

120 

AAT/NAP 

120 

117 





34020 


Seq. ID 


OJ000251_07.0216.C62 


belle 1NU • 


70416 


Strand 




OLdl t 


1 


End 


533 


Name 


OJ000251 07.0216.C62.ol.np 


Method 


AAT/NAP 


OLdl L 


1 


End 


533 


ri t 


2160137 


Score 


124 


Exons 


I. .23, 239. .533 






GI Descrip. 


(AC000375) Similar. to Arabidopsis light repressible receptor 




protein Kinase \qD\&yf i /h) . 


[Arabidopsis thaliana] 


—O.cLJ-. J-N.iJ. . 


3 4020 


S.eq.....J.D™ 


.,0 J0.Q 0 2 52—.0.7....Q 2 JL.6.^C&2_ 




■ 7 Pi /I 1 £ .... . * 


■* Strand "- 


- - 




i 
l 


End 


533 


Name 


UJUUU^Ol U/ . UZ±O.UO<£.01. tin 


Method 


i Dij/io i a . ixiai ze 


Start 


243 


End 


494 


GI 


none 


Score 


145 




9/1'} /lOQ 0 A Q AQ1 9/1 Q /I Q n 


, 387. .494 








Seq. ID 


OJ000251_07.0216.C62 




70416 


Strand 




j Lai L 


1 


End 


533 


Name 


OJ000251 07.0216.C62.ol.gs 


Method 


GENSCAN 


Start 


251 


End 


493 


GI 


none 


Score 


.46 




251. .493 






o e q . in o . 


34021 


Seq. ID 


OJ000251_07.0216.C66 


Gene Nq. 


70417 


Strand 




Start 


338 


End 


371 


Name 


OJ000251 07.0216.C66.ol.gs 


Method 


GENSCAN - 


Start. 


338 • 


End- 


371 


GI 


none 


Score 


.65 


Exons 


338. .371 






Seq. No. 


34022 


Seq. ID 


OJ000251_07.0216.C70 


Gene No. 


70418 


Strand 




Start 


509 


End 


556 


Name 


OJ000251 07.0216.C70.ol.gs 


Method 


GENSCAN 


Start 


509 


End 


556 


GI 


none 


Score 


.91 


Exons 


509. .556 






Seq. No. 


34023 


Seq. ID 


OJ000251_07 . 0216. C72 


Gene No. 


70419 


Strand 




Start 


1 


End 


660 



33994 




Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No.' 

Start 

Name 

Start . 
-.GL ...... 

..Exons 



0 JO 002 5 1_07 .0216.C72.ol.np Method AAT/NAP 

1 End 660 

6742729 Score 133 

1..256, 640. .660 

(AF121139) RIM2 protein [Oryza sativa] 



Seq. ID OJ000251_07.0216.C75 

Strand 

End 674 

Method AAT/NAP 

End 642 

Score 292 



34024 
70420 
1 

OJ000251_07.0216.C75.ol.np 
1 

2160137 
1..320, 453. .642 

(AC000375) Similar to Arabidopsis light repressible receptor 
protein kinase (gb|X97774). [Arabidopsis thaliana] 



34024 
70420 
1 

OJ000251_07.0216.C75.ol.gs 

86 

..none... -..„,.„_ - 7 , _ r . 

„_.8L6. fc ,.2.5.5__ _ w . 



Seq. ID OJ000251_07.0216.C75 

Strand 

End 67 4 

Method GENSCAN 

End 255 

. -Score 8 5.-.. „ 



Qpa No 


34024 






Seq. ID 


OJOOOPSI 07 DPI P7S 


Gene No. 


70420 






Strand 




Start 


1 






End 


674 


Name 


OJ000251 


_07.0216.C75.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


95 






End 


644 


GI 


none 






Score 


110 


Exons 


95. .214, 


230. .319, 449.. 


643, 


450. . 644 




Seq. No. 


34024 






Seq. ID 


OJ000251_07.0216.C75 


Gene No. 


70420 






Strand 




Start 


1 






End 


674 


Name 


OJ000251 


07.0216.C75.ol. 


ts 


Method 


TBLASTX: Soybean 


Start 


224 






End 


674 


GI 


none 






Score 


68 


Exons 


224 . .319, 


449. .643, 522. 


.674 






Seq. No. 


34024 






Seq. ID 


OJ000251_07.0216.C75 


Gene No. 


70420 






Strand 




Start 


. 1- 






End 


674' 


Name 


OJ000251 


: 07.0216.C75.ol. 


tw 


. Method 


TBLASTX: Wheat 


Start 


230 






End 


643 


GI 


none 






Score 


56 


Exons 


230. .334, 


447. .623, 449. 


.622, 


626. . 643 




Seq. No. 


34024 






Seq,, ID 


OJ000251_07.0216.C75 


Gene No. 


70420 






Strand 




Start 


1 






End 


674 


Name 


OJ000251 


07.0216.C75.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


242 






End 


643 ' 


GI 


none 






Score 


62 


Exons 


242. .334, 


447. .611, 449. 


.643 







Seq. No. 



34025 



Seq. ID OJ000251 07.0216.C78 



33995 



Gene No. 70421 Strand 

Start 1 End 7 6 

Name OJ000251_07 . 0216 . C78 . ol . np Method AAT/NAP 

Start 1 End 76 

GI 6630696 Score 109 

Exons 1 . . 76 

GI Descrip. (AP000969) ESTs 022114(010364), AU076106 (E20423) correspond to a 
region of the predicted gene.; Similar to retrovirus-related pol 
polyprotein from transposon Tnt 1-94. (P10978) [Oryza sativa] 



Seq. No. 34026 

Gene No. 70422 

Start 75 

Name OJ000251_07 . 0216 . C79 . ol . gs 

Start 75 

GI none 

Exons 75. . 383 



Seq. ID OJ000251_07.0216.C79 
Strand 

End 383 

Method GENSCAN 

End 383 

Score .98 



Seq. No. 34027 

Gene No. 70423 

Start 94 

..Name 0 , O JO 0.0 2 51_0.7 . 021.6 ,-C,8 4 . pl....gs . 

.Start 9.4...,_ _ ? I 

GI ' none 

Exons 94.. 181, 225. .316 



Seq. ID OJ000251_07.0216.C84 
Strand 

End 316 
_ Me t hod- . ^ ...G E NSC AN. _ 
. - JeelcL, _ 31 „.l 

Score ■■■ - . 92 " 



Seq. No. 34028 

Gene No. 70424 

Start 219 

Name OJ000251_07 . 0216 . C85 . ol . gs 

Start 219 

GI none 

Exons 219.. 419 



Seq. ID OJ000251_07.0216.C85 
Strand 

End 419 

Method GENSCAN 

End 419 

Score .8 



Seq. No. 34029 

Gene No. 70425 

Start 1 

Name OJ000251_07 . 0216 . C8 6 . ol . np 

Start 1 

GI 5257279 

Exons 1 . . 520 . .... 

GI Descrip. (AP000364) Similar to Transposon MAGGY gag and pol gene 
.homologues . . (L35053) [Oryza. sativa] - 



Seq. ID OJ000251_07.0216.C86 

Strand + 

End 520 

Method AAT/NAP 

End 520 

Score 867 



Seq. No. 


34029 












Seq. ID 


OJ000251 


Gene No. 


70425 












Strand 


+ 


Start 


1 












End 


520 


Name 


OJ000251 


07 


.0216 


.C86, 


.ol. 


.gs 


Method 


GENSCAN 


Start 


58 












End 


232 


GI 


none 












Score 


.49 


Exons 


58. .232 
















Seq. No. 


34029 












Seq. ID 


OJ000251 


Gene No. 


70425 












Strand 


+ 


Start 


1 












End 


520 


Name 


OJ000251 


07 


.0216 


.C86. 


.ol. 


, tm 


Method 


TBLASTX : ] 


Start 


175 












End 


500 



33996 




GI 


none 






Score 


212 




175 498 222 323 366 


. .500 






Seq. No. 


34029 






Seq. ID 


OJ000251_07 .0216.C86 


Gene No. 


70425 






Strand 


+ 


Start 


1 






End 


520 


Name 


OJ000251 07.0216.C86 ol 


. tw 




Method 


TBLASTX • Whpaf 


Start 


180 ~~ 






End 


516 


GI 


none 






Score 


141 


F.Yons 


180 302, 181 402. 233 


. .310, 


400 . .498 


436 516 447 SIS 


Seq. No. 


34030 






Sea ID 


OJ000251 07 0216 P87 


Gene No . 


70426 






Strand 


+ " 


Start 


301 






End 


553 


Name 


OJ000251 07.0216.C87.o2 


.np 




Method 


AAT/NAP 


Start 


301 






End 


553 


GI 


6721561 






Score 


107 


Exons 


301. .553 










GI Descrip. 


(AP001073) EST AU082058 


(C12976) corresponds to a region of ' 




predicted gene.; hypothetical 


protein 


[Oryza sativa] 




gil 681508 6|dbj IBAA90372 


.11 


(AP001081) 


EST AU082058 (C12976) • 




c or re sp on ds, .to, Tm a .r e.g ip n, 




.the . p r edict 


ed. gene . ; v , hyppthe.y^ca. 




__prLat.e±n ^Qr^za^.satijKa .] _„ 










Sea No 


34030 






Seq. ID 


OJ000251_07.0216.C87 


Gene No. 


70427 






Strand 




Start 


179 






End 


553 


Name 


OJ000251 07.0216.C87.ol 


.np 




Method 


AAT/NAP 


Start 


179 






End 


553 


GI 


4680183 






Score 


98 


Fyon s 


179. .268, 400. .553 










Dpsrr i d 

\J — . i-> O _. h-s • 


(AF111709) gag-pol protein 


[Oryza sativa subsp. indica] 


Sea No 


34031 






Seq. ID 


OJ000251_07.0216.C88 


Gene No . 


70428 






Strand 


+ 


Start 


289 






End 


929 


Name 


OJ000251 07.0216.C88.ol, 


.np 




Method 


AAT/NAP 


. Start 


289 






End 


'929 


GI 


6907087 






Score 


309 


i—i \y 1 1 o 


289. .654, 732. .929 










GI Dp <? ct i r> 


(AP001129) ESTs C7277 1 { E22 15 ) , AU08.2313 ( E22 15 ) correspond to 




region of the predicted 


gene . ; 


1 hypothetical protein [Oryza- 




sativa] „, • 










Seq. No. 


34031 






Seq. ID 


OJ000251_07.0216.C88 


Gene No. 


70429 






Strand 




Start 


376 






End 


840 


Name 


OJ000251 07.0216.C88.ol, 


, gs 




Method 


GENSCAN 


Start 


376 






End 


840 


GI 


none 






Score 


.85 


Fix on 


376. .840 










Seq. No. 


34032 






Seq. ID 


OJ000251_07.0216.C89 


Gene No. 


70430 






Strand 


+ 


Start 


I 






End 


6156 


Name 


OJ000251 07.0216.C89.ol. 


.np 




Method 


AAT/NAP 


Start 


1 






End 


2275 



33997 



# • 



GI 


4544372 


Score 


401 


Exons 


1..892, 2221. .2275 






GI Descrip. 


(AC006920) putative retroelement pol polyprotein [Arabidopsi 




thaliana] 






Seq. No. 


34032 


Seq. ID 


OJ000251_07.0216.C89 


Gene No. 


70430 


Strand 


+ 


Start 


-1 


End 


6156 


Name 


OJ000251 07.0216.C89.o2.np 


Method 


AAT/NAP 


Start 


1722 


End 


6156 


GI 


6907087 


Score 


711 


Exons 


1722. .2083, 2156. .2722, 5454. 


.5514, 6055. .6156 


GI Descrip. 


(AP001129) ESTs C7277 1 (E2215 ) , AU082313 (E2215 ) correspond to 




region of the predicted gene . 


; hypothetical protein [Oryza 




sat i va ] 






oeq . lno * 


34032 


Seq. ID 


OJ000251 07 0216 C89 


Gene No. 


70431 


Strand 




Start 


5416 


End 


5772 


Name 


OJ000251 07.0216.C89.ol.tm 


Method 


TBLASTX: Maize 


Start 


73 


End 


• 450 


GI - . 


none „. 


Score 


204 _ 


Rxon.q 


"73." 4 Fin " 






Seq. No. 


34032 


Spa TD 


OJ000251 07 0216 C89 


Gene No. 


70431 


Strand 




Start 


5416 


End 


5772 


Name 


OJ000251 07.0216.C8 9.ol.ts 


Method 


TBLASTX : Soybean 


Start 


223 


End 


504 


GI 


none 


Score 


215 


Exons 


223. .504, 411. .503 






Seq. No. 


34032 


Seq. ID 


OJ000251__07.0216.C89 


Gene No. 


70431 


Strand 




Start 


5416 


End 


5772 


Name 


OJ000251 07.0216.C89.o2.gs 


Method 


GENSCAN 


Start 


5416 


End 


5772 


GI 


none 


Score 


.96 


Exons 


541'6. .5772 






Seq. No. 


34033 


Seq. ID 


OJ000251_07.0216.C90 


Gene No . 


70432 " 


Strand ' 


■ + • . 


Start 


1 * . •' 


End 


1856- 


Name 


OJ000251 07.0216.C90.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


1856 


GI 


6063554 


Score 


314 


Exons 


1..385, 492. .731, 1681. .1856 






GI Descrip. 


(AP000615) ESTs AU075609 (C63344 ) ,C71850 (E04 64) , C98 611 (E04 64 ) 




. correspond to a region of the 


predicted gene.; hypothetical 




protein [Oryza sativa] 






Seq. No. 


34033 


Seq. ID 


OJ000251_07.0216.C90 


Gene No. 


70433 


Strand 


+ 


Start 


2712 


End 


4665 


Name 


OJUUU251 07. 0216.C90.o3.np 


Method 


AAT/NAP 


Start 


2712 


End 


4665 


GI 


4680186 


Score 


132 



33998 



# 



Exons 2712.. 2735, 4459.. 4665 

GI Descrip. (AF111709) unknown [Oryza sativa subsp. indica] 



Seq. No. 34033 

Gene No. 70433 

Start 2712 

Name OJ000251_07 . 02 16 . C90 . o4 . gp 

Start 2913 

GI uC-osflcyp033a04bl 

Exons 2913.. 3294 

GI Descrip. 1 6016845/dbj | AP000570 . 1 | AP000570 3 
DNA, chromosome 1, clone : P0711E10 1 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000251_ 
+ 

4665 
AAT/GAP 
3294 
635 



07.0216.C90 



Oe-59 Oryza sativa genomic 



Seq. No. 34033 Seq. ID OJ000251_07 . 0216 . C90 

Gene No. 70434 Strand + 

Start 6211 End 8359 

Name OJ000251_07 . 02 16 . C90 . o'5 . np Method AAT/NAP 

Start 6211 End 8359 

GI 629693 Score 135 

Exons 6211.. 6246, 8066.. 8359 

GI Descrip. probable integrase - common tobacco (fragment) 
. .. ,.-, r ..-,^gi,L53074,2 J emb |.CAA5,6791 |.,_J,X80830 )^integras^ 



.Seq.' No-. - - 34033 ■*"- : - -- " ' - - Seq;- ID - OJ0 66 2 5i^_0 7-. 021-6 ";C90 

Gene No. 70435 Strand 

Start 1037 End 1103 

Name OJ000251_07 . 021 6 . C90 . ol . gp Method AAT/GAP 

Start 1037 End 1103 

GI uC-osroM202024h08al Score 82 

Exons 1037.. 1103 

GI Descrip. 1 5852 170/emb | AL117265 . 1 | OST17804 5.0e-84 Oryza sativa 

indica (GLA4 ) genomic DNA, chromosome 4, BAC clone : 1 17804 1 

Seq. No. 34033 Seq. ID OJ000251_07 . 0216 . C90 

Gene No. 70436 Strand 

Start 1245 End 1765 

Name OJ000251_07 . 0216 . C90 . o2 . gp Method AAT/GAP 

Start 1245 End . 1765 

GI uC-osflM202048cl2bl Score 827 

Exons 1245.. 1765 

GI Descrip. 1 5257255/dbj | AP000364 . 1 | AP000364 2.0e-16 Oryza sativa genomic 

- • DNA, chromosome 8, clone : P0026F07 1 -. : . , 

Seq. No. 34033 Seq. ID OJ000251_07 . 021 6 . C90 

Gene No. ' 70437 Strand 

Start 2228 End 2534 

Name OJ000251_07 . 0216 . C90 . o3 . gp Method AAT/GAP 

Start 2228 End 2534 

GI 61605_3.R1084 Score 428 

Exons 2228.. 2534 

GI Descrip. 1 1402920/emb | CAA66965 | 2.0e-20 (X98321) peroxidase [Arabidopsis 
thaliana] 1 



Seq. No. 34033 Seq. ID OJ000251_07 . 02 1 fi s C90 

Gene No. 70438 Strand 

Start 2841 End 3282 

Name OJ000251_07 . 0216 . C90 . o2 . np Method AAT/NAP 



33999 



0 4- -i 

otart 


O Q A 1 
O 4 ± 






End 


o O Q o 


C T 


/ £ q n i q a 






Score 


O A "7 


Exons 


_. O 4 ± . . jU / !/ 


3198. .3282 








oi uescrip. 


\ t\C L L L I ) 


unknown [Oryza sativa subsp 


lnaiCa j 




j*i U J J 






Seq. ID 


070009^1 07 Pl91£ pan 




7D4 






Strand 




Start 


5056 






End 


9698 


Name 


OJ000251 07 


.0216.C90.o4 


.np 


Method 


AAT/NAP 


Start 


5056 






End 


6719 




6907087 






Score 


864 


Exons 


5056. .5157, 


5666. .6305, 


6351. 


.6719 




oi uescrip. 


(AP001129) 


ESTs C7277K 


E2215) ,AU082313 (E2215) correspond to 




region of the predicted gene. 


; hypothetical protein [Oryza 




sativa] 










oeq. no . 


34033 






Seq. ID 


OJ000251_07.0216.C90 


Gene No. 


/U4 3 9 






Strand 




Start 


oUoo 






End 


9698 


Name 


OJ000251 07 


n n i /" c\r\ „ o 

. 0216 . C90 . o2 


.gs 


Method 


GENSCAN 


Of ar f 

o l a r x 


5477 






End . 


9698 




none . . 






^ Score ,. 


. 69 ... „ 


Exon s — r ._ — , — 




„.poI U-.. 1 .,o.4-/,U,, 


„.&XU3- 


..;R225., 53.05,^.^.5.0^,- JB-fias..,.. 9.212.,. 




-94 31 . . 9480, 


9 610. \ 9698 . 








Seq. No. 


o A r\ *D d 

34033 






Seq. ID 


OJ000251_07 .0216.C90 


Gene No . 


/ U4 j y 






Strand 




olart 


r fl C /T 






End 


9698 


Name 


OJ000251 07 


.0216.C90.el 


.ts 


Method 


TBLASTX : Soybean 


Of nyf 


8072 






End 


8322 




none 






Score 


240 


17* v r~\ ~* e» 


8072. .8314, 


8074. .8211, 


8284 . 


.8322 




oeq . no . 


34034 






Seq. ID 


OJ000251__07.0216.C91 


Gene No . 


70440 






Strand 


+ 


Start 


1660 






End 


3705 


Name 


OJ000251 07 


.0216.C91.ol 


.gs 


Method 


GENSCAN 


Of -i y~+- 


1660 






End 


3705 




none 






Score 


.79 


Exons 


1660. .1820, 


2023. .2224, 


2231. 


.2446, 2695. .2964, 3016. .3325, 




3616. .3705 










Seq. No; 


34035 






Seq.. ID 


OJ000251_07.Q216.C92 


Gene No. 


70441 






Strand 


+ 


Cf a y-+- 


56 






End 


449 


Name 


OJ000251 07 


.0216.C92.ol 


.gs 


Method 


GENSCAN 


Of 3 y.f 
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